Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2767. .3180, 3424. .3546, 3638. .4429, 4528. .5130 



52999 

111763 

2767 

OJ990817_15.0419.C32.o2.np 

2782 

7486760 



Seq. ID OJ990817_15.0419.C32 
Strand 

End 5130 

Method AAT/NAP 

End 5112 

Score 744 



2782. .2952, 3731. .4811, 4849. .5112 

hypothetical protein F9N11.100 - Arabidopsis thaliana 
gi | 5730135 | emb | CAB524 69 . 1 1 (AL109796) putative protein 
[Arabidopsis thaliana] gi I 7269925 | emb I CAB81018 . 1 1 (AL161576) 
putative protein [Arabidopsis thaliana] 



52999 

111764 

7398 

OJ990817_15.0419.C32.ol.tc 

3866 

none 

3866. .4081, 3927. .4079 

52999 

111764 

7398 

OJ990817_15.0419.C32.ol.tw 

3866 

none 

3866. .4084, 3915. .4085 

52999 

111764 

7398 

OJ990817_15.0419.C32.ol. ts 

3887 

none 



Seq. ID OJ990817_15.0419.C32 
Strand 

End 9133 

Method TBLASTX : Cress 

End 4081 

Score 159 



Seq. ID OJ990817_15.0419.C32 
Strand 

End 9133 

Method TBLASTX : Wheat 

End 4085 

Score 156 



Seq. ID OJ990817_15.0419.C32 
Strand 

End 9133 

Method TBLASTX : Soybean 

End 4695 

Score 147 



3887. .4084, 3945. .4079, 4199. .4360, 4212. .4376, 4358.-4429, 
4378. .4536, 4660. .4695 



52999 

111764 

7398 

OJ990817_15.0419.C32.ol.tm 

3965 

none 



Seq. ID OJ990817_15.0419.C32 
Strand 

End 9133 

Method TBLASTX: Maize 

End 4549 

Score 131 



3965. .4087, 3966. .4085, 4193. .4360, 4194. .4376, 4358. .4549, 
4381. .4548 



Seq. No. 52999 Seq. ID OJ9908 17_15 . 0419 . C32 

Gene No. 111764 Strand 

Start 7398 End 9133 

Name OJ990817_15 . 04 19 . C32 . o3 . np Method AAT/NAP 

Start 7398 End 8998 

GI 4887742 Score 220 

Exons 7398.. 7480, 8640.. 8998 

GI Descrip. (AC006533) hypothetical protein [Arabidopsis thaliana] 



54001 



Seq. No. 52999 Seq. ID 

Gene No. 111764 Strand 

Start .7398 End 

Name OJ9908 17_15 .0419. C32 . o3 . gs Method 

Start 8615 End 

GI none Score 

Exons 8615.. 9133 



OJ990817_15.0419.C32 

9133 
GENSCAN 
9133 
.51 



Seq. No. 53000 Seq. ID 

Gene No. 111765 Strand 

Start 1721 End 

Name OJ9908 17_15 . 0419. C35 . ol . gs Method 

Start 1721 End 

GI none Score 

Exons 1721.. 2200 



OJ990817_15.0419.C35 

2360 
GENSCAN 
2200 
.92 



Seq. No. 53000 Seq. ID OJ990817_15 . 04 19 . C35 

Gene No. 111765 Strand 

Start 1721 End 2360 

Name OJ9908 17_15 . 04 19 . C35 . ol . np Method AAT/NAP 

Start 1769 End 2360 

GI 1362019 Score 95 

Exons 1769.. 1982, 2137.. 2360 

GI Descrip. CCHH finger protein 6 - Arabidopsis thaliana 

gi|790683|gb|AAA87302.1| (L39649) zinc finger protein 
[Arabidopsis thaliana] 



Seq. No. 53001 Seq. ID 

Gene No, 111766 Strand 

Start 3631 End 

Name OJ990817_15 . 04 19 . C36 . o2 . gs Method 

Start 3631 End 

GI none Score 
Exons 



OJ990817_15.0419.C36 
+ 

7768 
GENSCAN 
7768 
. 69 



3631. .3728, 4658. .4758, 4793. .5613, 5618. .5877, 5879.-5972, 
6091. .6597, 6616. .6801, 7063. .7363, 7421. .7768 



Seq. No. 53002 

Gene No. 111767 

Start 1630 

Name OJ990917_11 . 0421 . C4 . ol . gs 

Start 1630 

GI none 

Exons 1630.. 1692, 3369.. 3522, 4808. 

6791. .6935, 7871. .8017, 8368. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5019, 6065 
.8438 



OJ990917_ 
+ 

8438 
GENSCAN 
8438 
. 63 

6208, 



11. 0421. C4 



6415. .6507, 



Seq. No. 53002 Seq. ID OJ990917_1 1 . 0421 . C4 

Gene No. 111767 Strand + 

Start 1630 End 8438 

Name OJ990917_11 . 0421 . C4 . ol . np Method AAT/NAP 

Start 4804 End 7039 

GI 5732016 Score 552 

Exons 4804. .5019, 5891. .5977, 6065. .6208, 6415. .6507, 6791. .7039 

GI Descrip. (L47355) chorimate mutase [Arabidopsis thaliana] 

gi|5824345|emb|CAB54519.1| {AJ242648) chorismate mutase 

[Arabidopsis thaliana] 



Seq. No. 



53002 



Seq. ID OJ990917 11. 0421. C4 



54002 




Gene No. 


111768 


Strand 




Start 


10689 


End 


12287 


Name 


OJ990917 11.0421.C4.o2.gs 


Method 


GENSCAN 


Start 


10689 


End 


12287 


GI 


none 


Score 


.81 


Exons 


10689. .11553, 11684. .11841, 12045. .12287 


Seq. No. 


53002 


Seq. ID 


OJ990917_11.0421.C4 


Gene No. 


111768 


Strand 




Start 


10689 


End 


12287 


Name 


OJ990917 11.0421.C4.o2.np 


Method 


AAT/NAP 


Start 


10692 


End 


12257 


GI 


3169179 


Score 


585 


Exons 


10692. . 11553, 11684. .11825, 12017 12 118 , 12161. .12257 


GI Descrip. 


(AC004401) similar to hooklessl (HLS1) 


[Arabidopsis thaliana 


Seq. No. 


53002 


Seq. ID 


OJ990917_11.0421.C4 


Gene No. 


1117 69 


Strand 




Start 


14034 


End 


15185 


Name 


OJ990917 11 . 04zl . C4 . ol . tm 


Method 


TBLASTX: Maize 


Start 


4831 


End 


7071 


GI 


none 


Score 


145 


Exons 


4831. .5019, 5881. .5979, 5883. 


.5978, 58 


91. .5980, 6062. .6208, 




6064.. 6210, 6065.. 6199, 6407. 


.6490, 6409. .6489, 6413. .6496, 




6417. .6509, o41o..ooU// b/oo. 


.6907, 67 


88. . 6904, 6911. .7042, 




z'* A /I A /""AAA /"ACT T A ^ *3 /"ACQ 

6940. .6999, 6951. .7043, 6958. 


.7071 




Seq. No. 


53002 


Seq. ID 


OJ990917_11.0421.C4 


Gene No. 


111769 


Strand 




Start 


14034 


End 


15185 


Name 


OJ990917 11 . 0421 . C4 . o3 . gs 


Method 


GENSCAN 


Start 


14034 


End 


15185 


GI 


none 


Score 


.71 


Exons 


14034. .14231, 15177.. 15185 






Seq. No. 


53003 


Seq. ID 


OJ990917_11.0421.C5 


Gene No. 


111770 


Strand 


+ 


Start 


166 


End 


1289 


Name 


OJ990917 11.0421.C5.ol.gp 


Method 


AAT/GAP 


Start 


166 


End 


744 


GI 


16490 1.R1084 


Score 


698 


Exons 


166. .221, 327. .511, 604. .744 






GI Descrip. 


, 4584525/emb|CAB40756.1 | 7 . Oe 


-38 (AL049607) protein phosphat 




2C-like protein [Arabidopsis 


thaliana] ' 


Seq. No. 


53003 


Seq. ID 


OJ990917_JL1.0421.C5 


Gene No. 


111770 


Strand 


+ 


Start 


166 


End 


1289 


Name 


- OJ990-917 11.0421.C5.ol.np 


Method 


AAT/NAP 


Start 


166 


End 


516 


GI 


7488279 


Score 


180 


Exons 


166. .221, 327. .516 






GI Descrip. 


protein phosphatase 2C homolog F11C18. 


60 - Arabidopsis thali 




gi | 4584 525 | emb | CAB4 0756 . 1| (AL04 9607) 


protein phosphatase 




2C-like protein [Arabidopsis 


thaliana] 






gi | 727008 9| emb ICAB79904.il (AL16157 9) 


protein phosphatase 




2C-like protein [Arabidopsis 


thaliana ] 





54003 



v 




Seq. No. 


53003 




Seq. ID 


OJ990917_ 


11 . 0421 .C5 


Gene No . 


111770 




Strand 


+ 




Start 


166 




End 


1289 




Name 


OJ990917 11.0421 


C5.ol.gs 


Method 


GENSCAN 




Start 


321 




End 


974 




GI 


none 




Score 


.48 




Exons 


321. .511, 666. .693, 837. .974 








Seq. No. 


53003 




Seq. ID 


OJ990917_ 


11 . 0421 .C5 


Gene No . 


111770 




Strand 


+ 




Start 


166 




End 


1289 




Name 


OJ990917 11.0421 


C5.o2.gp 


Method 


AAT/GAP 




Start 


780 




End 


1289 




GI 


none 




Score 


976 




Exons 


780. .1289 










Seq. No. 


53003 




Seq. ID 


OJ990917_ 


11. 0421. C5 


Gene No . 


111771 




Strand 


+ 




Start 


3620 




End 


10106 




Name 


OJ990917 11.0421 


C5 . o3 . np 


Method 


AAT/NAP 




Start 


3604 




End 


4948 




GI 


6630699 




Score 


84 




Exons 


3604. .3626, 4087 


.4152, 4870. 


.4948 






GI DpscriD. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gil 6721536 |dbj IBAA8 95 66. 1 | (AP001073) 


hypothetical protein 




[Oryza sativa] 










Sea No 


53003 




Seq. ID 


OJ990917_ 


_11.0421.C5 


Gene No. 


111771 




Strand 


+ 




Start 


3620 




End 


10106 




Name 


OJ990917 11.0421 


C5 . o3 . gs 


Method 


GENSCAN 




Start 


3620 




End 


9909 




GI 


none 




Score 


.54 




Exons 


3620.. 3676, 3851 


..4183, 5079. 


.5283, 6828.. 6959, 


7015. .7155, 




7737. .7876, 8455 


..8555, 8638. 


.8677, 9436. .9507, 


9696. .9752, 




9835. .9909 










Seq. No. 


53003 




Seq. ID 


OJ990917_ 


11. 0421. C5 


Gene No. 


111771 




Strand 


+ 




Start 


3620 




End 


10106 




Name 


OJ990917 11.0421 


. C5 . o5 . np 


Method 


AAT/NAP 




Start 


6311 




End 


9906 




GI 


3738329 




Score 


374 




Exons 


6311. .6341, 7726 


..7876, 8455. 


.8555, 8638..8677, 


9436. .9507, 




9696.. 9752, 9835 


. . 9906 








GI DescriD. 


(AC005170) unknown protein [Arabidopsis thaliana] 


Seq. No. 


53003 




Seq. ID 


OJ990917_ 


11. 0421. C5 


Gene No. 


111771 




Strand 


+ 




Start 


3620 




End 


10106 




Name 


OJ990917 11.0421 


. C5 . o5 . gp 


Method 


AAT/GAP 




Start 


9432 




End 


10106 




GI 


8327 2.R1084 




Score 


708 




Exons 


9432.. 9507, 9696 


..9752, 9835. 


.10106 






GI Descrip. 


'3738329 4.0e-22 


(AC005170) unknown protein [Arabidopsis 



thaliana] 1 



54004 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53003 Seq. ID OJ990 917_11 . 0421 . C5 

111772 Strand 

1639 End 4186 

OJ990917_11.0421.C5.o3.gp Method AAT/GAP 

1616 End 2109 

24729_1.R1084 Score 976 

1616. .2109 

'2190550 5.0e-38 (AC001229) ESTs gb_T45 673 , gb_N37512 come from 
this gene. [Arabidopsis thaliana] 1 



53003 

111772 

1639 

OJ990917_11.0421.C5.o2.gs 

1639 

none 



Seq. ID OJ990917_11.0421.C5 



Strand 
End 

Method 

End 

Score 



4186 
GENSCAN 
3074 
. 97 



1639. .2403, 2487. .2586, 2664. .2710, 3054. .3074 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53003 
111772 
1639 

OJ990917_11.0421.C5.o2.np 
1648 
2190550 
1648. .2403, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2487. .2586, 2664. .2710, 



OJ990917 11. 0421. C5 



4186 
AAT/NAP 
3817 
1026 
3054. .3100, 



3787. .3817 



(AC001229) ESTs gb I T45673, gb | N37512 come from this gene. 
[Arabidopsis thaliana] 



.s Seq. No. 

Z Gene No. 

* Start 

LI Name 
Start 

3 GI 

j Exons 

7 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917 11. 0421. C5 



4186 
AAT/GAP 
4186 
740 



53003 
111772 
1639 

OJ990917_11.0421.C5.o4 .gp 
2497 

LIB3479-007-Q6-K1-D1 
2497. .2586, 2664. .2710, 3054. .3100, 3787. .3852, 4007. .4186 
'2190550 6.0e-22 (AC001229) ESTs gb_T45673, gb_N37512 come from 
this gene. [Arabidopsis thaliana] ' 

53003 Seq. ID OJ990 917_11 . 0421 . C5 

111773 Strand 

5088 End 5264 

OJ990917_11. 0421.C5.o4.np Method AAT/NAP 

5088 End 5264 

5922620 Score 78 

5088. .5264 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



53003 Seq. ID 

111774 Strand 

10544 End 

OJ990917_11 . 0421 . C5 . o3 . ts Method 

6 End 



OJ990917_11.0421.C5 

10651 

TBLASTX: Soybean 
506 



54005 



GI 

Exons 



none Score 75 

6. .44, 167. .211, 168. .218, 326. .391, 327. .392, 379. .438, 

383. .445, 384. .443, 390. .506 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53003 

111774 

10544 

OJ990917_11 . 0421 . C5 . o2 . tm 

109 

none 



Seq. ID OJ990917_11.0421.C5 
Strand 

End 10651 

Method TBLASTX : Mai ze 

End 506 

Score 83 



109. .222, 166. .213, 167. .226, 167. .226, 317. .502, 327. .506, 
327.. 506 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53003 
111774 
10544 

OJ990917JL1 . 0421 . C5 . o3 . tc 
167 
none 

167. .241, 168. .245, 317. .445, 321. .443 



Seq. ID OJ990917_11.0421.C5 
Strand 
End 

Method 
End 
Score 



10651 

TBLASTX: Cress 

445 

84 



53003 

111774 

10544 

OJ990917_11 . 0421 . C5 . o2 . tc 

1651 

none 



Seq. ID OJ990917_11.0421.C5 
Strand 
End 

Method 
End 
Score 



10651 

TBLASTX: Cress 

2067 

107 



1651. .1770, 1676. .1756, 1825. .2067, 1903. .2061 



53003 

111774 

10544 

OJ990917_11 . 0421 . C5 . ol . tm 

1657 

none 

1657. .1770, 1667.. 1756, 1667. 
1894.. 2022, 2020.. 2061, 2059. 
2221. .2406, 2484. .2549, 2487. 
2522. .2584, 2523.. 2588, 2663. 
3051. .3101, 3052.. 3102, 3785. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990917 11. 0421. C5 



10651 

TBLASTX: Maize 
3823 
134 

.1867, 1876. .2016, 1877. .2020, 
.2172, 2059. .2406, 2063. .2404, 
.2525, 2491. .2550, 2521. .2607,' 
.2713, 2664. .2714, 2665. .2709, 
.3823, 3785. .3820 



Seq. No. 53003 Seq. ID 

Gene No. 111774 Strand 

Start 10544 End 

Name OJ990917_11 . 0421 . C5 . ol . ts Method 

Start 1879 End 

GI none Score 
Exons 



OJ990917_11.0421.C5 
10651 

TBLASTX : Soybean 

3110 

140 



1879. .2220, 1903. .2172, 1961. .2221, 2215. .2406, 2216. .2401, 
2482. .2526, 2484. .2537, 2523. .2588, 2530. .2589, 2657. .2713, 
3051. .3110 



Seq. No. 53003 Seq. ID 

Gene No. 111774 Strand 

Start 10544 End 

Name OJ990917_11 . 0421 . C5 . ol . tc Method 

Start 2167 End 

GI none Score 



OJ990917_11.0421.C5 
10651 

TBLASTX: Cress 

3110 

61 



54006 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
^ Gene No. 
f Start 
= Name 
H Start 

Exons 



2167. .2220, 2168. .2221, 2215. .2406, 2216. ,2401, 2521. .2619, 
2526.-2588, 2657. .2713, 3051. .3110 



53003 

111774 

10544 

OJ990917_11.0421.C5.o3.tm 

7739 

none 



Seq. ID OJ990917_11.0421.C5 
Strand 

End 10651 

Method TBLASTX : Mai ze 

End 9938 

Score 210 



7739. .7876, 7741. .7881, 7741. .7875, 8454. .8555, 8455. .8556, 

8637. .8678, 8639. .8680, 9433. .9507, 9435. .9515, 9435. .9506, 

9693. .9752, 9695. .9754, 9695. .9751, 9697. .9753, 9826. .9936, 

9832.. 9936, 9833.-9937, 9834.. 9938 



53003 

111774 

10544 

OJ990917_11.0421.C5.o2.ts 

7802 

none 



Seq. ID OJ990917_11.0421.C5 
Strand 

End 10651 

Method TBLASTX : Soybean 

End 94 64 

Score 81 



7802. .7876, 8454. .8564, 8455. .8565, 8642. .8680, 9432. .9464 



53003 

111774 

10544 

OJ990917_11.0421.C5.o4.tc 

8443 

none 



Seq. ID OJ990917_11.0421.C5 
Strand 

End 10651 

Method TBLASTX : Cress 

End 9909 

Score 75 



8443. .8547, 8453. .8548, 8454. .8564, 8455. .8565, 8642. .8680, 
9433. .9507, 9435.. 9506, 9693.. 9749, 9695.. 9748, 9834.. 9899, 
9835. .9909 



Seq. No. 53003 

Gene No. 111774 

Start 10544 

Name OJ990917_11 . 0421 .C5 . o4 . gs 

Start 10544 

GI none 

Exons 10544.. 10651 



Seq. ID OJ990917_11.0421.C5 
Strand 

End 10651 

Method GENSCAN 

End 10651 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53004 

111775 

4220 

OJ990917_11.0421.C6.o2.gs 

4220 

none 



Seq. ID OJ990917_11.0421.C6 

Strand + 

End 9355 

Method GENSCAN 

End 9228 

Score .98 



4220. .5196, 5777. .7451, 7547. .7764, 8473.-8662, 8866. .9228 



53004 

111775 

4220 

OJ990917_11.0421.C6.o2.np 

4256 

5725443 



Seq. ID OJ990917_11.0421.C6 

Strand + 

End 9355 

Method AAT/NAP 

End 9240 

Score 2296 



4256. .5196, 5777. .7083, 7111. .7451, 7547. .7762, 8468. .8662, 
8866. .9240 

(AL109787) putative protein [Arabidopsis thaliana] 



54007 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990917_11.0421.C6 

Strand + 

End 9355 

Method AAT/GAP 

End 6084 

Score 719 



53004 
111775 
4220 

OJ990917_11.0421.C6.o2.gp 
5112 
701656 
5112. .5196, 5777. .6084 

5725443/emb|CAB52452.1| 6.0e-30 (AL109787) putative protein 
[Arabidopsis thaliana] 



Seq. ID OJ990917_11.0421.C6 

Strand + 

End 9355 

Method AAT/GAP 

End 6721 

Score 993 



53004 
111775 
4220 

OJ990917_11.0421.C6.o3.gp 
6215 

uC-osflcypl09gl2bl 
6215. .6721 

'5725443/emb| CAB52452.il 1.0e-30 (AL109787) putative protein 
[Arabidopsis thaliana] ' 



53004 
111775 
4220 . 

OJ990917_11.0421.C6.o4.gp 
8520 

13446_1.R1084 
8520.. 8662, 8866.. 9355 

, 3393062/emb|CAA76758.1| 5.0e-37 (Y17386) putative In2.1 protein 
[Triticum aestivum] 1 



Seq. ID OJ990917_11.0421.C6 

Strand + 

End 9355 

Method AAT/GAP 

End 9355 

Score 1104 



53004 

111776 

1092 

OJ990917_ll.0421.C6.ol.gs 

1092 

none 



Seq. ID OJ990917_11.0421.C6 
Strand 

End 2532 

Method GEN SCAN 

End 2532 

Score . 62 



1092. .1183, 1407. .1539, 1640. .1706, 1977. .2073, 2508. .2532 



53004 

111776 

1092 

OJ990917_11.0421.C6.ol.gp 
1220 

49423 1.R1084 



Seq. ID OJ990917_11.0421.C6 
Strand 

End 2532 
Method AAT/GAP 
End 2137 
_ Score 696 

1220. .1257, 1407. .1539, 1640. .1706, 1977. .2137 
, 5725443/emb|CAB52452.1| 6.0e-30 (ALIO 97 87.) putative protein 
[Arabidopsis thaliana] 1 



53004 

111777 

2485 

OJ990917_11.0421.C6.o2.tm 

1405 

none 



Seq. ID OJ990917_11.0421.C6 
Strand 

End 2597 

Method TBLASTX : Mai ze 

End 1702 

Score 171 



1405. .1539, 1406. .1543, 1640. .1702, 1641. .1700 



54008 



Seq. No. 


53004 








Seq. ID 


OJ990917_11.0421.C6 


Gene No. 


111777 








Strand 




Start 


2485 








End 


2597 


Name 


r\ TQ Qfl Q 1 H 11 

uo y yu y ± / 1 1 


.0421 


-C6.ol. 


np 


Method 


AAT/NAP 


Start 


2485 








End 


2597 


GI 


7340884 








Score 


58 


Exons 


2485. .2597 












GI Descrip. 


(AP001551) 


Similar to Antirrhinum ma jus transposon Tam3 gene 




transposase 


. (AB013982) 


[Oryza sativa] 




Seq. No. 


53004 








Seq. ID 


OJ990917_11.0421.O6 


Gene No. 


1117/0 








Strand 




Start 


6594 








End 


7019 


Name 


OJ990917 11 


.0421 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6594 








End 


7019 


GI 


none 








Score 


307 


Exons 


6594 . .7019, 


6596 


. . 6691, 


6782 . 


.6919, 6994.. 7008 


Seq. No. 


53004 








Seq. ID 


OJ990917_11.0421.C6 


Gene No. 


111779 








Strand 




Start 


7013 








End 


9329 


Name 


OJ990917 11 


. 0421 


,C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7013 








End 


9329 


GI 


none 








Score 


554 


Exons 


7013. .7450, 


7014 


. .7457, 


7014. 


.7454, 7249.-7458, 7544. .7762, 




7546. .7764, 


7547 


. . 7726, 


7575 . 


.7766, 8449.-8583, 8457. .8546, 




8468. .8602, 


8476 


. .8601, 


8590. 


.8661, 8591. .8662, 8596. .8664, 




8603. .8662, 


8860 


. . 9075, 


8861. 


.8947, 8862.. 9074, 9120.. 9239, 




9121. .9240, 


9228 


. . 9329, 


9260. 


.9310 




Seq. No. 


53004 








Seq. ID 


OJ990917_11.0421.C6 


Gene No. 


111779 








Strand 




Start 


7013 








End 


9329 


Name 


OJ990917 11 


. 0421 


,C6. ol . 


tc 


Method 


TBLASTX: Cress 


Start 


7236 








End 


8946 


GI 


none 








Score 


121 


Exons 


7236. .7457, 


7543 


. .7707, 


7545. 


.7688, 7546. .7707, 7547. .7708, 




8468. .8629, 


8477 


. . 8548, 


8590 . 


,8661, 8603.. 8662, 8860.. 8946, 




8862. .8945 












Seq. No. 


53004 








Seq.. ID 


OJ990917_11.0421.C6 


Gene No . 


111 TTft 

1117/y 








Strand 




Start 


7013 








End 


9329 


Name 


OJ990917 11 


.0421 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


8603 








End 


9087 


GI 


none 








Score 


59 


Exons 


8603. .8662, 


8860 


. . 9087, 


8862. 


.9083 




Seq. No. 


53005 








Seq. ID 


OJ990917_11.0421.C8 


Gene No. 


111780 








Strand 


+ 


Start 


1131 








End 


5412 


Name 


OJ990917 11 


.0421 


.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


1131 








End 


1552 


GI 


58598 1.R1084 






Score 


543 


Exons 


1131. .1331, 


1425 


. .1552 









GI Descrip. 1 2058310/emb | X79566 | EGCCR 1.0e-10 E.gunnii CCR mRNA * 



54009 




Seq. No. 


53005 








Seq. ID 


OJ990917 


_11.0421.C8 


Gene No. 


111780 








Strand 


+ 




Start 


1131 








End 


5412 




Name 


OJ990917 11. 


0421. 


C8.ol. 


np 


Method 


AAT/NAP 




Start 


1167 








End 


3628 




GI 


3668115 








Score 


955 




Exons 


1167. .1331, 


1425. 


.1579, 


1647 


..1832, 2228. .2583, 


3461. .3628 


GI Descrip. 


(Y15069) cinnamoyl-CoA 


reductase [Zea mays] 




Seq. No. 


53005 








Seq. ID 


OJ990917 


_11.0421.C8 


Gene No. 


111780 








Strand 


+ 




Start 


1131 








End 


5412 




Name 


OJ990917 11. 


0421. 


C8.o2. 


gp 


Method 


AAT/GAP 




Start 


2170 








End 


2515 




GI 


LIB3433-041- 


Pl-Kl 


-D2 




Score 


655 




Exons 


2170. .2515 














GI Descrip. 


•3668115/61103 ICAA75352 | 


4 . Oe- 


33 (Y15069; 


cinnamoyl-CoA reductase 




[Zea mays] f 














Seq. No. 


53005 








Seq. ID 


OJ990917 


_11 . 0421 .C8 


Gene No. 


111780 








Strand 


+ 




Start 


1131 








End 


5412 




Name 


OJ990917 11. 


0421. 


C8.o2. 


gs 


Method 


GENSCAN 




Start 


2300 








End 


5412 




GI 


none 








Score 


.77 




Exons 


2300. .2583, 


3461. 


.3620, 


5200 


. . 5412 






Seq. No. 


53005 








Seq. ID 


OJ990917 


_11.0421.C8 


Gene No. 


111780 








Strand 


+ 




Start 


1131 








End 


5412 




Name 


OJ990917 11. 


0421. 


C8.o3. 


gp 


Method 


AAT/GAP 




Start 


4112 








End 


4430 




GI 


2800669 








Score 


570 




Exons 


4112. .4430 














Seq. No. 


53005 








Seq. ID 


OJ990917 


_11.0421.C8 


Gene No. 


111781 








Strand 






Start 


1124 








End 


3599 




Name 


OJ990917 11. 


0421. 


C8.ol. 


gs 


Method 


GENSCAN 




Start 


1124 








End 


1756 




GI 


none 








Score 


.43 




Exons 


1124. .1756 














Seq. No. 


53005 








Seq. ID 


OJ990917 


__11.0421.C8 


Gene No. 


111781 








Strand 






Start 


1124 








End 


3599 




Name 


OJ990917 11. 


0421. 


C8.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1259 








End 


3599 




GI 


none 








Score 


79 




Exons 


1259. .1324, 


1427. 


.1579, 


1429 


..1473, 1534. .1605, 


1646. .1837, 




1647. .1757, 


1800. 


.1832, 


2225 


..2494, 2227. .2493, 


2492. .2569, 




2494. .2586, 


2495. 


.2584, 


3458 


..3592, 3459. .3599 




Seq. No. 


53005 








Seq. ID 


OJ990917 


_11.0421.C8 


Gene No. 


111781 








Strand 






Start 


1124 








End 


3599 




Name 


OJ990917 11. 


0421. 


C8.ol. 


tc 


Method 


TBLASTX: 


Cress 



54010 





Start 


1259 




End 


2332 




GI 


none 




Score 


82 




Exons 


1259. . 1324, 


1424. .1579, 1429. 


.1479, 1534. .1581, 1646. .1828, 






1647. . 1757, 


1803. .1835, 2231. 


.2332 






Seq. No. 


53005 




Seq. ID 


OJ990917_11.0421.C8 




Gene No. 


111781 




Strand 






Start 


1124 




End 


3599 




Name 


OJ990917 11 


. 0421 .C8 .ol . ts 


Method 


TBLASTX : Soybean 




Start 


1259 




End 


3599 




GI 


none 




Score 


84 




Exons 


1259. . 1324, 


1261. .1317, 1424. 


.1579, 1429. .1479, 1534. .1581, 






1612. . 1626, 


1646. .1837, 1647. 


.1832, 2089.. 2112, 2225. .2494, 






2227. .2403, 


2495. .2584, 2497. 


.2589, 3458.. 3592, 3459. .3599 




Seq. No. 


53005 




Seq. ID 


OJ990917_11.0421.C8 




Gene No. 


111781 




Strand 






Start 


1124 




End 


3599 




Name 


OJ990917 11 


.0421.C8.ol. tw 


Method 


TBLASTX: Wheat 




Start 


2359 




End 


3593 




GI 


none 




Score 


256 




Exons 


2359. .2586, 


2360.. 2584, 3458. 


.3592, 3459.. 3593 




Seq. No. 


53006 




Seq. ID 


OJ990527_06.0421.C6 




Gene No . 


111782 




Strand 


+ 


rn 


Start 


398 




End 


1065 


f y 


Name 


OJ990527 06 


.0421.C6.ol.gs 


Method 


GENSCAN 




Start 


398 




End 


1065 




GI 


none 




Score 


.52 




Exons 


398. .482, 992. .1065 






fy 


Seq. No. 


53006 




Seq. ID 


OJ990527_06.0421.C6 




Gene No. 


111783 




Strand 






Start 


1 




End 


714 


□ 


Name 


OJ990527 06 


-0421.C6.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


714 


i ; 

r — 


GI 


7523517 




Score 


250 


""l 


Exons . 


1..49, 217. 


.271, 421. .714 






^ =r 

fl 


GI Descrip. 


(AP001633) 


hypothetical protein [Oryza 


sativa] 


1st? 


Seq. No. 


53007 




Seq. ID 


OJ990527_06.0421.C9 




Gene No. 


111784 




Strand 






Start 


1 




End 


1153 




Name 


OJ990527 06 


.0421.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1153 




GI 


7413555 




Score 


630 




Exons 


1..58, 508. 


.916, 1026.. 1153 








GI Descrip. 


(AL162973) protein kinase-like [Arabidopsis thaliana] 




Seq. No. 


53007 




Seq. ID 


OJ990527_06.0421.C9 




Gene No. 


111784 




Strand 






Start 


1 




End 


1153 




Name 


OJ990527 06 


.0421.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 




End 


1146 




GI 


none 




Score 


295 




Exons 


1..57, 510. 


.917, 526.. 918, 683.. 1033, 


1021. .1146, 1027. .1146 



54011 



sr 



Seq. No. 


53007 




Seq. ID 


Gene No. 


111784 




Strand 


Start 


1 




End 


Name 


OJ990527 06. 0421. C9. 


ol . as 


Method 


Start 


15 




End 


GI 


none 




Score 


Exons 


15. .72, 525. .916 






Seq. No. 


53007 




Seq. ID 


Gene No. 


111784 




Strand 


Start 


1 




End 


Name 


OJ990527 06. 0421. C9. 


ol . tm 


Method 


Start 


510 




End 


GI 


none 




Score 


Exons 


510. .917, 525. .917, 


526. .924, 


1027. .1 


Seq. No. 


53007 




Seq. ID 


Gene No. 


111784 




Strand 


Start 


1 




End 


Name 


OJ990527 06. 0421. C9. 


ol . tc 


Method 


Start 


525 




End 


GI 


none 




Score 


Exons 


525. .812, 529. .813, 


831. .926, 


1030. .1 


Seq. No. 


53007 




Seq. ID 


Gene No. 


111784 




Strand 


Start 


1 




End 


Name 


OJ990527 06. 0421. C9. 


ol . tw 


Method 


Start 


525 ~~ 




End 


GI 


none 




Score 


Exons 


525. .812, 526. .786, 


831. .893 




Seq. No. 


53008 




Seq. ID 


Gene No. 


111785 




Strand 


Start 


1 




End 


Name 


OJ990527 06. 0421. C10 


.ol .np 


Method 


Start 


1 




End 


GI 


4376160 




Score 


Exons 


1. .301, 1106. .1185 






GI Descrip. 


(AJ009671) putative 


kinase [Arabidops 


Seq. No. 


53008 




Seq. ID 


Gene No. 


111785 




Strand 


Start 


1 




End 


Name 


OJ990527 06. 0421. C10 


.ol .gs 


Method 


Start 


114 




End 


GI 


none 




Score 


Exons 


114. .301 






Seq. No. 


53009 




Seq. ID 


Gene No. 


111786 




Strand 


Start 


1 




End 


Name 


OJ990527 06.0421.C12 


.ol .np 


Method 


Start 


1 




End 


GI 


7489703 




Score 


Exons 


1..89, 509. .623, 797 


. .863 




GI Descrip. 


saf ener-induced In2 . 


1-like protein - 



1153 
GEN SCAN 
916 
.82 



1153 

TBLASTX: Maize 

1146 

110 



1153 

TBLASTX: Cress 

1143 

171 



1153 

TBLASTX: Wheat 

893 

155 



1185 
AAT/NAP 
1185 
76 



1185 
GENSCAN 
301 
.77 



863 

AAT/NAP 

863 

76 



54012 



gi I 3393062 I emb I CAA76758.il (Y17386) putative In2.1 protein 
[Triticum aestivum] 



Seq. No. 53009 

Gene No. 111786 

Start 1 

Name OJ990527_06 . 0421 . C12 . ol . gp 

Start 509 

GI 3107173 

Exons 509.. 610 

GI Descrip. 3393062/emb | CAA76758 . 1 | 5.0e-37 (Y17386) putative In2 . 1 protein 
[Triticum aestivum] 



Seq. ID OJ990527_06.0421.C12 
Strand 

End 863 

Method AAT/GAP 

End 610 

Score 127 



Seq. No. 53010 

Gene No. 111787 

Start 164 

Name OJ990527JD6 . 0421 . C15 . ol . tm 

Start 158 

GI none 
Exons 



Seq. ID OJ990527_06.0421.C15 

Strand 

End. 588 

Method TBLASTX: Maize 

End 588 

Score 209 



158. .298, 159. .296, 163. .297, 384. .572, 403. .588, 409. .558, 
410. .571, 411. .572 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53010 

111787 

164 

OJ990527_06.0421.C15.ol.ts 

158 

none 



Seq. ID OJ990527_06.0421.C15 
Strand 

End 588 

Method TBLASTX : Soybean 

End 572 

Score 182 



158. .298, 159. .296, 163. .297, 165. .305, 405. .572, 410. .571 



53010 

111787 

164 

OJ990527_06.0421.C15.ol.gs 

164 

none 

164. .297, 409. .570 



Seq. ID OJ990527_06.0421.C15 

Strand 

End 588 

Method GENSCAN 

End 570 

Score .96 



53010 
111787 
164 

OJ990527_06. 0421. C15. ol.np 
185 

7413556 
185. .297, 409. .570 

(AL162973) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990527_06.0421.C15 
Strand 

588 

AAT/NAP 
570 
282 



End 

Method 

End 

Score 



53011 
111788 
1 

OJ990527_06. 0421. C16. ol.np 
1 

7329632 

1..48, 249. .341, 568. .651, 762. .901 

(AL132970) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990527_06.0421.C16 

Strand + 

End 901 

Method AAT/NAP 

End 901 

Score 420 



Seq. No. 



53011 



Seq. ID OJ990527_06.0421.C16 



54013 



Gene No. 


111788 






Strand 


+ 


Start 


1 






End 


901 


Name 


OJ990527 


06.0421.C16.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2 






End 


871 


GI 


none 






Score 


64 


Exons 


2. .46, 3. 


.47, 239. .340, 


252. . 


341, 254. 


.340, 255. .341, 566.. 




567. .653, 


760. .870, 761. 


.871 






Seq. No. 


53011 






Seq. ID 


OJ990527 06.0421.C16 


Gene No. 


111788 






Strand 


+ 


Start 


1 






End 


901 


Name 


OJ990527 


06.0421.C16.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


238 






End 


871 


GI 


none 






Score 


162 


Exons 


238. .336, 


239. .337, 251. 


.343, 


255. .344 


, 581. .652, 582. .653, 




718. .870, 


719. .871 








Seq. No. 


53011 






Seq. ID 


OJ990527_06.0421.C16 


Gene No. 


111788 






Strand 


+ 


Start 


1 






End 


901 


Name 


OJ990527 


06.0421.C16.ol. 


gs 


Method 


GENS CAN 


Start 


568 






End 


869 


GI 


none 






Score 


.52 


Exons 


568. .651, 


762. .869 








Seq. No. 


53011 






Seq. ID 


OJ990527 06.0421.C16 


Gene No. 


111788 






Strand 


+ 


Start 


1 






End 


901 


Name 


OJ990527 


06.0421.C16.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


663 






End 


872 


GI 


none 






Score 


48 


Exons 


663. .701, 


743. .871, 748. 


.870, 


762. .872 




Seq. No. 


53012 






Seq. ID 


OJ990527_06.0421.C17 


Gene No. 


111789 






Strand 


+ 


Start 


922 






End 


1329 


Name 


OJ990527 


06.0421.C17.ol. 


as 


Method 


GENSCAN 


Start 


922 






End 


1329 


GI 


none 






Score 


.4 


Exons 


922. .1329 










Seq. No. 


53013 






Seq. ID 


OJ990527_06.0421.C19 


Gene No. 


111790 






Strand 




Start 


740 






End 


926 


Name 


OJ990527 


06.0421.C19.ol. 


crp 


Method 


AAT/GAP 


Start 


740 






End 


926 


GI 


2427950 






Score 


301 


Exons 


740. .926 










Seq. No. 


53013 






Seq. ID 


OJ990527 06.0421.C19 


Gene No. 


111790 






Strand 




Start 


740 






End 


926 


Name 


OJ990527 


06.0421.C19.ol. 


gs 


Method 


GENSCAN 


Start 


750 




End 


7 62 


GI 


none 






Score 


.82 


Exons 


750. .762 











54014 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53014 
111791 
1 

OJ990527_06.0421.C21.ol.np 
1 

4056485 
1. .296 

(AC0058 96) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990527_06.0421.C21 

Strand + 

End 296 

Method AAT/NAP 

End 296 

Score 193 



53014 

111792 

373 

OJ990527_06.0421.C21.ol.gs 

373 

none 

373. .441 



Seq. ID OJ990527_06.0421.C21 
Strand 

End 441 

Method GENSCAN 

End 441 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53014 
111793 
350 

OJ990527_06. 0421 . C21 . ol . gp 
350 

uC-osrocyp02 6h07al 
350. .730 

' 1352460/sp|P49248|IN21_MAIZE 5.0e-39 IN2-1 PROTEIN 

>gi_100896_pir S17743 In2-1 protein - maize 

>gi_22347_emb_CAA414 4 7_ (X58573) In2-1 [Zea mays] ' 



Seq. ID OJ990527_06.0421.C21 
Strand 

730 

AAT/GAP 
730 
697 



End 

Method 

End 

Score 



53015 

111794 

269 

OJ990527_06.0421.C26.ol.gs 

269 

none 

269. .416 



Seq. ID OJ990527_06.0421.C26 

Strand + 

End 416 

Method GENSCAN 

End 416 

Score .45 



^ Seq. No. 53015 

* Gene No. 111795 

1 Start 317 

i Name OJ990527_06 . 0421 . C26 . ol . tm 

Z Start 317 

~ GI none 

Exons 317.. 535, 318.. 536 



Seq. ID OJ990527_06.0421.C26 
Strand 

End 536 

Method TBLASTX : Maize 

End 536 

Score 189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



53016 
111796 
1 

OJ990527_06.0421.C30.ol.np 
1 

7413552 
1..175, 275. .399, 722. .771 

(AL162973) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990527_06.0421.C30 
Strand + 

771 

AAT/NAP 
771 
73 



End 

Method 

End 

Score 



53016 

111796 

1 

OJ990527_06.0421.C30.ol.gs 



Seq. ID OJ990527_06.0421.C30 

Strand + 

End 771 

Method GENSCAN 



54015 




Start 


49 






End 


545 


GI 


none 






Score 


.77 


Exons 


49. .175, 


275. .397, 488. 


.545 






Seq. No. 


53016 






Seq. ID 


OJ990527_06.0421.C30 


Gene No. 


111796 






Strand 


+ 


Start 


1 






End 


771 


Name 


ojyyuoz / 


Ud . U4^1 . Lov . Ol 


. tm 


Metnoa 


i BLAb i a : Ma l z e 


Start 


110 






End 


670 


GI 


none 






Score 


61 


Exons 


110. .157, 


110. .154, 111 


. .176, 


142. .189, 


142. .177, 143. .178, 




257. .319, 


273. .401, 290 


. .391, 


291. .401, 


483. .509, 484. .510, 




508. .546, 


513. .545, 514 


. .546, 


628. .669, 


629. .670 


Seq. No. 


53016 






Seq. ID 


OJ990527_06.0421.C30 


Gene No. 


111796 






Strand 


+ 


Start 


l 








1/1 


Name 


OJ990527 


06.0421.C30.ol 


.tw 


Method 


TBLASTX : Wheat 


Start 


110 






End 


401 


GI 


none 






Score 


101 


Exons 


110. .178, 


111. .176, 111 


. .176, 


112. .189, 


285. .401, 290. .397, 




291. .401 










Seq. No. 


53016 






Seq. ID 


OJ990527_06. 0421.C30 


Gene No. 


in /yo 






Strand 


+ 


Start 


1 






End 


771 


Name 


OJ990527 


06.0421.C30.ol 


.gp 


Method 


AAT/GAP 


Start 


273 






End 


684 


GI 


1632338 






Score 


400 


Exons 


273. .397, 


488. .545, 623 


. .684 






Seq. No. 


53017 






Seq. ID 


OJ990527_06.0421.C31 


bene no. 


n i / y / 






btrana 


+ 


Start 


278 






End 


478 


Name 


OJ990527 


06.0421.C31.ol 


.gs 


Method 


GENSCAN 


Start 


278 






End 


478 


GI 


none 






Score 


.41 


Exons 


278. .478 










Seq. No. 


53018 






Seq. ID 


OJ990527_06.0421.C36 


Gene No. 


111798 






Strand 


+ 


otaiL 


1 






End • 


413 


Name 


OJ990527 


06.0421.C36.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


410 


GI 


7413557 






Score 


603 


Exons 


1. .410 










GI Descrip. 


(AL162973) meiosis specific-like protein [Arabidopsis thaliana] 


Seq. No. 


53018 






Seq. ID 


OJ990527_06.0421.C36 


Gene No. 


111798 






Strand 


+ 


Start 


1 






End 


413 


Name 


OJ990527 


06.0421.C36.ol 


.gs 


Method 


GENSCAN 


Start 


108 






End 


413 


GI 


none 






Score 


.96 


Exons 


108. .413 










Seq. No. 


53018 






Seq. ID 


OJ990527_06.0421.C36 



54016 



Gene No. 


1 1 1 T Aft 

ill /yy 




Strand 


+ 




Start 


828 




End 


1062 




Name 


OJ990527 06.0421.C36.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


392 




GI 


none 




Score 


154 




Exons 


1..105, 1..99, 3. .104, 


99. .392, 99. .392 




Seq. No. 


53018 




c orT t n 
oeq . ± u 


UU / UO. U f± Z X 


.C36 


Gene No. 


i i i inn 

in /yy 




oc rana 


_L 
T 




Start 


828 




End 


1062 




Name 


OJ990527 06.0421.C36.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


240 






4 1 "3 




GI 


none 




Score 


9 4 0 




Exons 


240. .413, 243. .275, 284 


4 19 
. . 4 1 Z 








Seq. No. 


53018 




oeq . i u 




.C36 


Gene No. 


in / yy 




OLiallU 






Start 


828 




Fnd 


1062 




Name 


OJ990527 06.0421.C36.ol 


.gp 


Method 


AAT/GAP 




Start 


828 




End 


1062 




GI 


none 




Score 


459 




Exons 


828. .1062 










Seq. No. 


53019 




Seq. ID 


OJ990407_03.0420 


.C2 


Gene No. 


111800 




Strand 


+ 




Start 


1 




End 


1930 




Name 


OJ990407 03.0420.C2.ol. 


np . 


Method 


AAT/NAP 




Start 


1 




End 


792 




GI 


1075778 




Score 


140 




Exons 


1. .271, 323. .537, 692.. 


792 









GI Descrip. 



gramicidin S synthase 2 - Bacillus brevis 

gi|511490|dbj IBAA06146I (D29676) gramicidin S synthetase 2 
[Brevibacillus brevis] 



Seq. No. 53019 

Gene No. 111800 

Start 1 

Name OJ990407_03 . 0420 . C2 . ol . gs 

Start 22 

GI none 

Exons 22.. 537, 683.. 1417 

Seq. No. 53019 

Gene No. 111800 

Start . 1 

Name OJ990407_03 . 0420 . C2 . o2 . tm 

Start 684 

GI none 

Exons 684.. 845, 686.. 967, 686.. 922 



Seq. ID OJ990407_03.0420.C2 

Strand + 

End 1930 

Method GENS CAN 

End 1417 

Score .87 



Seq. ID OJ990407_03.0420.C2 

Strand + 

End 1930 

Method TBLASTX: Maize 

End 967 

Score 278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53019 

111800 

1 

OJ990407_03.0420.C2.ol.tm 

1140 

none 



Seq. ID OJ990407_03.0420.C2 

Strand + 

End 1930 

Method TBLASTX : Mai ze 

End 1930 

Score 163 



1140. .1352, 1147. .1407, 1151. .1408, 1152. .1412, 1678. .1758, 



54017 




1679. .1759, 1825. .1923, 1826. .1930, 1832. .1924 



Seq. No. 


53020 






Seq. ID 


OJ990407_03.0420.C3 


Gene No. 


111801 






Strand 


+ 


Start 


568 






End 


888 


Name 


OJ990407 


03. 0420. C3 


.ol . ts 


Method 


TBLASTX : Soybean 


Start 


371 






End 


881 


GI 


none 






Score 


76 


Exons 


371. .469, 


371. .490, 


372. .482, 


556. .624, 


807. .881 


Seq. No. 


53020 






Seq. ID 


OJ990407_03.0420.C3 


Gene No. 


111801 






Strand 


+ 


Start 


568 






End 


888 


Name 


OJ990407 


03. 0420. C3 


. ol . gs 


Method 


GEN SCAN 


Start 


568 






End 


888 


GI 


none 






Score 


.71 


Exons 


568. .618, 


804. .888 








Seq. No. 


53021 






Seq. ID 


OJ990407_03.0420.C4 


Gene No. 


111802 






Strand 


+ 


Start 


123 






End 


3224 


Name 


OJ990407 


03. 0420. C4 


.o2.tm 


Method 


TBLASTX : Maize 


Start 


101 






End 


366 


GI 


none 






Score 


131 


Exons 


101. .241, 


108. .230, 


127. .231, 


284 . .355, 


300. .365, 301. .366 


Seq. No. 


53021 






Seq. ID 




Gene No. 


111802 






Strand 


+ 


Start 


123 






End 


3224 


Name 


OJ990407 


03. 0420. C4 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


108 






End 


516 


GI 


5688457 






Score 


97 


Exons 


108. .209, 


128. .190, 


301. .372, 


393. .506, 


403. .516 


GI Descrip. 


- 










Seq. No. 


53021 






Seq. ID 


OJ990407_03.0420.C4 


Gene No. 


111802 






Strand 


+ 


Start 


123 






End 


3224 


Name 


OJ990407 


03. 0420. C4 


. ol . gs 


Method 


GENSCAN 


Start 


123 






End 


3224 


GI 


none 






Score 


.51 


Exons 


123. .226, 


348. .459, 


710. .803, 


1134. .1217, 1726. .2099, 2262 



Seq. No. 53021 Seq. ID OJ990407_03 . 0420 . C4 

Gene No. 111802 Strand + 

Start 123 End 3224 

Name OJ990407_03 . 0420 . C4 . ol .np Method AAT/NAP 

Start 1716 End 3221 

GI 7363282 ( Score 2571 

Exons 1716.. 3221 

GI Descrip. (AP001552) Similar to Arabidopsis thaliana DNA chromosome 2, BAG 

clone T32F12; putative DnaJ protein. (AC005314) [Oryza sativa] 



Seq. No. 53021 Seq. ID 

Gene No. 111802 Strand 

Start 123 End 

Name OJ9904 07 03 . 0420 . C4 . o2 . ts Method 



OJ990407_03.0420.C4 
+ 

3224 

TBLASTX : Soybean 



54018 




Start 


2562 








End 


2798 


GI 


none 








Score 


201 


Exons 


2562. .2759, 


2624 


. .2743, 


2643. 


.2783, 2759.. .2797, 2772.. 2798 


Seq. No. 


53021 








Seq. ID 


OJ990407_03.0420.C4 


Gene No. 


111802 








Strand 


+ 


Start 


123 








End 


3224 


Name 


OJ990407 03 


0420 


.C4 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2568 








End 


3152 


GI 


none 








Score 


146 


Exons 


2568 . .2744, 


2774 


. .2908, 


2775. 


.2909, 2940. .3041, 3048. .3152 


Seq. No. 


53021 








Seq. ID 


OJ990407 03. 0420. C4 


Gene No. 


111802 








Strand 


+ 


Start 


123 








End 


3224 


Name 


OJ990407 03 


0420 


.C4 .ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


2568 








End 


2876 


GI 


none 








Score 


142 


Exons 


2568. .2744, 


2609 


. .2677, 


2659. 


.2697, 2759. .2839, 2775.-2876 


Seq. No. 


53022 








Seq. ID 


OJ990407__03.0420.C5 


Gene No. 


111803 








Strand 


+ 


Start 


15282 








End 


17486 


Name 


OJ990407 03 


0420 


,C5.o2. 


np 


Method 


AAT/NAP 


Start 


15282 








End 


17483 


GI 


7363286 








Score 


3791 



?!! Exons 15282.. 17483 

GI Descrip. (AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 

*3 clone F4I10; vegetative storage protein. (AL035525) [Oryza 

Lj sativa] 



Seq. No. 53022 Seq. ID 

Gene No. 111803 Strand 

Start 15282 End 

Name OJ990407_03 . 0420 . C5 . o4 . gs Method 

Start 15282 End 

GI none Score 

Exons 15282. .17486 



OJ990407_03.0420.C5 
+ 

17486 
GEN SCAN 
17486 
.94 



Seq. No. 53022 Seq. ID 

Gene No. 111803 Strand 

Start 15282 End 

Name OJ990407_03 . 0420 . C5 . o2 . gp Method 

Start 16691 End 

GI LIB3432-051-P1-K1-C7 Score 

Exons 16691. .17010 

GI Descrip. ' 600 68 8 5 /gb I AAF00660 . 1 1 AC008153_12 2.0e-29 (AC008153) 
hypothetical protein [Arabidopsis thaliana] 1 



OJ990407_03.0420.C5 
+ 

17486 
AAT/GAP 
17010 
607 



Seq. No. 53022 Seq. ID 

Gene No. 111804 Strand 

Start 20944 End 

Name OJ990407_03 . 0420 . C5 . o4 . np Method 

Start 20944 End 

GI 7363288 Score 

Exons 20944. .21204, 21700.. 21801 

GI Descrip. (AP001552) hypothetical protein [Oryza sativa] 



OJ990407_03.0420.C5 
+ 

21804 
AAT/NAP 
21801 
636 



54019 



Seq. No. 


53022 


Seq. ID 


OJ990407_ 


03 . 0420 .C5 


Gene No. 


111804 


Strand 


+ 




Start 


20944 


End 


21804 




Name 


OJ990407 03.0420.C5.o6.gs 


Method 


GENSCAN 




Start 


20944 


End 


21804 




GI 


none 


Score 


.88 




Exons 


20944. .21204, 21700. .21804 








Seq. No. 


53022 


Seq. ID 


OJ990407_ 


03. 0420. C5 


Gene No. 


111805 


Strand 


+ 




Start 


29731 


End 


34762 




Name 


OJ990407 03.0420.C5.o7.np 


Method 


AAT/NAP 




Start 


29578 


End 


30624 




GI 


7434417 


Score 


246 




Exons 


29578. .30053, 30492.. 30624 








GI Descrip. 


hypothetical protein T26D22 


.12 - Arabidopsis thaliana 




gi | 3047096 |gb IAAC13608.il (AF058826) 


similar to 


eukaryotic 




protein kinase domains (Pfam: pkinase 


. hmm, score 


: 189.74) 




[Arabidopsis thaliana] 








Seq. No. 


53022 


Seq. ID 


OJ990407_ 


03. 0420. C5 


Gene No. 


111805 


Strand 


+ 




Start 


29731 


End 


34762 




Name 


OJ990407 03.0420.C5.o8.gs 


Method 


GENSCAN 




Start 


29731 


End 


34473 




GI 


none 


Score 


.69 




Exons 


29731. .29911, 30406 .. 30562, 


30865. .30945, 32026. 


.32171, 




32620. .32711, 32835.-32854, 


33030. .33105, 33499. 


.33573, 




33799. .33891, 34276.. 34473 








Seq. No. 


53022 


Seq. ID 


OJ990407_ 


03. 0420. C5 


Gene No. 


111805 


Strand 


+ 




Start 


29731 


End 


34762 




Name 


OJ990407 03.0420.C5.o8.np 


Method 


AAT/NAP 




Start 


29731 


End 


32784 




GI 


5059025 


Score 


144 




Exons 


29731. .29803v 30178 .. 30326, 


32743. .32784 




GI Descrip. 


(AF110382 ) 3-hydroxy-3-methylglutaryl 


-coenzyme A 


l reductase 




. [Oryza sativa] 








Seq. No. 


53022 


Seq. ID 


OJ990407_ 


03. 0420. C5 


Gene No. 


111805 


Strand 


+ 




Start 


29731 


End 


34762 




Name 


OJ990407 03.0420.C5.o5.gp 


Method 


AAT/GAP 




Start 


31907 


End 


33900 




GI 


9810 1.R1084 


Score 


953 




Exons 


31907. .32025, 32108 .. 32171, 


32620. .32711, 32835. 


.32941, 




33030. .33105, 334 99 .. 33573, 


33799. .33900 





GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



•4490332/emb | CAB38614.il 
[Arabidopsis thaliana] 1 

53022 

111805 

29731 

OJ990407_03.0420.C5.o9.np 
31950 _ 



1.0e-44 (AL035656) putative protein 



Seq. ID OJ990407_03.0420.C5 

Strand + 

End 34762 

Method AAT/NAP 

End 34470 



54020 



GI 7363290 Score 1084 

Exons 31950. .32025, 32108 32171, 32620 32714 , 32838 . . 32 94 1 , 

33030. .33105, 334 99 33573, 33799 33891, 34276.. 34470 
GI Descrip. (AP001552) ESTs C28489 (C61317 ) , AU031689 (R05 60 ) correspond to a 

region of the predicted gene.; Similar to Arabidopsis thaliana 

DNA chromosome 4, BAC clone T9A14; putative protein. (AL035656) 

[Oryza sativa] 

Seq. No. 53022 Seq. ID OJ9904 07_03 . 0420 . C5 

Gene No. 111805 Strand + 

Start 29731 End 34762 

Name OJ990407_03 . 0420 . C5. 06 . gp Method AAT/GAP 

Start 34275 End 34762 

GI 84668J..R1084 Score 936 

Exons 34275. .34762 

GI Descrip. 1 5123701/emb | CAB45445 . 1 | 2.0e-19 (AL079347) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 53022 Seq. ID 

Gene No. 111806 Strand 

Start 1 End 

Name OJ990407_03 .0420 .C5.ol.np Method 

Start 1 End 

GI 7363283 Score 

Exons 1.-1364, 1674. .2481, 2797. .3743 
GI Descrip. 



OJ990407_03.0420.C5 

3743 
AAT/NAP 
3743 
5494 



(AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; putative protein. (AL035538) [Oryza sativa] 



Seq. No. 53022 Seq. ID 

Gene No. 111806 Strand 

Start 1 End 

Name OJ990407_03 . 0420 . C5 . ol . gs Method 

Start 12 End 

GI none Score 

Exons 12.. 1364, 1674.. 2481, 2797.. 3743 



OJ990407_03.0420.C5 

3743 
GENSCAN 
3743 
.99 



Seq. No. 53022 Seq. ID OJ9904 07_03 . 0420 . C5 

Gene No. ^111806 Strand 

Start 1 ' End 3743 

Name OJ990407_03 . 0420 . C5 . ol . gp Method AAT/GAP 

Start 126 End 461 

GI 2800379 Score 612 

Exons 126.. 461 

GI Descrip. 6056428/gb | AAF02892 . 1 | AC009525_26 9.0e-46 (AC009525) Very 

similar to cellulose synthase catalytic subunit [Arabidopsis 
thaliana] 



Seq. No. 53022 

Gene No. 111807 

Start 8494 

Name OJ990407_03 . 0420 . C5 . o3 . gs 

Start 8494 

GI none 

Exons 8494.. 8572, 11813 .. 11974, 12350.. 12372 



Seq. ID OJ990407_03.0420.C5 
Strand 

End 12372 

Method GENSCAN 

End 12372 

Score .49 



Seq. No. 
Gene No. 



53022 
111808 



Seq. ID 
Strand 



OJ990407 03. 0420. C5 



54021 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



18010 End 21298 

OJ990407_03 . 0420 . C5 . o3 . gp Method AAT/GAP 

18010 . End 21298 

23462JL.R1084 Score 2502 

18010. .18432, 18564. .18737, 18819 19010, 19854 20009, 

20189. .20256, 20976. .21298 

1 481815/pir | | S39502 5.0e-56 vegetative storage protein - western 
balsam poplar x Cottonwood >gi_309839 (L20233) vegetative 
storage protein [Populus trichocarpa x Populus ' deltoides] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53022 

111808 

18010 

OJ990407_03.0420.C5.o5.gs 

18241 

none 

18241. .18432, 18570 .. 18737, 
20250. .20279 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990407_03.0420.C5 

21298 
GEN SCAN 
20279 
.77 



18819. .19010, 19854. .20009, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



53022 Seq. ID OJ990407JD3 . 0420 . C5 

111808 Strand 
18010 End 21298 

OJ990407_03 . 0420 . C5 . o3 . np Method AAT/NAP 

18244 End 20279 

7363287 Score 1167 

18244. .18432, 18564 .. 18737, 18819 .. 19010, 1985 
20232. .20279 

(AP001552) ESTs AU032452 (S10068 ) , C23571 (S10068 
region of the predicted gene.; Similar to P. trichocarpa x P 
deltoides vegetative storage protein mRNA, 3 ! end. (L20233) 
[Oryza sativa] 



.20009, 

correspond to a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53022 

111809 

23837 

OJ990407_03.0420.C5.o7.gs 

23837 

none 

23837. .23935, 24632 .. 24 661, 
26470. .26557 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990407JD3.0420.C5 

26557 
GEN SCAN 
26557 
.64 



24689. .24740, 25368 25521, 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



53022 

111809 

23837 

OJ990407_03.0420.C5.o5.np 

23840 

7363289 



Seq. ID OJ990407_03.0420.C5 
Strand 

End 26557 

Method AAT/NAP 

End 26557 

Score 624 



23840. .23935, 24632 .. 24 661, 24689 .. 24740, 25368 25521, 
26470. .26557 

(AP001552) hypothetical protein [Oryza sativa] 



53022 

111810 

29216 

OJ990407_03.0420.C5.ol.tc 
1 

none 



Seq. ID OJ990407_03.0420.C5 
Strand 

End 30771 

Method TBLASTX : Cress 

End 969 

Score 240 



54022 




Exons 


1..240, 3. .242, 64.. 


243, 244. 


354, 246 


.329, 315. .809, 316 




339. .812, 828. . 962, 


877 . . 969 






Seq. No. 


53022 




Seq. ID 


OJ9904 07_03. 0420.C5 


Gene No. 


111810 




Strand 




Start 


29216 




End 


30771 


Name 


OJ990407 03. 0420. C5. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


879 


GI 


none 




Score 


1096 


Exons 


1..879, 3. .878 








Seq. No. 


53022 




Seq. ID 


OJ9904 07_03 . 0420 .C5 


Gene No. 


111810 




Strand 




Start 


29216 




End 


30771 


Name 


OJ990407 03. 0420. C5. 


o4 . ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


2384 


GI 


none 




Score 


97 


Exons 


1..129, 6. .317, 184. 


.318, 339. 


.473, 343. .471, 2259. .2384 


Seq. No. 


53022 




Seq. ID 


OJ990407_03.0420.C5 


Gene No. 


111810 




Strand 




Start 


29216 




End 


30771 


Name 


OJ990407 03. 0420. C5. 


o2. tw 


Method 


TBLASTX: Wheat 


Start 


1 




End 


366 


GI 


none 




Score 


333 


Exons 


1..366, 3. .365 








Seq. No. 


53022 




Seq. ID 


OJ990407_03.0420.C5 


Gene No. 


111810 




Strand 




Start 


29216 




End 


30771 


Name 


OJ990407 03. 0420. C5. 


o3 . tw 


Method 


TBLASTX: Wheat 


Start 


412 




End 


776 


GI 


none 




Score 


414 


Exons 


412. .759, 417. .776, 


418 . . 759 






Seq. No. 


53022 




Seq. ID 


OJ990407_03.0420.C5 


Gene No. 


111810 




Strand 




Start 


29216 




End 


30771 


Name 


OJ990407 03. 0420. C5. 


ol.ts 


Method 


TBLASTX : Soybean 


Start 


478 




End 


1370 


GI 


none 




Score 


380 


Exons 


478. .762, 480. .893, 


765. . 1349, 


850. .1323, 1314. .1370, 1315 


Seq. No. 


53022 




Seq. ID 


OJ990407_03.0420.C5 


Gene No. 


111810 




Strand 




Start 


29216 




End 


30771 


Name 


OJ990407 03. 0420. C5. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


885 




End 


1281 


GI 


none 




Score 


160 


Exons 


885. .1076, 889. .1077 


, 1083.. 1274, 1083. 


.1274, 1084. .1281 


Seq. No. 


53022 




Seq. ID 


OJ990407_03.0420.C5 


Gene No. 


111810 




Strand 




Start 


29216 




End 


30771 


Name 


OJ990407 03. 0420. C5 . 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


930 




End 


1291 


GI 


none 




Score 


80 



54023 




Exons 930. .977, 930.. 1286, 931.. 1284, 932.. 1291, 1023.. 1286 



Seq. No. 


conn 

53022 








Seq. ID 


OJ990407_03.0420.C5 


Gene No. 


111810 








Strand 




Start 


29216 








End 


30771 


Name 


uj y yu4 u / uj 


A A O O 


. CO . OZ . 


tc 


Method 


TBLASTX: Cress 


Start 


mo 
9 12. 








End 


2501 


GI 


none 








Score 


137 


Exons 


972 . . 1091, 


1 Aft O 

1083 . 


1 O T 1 

. 1271, 


i n o o 

1083 . . 


1274, 1084. .1281, 1671. .1694, 




"I T O 1 i T r n 

1731 . . 1757 , 


1884 


O O vl ^ 

. . 224 6, 


i o. vi n 

1940 . 


.2206, 1944.. 2228, I960.. 2247 




O O T *7 o r n i 

2277 . .2501 












Seq. No. 


53022 








Seq. ID 


OJ990407_03.0420.C5 


Gene No . 


i i i o i n 
lllolO 








Strand 




Start 


O O O 1 c 

29216 








End 


30771 


Name 


OJ99040/ 03 


n A O A 

.04 20 


. Co . 02 . 


tm 


Method 


TBLASTX: Maize 


Start 


16 / 1 








End 


2415 


GI 


none 








Score 


245 


Exons 


1671 . . 1901, 


1671 


O A 1 VI 

. .2414, 


16 /2 . 


.2415, 2326.. 2-415 


Seq. No. 


53022 








Seq, ID 


OJ990407_03.0420.C5 


Gene No . 


lllolO 








Strand 




Start 


29216 








End 


30771 


Name 


OJ990407 03 


. 0420 


. C5 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


1671 








End 


2222 


GI 


none 








Score 


220 


Exons 


1671. . 2063, 


1671 


. . 2057, 


1816 . 


.2058, 2058.. 2222, 2059.. 2220 


Seq. No. 


53022 








Seq. ID 


OJ990407_03.0420.C5 


Gene No. 


111810 








Strand 




Start 


29216 








End 


30771 


Name 


OJ990407_03 


. 0420 


. C5 . o5 . 


tw 


Method 


TBLASTX: Wheat 


Start 


1731 








End 


2073 


GI 


none 








Score 


69 


Exons 


1731 . . 1757 , 


1 O O A 

1884 


o m o 

. .2072, 


t m o 

1978 . 


.2073 




Seq. No. 


53022 








Seq. ID 


OJ990407_03.0420.C5 


Gene No . 


lllolO 








Strand 




Start 


o r\ o i r 

29216 








End 


30771 


Name 


OJ990407 03 


. 0420 


. C5 . o7 . 


tc 


Method 


TBLASTX: Cress 


Start 


2 1 96 








End 


3029 


GI 


none 








Score 


100 


Exons 


I 1 96 . . 2o /o, 


o n a n 
2940 


o n o n. 

. . 3029, 


o n a i 

2941. 


.3018 




Seq. No. 


53022 








Seq. ID 


OJ990407_03.0420.C5 


Gene No . 


lllolO 








Strand 




Start 


29216 








End 


30771 


Name 


OJ990407 03 


. 0420 


. C5 . o7 . 


ts 


Method 


TBLASTX : Soybean 


Start 


2/96 








End 


3056 


GI 


none 








Score 


97 


Exons 


2796. .2879, 


2800 


. .2877, 


2925. 


.3056, 2941. .3030 


Seq. No. 


53022 








Seq. ID 


OJ990407_03.0420.C5 


Gene No. 


111810 








Strand 




Start 


29216 








End 


30771 


Name 


OJ990407 03 


.0420 


.C5.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3216 








End 


3629 



54024 



GI 

Exons 



none Score 345 

3216. .3515, 3217. .3516, 3531. .3629, 3577. .3627 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53022 

111810 

29216 

OJ990407_03.0420.C5.o8.tm 

9135 

none 



Seq. ID OJ990407_03.0420.C5 
Strand 

End 30771 

Method TBLASTX : Mai ze 

End 9621 

Score 93 



9135. .9203, 9237. .9272, 9352. .9621, 9443. .9610 



Seq. No. 53022 Seq. ID 

Gene No. 111810 Strand 

Start 29216 End 

Name OJ990407_03 . 0420 .C5.o3 . tm Method 

Start 15446 End 

GI none Score 

Exons 15446. .15667, 15447 .. 15752 , 

15657. .15725, 15738 .. 16073, 
15957. .16343, 16085 .. 16351 , 
16146. .16370, 16212. .16382, 
16356. .16691, 16364 .. 16663, 
16490. .16750, 16557.. 16736 



OJ990407_03.0420.C5 
30771 

TBLASTX : Maize 
17228 
205 

15462. .15734, 15588 .. 15785, 
15843. .16151, 1584 3. .16043, 
16086. .1637 6, 16091. .1624 0, 
16265. .16333, 16353. .17228, 
16434 . .16664, 16487 .. 16681, 



Q Seq. No. 53022 

fri Gene No. 111810 

I]] Start 29216 

L iff Name OJ990407_03. 0420.C5.o8 . ts 

H Start 15450 

Ly GI none 

a Exons 15450. .15677, 15597 .. 15701 , 

ril 15906. .16058, 16206 .. 16589, 

E * 16509.. 16667 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990407 03. 0420. C5 



30771 

TBLASTX : Soybean 
16667 
94 

15903. .16286, 15905 .. 16015, 
16235. .16441, 16508. .16666, 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

^ Exons 



n 



53022 

111810 

29216 

OJ990407_03 
15462 
none 
15462. 
16257. 
16833. 



0420.C5.o4.tc 



15743, 
16835, 
16958 



15648. 
16271. 



.15737, 
.16750, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15843. .16133, 
16551. .16709, 



OJ990407 03. 0420. C5 



30771 

TBLASTX: Cress 
16958 
99 

15966. .16397, 
16575. .16820, 



Seq. No. 53022 

Gene No. 111810 

Start 29216 

Name OJ9904 07_03 . 0420 . C5 . o4 . tw 

Start 15462 

GI none 

Exons 15462. .15761, 1584 6 .. 16130, 
16320. .16793, 16340 16750, 

Seq. No. 53022 

Gene No. 111810 

Start 29216 

Name OJ990407 03 . 0420 . C5 . o5 . ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 

15866 

16614 



16030, 
16733 



OJ990407_03.0420.C5 
30771 

TBLASTX: Wheat 

16793 

157 

16011. .16397, 



Seq. ID OJ990407_03.0420.C5 
Strand 

End 30771 

Method TBLASTX : Soybean 



54025 



Start 


"1 c c c o 




End 


1/lbb 






GI 


none 




Score 


0 n 0 






Exons 


Ibooo . • I / loo, lobyj 


. . 1 /uyz 










beq. NO. 


OJUZZ 




Seq. ID 


uj y yu4 u / 


no n a 0 n 
U j . U4zU 


. CD 


Gene No . 


111810 




Strand 








Start 


29216 




End 


30771 






Name 


ujyyu^u/ uj.U4Zu.lo 


. oj . tc 


Method 


TBLASTX: 


Cress 




start 


ibyyb 




End 


17486 






GI 


none 




Score 


163 






Exons 


lbyob . . 1 /Z J4 , 1 /Zoo 


. . 1 / 4 0 0, 


17279. .17485 






O ^ ^» XT *^ 

beq. No. 


ooUZZ 




Seq. ID 


OJ990407 


no n a 0 n 
U 5 . U4 ZU 


. Co 


Gene No. 


111810 




Strand 


- 






Start 


29216 




End 


30771 






Name 


UJy^UflU/ UO . U ft Z U . L-3 


. 06 . tm 


Method 


TBLASTX: 


Mai ze 




btart 


1 /ZoZ 




End 


17498 






bl 


none 




Score 


291 






Exons 


I / ZJZ . . I / 4 y 0 / 1/Z/b 


1 H A Q O 
. . 1 / 4 OO 










beq. no. 


0 JUZZ 




Seq. ID 


OJ990407 


no n a 0 n 
U J . U4 ZU 


. Co 


Gene No. 


111810 




Strand 








Start 


29216 




End 


30771 






Name 


r\ tg.qpi/1 m Pi/ion r'c; 
ujyyu4u/ Uj.U4ZU.lj 


. 00 . ts 


Method 


TBLASTX: 


Soybean 




btart 


I /ZJZ 




End 


17501 






GI 


none 




Score 


320 






Exons 


1 T O O O 1 *7 C n 1 1 T O 1 O 

l /zoz . . l / bU l , l/z/y 


~\ "7 A n A 

. .174 94 










Seq. No. 


boUZz 




Seq. ID 


OJ990407 


no n a 0 n 

03.0420 


. C5 


Gene No . 


lllolU 




Strand 








Start 


29216 




End 


30771 






Name 


OJ990407_03.0420.C5 


. o7 . tm 


Method 


TBLASTX: 


Maize 




O ■}- -> v~ -4- 

btart 


lo /Ub 




End 


19011 






GI 


none 




Score 


37 






Exons 


i QTA/T 1 OTQO 1 Q 1 1 O 

lo /Ub . . lo / Jo , lo/lo 


i 0 n c a 
. . lo /04 , 


18789. .18947, 18816 


. . lo 94 / , 






1 Q Q 1 O lOQyiO lOQ^O 

lool / . . lo y4 o , loy4Z 


. . 19U1U, 


18943. .19011 






beq. No. 


c onoo 
b JUZZ 




Seq. ID 


OJ990407 


no n vi 0 n 
U3 . U4ZU 


. Co 


Gene No . 


1 1 1 Q1 A 

lllolU 




Strand 








Start 


29216 




End 


30771 






Name 


OJ990407_03.0420.C5 


.o9. tm 


Method 


TBLASTX: 


Maize 




b nar u 


1 QQ1 0 

iy y iz 




End 


21111 






GI 


none- 




Score 


131 






Exons 


i qqi o o n n i n i qqi / 

iyyiz . . zuuiu , iyyi4 


onn 1 0 
. . ZUU1Z , 


20186. .20269, 20187 


0 n 0 c 0 

. . zUzoo , 






zuy / 4 . . z 1 111 , zuy/b 


0 1 1 Pi 1 
. . Z11U1 










beq. no. 


O JUZZ 




Seq. ID 


OJ990407 


no n a 0 n 
U J . U4 ZU 


. Co 


Gene No . 


1 1 1 01 rt 
lllolU 




Strand 








Start 


29216 




End 


30771 






Name 


OJ990407 03. 0420. C5 


. 06 . np 


Method 


AAT/NAP 






Of -s v-t- 

b tare 


29216 




End 


30771 






GI 


7242910 




Score 


137 






Exons 


29216. .29298, 29367 


. .29684, 


30371. .30771 






GI Descrip. 


(AP001383) hypothetical protein [Oryza 


sativa] 






Seq. No. 


53022 




Seq. ID 


OJ990407 


_03.0420 


■ C5 


Gene No. 


111810 




Strand 









54026 





Start 


29216 




End 


30771 








Name 


OJ990407 03. 0420. C5 . 


06. tc 


Method 


TBLASTX: Cress 






Start 


29676 




End 


30521 








GI 


none 




Score 


52 








Exons 


29676. .29717, 29801. 


.30028, 


30456. .30521 








Seq. No. 


53022 




Seq. ID 


OJ990407 


J)3.0420 


,C5 




Gene No. 


111811 




Strand 










.Start 


32102 




End 


34701 








Name 


OJ990407 03. 0420. C5. 


o5.tm 


Method 


TBLASTX: 


Maize 






Start 


32102 




End 


34701 








GI 


none 




Score 


73 








Exons 


/*\ *1 rt rt rt rt *i r rt rt rt *1 rt 

32102 .. 32158, 32107. 


. 32160, 


32617. .32712, 32620 


. .32712, 








32621. .32713, 32836. 


.32946, 


32837. .32941, 33024 


. .33107, 








33025. .33102, 33498. 


.33572, 


33499..33S76, 33499 


. .33579, 








33766. .33891, 33797. 


.33898, 


33801. .33890, 33815 


. .33895, 








34269. .34472, 34273. 


.34479, 


34275. .34475, 34600 


. .34638, 








34601. .34639, 34645. 


.34701, 


34645. .34692 








Seq. No. 


53022 




Seq. ID 


OJ990407 




.C5 




Gene No. 


111811 




Strand 










Start 


32102 




End 


34701 








Name 


OJ990407 03. 0420. C5. 


o9. ts 


Method 


TBLASTX: 


Soybean 






Start 


32106 




End 


33113 






1 J! 


GI 


none 




Score 


68 








Exons 


32106. .32165, 32107. 


.32157, 


32621. .32713, 32836 


. .32946, 




hi 




32837. .32941, 33024. 


.33113, 


33025. .33102 








Seq. No. 


53022 




Seq. ID 


OJ990407 


_03.0420 


.C5 




Gene No. 


111811 




Strand 








]3 


Start 


32102 




End 


34701 








Name 


S~\ Art A rt rt rt rt A rt rt y"i 1"" 

OJ990407 03. 0420. C5. 


o5 . tc 


Method 


TBLASTX: 


Cress 






Start 


32107 




End 


34479 






;a 


GI 


none 




Score 


71 








Exons 


32107. .32175, 32609. 


.32713, 


32837..32944, 32845 


. .32946, 








33024. .33104, 33025. 


.33102, 


33499..33S76, 33760 


. .33891, 








33801. .33890, 34273. 


.34479, 


34275. .34469 








Seq. No. 


53023 




Seq. ID 


OJ990407 


_03.0420 


.C6 


? ^ 


Gene No. 


111812 




Strand 


+ 








Start 


520 




End 


751 








Name 


OJ990407 03. 0420. C6. 


ol.gp 


Method 


AAT/GAP 








Start . 


520 




End 


751 








GI 


2442551 




Score 


393 








Exons 


520. .751 














Seq. No. 


53023 




Seq. ID 


OJ990407 


_03.0420 


.C6 




Gene No. 


111812 




Strand 


+ 








Start 


520 




End 


751 








Name 


OJ990407 03. 0420. C6. 


ol . gs 


Method 


GENSCAN 








Start 


539 




End 


751 








GI 


none 




Score 


.68 








Exons 


539. .751 














Seq. No. 


53023 




Seq. ID 


OJ990407 


J33.0420 


.C6 




Gene No. 


111812 




Strand 










Start 


520 




End 


751 







54027 



Name OJ990407_03 . 0420 . C6 . ol . np Method AAT/NAP 

Start 539 End 751 

GI 7363291 Score 361 

Exons 539.. 751 

GI Descrip. (AP001552) ESTs C74322 (E30878 ) , AU082328 (E30878 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53024 Seq. ID 

111813 Strand 

940 End 

OJ990407JD3 . 0420 . C7 . ol . gp Method 

940 End 

16953_1.R1084 Score 

940. .1114, 2040. .2143, 2245. .2320, 2850 



OJ990407_03.0420.C7 
+ 

4076 
AAT/GAP 
4076 
2363 

2933, 3283.. 4076 



, 2245131/emb|CAB10552.1| 2.0e-75 (Z97344) hypothetical protein 
[Arabidopsis thaliana] 1 



53024 Seq. ID 

111813 Strand 
940 End 
OJ9904 07_03 . 04 20 . C7 . ol . np Method 
983 End 
7363292 Score 
983. .1114, 2046. .2150, 2228. .2320, 2850. .2933, 3283. .3786 
(AP001552) ESTs D15336 (C0474 ) , C98053 (C04 74 ) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
DNA chromosome 4, ESSA I contig fragment No. 9; hypothetical 
protein. (297344) [Oryza sativa] 



OJ990407_03.0420.C7 
+ 

4076 
AAT/NAP 
3786 
1401 



53024 

111813 

940 

OJ990407_03.0420.C7.ol.gs 

986 

none 



Seq. ID OJ990407_03.0420.C7 

Strand + 

End 4076 

Method GEN SCAN 

End 378 9 

Score .78 



986. .1114, 1167. .1322, 2211. .2320, 2850. .2933, 3283. .3789 



53024 

111814 

8787 

OJ990407_03.0420.C7.o2.tw 

1995 

none 

1995. .2138, 2023.. 2133, 2038. 
2242. .2319, 2243. .2320, 2841. 

53024 

111814 

8787 

OJ990407_03.0420.C7.ol.ts 

2028 

none 

2028. .2141, 2045. .2134, 2243. 
3307. .3510, 3316. .3744, 3354. 



Seq. ID OJ990407_03.0420.C7 
Strand 

End 14 64 9 

Method TBLASTX : Wheat 
End 2885 
Score 130 

.2142, 2039. .2143, 2039. .2143, 
.2885 

Seq. ID OJ990407_03.0420.C7 
Strand 

End 14 64 9 

Method TBLASTX : Soybean 

End 374 4 

Score 138 

.2320, 2248. .2319, 2841. .2924, 
.3740, 3619.. 3744 



Seq. No. 



53024 



Seq. ID OJ990407_03.0420.C7 



54028 



Gene No. 111814 

Start 8787 

Name OJ990407_03 . 0420 . C7 . ol . tc 

Start 2033 

GI none 

Exons 2033.. 2143, 2037.. 2141, 2267. 

3322.. 3429, 3323.-3445, 3351. 



Strand 

End 14649 

Method TBLASTX : Cress 

End 3732 

Score 114 

.2320, 2799..2924, 3319. .3732, 
.3731 



Seq. No. 53024 ; 

Gene No. 111814 
Start 8787 

Name OJ990407_03. 0420.C7 .ol . tm 

Start 2038 
GI none 

Exons 2038.. 2139, 2039.. 2143, 2040. 

2244. .2321, 2841. .2933, 2848, 
3302.. 3475, 3307.. 3507, 3313. 
3756. .3791, 3800. .3847 



Seq, ID 
Strand 
End 

Method 
End 
Score 



OJ990407 03. 0420. C7 



14649 

TBLASTX: Maize 
3847 
163 

2141, 2242. .2319, 2243. .2320, 
2931, 2859.-2933, 3302.. 3466, 
3765, 3351.. 3764, 3629.. 3802, 





Seq. No. 


53024 




Seq. ID 


OJ990407 




Gene No. 


111814 




Strand 






Start 


8787 




End 


14649 




Name 


OJ990407 03 


.0420.C7.ol.tw 


Method 


TBLASTX: 




Start 


3426 




End 


3675 


Eft 


GI 


none 




Score 


243 


li i 


Exons 


3426. .3674, 


3426. .3653, 3427. 


.3675, 3616. .3669 


: ir 


Seq. No. 


53024 




Seq. ID 


OJ990407 




Gene No. 


111814 




Strand 




E . S 


Start 


8787 




End 


14649 


■a w 


Name 


OJ990407 03 


.0420.C7.o2.np 


Method 


AAT/NAP 


\J 


Start 


8787 




End 


14649 




GI 


7363293 




Score 


179 




Exons 


8787. .8831, 


14575. .14649 






~ ~* 


GI Descrip. 


(AP001552) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


53025 




Seq. ID 


OJ990407 




Gene No. 


111815 




Strand 


+ 




Start 


1 




End 


113 




Name 


OJ990407 03 


.0420.C8.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


113 




GI 


7340920 




Score 


148 




Exons 


1. .113 










GI Descrip. 


(AP001550) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


53025 




Seq. ID 


OJ990407 




Gene No. 


111816 




Strand 


+ 




Start 


3049 




End 


4244 




Name 


OJ990407 03 


.0420.C8.ol.gs 


Method 


GENSCAN 




Start 


3049 




End 


4244 




GI 


none 




Score 


.76 




Exons 


3049. .3314, 


3407. .4244 








Seq. No. 


53025 




Seq. ID 


OJ990407 




Gene No. 


111816 




Strand 


+' ■ 




Start 


3049 




End 


4244 




Name 


OJ990407 03 


.0420.C8.o2.np 


Method 


AAT/NAP 



54029 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



3049 End 4241 

7363294 Score 1922 

3049. .3314, 3407. .4241 

(AP001552) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana putative 
transcription factor (AF062916) [Oryza sativa] 



Seq. ID OJ990407_03.0420.C8 
Strand 

End 5333 

Method AAT/GAP 

End 5333 

Score 135 



53025 
111817 
2237' 

OJ990407_03.0420.C8.ol.gp 
2237 

LIB3477-003-P1-K1-E9 
2237. .2282, 5279. .5333 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory .s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 
□ GI 
^ Exons 

~ ==. 

Ill Seq. No. 
l x = Gene No. 
C3 Start 
|d Name 
Start 

: * Exons 

iJ Seq. No. 

''---1 Gene No. 

U Start 

* ~ Name 

H Start 

[J Exons 



53025 

111817 

2237 

OJ990407_03.0420.C8.ol.tm 

3049 

none 



Seq. ID OJ990407_03.0420.C8 
Strand 

End 5333 

Method TBLASTX : Mai ze 

End 3524 

Score 51 



3049. .3075, 3067. .3315, 3084. .3185, 3404. .3517, 3405. .3524 



53025 

111817 

2237 

OJ990407_03.0420.C8.ol.ts 

3055 

none 



Seq. ID OJ990407_03.0420.C8 
Strand 

End 5333 

Method TBLASTX : Soybean 

End 3536 

Score 37 



3055. .3075, 3067. .3315, 3087. .3188, 3404. .3535, 3405.. 3536 



53025 

111817 

2237 

OJ990407_03.0420.C8.ol.tw 

3067 

none 



Seq. ID OJ990407_03.0420.C8 
Strand 

End 5333 

Method TBLASTX : Wheat 

End 3521 

Score 300 



3067. .3315, 3078. .3188, 3237. .3317, 3380. .3520, 3404. .3499, 
3405.. 3521 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



53025 

111817 

2237 

OJ990407_03.0420.C8.ol.tc 

3076 

none 



Seq. ID OJ990407_03.0420.C8 
Strand 

End 5333 

Method TBLASTX: Cress 

End 3667 

Score 347 



3076. .3315, 3404. .3535, 3405. .3536, 3620. .3667 



53026 

111818 

1 

OJ990407_03.0420.C9.ol.gp 
1 

LIB3477-003-P1-K1-E9 



Seq. ID OJ990407_03.0420.C9 

Strand + 

End 68 

Method AAT/GAP 

End . 68 

Score 113 



54030 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .68 

'2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I). >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990407_03.0420.C9 
Strand 

End 234 

Method GENSCAN 

End 234 

Score .81 



53026 
111819 
206 

OJ990407_03.0420.C9.ol.gs 
206 
none 
206. .234 

53027 
111820 
610 

OJ990407_03. 0420. C10. ol.tm 
588 
none 

588. .728, 595. .717, 785. .847, 787. .852, 788.-853 



Seq. ID OJ990407_03. 0420. C10 

Strand + 

End 1012 

Method TBLASTX: Maize 

End 853 

Score 131 



53027 

111820 

610 

OJ990407_03. 0420. C10. ol.ts 
595 

5688457 



Seq. ID OJ990407_03. 0420. C10 

Strand + 

End 1012 

Method TBLASTX : Soybean 

End 1003 

Score 97 



595. .696, 615. .677, 625. .678, 788. .859, 880. .993, 890. .1003 



53027 Seq. ID 

111820 Strand 
610 End 
OJ990407_03. 0420. C10. ol.gs Method 
610 End 
none Score 
610. .713, 790. .1012 

53028 Seq. ID 

111821 Strand 
373 End 
OJ990407_03. 0420. C14. ol.gs Method 
373 End 
none Score 
373..687 



OJ990407_03. 0420. CIO 
+ 

1012 
GENSCAN 
1012 
.51 



OJ990407_03.0420.C14 
+ 

687 

GENSCAN 

687 

.61 



Seq. No. 53028 Seq. ID OJ990407J33 . 0420 . C14 

Gene No. 111821 Strand + 

Start 373 End 687 

Name OJ990407_03 . 0420 . C14 . ol . np Method AAT/NAP 

Start 375 End 684 

GI 7363291 Score 482 

Exons 375 . . 684 

GI Descrip. (AP001552) ESTs C74322 (E30878 ) , AU082328 (E30878 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



54031 



Seq. No. 53029 

Gene No. 111822 

Start 294 

Name OJ990407_03 . 0420 . C16 . ol . tw 

Start 294 

GI none 

Exons 294. .521, 310.. 537, 530. .664, 531. .608 



Seq. ID OJ990407_03.0420.C16 
Strand 

End 664 

Method TBLASTX : Wheat 

End 664 

Score 61 



Seq. No. 53030 

Gene No. 111823 

Start 1 

Name OJ990407_03 . 0420 . C17 . ol . gp 

Start 1 

GI 5038584 

Exons 1 . . 195 



Seq. ID OJ990407_03.0420.C17 

Strand + 

End 195 

Method AAT/GAP 

End 195 

Score 355 



Seq. No. 53030 

Gene No. 111824 

Start 181 

Name OJ990407_03 . 0420 . C17 . ol . gs 

Start 181 

GI none 

Exons 181.. 339 



Seq. ID OJ990407_03.0420.C17 
Strand 

End 339 

Method GENSCAN 

End 339 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
' GI 
Exons 

GI Descrip. 



53031 

111825 

3399 

OJ990407_03.0420.C19.ol.gs 

3399 

none 

3399.. 3459, 3791.. 3896 



Seq. ID OJ990407_03.0420.C19 

Strand + 

End 3896 

Method GENSCAN 

End 3896 

Score .46 



53032 
111826 
1 

OJ990407_03.0420.C20.ol.np 
1 

7485622 

1..390, 475. .540, 654. .719, 831. .908 

hypothetical protein F17I5.70 - Arabidopsis thaliana 
gi| 3297812 | emb | CAA19870.il (AL031032) putative protein 
[Arabidopsis thaliana] gi | 7270337 | emb | CAB80105 . 1 1 (AL161584) 



Seq. ID OJ990407_03.0420.C20 

Strand + 

End 929 

Method AAT/NAP 

End 908 

Score 280 





putative 


protein [Arabidopsis 


thaliana] 




Seq. No. 


53032 




Seq. ID 


OJ990407 


Gene No. 


111826 




Strand 


+ 


Start 


1 




End 


929 


Name 


OJ990407 


_03.0420.C20.ol.gs 


Method 


GENSCAN 


Start 


94 




End 


929 


GI 


none 




Score 


.99 


Exons 


94. .390, 


475. .540, 654. .719, 


831. .929 




Seq. No. 


53032 




Seq. ID 


OJ990407 


Gene No. 


111827 




Strand 




Start 


1 




End 


2050 


Name 


OJ990407 


_03.0420.C20.o2.np 


Method 


AAT/NAP 


Start 


1 




End 


2050 



54032 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852180 Score 
1..112, 1491. .2050 

(AL117265) zhbOOOlO.l [Oryza sativa] 

53033 Seq. ID 

111828 Strand 

486 End 
OJ990407_03 . 0420 . C22 . ol . gs Method 

486 End 

none Score 
486. .603 



244 



OJ990407_03.0420.C22 
603 

GEN SCAN 

603 

.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons " 



53034 

111829 

1 

OJ990407_03.0420.C23.ol.np 
1 

6693023 



Seq. ID OJ990407_03.0420.C23 

Strand + 

End 4531 

Method AAT/NAP 

End 4531 

Score 956 



1..130, 819. .949, 1255. .1362, 2175. .2231, 2322. .2425, 
2508. .2933, 3865. .4242, 4284. .4531 
(AC012375) T22C5.20 [Arabidopsis thaliana] 



53034 

111829 

1 

OJ990407_03.0420.C23.ol.gs 
49 

none 



Seq. ID OJ990407_03.0420.C23 

Strand + 

End 4531 

Method GENSCAN 

End 4521 

Score .72 



49. .130, 819. .978, 1093. .1154, 2880. .2933, 3865. .4521 



53034 

111829 

1 

OJ9904 07_03.0420.C23.ol.ts 

2310 

none 



Seq. ID OJ990407_03.0420.C23 

Strand + 

End 4531 

Method TBLASTX : Soybean 

End 2784 

Score 101 



2310. .2420, 2326.-2388, 2327. .2428, 2490. .2582, 2505. .2582, 
2506. .2634, 2626.-2745, 2749. .2784 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53034 

111829 

1 

OJ9904 07_03.0420.C23.ol.gp 

2509 

2428243 

2509. .2917 



Seq. ID OJ990407_03.0420.C23 

Strand + 

End 4531 

Method AAT/GAP 

End 2917 

Score 74 9 



Seq. No. 53034 
Gene No. 111829 
Start 1 

Name OJ9904 07_03 . 0420 . C23 . ol . tm 

Start 2650 
GI none 
Exons 2650, 

2863. 

3864, 



,2784, 2650. .2784, 2743. .2841, 2784 
,2943, 2875.. 2934, 3857.. 3961, 3862 
,3962 



Seq. ID OJ990407_03.0420.C23 

Strand + 

End 4531 

Method TBLASTX : Maize 

End 3962 

Score 159 

2840, 2787. .2849, 
3960, 3864..3962, 



54033 



Seq. No. 53035 Seq. ID 

Gene No. 111830 Strand 

Start 1 End 

Name OJ990407_03 . 0420 . C28 . ol . np Method 

Start 1 End 

GI 267421 Score 

Exons 1..341, 473. .667, 786. .871, 1188. .1365 
GI Descrip. 



OJ990407_03.0420.C28 
+ 

1365 
AAT/NAP 
1365 
287 



DNA-REPAIR PROTEIN COMPLEMENTING XP-G CELLS HOMOLOG (XERODERMA 
PIGMENTOSUM GROUP G COMPLEMENTING PROTEIN HOMOLOG) 
gi| 422627 |pir | | S35994 DNA repair protein XPGC - African clawed 
frog gi|3124 33|emb|CAA4 9597| (X69977) XP-G related factor 
[Xenopus laevis] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
[3 Start 
i 3 Name 
■s Start 

::: gi 

* & Exons 

: s 
h ST 

Lj Seq. No. 
L i Gene No. 
fTi Start 
5 ^ Name 
s Start 
U GI 
Exons 

= si: 

Seq. No. 
:!? Gene No. 
^ Start 
ij Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



53035 






Seq. ID 


OJ990407_03.0420, 


.C28 


111830 






Strand 


+ 




1 






End 


1365 




OJ990407 03.0420.C28 


.ol, 


.gs 


Method 


GENSCAN 




212 






End 


875 




none 






Score 


.79 




212. .341, 473. . 667, 


720, 


. .875 








53035 






Seq. ID 


OJ990407_03.0420, 


.C28 


111830 






Strand 


+ 




1 






End 


1365 




OJ990407 03.0420.C28 


.ol, 


.ts 


Method 


TBLASTX: Soybean 




225 






End 


592 




none 






Score 


114 




225. .353, 269. .352, 


437 , 


. .592, 


470. .547 


, 471. .590 




53036 






Seq. ID 


OJ990407_03.0420, 


.C30 


111831 






Strand 


+ 




1285 






End 


1356 




OJ990407_03.0420.C30 


.ol, 


.gs 


Method 


GENSCAN 




1285 






End 


1356 




none 






Score 


.4 




1285. .1356 












53037 






Seq. ID 


OJ990407_03.0420, 


.C31 


111832 






Strand 


+ 




54 






End 


335 




OJ990407 03.0420.C31 


.ol, 


.gs 


Method 


GENSCAN 




54 






End 


335 




none 






Score 


.5 




54. .112, 251. .335 












53037 






Seq. ID 


OJ990407_03.0420, 


.C31 


111833 






Strand 






540 






End 


712 




OJ990407 03.0420.C31 


.o2, 


.gs 


Method 


GENSCAN 




540 






End 


712 




none 






Score 


.46 




540. .712 












53038 






Seq. ID 


OJ990407_03.0420, 


.C36 


111834 






Strand 


+ 




67 






End 


380 




OJ990407 03.0420.C36 


.ol, 


.gs 


Method 


GENSCAN 





54034 



Start 67 

GI none 

Exons 67.. 200, 311.. 380 

Seq. No. 53038 

Gene No. 111835 

Start 608 

Name OJ990407_03 . 0420 . C36 . ol . gp 

Start 608 

GI 4715133 

Exons 608.. 1185 



End 380 
Score .76 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990407_03.0420.C36 

1185 
AAT/GAP 
1185 
1123 



Seq. No. 53039 

Gene No. 111836 

Start 1 

Name OJ990407_03 . 0420 . C38 . ol .np 

Start 1 

GI 7436361 

Exons 1..127, 492. .663, 879. .1037, 
GI Descrip. Ca2+-transporting ATPase (EC 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1122. .1976 
3.6.1.38) ACA2 



OJ990407 03.0420.C38 



1976 
AAT/NAP 
1976 
1644 



Arabidopsis 

thaliana gi | 3335060 | gb|AAC26997 . 1 1 (AF025842) plasma 
membrane-type calcium ATPase [Arabidopsis thaliana] 
gi|4468989|emb|CAB38303.1| (AL035605) plasma membrane-type 
calcium ATPase (ACA2) [Arabidopsis thaliana] 
gi|7270746|emb|CAB80429.1| (AL161591) plasma membrane-type 
calcium ATPase (ACA2) [Arabidopsis thaliana] 



Seq. No. 53039 

Gene No. 111836 

Start 1 

Name OJ990407_03. 0420.C38 .ol . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ990407_03.0420.C38 



Strand 
End 

Method 

End 

Score 



1976 

TBLASTX : Soybean 

1747 

162 

664, 490. .681, 876. 



1..165, 1..162, 3. .191, 484. .666, 485 
876. .1040, 877. .1047, 1084. .1650, 1119. .1652, 1299. .1652, 
1702.. 1746, 1703.. 1747 



,1040, 



Seq. No. 53039 Seq. ID 

Gene No. 111836 Strand 

Start 1 End 

Name OJ990407_03 . 0420 . C38 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..165, 1..150, 3. .191, 484. .666, 485. 

876. .1040, 876. .1040, 1087. .1665, 1119 

1702. .1794, 1703. .1792 



OJ990407_03.0420.C38 
1976 

TBLASTX: Maize 

1794 

193 

,664, 862. .1038, 
,.1664, 1519. .1665, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53039 

111836 

1 

OJ990407_03.0420.C38.ol.tc 
1 

none 



Seq. ID OJ990407_03.0420.C38 
Strand 

End 1976 

Method TBLASTX : Cress 

End 1975 

Score 76 



1..156, 2. .124, 3. .125, 3. .191, 4. .165, 484. .666, 485.-664, 
502. .681, 817. .1041, 876. .1040, 1084. .1590, 1118. .1462, 
1119. .1589, 1584. .1652, 1585. .1647, 1702. .1863, 1703. .1849, 
1868.. 1975, 1870.. 1974 



54035 




Seq. No. 


53039 








Seq. ID 


OJ990407_03. 0420. 


C38 


Gene No. 


111836 








Strand 






Start 


1 








End 


1976 




Name 


OJ990407 03 


.0420 


.C38.ol 


.gs 


Method 


GENSCAN 




Start 


4 92 








End 


1971 




GI 


none 








Score 


.72 




Exons 


492. .663, 879. .1037, 1098. .1643, 1672. 


.1971 




Seq. No. 


53039 








Seq. ID 


OJ99.04 07_03 . 0420 . 


C38 


Gene No. 


111836 








Strand 






Start 


1 








End 


1976 




Name 


OJ990407_03 


. 0420 


.C38 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1705 








End 


1975 




GI 


none 








Score 


222 




Exons 


1705. .1974, 


1706 


. . 1975 










Seq. No. 


53039 








Seq. ID 


OJ990407_03 . 0420 . 


C38 


Gene No. 


111836 








Strand 






Start 


1 








End 


1976 




Name 


OJ990407_03 


. 0420 


.C38 .o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


1747 








End 


1975 




GI 


none 








Score 


232 




Exons 


1747 . . 1974, 


1748 


. . 1975 










Seq. No. 


53039 








Seq. ID 


OJ990407_03. 0420. 


C38 


Gene No. 


111836 








Strand 






Start 


1 








End 


1976 




Name 


OJ990407_03 


.0420 


.C38.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1798 








End 


1976 




GI 


none 








Score 


191 




Exons 


1798 . . 1974, 


1799 


. .1975, 


1917. 


.1976 






Seq. No. 


53040 








Seq. ID 


OJ990407_03.0420. 


C39 


Gene No. 


111837 








Strand 


+ 




Start 


219 








End 


332 




Name 


OJ990407 03 


.0420 


.C39.ol 


. np 


Method 


AAT/NAP 




Start 


219 








End 


332 




GI 


6815099 








Score 


78 




Exons 


219. . 332 














GI Descrip. 


(AP001081) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


53040 








Seq. ID 


OJ990407_03 . 0420 . 


C39 


Gene No. 


111838 








. Strand 






Start 


1130 








End 


1745 




Name 


OJ990407 03 


.0420 


.C39.ol 


. gs 


Method 


GENSCAN 




Start 


1130 








End 


1745 




GI 


none 








Score 


. 65 




Exons 


1130. .1537, 


1640 


. .1745 










Seq. No. 


53040 








Seq. ID 


OJ990407_03.0420. 


C39 


Gene No. 


111838 








Strand 






Start 


1130 








End 


1745 




Name 


OJ990407 03 


.0420 


.C39.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1189 








End 


1372 




GI 


none 








Score 


146 




Exons 


1189. .1368, 


1190 


. .1372, 


1190. 


.1372 







54036 



Seq. No. 


53040 








Seq. ID 


OJ990407 


_03. 0420 


.C39 


Gene No. 


111838 








Strand 








Start 


1130 








End 


1745 






Name 


OJ990407 03. 


0420 


.C39.ol 


tm 


Method 


TBLASTX: 


Maize 




Start 


1190 








End 


1374 






GI 


none 








Score 


219 






Exons 


1190. .1372, 


1195 


. .1368, 


1202. 


.1372, 1246. .1374 






Seq. No. 


53040 








Seq. ID 


OJ990407 


_03 . 0420 


. C39 


Gene No. 


111838 








Strand 








Start 


1130 








End 


1745 






Name 


OJ990407 03. 


0420 


.C39.ol 


ts 


Method 


TBLASTX: 


Soybean 




Start 


1192 








End 


1372 






GI 


none 








Score 


106 






Exons 


1192. . 1335, 


1202 


. .1336, 


1342. 


.1371, 1343.. 1372 






Seq. No. 


53040 








Seq. ID 


OJ990407 


_03.0420 


.C39 


Gene No. 


111838 








Strand 








Start 


1130 








End 


1745 






Name 


OJ990407 03. 


0420 


.C39.o2 


np 


Method 


AAT/NAP 






Start 


1192 








End 


1368 






GI 


2129580 








Score 


187 







Exons 1192.. 1368 

GI Descrip. envelope Ca2+-ATPase precursor - Arabidopsis thaliana 

gi I 493622 | dbj'l BAA03090.il (D13983) chloroplast envelope 
Ca2+-ATPase precursor [Arabidopsis thaliana] 
gi|4176435|emb|CAA49559.1| (X69941) envelope Ca2+-ATPase 
[Arabidopsis thaliana] 



;~ Seq. No. 53041 Seq. ID 

sy Gene No. 111839 Strand 

a Start 87 End 

C3 Name OJ9904 07_03 . 0420 . C40 . ol . gs Method 

^ Start 87 End 

li GI none Score 

r ^ Exons 87.. 348, 1182.. 1279, 1362.. 1499, 1616. 



OJ990407_03.0420.C40 
+ 

1730 
GENSCAN 
1730 
.41 
.1730 



Seq. No. 53041 Seq. ID 

Gene No. 111840 Strand 

Start 640 End 1003 

Name OJ990407_03.0420-C40.ol.np Method AAT/NAP 

Start 640 End 1003 

GI 6730936 Score 77 

Exons 640.. 770, 830.. 1003 

GI Descrip. (AB028182) OsNAC3 protein [Oryza sativa] 



OJ990407 03.0420.C40 



Seq. No. 53041 Seq. ID 

Gene No. 111841 Strand 

Start 1913 End 

Name OJ9904 07_03. 0420 .C40.o2 .gs Method 

Start 1913 End 

GI none Score 

Exons 1913.. 2239 



OJ990407_03.0420.C40 

2239 
GENSCAN 
2239 
.48 



Seq. No. 
Gene No. 



53041 
111842 



Seq. ID 
Strand 



OJ990407 03.0420.C40 



54037 





Start 


2326 




End 


£ h 1 D 








Name 


OJ990407 03.0420.C40 


. o2 . np 


Method 


AAT/NAP 








Start 


2326 




End 


2416 








GI 


7339707 




Score 


47 








Exons 


2326. .2416 














GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 








Seq. No. 


53042 




Seq. ID 


OJ990407_03. 


0420 


.C41 




Gene No. 


111843 




Strand 


+ 








Start 


334 




End 


570 








Name 


OJ990407_03.0420.C41 


.ol.gs 


Method 


GENSCAN 








Start 


334 




End 


570 








GI 


none 




Score 


.6 








Exons 


334 . . 4 12, 551 .. 570 














Seq. No. 


5304z 




Seq. ID 


OJ990407_03. 


0420 


.C41 




Gene No . 


111844 




Strand 










Start 


1230 




End 


1605 








Name 


OJ990407_03.0420.C41 


. o2 . gs 


Method 


GENSCAN 








Start 


1230 


End 


1605 








GI 


none 




Score 


.55 








Exons 


1230. . 1605 














Seq. No. 


53043 




Seq. ID 


OJ990407_03. 


0420 


.C49 




Gene No. 


111845 




Strand 










Start 


421 




End 


618 








Name 


OJ990407_03.0420.C49 


. ol .gs 


Method 


GENSCAN 








Start 


421 




End 


618 








GI 


none 




Score 


.88 






M 

.3 


Exons 


421. . 618 












u 


Seq. No. 


53044 




Seq. ID 


OJ990407_03. 


0420 


.C51 




Gene No. 


11184 6 




Strand 










Start 


104 




End 


325 








Name 


OJ990407_03.0420.C51 


. ol . gs 


Method 


GENSCAN 








Start 


104 




End 


325 






== 


GI 


none 




Score 


.42 






3 
*i 


Exons 


104 . . 325 














Seq. No. 


53045 




Seq. ID 


OJ990407_03. 


0420 


.C53 




Gene No. 


111847 




Strand 










Start 


46 




End 


769 








Name 




. ol . gs 


Method 


GENSCAN 








Start 


46 




End 


685 








GI 


none 




Score 


.68 








Exons 


46. .233, 424. .685 














Seq. No. 


53045 




Seq. ID 


OJ990407_03. 


0420 


-C53 




Gene No. 


111847 




Strand 










Start 


46 




End 


769 








Name 


OJ990407 03.0420.C53 


. ol . np 


Method 


AAT/NAP 








Start 


576 




End 


769 








GI 


7486928 




Score 


63 








Exons 


576. .769 














GI Descrip. 


hypothetical protein 


T13D8.28 


- Arabidopsis thaliana 





gi|3249093|gb|AAC24077.1| (AC004473) Contains similarity to heat 
shock transcription factor homolog from A. thaliana chromosome 4 



54038 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Q GI Descrip. 



;^ Seq. No. 

W Gene No. 

%1 Start 

fjj Name 

s ~ Start 

L GI 
Exons 

I* GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



contig gb|Z97335. [Arabidopsis thaliana] 



53046 Seq. ID 

111848 Strand 
1 ' End 

OJ990407_03.0420.C62.ol.np Method 
1 End 
7452046 Score 
1.-268, 305. .1349, 1539. .1840, 2491, 
3406. .3590, 3626. .4168, 4836.-4897 

hypothetical protein F6G3.180 - Arabidopsis thaliana 
gi| 4 9384 91 1 emb | CAB43850.il (AL078464) hypothetical protein 
[Arabidopsis thaliana] gi | 7269915 | emb | CAB81008 . 1 | (AL161576) 
hypothetical protein [Arabidopsis thaliana] 



OJ990407_03.0420.C62 
+ 

6597 
AAT/NAP 
4897 
704 

2875, 2924. .3312, 



53046 
111848 
1 

OJ990407_03.0420.C62.o3.np 
1 

7452046 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990407_03.0420.C62 
+ 



6597 
AAT/NAP 
6401 
1011 

1..268, 305. .1349, 1539. .1840, 2491. .2875, 2924. .3312-, 
3406. .3590, 3626. .4167, 5211. .5626, 5673.-5879, 6305. .6401 
hypothetical protein F6G3. 180 - Arabidopsis thaliana 
gi|4938491|emb|CAB43850.1| (AL078464) hypothetical protein 
[Arabidopsis thaliana] gi | 7269915 | emb | CAB81008 . 1 | (AL161576) 
hypothetical protein [Arabidopsis thaliana] 



53046 
111848 
1 

OJ990407_03.0420.C62.o2.np 



7452046 
1..268, 305 
3406. .3590, 



.1349, 1539. 
3626. .4167, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1840, 2491 



OJ990407_03.0420.C62 
+ 

6597 
AAT/NAP 
5943 
898 

2875, 2924. .3312, 



5211. .5626, 5673.. 5943 
hypothetical protein F6G3.180 - Arabidopsis thaliana 
gi|4938491|emb|CAB43850.1| (AL078464) hypothetical protein 
[Arabidopsis thaliana] gi | 7269915 | emb | CAB81008 . 1 1 (AL161576) 
hypothetical protein [Arabidopsis thaliana] 



53046 

111848 

1 

OJ990407_03.0420.C62.ol.gs 

232 

none 



Seq. ID OJ990407_03.0420.C62 

Strand + 

End 6597 

Method GENSCAN 

End 65 97 

Score .59 

1840, 2491.. 2987, 



232. .459, 868. .1023, 1239. .1349, 1539 
3283. .4167, 5211. .5535, 5717. .5798, 6131. .6234, 6305. .6396, 
6521. .6597 



Seq. No. 53046 Seq. ID 

Gene No. 111848 Strand 

Start 1 End 

Name OJ9904 07_03 . 0420 . C62 . ol . gp Method 

Start 772 End 

GI 53041 1.R1084 Score 



OJ990407_03.0420.C62 
+ 

6597 
AAT/GAP 
1286 
1007 



54039 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



772. .1286 

, 4938491/emb|CAB43850.1| 1.0e-10 (AL078464) hypothetical protein 
[Arabidopsis thaliana] ' 



53046 

111849 

6522 

OJ990407_03.0420.C62.o2.tm 

2926 

none 

2926.. 3123, 2927.. 3121 



Seq. ID OJ990407_03.0420.C62 
Strand 

End 6820 

Method TBLASTX : Maize 

End 3123 

Score 225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53046 

111849 

6522 

OJ990407_03.0420.C62 .ol.tm 

3545 

none 

3545.. 3811, 3546.. 3809 



Seq. ID OJ990407_03.0420.C62 
Strand 

End 6820 

Method TBLASTX: Maize 

End 3811 

Score 27 9 



Seq. ID OJ990407_03.0420.C62 
Strand 

6820 



53046 
111849 
6522 

OJ990407_03.0420.C62.o2.gp 
6522 

55483_1.R1084 
6522.. 6820 

'4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



End 

Method AAT/GAP 
End 6820 



Score 



468 



J 


Seq. No. 


53047 






Seq. ID 


OJ990407 




Gene No. 


111850 






Strand 






Start 


1286 






End 


2425 




Name 


OJ990407 03 


0420. 


C63 . ol . gs 


Method 


GENSCAN 




Start 


1286 






End 


2425 




GI 


none 






Score 


.61 




Exons 


. 1286. .1351, 


1639. 


.1768, 2394. 


.2425 






Seq. No. 


53048 






Seq. ID 


OJ990407 




Gene No. 


111851 






Strand 


+ 


J 


Start 


21 






End 


329 




Name 


OJ990407 03 


0420. 


C64 .ol.gs 


Method 


GENSCAN 




Start 


21 






End 


329 




GI 


none 






Score 


.69 




Exons 


21. .75, 114 


.179, 


304. .329 








Seq. No. 


53048 






Seq. ID 


OJ990407 




Gene No. 


111852 






Strand 






Start 


869 






End 


1051 




Name 


OJ990407 03 


0420. 


C64 ,o2.gs 


Method 


GENSCAN 




Start 


869 




End 


1051 




GI 


none 






Score 


.66 




Exons 


869. .1051 












Seq. No. 


53049 






Seq. ID 


OJ990407 




Gene No. 


111853 






Strand 






Start 


276 






End 


462 



54040 




Name 


ATQQn^m o^ (\aoc\ ncc* r\i /-to 
ujyyu^u / Uj.u^zu.LDo.oi.gs 


ftvt 4— V* /-\ y^J 

weinoa 


(jEjNbL-ilN 






9*7 C 




A £9 






none 


Score 


A Q 

. 4 y 






9 7 £ A £9 

£. 1 0 . .4 








beq. no. 


j jUju 


beq. iu 


PiTQQ0407 O ^ 0490 

ujyyu4u/ uo.u4zu 


. L- OO 


Gene No. 


111854 


Strand 


+ 




Start 


315 


End 


774 




Name 


ujyyu4u/ uj.u^zu.LDo.oi.gs 


jyie tnoa 


OijLNoUriN 




btart 


j ID 


T7 1 /-J 


7 7 A 
I 1 4 






none 


Score 


. D / 




Exons 


.3 10 . . OZ 4 , 4 jU. . OD^, /40..//4 








oeq. NO. 


jjUDU 


beq. iu 


r*TQQO/10"7 0*5 0/190 

ujy^u^u / UJ.U4ZU 


.too 


Gene No. 


111855 


Strand 






Start 


914 


End 


1028 




Name 


UJy?U^ U / Uj . U4 Z U . LOO . Oc, . CJS 


we tnoa 


OljLNbttt.IN 




b tart 


y 1 4 


tna 


1 O 9 Q 






none 


Score 


7 Q 

. / y 




Exons 


qi 4 1 09P 








oeq. NO. 




beq. iu 


PiTQQfl/im O "5 0/190 

ujyyu4u/ UJ.U4ZU 


P71 


Gene No. 


111856 


Strand 






Start 


222 


End 


1202 




Name 


HTQQ0/10*7 0"3 0/190 P7 1 ^1 /to 


L v ie tnoa 


r'C'MQr'ZiKT 
uCjINotniN 




otart 


9 9 9 


bna 


4 O 1 






none 


Score 


no 

. yz 




Exons 


999 "50Q yl 1 C 7l Q 1 

41b. .481 








beg. NO. 


c "3 n R 1 


beq. id 


nTQonyim m o/90 

ujyyu4u/ uo.u4^u 


r»*7 i 
. C / 1 


Gene No . 


111856 


Strand 






Start 


222 


End 


1202 




Name 


OJ990407 03,0420. C71.ol.np 


Method 


AAT/NAP 






224 


End 


19 0 9 
1ZUZ 






7230673 


Score 


i lo 




Exons 


224. .329, 416.-504, 1156. .1202 






tji uescrip. 


(AF236059) putative Myb-related domain 


[Papaver rnoeas] 




oeq . no . 


53052 


Seq. ID 


ujyyuDX/ U/.U4Z1 




oene no . 


111857 


Strand 


+ 




Start 


1 


End 


473 




Name 


OJ990617 07.0421.C5.ol.np 


Method 


AAT/NAP 




o tai; t 


1 


End 


470 






4680179 


Score 


787 




Exons 


1. .470 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




OcC|. NO . 


53052 


Seq. ID 


OJ990617_07.0421 




Gene No. 


111857 


Strand 


+ 




Start 


1 


End 


473 




Name 


OJ990617 07.0421.C5.ol.tw 


Method 


TBLASTX: Wheat 






3 


End 


460 




GI 


none 


Score 


464 




Exons 


3.-425, 23. .145, 120. .200, 185 


...301, 264. .404, 407. .460 




Seq. No. 


53052 


Seq. ID 


OJ990617_07.0421 


.C5 


Gene No. 


111857 


Strand 







54041 






Start 


1 


End 


473 






Name 


OJ990617 07.0421.C5.ol.tm 


Method 


TBLASTX: Maize 






Start 


72 


End 


329 






GI 


none 


Score 


296 






Exons 


72. .329, 83. .301, 183. .329 










Seq. No. 


53052 


Seq. ID 


OJ990617_07.0421 


.C5 




Gene No . 


lllob / 


Strand 


+ 






Start 


1 


End 


473 






Name 


OJ990617 07.0421.C5.ol.gs 


Method 


GEN SCAN 






Start 


78 


End 


473 






GI 


none 


Score 


.7 






Exons 


78. .473 










Seq. No. 


53053 


Seq. ID 


OJ990617JD7.0421 


.C6 




Gene No. 


111858 


Strand 


+ 








1 


End 


ft 

O J T 






Name 


OJ990617 07.0421.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


834 






GI 


7340881 


Score 


116 






Exons 


1..38, 279. .452, 558. .596, 750. .834 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 






Seq. No. 


53053 


Seq. ID 


OJ990617_07.0421 


.C6 




Gene No. 


111859 


Strand 








Start 


205 


End 


396 






Name 


OJ990617_07 .0421.C6.ol.gs 


Method 


GENSCAN 




i i:? 


Start 


zUj 


End 


396 






GI 


none 


Score 


.46 




§ : I 


Exons 


205. .396 








. =^ 

-ft 


Seq. No. 


53054 


Seq. ID 


OJ990617_07."0421 


.C7 


S b?. 


Gene No. 


111860 


Strand 


+ 








1 


End 






[3 


Name 


OJ990617 07.0421.C7.ol.np 


Method 


AAT/NAP 




^ j. 


Start 


1 


End 


829 






GI 


5852181 


Score 


117 




• 


Exons 


1..360, 752. .829 








f 1 


GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 






f 3 


Seq. No. 


53054 


Seq. ID 


OJ990617_07.0421 


.C7 ■ 




Gene No. 


111860 


Strand 


+ 






Start 


1 


End 


829 






Name 


OJ990617 07.0421.C7.ol.gs 


Method 


GENSCAN 






Start 


165 


End 


654 






GI 


none 


Score 


.76 






Exons 


165.. 323, 329.. 654 










Seq. No. 


53055 


Seq. ID 


OJ990617_07.0421 


.Cll 




Gene No. 


111861 


Strand 








Start 


1 


End 


772 






Name 


OJ990617 07.0421.Cll.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


772 






GI 


6983860 


Score 


1069 






Exons 


1. .772 










GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 



(AF061282) [Oryza sativa] 



54042 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53055 

111861 

1 

OJ990617_07.0421.Cll.o2.tw 
5 

none 



Seq. ID OJ990617_07.0421.C11 

Strand 

End 772 

Method TBLASTX : Wheat 

End 247 

Score 76 



5. .169, 15. .152, 32. .163, 175. .246, 176. .247 



Seq. No. 53055 

Gene No. 111861 

Start 1 

Name OJ990617_07 . 0421 . Cll . ol . gs 

Start 64 

GI none 

Exons 64 . .717 



Seq. ID OJ990617_07. 0421. Cll 

Strand 

End 772 

Method GENSCAN 

End 717 

Score .54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53055 

111861 

1 

OJ990617_07. 0421. Cll. ol.tm 
95 

none 



Seq. ID OJ990617_07. 0421. Cll 

Strand 

End 772 

Method TBLASTX: Maize 

End 693 

Score 38 



95. .169, 111. .155, 169. .534, 170. .535, 404. .535, 530. .688, 
532. .693, 539. .685 



53055 

111861 

1 

OJ990617_07. 0421. Cll. ol.tw 

247 

none 

247. .771, 250. .501, 359. .763 



Seq. ID OJ990617_07. 0421. Cll 

Strand 

End 772 

Method TBLASTX : Wheat 

End 771 

Score 69 



Seq. No. 53056 

Gene No. 111862 

Start 1 

Name OJ990617_07 . 0421 . C12 . ol . np 

Start 1 

GI 4680179 

Exons 1..1005 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990617_07.0421.C12 
Strand 

1005 
AAT/NAP 
1005 
1704 



End 

Method 

End 

Score 



Seq. No. 


53056 


Gene No. 


111862 


Start 


1 


Name 


OJ990617 


Start 


18 


GI 


none 


Exons 


18. .158, 




188. .370 


Seq. No. 


53056 


Gene No. 


111862 


Start 


1 


Name 


OJ990617 


Start 


18 



Seq. ID OJ990617_07.0421.C12 
Strand 

End 1005 

Method TBLASTX: Maize 

End 372 

Score 51 



Seq. ID OJ990617_07.0421.C12 
Strand 

End 1005 

Method TBLASTX : Wheat 

End 445 



54043 




GI 


none 






Score 


85 




Exons 


18. .155, 


18. .158, 100.. 


159, 157. .444, 


158. .412, 167. .445 


Seq. No. 


53056 








OJ990617 07 0421 


. C12 


bene lno . 


111 ft £9 






C+- ran H 

JLi. (3.1 1 Li. 






Start 


1 






FnH 

IM ILL 


i oris 

iyu j 




Name 


OJ990617 


07.0421.C12.ol 


rx q 
• y o 


Mot* hnH 

L JC L i 1 Li Li. 


LJ Hi LN k_> V^/^LN 




Start 


79 






FnH 

Hi 1 ILL 


Zs \J \J 




GI 


none 






OL-UI C 


• Z* Zf 




Exons 


79. .960 












Seq. No. 


53056 








OJ990617 07 0421 


. C12 


bene lno . 


1 1 1 ft £9 






OLi d 1 ILL 






Start 


1 






FnH 

Hi L ILL 


1005 

X \J \J -J 




Name 


OJ990617 


07.0421.C12.o2 


t <5 
• Lo 


L 1C L ULiLl 


X D J— ixiO 1 A . uUy *-J Cull 




Start 


193 






End 


4 38 




GI 


none 






Q V~ (2i 


\J 1 




Exons 


193. .438 












Seq. No. 


53056 








OJ990 617 07 04 21 


C12 

• L/ X 


bene ino . 


111 ft£9 
1110 






Oil dllLl 






Start 


1 






FnH 


inns 




Name 


OJ990617 


07.0421.C12.o2 


■ LIU 


Lie LI1UU 


TRT.A^TY * Ma H 7P 
i d Xjrro j. /\ • fid x ^. e 




Start 


409 






FnH 


Qn Q 




GI 


none 






Score 






Exons 


409. .744, 


452. .502, 527 


. .658, 


730. . 909 






Seq. No. 


53056 






OeL| ■ XL/ 


n.TQQnfii7 n7 n49i 

\J<J Zf Z?\J D 1 / U / • U *x £. 1 


m 9 

• L^ X £. 


Gene No . 








o Liana 






Start 


1 






FnH 

ina 


i nns 

IUUj 




Name 


OJ990617 


07.0421.C12.o2 


• LW 


L v ie LI1L? LI 


X DLino l/\.i/viitrctL 




Start 


446 






FnH 
iiii ill 


74 7 




GI 


none 






Score 


9 4 9 




Exons 


446. .727, 


451. .747 










Seq. No. 


53056 








o.TQQnfii 7 n7 n4?i 

\JU Z? Z? \J \J A- f \J f • U 4 £ 1 


PI 9 

• L/ X jL. 


bene lno . 


llloDZ 






jLI cli ill 






Start 


1 






FnH 


i nns 

1UUJ 




Name 


OJ990617 


07.0421.C12.ol 




Mo "t* H 

Lie L i l^JLL 


TRT A^TY • cinvhoan 




Start 


460 






FnH 

Hi I ILL 


ft R R 
O J J 




GI 


none 






Score 


1 fi^ 

ID J 




Exons 


460. .819, 


461. .724, 745 


. .819, 


811. .855 


, 823.-855 




Seq. No. 


53056 






q prT t n 


n.TQQnfii 7 n7 n49i 

UU J 7U wl / L/ / . L> 1 X 


n 9 


bene lno ■ 


1 1 1 ft 69 

lllOOZ 






Oil a.! ILL 






Start 


1 






FnH 

Hi X ILL 


i nns 

1 U VJ J 




Name 


OJ990617 


07.0421.C12.o3 


• LW 


Mo "i - i^H 
L v ie LX1UH 


TRT A^TY • Whoa t" 




Start 


748 






FnH 

Hi I ILL 


i nn4 




GI 


none 






Score 


1 QQ 
1^3 




Exons 


748. .918, 


755.. 910, 922 


. .966, 


926. .967 


, 968. .1003, 972. 


.1004 


Seq. No. 


53057 






Seq. ID 


OJ990617_07.0421 


.C14 


Gene No. 


111863 






Strand 






Start 


498 






End 


912 




Name 


OJ990617 


07.0421.C14.ol 


. gs 


Method 


GENSCAN 




Start 


498 






End 


832 




GI 


none 






Score 


.77 





54044 



Exons 



• 



498. .832 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53057 
111863 
4 98 

OJ990617_07.0421.C14.ol.np 
636 

4680185 
636. .912 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990617_07.0421.C14 
Strand 

End 912 

Method AAT/NAP 

End 912 

Score 286 



53058 
111864 
1 

OJ990617_07.0421.C16.ol.np 
1 

6983858 
1. .640 

(AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 
internal region (AB014741) [Oryza sativa] 



Seq. ID OJ990617_07.0421.C16 

Strand + 

End 643 

Method AAT/NAP 

End 640 

Score 959 



53058 

111864 

1 

OJ990617_07.0421.C16.ol.gs 
71 

none 
71. .643 



Seq. ID OJ990617_07.0421.C16 

Strand + 

End 643 

Method GENSCAN 

End 643 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

•Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53059 
111865 
1 

OJ990617_07.0421.C20.ol.np 
1 

4680179 
1..1056, 1090.. 2187 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990617_07.0421.C20 
Strand 

2818 
AAT/NAP 
2187 
2016 



End 

Method 

End 

Score 



53059 

111865 

1 

OJ990617_07 . 0421 . C20 . ol . tm 
1 

none 

1..387, 2. .157, 169. .348 



Seq. ID OJ990617_07.0421.C20 
Strand 

End 2818 

Method TBLASTX : Mai ze 

End 387 

Score 63 



Seq. No. 53059 

Gene No. 111865 

Start 1 

Name OJ990617_07 . 0421 . C20 . ol . tw 

Start 10 

GI none 

Exons 10.. 387, 53.. 496, 442.. 492 



Seq. ID OJ990617_07.0421.C20 
Strand 

End 2818 

Method TBLASTX : Wheat 

End 4 96 

Score 288 



Seq. No. 
Gene No. 
Start 



53059 

111865 

1 



Seq. ID OJ990617_07.0421.C20 
Strand 

End 2818 



54045 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ99Q617_07 . 0421 . C20 . ol . gs Method GENSCAN 

19 End 2818 

none Score .56 

19. .2171, 2342. .2425, 2476. .2818 



53059 

111865 

1 

OJ990617_07.0421.C20.ol.tc 
46 

none 
46. .363 



Seq. ID OJ990617_07.0421, 
Strand 

End 2818 

Method TBLASTX : Cress 

End 363 

Score 182 



C20 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53059 

111865 

1 

OJ990617_07.0421.C20.o3.tw 

592 

none 



Seq. ID OJ990617_07.0421, 
Strand 

End 2818 

Method TBLASTX : Wheat 

End 1029 

Score . 64 



C20 



592. .633, 661. .774, 662. .775, 820. .1029, 821. .973 



53059 

111865 

1 

OJ990617_07 ( .0421.C20.o3\ tm 

712 

none 

712. .1035 



Seq. ID OJ990617_07.0421, 
Strand 

End 2818 

Method TBLASTX : Mai ze 

End 1035 

Score 186 



C20 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53059 

111865 

1 

OJ990617_07.0421.C20.o2.tw 

1348 

none 



Seq. ID OJ990617_07.0421, 
Strand 

End 2818 

Method TBLASTX : Wheat 

End 1721 

Score 115 



C20 



1348. .1698, 1505. .1699, 1530. .1721 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



End 

Method 
End 
Score 



53059 
111865 
1 

OJ990617_07.0421.C20.o2.tm 
1393 
none 

1393. .1698, 1520. .1684 

53059 
111865 
1 

OJ990617_07 . 0421 . C20 . o4 . tw 
1733 
none 

1733. .1930, 1735. .1932, 1939. .1959 



Seq. ID OJ990617_07.0421. 
Strand 

2818 

TBLASTX: Maize 
1698 
91 



C20 



Seq. ID OJ990617_07.0421, 
Strand 

2818 

TBLASTX: Wheat 
1959 
122 



End 

Method 
End 
Score 



C20 



53060 

111866 

1 

OJ990617_07.0421.C21.o2.np 



Seq. ID OJ990617JD7.0421. 

Strand + 

End 2087 

Method AAT/NAP 



C21 



54046 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



End 
Score 



2087 
378 



4680186 

1..93, 996. .1047, 1887. .2087 

(AF111709) unknown [Oryza sativa subsp. indica] 



53060 
111867 
1 

OJ990617_07.0421.C21.ol.np 
1 

4680179 
1..932, 3052. .3119 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990617_07.0421.C21 
Strand 

End 3119 

Method AAT/NAP 

End 3119 

Score 1102 



53060 
111867 
1 

OJ990617_07.0421.C21.o2.tw 
93 

none 

93.. 344, 99.. 320 

53060 
111867 
1 

OJ990617_07.0421.C21.ol.gs 
174 
none 

174. .932, a851. .1947, 1971. .2075, 2900. .2967 



Seq. ID OJ990617_07.0421.C21 
Strand 

End 3119 

Method TBLASTX : Wheat 

End 344 

Score 111 



Seq. ID OJ990617_07.0421.C21 
Strand 

End 3119 

Method GENSCAN 

End 2967 

Score .66 



53060 

111867 

1 

OJ990617_07.0421.C21.ol.tw 

345 

none 

345. .848, 352. .816 

53060 

111867 

1 

OJ990617_07.0421.C21.ol.tm 

414 

none 

414. .776, 423. .776, 427. .777 

53060 

111867 

1 

OJ990617_07.0421.C21.ol.ts 

597 

none 

597. .842, 598. .840 

53060 

111867 

1 



Seq. ID OJ990617_07.0421.C21 
Strand 

End 3119 

Method TBLASTX : Wheat 

End 84 8 

Score 366 



Seq. ID OJ990617_07.0421.C21 
Strand 

End 3119 

Method TBLASTX: Maize 

End 777 

Score 175 



Seq. ID OJ990617_07.0421.C21 
Strand 

End 3119 

Method TBLASTX : Soybean 

End 842 

Score 97 



Seq. ID OJ990617_07.0421.C21 
Strand 

End 3119 



54047 



Name OJ990617_07 . 0421 . C21 . ol .gp Method AAT/GAP 

Start 1638 End ' 2020 

GI uC-osflcyp033a04bl Score 692 

Exons 1638.. 2020 

GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 1 



Seq. No. 


53061 




Seq. ID 


OJ990617 


Gene No. 


111868 




Strand 


+ 


Start 


463 




End 


1142 


Name 


OJ990617 07.0421.C2z. 


ol . gs 


Method 


GENS CAN 


Start 


463 




End 


1142 


GI 


none 




Score 


.94 


Exons 


463. .569, 1085. .1142 








Seq. No. 


53061 




Seq. ID 


OJ990617 


Gene No. 


111869 




Strand 




Start 


1 




End 


1404 


Name 


OJ990617 07.0421.C22. 


ol .np 


Method 


AAT/NAP 


Start 


1 




End 


1404 


GI 


5852175 




Score 


123 


Exons 


1..39, 416. .515, 1098 


. .1148, 


1379. .1404 


GI Descrip. 


(AL117265) zhbOOOS.l 


[Oryza 


sativa] 




Seq. No. 


53061 




Seq. ID 


OJ990617 


Gene No. 


111869 




Strand 




Start 


1 




End 


1404 


Name 


OJ990617 07.0421.C22. 


ol.gp 


Method 


AAT/GAP 


Start 


899 




End 


1121 


GI 


101153 1.R1084 




Score 


382 


Exons 


899. .1121 









07.0421.C22 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 

53062 
111870 
679 

OJ990617_07.0421.C24.ol.tm 
678 
none 

678. .737, 679. .756, 763. .915, 816. .914 



Seq. ID 


OJ990617_07.0421 


.C24 


Strand 


+ 




End 


916 




Method 


TBLASTX: Maize 




End 


915 




Score 


58 




816. .914 






Seq. ID 


OJ990617_07.0421 


.C24 


Strand 


+ 




End 


916 




Method 


AAT/NAP 




End 


916 




Score 


248 





53062 
111870 
679 

OJ990617_07.0421.C24.ol.np 
679 

7228446 
679. .916 

(AP001366) Similar to Arabidopsis thaliana chromosome II BAC 
F9013 genomic sequence, putative retroelement pol polyprotein. 
(AC006248) [Oryza sativa] 



53062 

111870 

679 

OJ990617 



07-0421. C24-ol.ts 



Seq. ID OJ990617_07.0421.C24 

Strand + 

End 916 

Method TBLASTX : Soybean 



54048 



^ -J 



Start 


679 


End 


915 


GI 


none 


Score 


56 


Exons 


679. .756, 739. . 915 






Seq. No. 


53063 


Seq. ID 


OJ990617 


Gene No. 


111871 


Strand 


+ 


Start 


176 


End 


1 A o 

703 


Name 


OJ990617 07.0421.C26.ol.np 


Method 


AAT/NAP 


Start 


176 


End 


703 


GI 


6815109 


Score 


111 


Exons 


176. .270, 338. .449, 518. .703 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


53064 


Seq. ID 


OJ990317 


Gene No. 


111872 


Strand 




Start 


137 


End 


384 


Name 


OJ990317 05.0421.Cl.ol.gs 


Method 


GENSCAN 


Start 


137 


End 


384 


GI 


none 


Score 


.44 


Exons 


137. .384 






Seq. No. 


53065 


Seq. ID 


OJ990317 


Gene No. 


111873 


Strand 




Start 


1370 


End 


1482 


Name 


OJ990317 05.0421.C6.ol.gs 


Method 


GENSCAN 


Start 


1370 


End 


1482 


GI 


none 


Score 


.56 


Exons 


1370. .1482 









Seq. No. 


53066 




Seq. ID 


OJ990317 




Gene No. 


111874 




Strand 


+ 




Start 


518 




End 


1029 




Name 


OJ990317 05.0421.C21.ol 


.np 


Method 


AAT/NAP 




Start 


518 




End 


1029 




GI 


6815052 




Score 


263 




Exons 


518. .670, 752. .835, 982 


. .1029 








GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


53066 




Seq. ID 


OJ990317 




Gene No. 


111875 




Strand 






Start 


236 




End 


726 




Name 


OJ990317 05.0421.C21.ol 


.gs 


Method 


GENSCAN 




Start 


236 




End 


726 




GI 


none 




Score 


.67 




Exons 


236. .359, 548. .726 










Seq. No. 


53067 




Seq. ID 


OJ990317 




Gene No. 


111876 




Strand 






Start 


616 




End 


992 




Name 


OJ990317 05.0421.C22.ol 


.gs 


Method 


GENSCAN 




Start 


616 




End 


969 




GI 


none 




Score 


.92 




Exons 


616. .969 










Seq. No. 


53067 




Seq. ID 


OJ990317 




Gene No. 


111876 




Strand 






Start 


616 




End 


992 



54049 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990317_05 . 0421 . C22 . ol . np Method AAT/NAP 
679 End 992 

3056601 Score 124 . 

679. .992 

(AC004255) T1F9.22 [Arabidopsis thaliana] 



53068 

111877 

216 

OJ990317_05. 0421.C23.ol.gp 

216 

none 

216. .647 



Seq. ID OJ990317_05.0421.C23 

Strand + 

End 647 

Method' AAT/GAP 

End 647 

Score 686 



Seq. No. 53068 

Gene No. 111878 

Start 2638 

Name OJ990317J35 . 0421 . C23 . ol . gs 

Start 2638 

GI none 

Exons 2638.. 2733 



Seq. ID OJ990317_05.0421.C23 

Strand + 

End 2733 

Method GENSCAN 

End 2733 

Score .49 



P 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53069 
111879 
1 

OJ990317_05.0421.C24.ol.np 
1 

5852093 
1..23, 771. .887 

(AL117264) zwhlS.l [Oryza sativa] 



Seq. ID OJ990317_05.0421.C24 

Strand + 

End 887 

Method AAT/NAP 

End 887 

Score 85 



53069 

111880 

3277 

OJ990317_05.0421.C24.o3.np 

3277 

2462827 



Seq. ID OJ990317_05.0421.C24 

Strand + 

End 4726 

Method AAT/NAP 

End 4724 

Score 201 



3277. .3329, 4411. .4551, 4650. .4724 

(AF000657) probable thiamin biosynthetic enzyme [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53069 

111880 

3277 

OJ990317_05. 0421.C24.o2.gs 

4243 

none 

4243. .4551, 4650. .4724 



Seq. ID OJ990317_05.0421.C24 

Strand + 

End 4726 

Method GENSCAN 

End 4724 

Score .71 



Seq. ID OJ990317_05.0421.C24 
Strand + 

4726 
AAT/GAP 
4726 
648 



53069 
111880 
3277 

OJ990317_05.0421.C24.ol.gp 
4274 

uC-osflM202054h06bl 
4274. .4551, 4650. .4726 

1 2462827 3.0e-39 (AF000657) probable thiamin biosynthetic enzyme 



End 

Method 

End 

Score 



54050 




[Arabidopsis thaliana] 1 



Seq. No. 


53069 


Seq. ID 


OJ990317_05.0421.C24 


Gene No. 


111881 


Strand 




Start 


iiii 


End 


2613 


Name 


ojyyoji / uo . U4z l . c^4 . oz 


. np Method 


AAT/NAP 


Start 


mi 


End 


2613 


GI 


/ Zzo4o0 


Score 


229 


Exons 


1111 10T7 1 0 01 1 /I CA 

1111. . IZZ / , 1JJ1..14DU, 


1590. .1675, 2504. .2613 


GI Descrip. 


(APUOUoo) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


53069 


Seq. ID 


OJ990317_05.0421.C24 


Gene No . 


1 1 1 OQO 

1 1 looZ 


Strand 




Start 


A *3 C O 


End 


4729 


Name 


ojyyooi/ 05 . 04Zl . Cz4 . Ol 


ts Method 


TBLASTX : Soybean 


Start 


4 Joo 


End 


4729 


GI 


none 


Score 


207 


Exons 


4ooo..4o4/, 4oby..4ool, 


4644. .4694, 4664. .4729 


Seq. No. 


53069 


Seq. ID 


OJ990317_05.0421.C24 


Gene No . 


1 1 1 o o o 
1 llooz 


Strand 




Start 


A *3 C O 

4 jbo 


End 


4729 


Name 


OJ990J17 05 . 04zl . C^4 . ol 


tc Method 


TBLASTX: Cress 


Start 


.a a 1 n 

4 410 


End 


4726 


GI 


none 


Score 


197 


Exons 


A A ^ f\ A C A A A 1 1 A C tZ 1 

4410. .4547, 4411. .4551, 


4644. .4691, 4664. .4726 


Seq. No. 


53070 


Seq. ID 


OJ990317_05.0421.C25 


Gene No. 


111883 


Strand 


+ 


Start 


1 


End 


1519 


Name 


OJ990317 05.0421.C25.ol 


np Method 


AAT/NAP 


Start 


1 - 


End 


1519 


GI 


7488455 


Score 


383 


Exons 


1..20, 263. .349, 447. .522, 623. .757, 1176. .1240, 1337. .1519 


GI Descrip. 


hydroxymethylpyrimidine 


kinase (EC 2.7 


.1.4 9) / thiamin-phosphate 




pyrophosphorylase (EC 2 


5.1.3) - rape 


gi I 274 607 9 |gb IAAC312 98.il 




(AF015310) BTH1 [Brassica napus] 




beq. jno. 


53070 


Seq. ID 


OJ990317_05.0421.C25 


Gene No. 


111883 


Strand 


+ 


Start 


1 


End 


1519 


Name 


OJ990317 05.0421.C25.ol 


gp Method 


AAT/GAP 


Start 


268 


End 


512 


GI 


uC-osflM202054h06bl 


Score 


242 


Exons 


268. .349, 447. .512 






GI Descrip. 


'2462827 3.0e-39 (AF000657) probable thiamin biosynthetic enzyme 




[Arabidopsis thaliana] ' 






Seq. No. 


53070 


Seq. ID 


OJ990317_05.0421.C25 


Gene No. 


111883 


Strand 


+ 


Start 


1 


End 


1519 


Name 


OJ990317 05.0421.C25.ol 


tm Method 


TBLASTX: Maize 


Start 


268 


End 


764 


GI 


none 


Score 


120 


Exons 


268. .354, 272. .352, 273 


.362, 435. .545 


, 445. .522, 603. .764, 



605. .763 



54051 



Seq. No. 53070 

Gene No. 111883 

Start 1 

Name OJ990317_05. 0421 . C25 . ol . gs 

Start 286 

GI none 
Exons 



Seq. ID OJ990317_05.0421.C25 

Strand + 

End 1519 

Method GENS CAN 

End 14 63 

Score . 6 



286. .349, 390. .522, 623. .757, 1409. .1463 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53070 

111883 

1 

OJ990317_05.0421.C25.ol.ts 

1173 

none 



Seq. ID OJ990317_05.0421.C25 

Strand + 

End 1519 

Method TBLASTX : Soybean 

End 1437 

Score 85 



1173. .1241, 1174. .1242, 1320. .1436, 1321. .1437 



53070 

111883 

1 

OJ990317_05.0421.C25.o2.tm 

1173 

none 



Seq. ID OJ990317_05.0421.C25 

Strand + 

End 1519 

Method TBLASTX : Mai ze 

End 1488 

Score 8 9 



1173. .1253, 1173. .1244, 1177. .1248, 1319. .1432, 1320. .1436, 
1321. .1437, 1433. .1462, 1434. .1466, 1435. .1488 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53071 

111884 

1 

OJ990317_05.0421.C26.ol.np 
1 

7488455 



Seq. ID OJ990317_05.0421.C26 

Strand + 

End 2003 

Method AAT/NAP 

End 1920 

Score 1031 



1..133, 230. .357, 1046. .1302, 1395. .1920 

hydroxymethylpyrimidine kinase (EC 2.7.1.49) / thiamin-phosphate 
pyrophosphorylase (EC 2.5.1.3) - rape gi | 274 6079 | gb | AAC31298 . 1 | 
(AF015310) BTH1 [Brassica napus] 



53071 

111884 

1 

OJ990317_05.0421.C26.ol.tm 
66 

none 



Seq. ID OJ990317_05.0421.C26 

Strand + 

End 2003 

Method TBLASTX : Mai ze 

End 1689 

Score 8 9 



66. .146, 66. .137, 70. .141, 213. .356, 214. .363, 229. .360, 
1032.. 1301, 1040.. 1303, 1048. .1302, 1392.. 1676, 1392.. 1685, 
1393. .1689 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53071 

111884 

1 

OJ990317_05.0421.C26.o2.ts 
66 

none 



Seq. ID OJ990317_05.0421.C26 

Strand + 

End 2003 

Method TBLASTX : Soybean 

End 363 

Score 85 



66. .134, 67. .135, 213. .353, 214. .363 



Seq. No. 
Gene No. 
Start 



53071 

111884 

1 



Seq. ID OJ990317_05.0421.C26 
Strand + 
End 2003 



54052 




Name 


OJ990317 05.0421 


.C26.ol.gs 


Method 


GENSCAN 


Start 


340 • 




End 


1920 


GI 


none 




Score 


.94 


Exons 


340. .357, 1046.. 


1302, 1395 


.1920 




Seq. No. 


53071 




Seq. ID 


OJ990317_05.0421.C26 


Gene No. 


111884 




Strand 


+ 


Start 


1 




End 


2003 


Name 


OJ990317 05.0421 


.C26.ol.gp 


Method 


AAT/GAP 


Start 


1228 




End 


2003 


GI 


4716712 




Score 


1296 


Exons 


1228.. 1302, 1395 


. .2003 






GI Descrip. 


2746079 2.0e-73 


(AF015310) 


BTH1 [Brassica napus] 



Seq. No. 53071 Seq. ID 

Gene No. 111884 Strand 

Start 1 End 

Name OJ990317JD5 . 0421 . C26 . ol . tc Method 

Start 1620 End 

GI none Score 

Exons 1620. .1742, 1621. .1914, 1629. .1883 



Seq. No. 53071 

Gene No. 111884 

Start 1 

Name OJ990317_05 . 0421 . C26 . ol . ts 

Start 1695 

GI none 

Exons 1695.. 1883, 1696.. 1902 

Seq. No. 53072 

Gene No. 111885 

Start 1200 

Name OJ990317_05 . 0421 . C27 . ol . gs 

Start 1200 

GI none 

Exons 1200.. 1375, 1445.. 1449 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_05.0421.C26 
+ 

2003 

TBLASTX: Cress 

1914 

81 



OJ990317_05.0421.C26 
+ 

2003 

TBLASTX : Soybean 

1902 

227 



OJ990317_05.0421.C27 
+ 

1449 
GENSCAN 
1449 
.57 



Seq. No. 53072 Seq. ID 

Gene No. 111886 Strand 

Start 1529 End 

Name OJ990317_05 . 0421 . C27 . o2 . gp Method 

Start 1529 End 

GI 45924_1.R1084 Score 

Exons 1529.. 1919 

GI Descrip. ■ 6063530/dbj | AP000615 . 1 1 AP000615 2.0e-19 Oryza sativa genomic 
DNA, chromosome 3, clone : P0 04 3E01 1 



OJ990317_05.0421.C27 
+ 

1919 
AAT/GAP 
1919 
547 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



53072 

111887 

1917 

OJ990317_05.0421.C27.o2.gs 

1917 

none 



Seq. ID OJ990317_05.0421.C27 



Strand 
End 

Method 

End 

Score 



+ 

4252 
GENSCAN 
4252 
.51 



1917. .2280, 2410. .2530, 3373. .3644, 3710. .4053, 4085. .4252 
53072 Seq. ID OJ990317_05 . 0421 . C27 



54053 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



111888 Strand + 

6237 End 9096 

OJ990317_05 . 0421 . C27 . o3 . gs Method GENSCAN 
6237 End 9096 

none Score .82 

6237. .6285, 6777. .6853, 7040. .7248, 8452. .8629, 8650. .9096 



53072 
111889 
10959 

OJ990317_05 . 0421 . C27 . o2 . np 
10877 
7106513 
10877. .10915, 11016. .11129 

(AP001278) hypothetical protein [Oryza sativa] 



Seq. ID OJ990317_05.0421.C27 

Strand + 

End 11132 

Method AAT/NAP 

End 11129 

Score 160 



53072 

111889 

10959 

OJ990317_05.0421.C27.o5.gs 

10959 

none 

10959.. 11132 



Seq. ID OJ990317_05.0421.C27 

Strand + 

End 11132 

Method GENSCAN 

End . 11132 

Score .48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53072 

111890 

15344 

OJ990317_05.0421.C27.o4.np 

15344 

7228450 



Seq. ID OJ99.0317_05.0421.C27 

Strand + 

End 16831 

Method AAT/NAP 

End 16831 

Score 208 



15344. .15456, 16300 16385, 16517 .. 16630, 16716. .16831 
(AP001366) hypothetical protein [Oryza sativa] 



53072 

111891 

1 

OJ990317_05.0421.C27.ol.gp 
1 

568922 
1. .217 



Seq. ID OJ990317_05.0421.C27 
Strand 

End 217 

Method AAT/GAP 

End 217 

Score 430 



Seq. No. 53072 

Gene No. 111892 

Start 9549 

Name OJ990317_05 . 0421 . C27 . o4 . gs 

Start 9549 

GI none 

Exons 9549.. 9812, 9900.. 10751 



Seq. ID OJ990317_05.0421.C27 
Strand 

End 14638 

Method GENSCAN 

End 10751 

Score .89 



Seq. No. 53072 

Gene No. 111892 

Start 9549 

Name OJ990317_05 . 0421 . C27 . ol . np 

Start 9552 

GI 6983860 

Exons 9552.. 10850, 13404.. 13443 

GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 



Seq. ID OJ990317_05.0421.C27 
Strand 

14638 
AAT/NAP 
13443 
2159 



End 

Method 

End 

Score 



54054 



(AF061282) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53072 

111892 

9549 

OJ990317_05.0421.C27.o6.gs 

11405 

none 



Seq. ID OJ990317_05.0421.C27 
Strand 

End 14638 

Method GENSCAN 

End 14638 

Score .5 



11405. .11515, 11595. .11978, 12327 .. 12617, 13738 13908 , 
13914. .14041, 14176.. 14638 



Seq. ID OJ990317_05.0421.C27 
Strand 

End 14 638 

Method AAT/NAP 

End 14517 

Score 1390 



53072 
111892 
9549 

OJ990317_05.0421.C27.o3.np 
11692 
7106512 
11692. .12959,. 13601. .14517 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 

Seq. ID OJ990317_05.0421.C27 
Strand 

End 24229 

Method TBLASTX : Wheat 

End 3855 

Score 145 



Seq. ID OJ990317_05.0421.C27 
Strand 

End 24229 

Method TBLASTX: Maize 

End 3912 

Score 290 



Seq. ID OJ990317_05.0421.C27 
Strand 

End 24229 

Method TBLASTX : Soybean 

End 4215 

Score 80 



Seq. ID OJ990317_05.0421.C27 
Strand 

End 24229 

Method TBLASTX : Mai ze 

End 4227 

Score 369 



Seq. No. 


53072 








Gene No. 


111893 








Start 


20692 








Name 


OJ990317 05 


.0421. 


C27.o3 


tw 


Start 


3452 








GI 


none 








Exons 


3452. .3613, 


3586. 


.3738, 


3626 


Seq. No. 


53072 








Gene No. 


111893 








Start 


20692 








Name 


OJ990317 05 


.0421. 


C27.o2 


tm 


Start 


3482 








GI 


none 








Exons 


3482. .3769, 


3493. 


.3741, 


3503 




3750. .3911, 


3811. 


.3912 




Seq. No. 


53072 








Gene No. 


111893 








Start 


20692 








Name 


OJ990317 05 


.0421. 


C27.ol 


ts 


Start 


3652 








GI 


none 








Exons 


3652. .3732, 


3653. 


.3787, 


3745 


Seq. No. 


53072 








Gene No. 


111893 








Start 


20692 








Name 


OJ990317 05 


.0421. 


C27.o4 


tm 


Start 


3913 








GI 


none 








Exons 


3913. .4224, 


3918. 


.4217, 


3940 


Seq. No. 


53072 








Gene No. 


111893 








Start 


20692 









Seq. ID OJ990317_05.0421.C27 
Strand 

End 24229 



54055 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
f% Start 
~5 Name 
!f Start 

if! GI 

fU Exons 

\J\ Seq. No. 

~5 Gene No. 

^ Start 

t U Name 

s Start 

□ GI 

Cj Exons 

? ^ Seq. No. 
^y Gene No. 
C3 Start 
f i Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990317_05.0421.C27 .o4 .tw Method 

9597 End 

none Score 
9597.. 9929, 9661.. 9930 



TBLASTX: Wheat 

9930 

125 



53072 
111893 
20692 

OJ990317_05.0421.C27.ol.tm 
9792 
none 

9792. .10217, 9793. .9990, 10054 .. 10218, 10215 .. 10376, 
10222. . 10377, 10246. .10377 



Seq. ID OJ990317_05.0421.C27 
Strand 

End 24229 

Method TBLASTX: Maize 

End 10377 

Score 118 



53072 

111893 

20692 

OJ990317_05.0421.C27.ol.tw 

9930 

none 



Seq. ID OJ990317_05.0421.C27 
Strand 

End 24229 

Method TBLASTX : Wheat 

End 10556 

Score 4 3 



9930. .10556, 9931. .9990, 9975. .10553, 10051. .10554 



53072 

111893 

20692 

OJ990317_05 . 0421 .C27 . o3 . tm 

10425 

none 



Seq. ID OJ990317_05.0421.C27 
Strand 

End 24229 

Method TBLASTX : Mai ze 

End 10717 

Score 2 97 



10425. .10715, 10429. .10713, 10611. . 10715, 10613.. 10717 



53072 

111893 

20692 

OJ990317_05.0421.C27.o2.ts 

10515 

none 



Seq. ID OJ990317_05.0421.C27 
Strand 

End 24229 

Method TBLASTX: Soybean 

End 10764 

Score 180 



10515. .10763, 10516. .10764, 10558.. 10764 



53072 

111893 

20692 

OJ990317_05.0421.C27.o2.tw 

10563 

none 



Seq. ID OJ990317_05.0421.C27 
Strand 

End 24229 

Method TBLASTX : Wheat 

End 10845 

Score 162 



10563. .10793, 10563 .. 10844 , 10567. .10845 



53072 

111893 

20692 

OJ990317_05.0421.C27.o5.np 

19838 

2944178 



Seq. ID OJ990317_05.0421.C27 
Strand 

End 24229 

Method AAT/NAP 

End 22849 

Score 264 



19838. .19873, 21165 .. 21305, 21390 .. 214 66, 21526 .. 21627 , 
21723. .21777, 22340 .. 224 68 , 22564 .. 22635, 22719.. 22849 
(AF007778) trehalose-6-phosphate phosphatase [Arabidopsis 
thaliana] 



54056 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53072 

111893 

20692 

OJ990317_05.0421.C27.o5.tw 

19861 

none 

19861. .19923, 22400 .. 22462, 
22714. .22848, 22722 .. 22859, 

53072 

111893 

20692 

OJ990317_05.0421.C27.o8.gs 

20692 

none 

20692. .20805, 21168 .. 21305, 
22979. .23125, 24122.. 24229 

53072 

111893 

20692 

OJ990317_05.0421.C27.ol.tc 

21162 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22401 

22722 



OJ990317 05.0421.C27 



24229 

TBLASTX: Wheat 
22859 
91 

22475, 22564. .22635, 
22847, 22723.. 22848 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_05.0421.C27 

24229 
GENSCAN 
24229 
.59 



22564 . .22635, 227 19 22859, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_05.0421.C27 
24229 

TBLASTX: Cress 

22863 

65 



21162. .21230, 21168. .21230, 21225 21305, 22394 .. 22471 , 
22561. .22635, 22725.-22862, 22726.-22863 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



53072 
111893 
20692 

OJ990317_05.0421.C27.o3.ts 
22409 
none 

22409. .22471, 22561 .. 22635, 22577 .. 22 636, 22725 .. 22847 , 
22729. .22848 



Seq. ID 

Strand 

End ■ 

Method 

End 

Score 



OJ990317 05.0421.C27 



24229 

TBLASTX : Soybean 

22848 

52 



Seq. No. 53072 Seq. ID 

Gene No. 111893 Strand 

Start 20692 End 

Name OJ990317JD5 . 0421 . C27 . o5 . tm Method 

Start 22409 End 

GI none Score 

Exons 22409. .22471, 22564 .. 22635, 22571 .. 22 636, 22725.-22847, 
22729.-22833 



OJ990317_05.0421.C27 
24229 

TBLASTX: Maize 
22847 
49 



Seq. No. 53073 

Gene No. 111894 

Start 184 

Name OJ990317_05 . 0421 . C30 . ol . gs 

Start 184 

GI none 

Exons 184.. 194, 626.-738 

Seq. No. 53074 

Gene No. 111895 

Start 1202 

Name OJ990317 05 . 0421 . C37 . ol . gs 



Seq. ID OJ990317_05.0421.C30 

Strand + 

End 738 

Method GENSCAN 

End 738 

Score .72 



Seq. ID OJ990317_05.0421.C37 

Strand + 

End 1574 

Method GENSCAN 



54057 





Start 


1202 








End 


1574 




GI 


none 








Score 


. 83 




Exons 


1202 . . 1389, 


1469 


. . 1574 










Seq. No. 


53074 








Seq. ID 


OJ990317 




Gene No. 


111896 








Strand 






Start 


1407 








End 


1664 




Name 


OJ990317_05 


.0421 


.C37.ol 


.np 


Method 


AAT/NAP 




Start 


1407 








End 


1664 




GI 


6815052 








Score 


176 




Exons 


1407 . . 1664 














GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


53075 








Seq. ID 


OJ990317 




Gene No. 


111897 








Strand 






Start 


864 








End 


1017 




Name 


OJ990317 05 


.0421 


.C38.ol 


. gs 


Method 


GENSCAN 




Start 


864 








End 


1017 




GI 


none 








Score 


■ . 91 




Exons 


864 . . 1017 














Seq. No. 


53075 








Seq. ID 


OJ990317 




Gene No. 


111898 








Strand 


+ 




Start 


2510 








End 


4251 


3 


Name ■ 


OJ990317_05 


.0421 


C38 .o2 


. qs 


Method 


GENSCAN 




Start 


2510 






End 


4251 


n 


GI 


none 








Score 


. 7 




Exons 


2510 . .2606, 


2955 


.3162, 


4020. 


.4251 






Seq. No. 


53075 








Seq. ID 


OJ990317 




Gene No. 


111899 








Strand 






Start 


5238 








End 


7658 


u 


Name 


OJ990317 05 


. 0421 


C38.o3 


. gs 


Method 


GENSCAN 




Start 


5238 








End 


7658 




GI 


none 








Score 


.55 




Exons 


5238 . . 5325, 


5584 


.5671, 


6306. 


.6358, 7512. .7658 


J. 


.... 

Seq. No. 


53076 








Seq. ID 


OJ990317 




Gene No. 


111900 








Strand 


+ 




Start 


449 








End 


661 




Name 


OJ990317_05 


.0421 


C39.ol 


gs 


Method 


GENSCAN 




Start 


449 








End 


661 




GI 


none 








Score 


.99 




Exons 


449. . 661 














Seq. No. 


53077 








Seq. ID 


OJ990317 




Gene No. 


111901 








Strand 


+ 




Start 


1 








End 


323 




Name 


OJ990317 05 


.0421. 


C41.ol 


np 


Method 


AAT/NAP 




Start 


1 








End 


323 




GI 


6630699 








Score 


69 




Exons 


1..54, 235. 


.323 











GI Descrip. (AP000969) hypothetical 
gil 6721536 | dbj IBAA8 9566, 
[Oryza sativa] 



protein [Oryza sativa] 

1| (AP001073) hypothetical protein 



Seq. No. 



53077 



Seq. ID OJ990317 05.0421.C41 



54058 



Gene No . 


111902 


Strand 




Start 


11 


End 


734 


Name 


OJ990317 05.0421.C41.ol.gs 


Method 


GENS CAN 


Start 


11 


End 


689 


GI 


none 


Score 


. 95 


Exons 


11. .169, 229. ,300, 438. .689 






Seq. No. 


53077 


Seq. ID 


OJ990317_05 . 0421 


Gene No. 


111902 


Strand 




Start 


11 


End 


734 


Name 


OJ990317 05 . 04^1 . C41 . o2 .np 


Method 


AAT/NAP 


Start 


462 


End 


734 


GI 


5922620 


Score 


174 


Exons 


462. .595, 685. .734 






GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



gi | 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



53078 

111903 

801 

OJ990317_05.0421.C43.ol.gp 

801 

none 

801. .1084 



Seq. ID OJ990317_05.0421.C43 

Strand + 

End .1084 

Method AAT/GAP 

End 1084 

Score 560 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53078 
111904 
1 

OJ990317_05.0421.C43.ol.np 
1 

484643 

1..70, 230. .312, 1013. .1092 

proline-rich cell wall protein - carrot gi 1470322 (L01775) 
proline-rich protein [Daucus carota] 



Seq. ID OJ990317_05.0421.C43 
Strand 

1092 
AAT/NAP 
1092 
39 



End 

Method 

End 

Score 



53079 

111905 

31 

OJ990317_05.0421.C4 4.ol.gs 
31 

none 



Seq. ID OJ990317_05.0421.C44 

Strand + 

End 4232 

Method GEN SCAN 

End 4232 

Score .9 



31. .1161, 1260. .1512, 1674. .1797, 2227. .2249, 3100. .3202, 
4106. .4232 



Seq. No. 53079 

Gene No. 111906 

Start 4979 

Name OJ990317_05 . 0421 . C44 . o2 . gs 

Start 4979 

GI none 

Exons 4979.. 5290, 5348.. 5452 

Seq. No. 53080 

Gene No. 111907 



Seq. ID OJ990317_05.0421.C44 
Strand 

End 5452 

Method GENSCAN 

End 5452 

Score .91 



Seq. ID OJ990317_05.0421.C45 
Strand + 



54059 



Start 


270 




End 


1629 


Name 


OJ990317 05.0421.C45.ol 


-gs 


Method 


GEN SCAN 


Start 


270 




End 


1629 


GI 


none 




Score 


.78 


Exons 


270. .657, 718.-918, 970 


. .1248 


, 1258.. 


1629 


Seq. No. 


53080 




Seq. ID 


OJ990317_05.0421.C45 


Gene No . 


111 QC\Q 

iiiyuo 




o Tirana 


T 


Start 


8727 




End 


9793 


Name 


OJ990317 05.0421.C45.o3 


.gs 


Method 


GENSCAN 


Start 


8727 




End 


9793 


GI 


none 




Score 


.9 


Exons 


8727. .8733, 9501. .9793 








Seq. No. 


53080 




Seq. ID 


OJ990317_05.0421.C45 


Gene No. 


111909 ' 




Strand 


+ 


Start 


11131 




End 


11221 


Name 


OJ990317_05 . 0421 . C45 . ol 


• gp 


Method 


AAT/GAP 


Start 


1 1 1 *3 1 
111 Ol 




End 


11221 


GI 


LIB3477-003-P1-K1-E9 




Score 


129 


Exons 


11131. .11221 








GI Descrip. 


'2498586/sp|Q40638 | MP01 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 


S 1 PRECURSOR (ORY S I)" 


>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 








Seq. No. 


53080 




Seq. ID 


OJ990317_05.0421.C45 


Gene No. 


111910 




Strand 




Start 


2625 




End 


8379 


Name 


OJ990317 05.0421.C45.ol 


. np 


Method 


AAT/NAP 


Start 


2032 




End 


837 9 


GI 


6466937 




Score 


1837 


Exons 


2032. .2097, 2571. .6885, 


8341. 


.8379 




GI Descrip. 


(AC011621) putative retroelement pol ] 


polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


53080 




Seq. ID 


OJ990317_05.0421.C45 


Gene No. 


111910 




Strand 




Start 


2625 




End 


8379 


Name 


OJ990317 05.0421.C45.o2 


. np 


Method 


AAT/NAP 


Start 


2032 




End 


6862 


GI 


6466937 




Score 


1830 


Exons 


2032. .2097, 2571. .6862 








GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


53080 




Seq. ID 


OJ990317_05.0421.C45 


Gene No. 


111910 




Strand 




Start 


2625 




End 


8379 


Name 


OJ990317 05.0421.C45.o2 


.gs 


Method 


GENSCAN 


Start 


2625 




End 


7816 


GI 


none 




Score 


.54 


Exons 


2625.. 3423, 3539.. 4200, 


4285. 


.4621, 5030. .5201, 5314. .5596, 




5698.. 6351, 6364.. 6561, 


6626. 


.6751, 6795. .7055, 7724. .7816 


Seq. No. 


53080 




Seq. ID 


OJ990317_05.0421.C45 


Gene No. 


111911 




Strand 




Start 


10164 




End 


11089 



54060 






Name 


OJ990317 05 


.0421 


.C45.o5 


. tm 


Method 


TBLASTX: Maize 




b rare 


520 








End 


6643 






none 








Score . 


233 




Exons 


520. .783, 552. .785, 561 


^ C\ A 

. . 794 , 


6415. .6642, 6416. .6643 




C /"J VI /-\ 

0C4 • WO ■ 


53080 








Seq. ID 


OJ990317_05.0421.C45 




Gene No . 


111911 








Strand 






Start 


10164 








End 


11089 




Name 


OJ990317 05 


0421 


.C45.o6 


.tm 


Method 


TBLASTX: Maize 




Q+- a r-t- 


2582 








End 


2921 






none 








Score 


47 




Exons 


ZDoZ . . ZOl J, 


ZOo / 




o c n o 


.2624, 2621. .2800, 2625.. 2885, 






2628. .2921 














oeq. WO. 


53080 








Seq. ID 


OJ990317_05.0421.C45 




Gene No. 


111911 








Strand 






Start 


10164 








End 


11089 




Name 


OJ990317 05. 


0421 


.C45.o2 


tw 


Method 


TBLASTX: Wheat 




CM > v~+- 


3018 








End 


3586 




oX 


none 








Score 


37 




Exons 


3018. .3152, 


3041 


. .3127, 


jz l y . 


.3410, 3220.. 3381, 3395.-3586 




beq. no. 


53080 








Seq. ID 


OJ990317_05.042i.C45 




Gene No. 


111911 








Strand 




£3 


Start 


10164 








End 


11089 




Name 


OJ990317 05. 


0421 


.C45.o3. 


tm 


Method 


TBLASTX: Maize 




otart 


3249 








End 


3660 






none 








Score 


74 


I b? 


Exons 


3249. .3386, 


3395 


. .3550, 


o54 1 . 


.3660, 3542. .3658 


§ : = 
•a ~ 


beq. mo. 


53080 








Seq. ID 


OJ990317_05.0421.C45 




Gene No. 


111911 








Strand 




r Q 


Start 


10164 








End 


11089 




Name 


OJ990317 05. 


0421 


.C45.o3. 


ts 


Method 


TBLASTX : Soybean 


= 


OCdlt 


3446 








End 


3768 






none 








Score 


99 


'"•4 

; „ 


Exons 


3446. .3577, 


34 97 


. .3736, 


u c c r\ 


.3744, 3550. .3768 




beq. wo. 


53080 








Seq. ID 


OJ990317_05.0421.C45 




Gene No . 


111911 








Strand 






Start 


10164 








End 


11089 




Name 


OJ990317 05. 


0421 


.C45.o4. 


tm 


Method 


TBLASTX: Maize 




b cart 


3725 








End 


4156 






none 








Score 


49 




Exons 


3725. .3781, 


3727 


. .3777, 


oo 11 . 


.4155, 3827. .3967, 4007. .4156 




beq. WO. 


53080 








Seq. ID 


OJ990317_05.0421.C45 




Gene No. 


111911 








Strand 






Start 


10164 








End 


11089 




Name 


OJ990317 05. 


0421 


>C45.o3. 


tw 


Method 


TBLASTX: Wheat 




Of -i ~-4- 

b tarr 


4090 








End 


4503 






none 








Score 


227 




Exons 


4090. .4503 














Seq. No. 


53080 








Seq. ID 


OJ990317_05.0421.C45 




Gene No. 


111911 








Strand 






Start 


10164 








End 


11089 



54061 



Name 

Start 

GI 

Exons 



OJ990317_05.0421.C45.o2.tm 

4315 

none 

4315. .4620, 4322. .4360, 4406. 



Method TBLASTX : Mai ze 
End 4698 
Score 4 0 
.4570, 4618. .4698 



Seq. No. 53080 

Gene No. 111911 

Start 10164 

Name OJ990317_05.0421.C45.ol.ts 

Start 4534 

GI none 

Exons 4S34..4629, 4627.. 4848 

Seq. No. 53080 

Gene No. 111911 

Start 10164 

Name OJ990317_05 . 0421 . C4 5 . o4 . tw 

Start 4534 

GI none 

Exons 4S34..4629, 4618.. 4776 



Seq. ID OJ990317_05.0421.C45 
Strand 

End 11089 

Method TBLASTX : Soybean 

End 4848 

Score 174 



Seq. ID 

Strand 

End 

Method 

End 

Score. 



OJ990317_05.0421.C45 
11089 

TBLASTX: Wheat 

4776 

109 



Seq. No. 53080 Seq. ID 

Gene No. 111911 Strand 

Start 10164 End 

Name OJ990317_05 . 0421 . C45 . ol . tm Method 

Start 4771 End 

GI none Score 

Exons 4771.. 5250, 4775.. 5203, 4903.. 5214 



OJ990317_05.0421.C45 
11089 

TBLASTX: Maize 

5250 

211 



Seq. No. 53080 Seq. ID 

Gene No. 111911 Strand 

Start 10164 End 

Name OJ990317_05 . 0421 . C45 . ol . tw Method 

Start 4825 End 

GI none Score 

Exons 4825.. 5280, 4862.. 5203 



OJ990317_05.0421.C45 
11089 

TBLASTX: Wheat 

5280 

186 



Seq. No. 53080 

Gene No. 111911 

Start 10164 

Name OJ990317_05 . 0421 . C45 . o2 . ts 

Start 4957 

GI none 

Exons 4957.. 5271, 4958.. 5158 



Seq. ID OJ990317_05.0421.C45 
Strand 

End 11089 

Method TBLASTX : Soybean 

End 5271 

Score 72 



Seq. No. 53080 

Gene No. 111911 

Start 10164 

Name OJ990317_05 . 0421 . C45 . o4 . gs 

Start 10164 

GI none 

Exons 10164. .10465, 11004.. 11089 

Seq. No. 53081 

Gene No. 111912 

Start 115 

Name OJ990317_05 . 0421 . C4 6 . ol . gs 



Seq. ID OJ990317_05.0421.C45 
Strand 

End 11089 

Method GENSCAN 

End 11089 

Score .87 



Seq. ID OJ990317_05.0421.C46 
Strand 

End 1302 

Method GENSCAN 



54062 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



115 End 1302 

none Score .69 

115. .327, 711. .798, 1102. .1302 



53082 

111913 

1 

OJ990317_05.0421.C47.ol.np 
1 

4680207 



Seq. ID OJ990317_05.0421.C47 
Strand 

End 5162 

Method AAT/NAP 

End 5162 

Score 1161 



1..47, 1403. .3010, 4316. .5162 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



53082 

111913 

1 

OJ990317_05.0421.C47.ol.ts 

1963 

none 



Seq. ID OJ990317_05.0421.C47 
Strand 

End 5162 

Method TBLASTX : Soybean 

End 3054 

Score 93 



1963. .2118, 2173. .2292, 2359. .2532, 2552. .2662, 2554. .2754, 
2566. .2700, 2774. .2866, 2806. .2862, 2875. .3054 



53082 

111913 

1 

OJ990317_05.0421.C47.ol.tw 

2365 

none 



Seq. ID OJ990317_05.0421.C47 
Strand 

End 5162 

Method TBLASTX : Wheat 

End 2661 

Score 61 



2365.-2526, 2415. .2522, 2465. .2530, 2516. .2644, 2548. .2661, 
2554. .2661 



End 

Method 
End 
Score 



53082 
111913 
1 

OJ990317_05.0421.C47.ol.tm 
2521 
none 

2521. .2754, 2548. .2754 

53082 
111913 
1 

OJ990317_05.0421.C47.o2.tw 
2872 
none 

2872. .3078, 2875. .3081, 2975. .3079 



Seq. ID OJ990317_05.0421.C47 
Strand 

5162 

TBLASTX :Maize 
2754 
66 



Seq. ID OJ990317_05.0421.C47 
Strand ' - 

5162 

TBLASTX: Wheat 
3081 
62 



End 

Method 
End 
Score 



53082 

111913 

1 

OJ990317_05.0421.C47.o2.tm 

4576 

none 



Seq. ID OJ990317_05.0421.C47 
Strand 

End 5162 

Method TBLASTX : Mai ze 

End 5064 

Score 80 



4576. .4659, 4687. .4818, 4837. .4935, 4936. .5064 

53083 Seq. ID OJ990317_05 . 0421 . C48 



54063 




Gene No. 


111914 


Strand 










Start 


3851 


End 


4015 








Name 


OJ990317 05.0421.C48.ol.gs 


Method 


GENS CAN 








Start 


3851 


End 


4015 








GI 


none 


Score 


.43 








Exons 


3851. .4015 












Seq. No. 


53084 


Seq. ID 


OJ990317 


_05. 


0421 


.C49 


Gene No. 


111915 


Strand 


+ 








Start 


1591 


End 


1725 








Name 


OJ990317 05.0421.C49.ol.gs 


Method 


GENSCAN 








Start 


1591 


End 


1725 








GI 


none 


Score 


.44 








Exons 


1591. .1725 












Seq. No. 


53084 


Seq. ID 


OJ990317 


_05. 


0421 


.C4 9 


Gene No. 


111916 


Strand 


+ 








Start 


4791 


End 


5151 








Name 


OJ990317 05.0421,C49.ol.np 


Method 


AAT/NAP 








Start 


4791 


End 


5151 








GI 


103076 


Score 


129 








Exons 


4791. .4899, 4941. .5151 












GI Descrip. 


Bkm-like sex-determining region hypothetical protein CS314 




fruit fly (Drosophila melanogaster) (fragment) 








Seq. No. 


53084 


Seq. ID 


OJ990317 


_05. 


0421 


.C49 


Gene No. 


111917 


Strand 










Start 


2577 


End 


5400 








Name 


OJ990317 05.0421.C49.o2.gs 


Method 


GENSCAN 








Start 


2577 


End 


5400 








GI 


none 


Score 


.61 








Exons 


2577. .2748, 5339. .5400 












Seq. No. 


53085 


Seq. ID 


OJ990317 


_05. 


0421 


.C50 


Gene No. 


111918 


Strand 


+ 








Start 


149 


End 


1122 








Name 


OJ990317 05.0421.C50.ol.gs 


Method 


GENSCAN 








Start 


149 


End 


1122 








GI 


none 


Score 


.63 








Exons 


149. .514, 681. .1122 












Seq. No. 


53085 


Seq. ID 


OJ990317_ 


_05. 


0421 


.C50 


Gene No. 


111919 


Strand 










Start 


1 


End 


1299 








Name 


OJ990317 05.0421.C50.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1299 








GI 


4680184 


Score 


628 








Exons 


1..813, 857. .1299 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


53085 


Seq. ID 


OJ990317_ 


_05. 


0421 


.C50 


Gene No. 


111920 


Strand 










Start 


1441 


End 


7848 








Name 


OJ990317 05.0421.C50.o3.np 


Method 


AAT/NAP 








Start 


1441 


End 


7848 








GI 


4680207 


Score 


719 








Exons 


1441. .1477, 4525. .5991, 7122. 


.7339, 7657. .7848 









54064 




GI Descrip. (AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. No. 


53085 








Seq. ID 


OJ990317 


_05.0421.C50 


Gene No. 


111920 








Strand 


- 




Start 


1441 








End 


7848 




Name 


OJ990317 05 


.0421 


.C50 .o2 


.np 


Method 


AAT/NAP 




Start 


1706 








End 


3426 




GI 


4680186 








Score 


331 




Exons 


1706. .1808, 


2476 


. .2769, 


3273. 


.3426 






GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


53085 








Seq. ID 


OJ990317 


_05.0421.C50 


Gene No. 


111920 








Strand 






Start 


1441 








End 


7848 




Name 


OJ990317 05 


. 0421 


.C50.o2 


. gs 


Method 


GENSCAN 




Start 


2195 








End 


7733 




GI 


none 








Score 


.51 




Exons 


2195. .2315, 


2614 


. .2724, 


3241 . 


.3431, 4200. .4326, 


4528. .4609, 




4829. .6075, 


7122 


. .7339, 


7498. 


.7545, 7597.. 7733 




Seq. No. 


53085 








Seq. ID 


OJ990317 


_05.0421.C50 


Gene No. 


111920 








Strand 






Start 


1441 








End 


7848 




Name 


OJ990317 05 


.0421 


.C50 .ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


5340 








End 


7339 




GI 


none 








Score 


58 




Exons 


5340. .5420, 


5541 


. .5714, 


5748. 


.5885, 5976.. 6077, 


7199. .7279, 




7295 , .7339 














Seq. No. 


53085 








Seq. ID 


OJ990317 


_05.0421.C50 


Gene No. 


111920 








Strand 






Start 


1441 








End 


7848 




Name 


OJ990317 05 


. 0421 


. C50 . ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


5346 








End 


5642 




GI 


none 








Score 


60 




Exons 


b J4 O . . obU / , 


5391 


. .5507, 


5508. 


.5642, 5539.. 5628 




Seq. No. 


53085 








Seq. ID 


OJ990317 


_05.0421.C50 


Gene No. 


111920 








Strand 






Start 


1441 








End 


7848 




Name 


OJ990317 05 


.0421 


.C50.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5352 








End 


5828 




GI 


none 








Score 


82 




Exons 


5352. .5507, 


5358 


. .5507, 


5535. 


.5666, 5536.. 5643, 


5691. .5828 


Seq. No. 


53085 








Seq. ID 


OJ990317 


_05.0421.C50 


Gene No. 


111920 








Strand 






Start 


1441 








End 


7848 




Name 


OJ990317 05 


.0421 


.CSO.ol 


-ts 


Method 


TBLASTX: 


Soybean 


Start 


5361 








End 


6047 




GI 


none 








Score 


71 




Exons 


5361. .5510, 


5533 


. .5667, 


5535. 


.5738, 5715. .5846, 


5758. .5826, 




5862. .6047 














Seq. No. 


53085 








Seq. ID 


OJ990317 


_05.0421.C50 


Gene No. 


111920 








Strand 







54065 



Start 
Name 
Start 
GI 

Exons 



1441 End 

OJ990317_05 . 0421 . C50 . o2 . tw Method 

5856 End 

none Score 
5856.. 6062, 5956.. 6063 



7848 

TBLASTX: Wheat 

6063 

96 



Seq. No. 53086 

Gene No. 111921 

Start 1 

Name OJ990317J35 . 0421 . C51 . ol . np 

Start 1 

GI 4680207 

Exons 1..343, 877.. 897 

GI Descrip. (AF114171) disease resistance 
bicolor] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_05.0421.C51 
897 

AAT/NAP 

897 

200 



protein RPM1 homolog [Sorghum 





Seq. No. 


53087 












Seq. ID 


OJ990317 


_05 . 


0421 


. C58 




Gene No. 


111922 












Strand 


+ 










Start 


12 












End 


182 










Name 


OJ990317 


_05. 


0421 


.C58 


. ol . 


gs 


Method 


GENSCAN 










Start 


12 












End 


182 










GI 


none 












Score 


.9 










Exons 


12. .182 
























Seq. No. 


53088 












Seq. ID 


OJ990317 


_05. 


0421 


.C61 




Gene No. 


111923 












Strand 


4- 










Start 


545 












End 


835 










Name 


OJ990317 


_05. 


0421 


.C61 


.ol. 


gs 


Method 


GENSCAN 








U 


Start 


545 












End 


835 










GI 


none 












Score 


.8 










Exons 


545. .835 
























Seq. No. 


53088 












Seq. ID 


OJ990317_ 


_05. 


0421 


.C61 




Gene No. 


111924 












Strand 


+ 










Start 


1171 












End 


1780 








3 


Name 


OJ990317 


_05. 


0421 


-C61 


. o3. 


np 


Method 


■ AAT/NAP 








J 


Start 


1108 












End 


1780 










GI 


5922620 












Score 


190 









Exons 

GI Descrip. 



1108. .1146, 1186. .1340, 1735. .1780 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53088 Seq. ID 

111924 Strand 

1171 End 
OJ990317_05 . 0421 . C61 . o2 . gs Method 

1171 End 

none Score 

1171. .1299, 1345. .1369 



OJ990317_05.0421.C61 
+ 

1780 
GENSCAN 
1369 
.8 



Seq. No. 53088 Seq. ID 

Gene No. 111925 Strand 

Start 1 End 

Name OJ990317_05 .0421. C61 . ol . np Method 



OJ990317_05.0421.C61 
844 

AAT/NAP 



54066 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



844 
157 



6539570 
1..70, 328. .394, 641. .844 

(AP000836) hypothetical protein [Oryza sativa] 



53088 
111926 
970 

OJ990317_05.0421.C61.o2.np 
970 

6630699 
970. .1138, 1753. .1780 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 |dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317 05.0421.C61 



1780 
AAT/NAP 
1780 . 
82 



53089 Seq. ID 

111927 Strand 

213 End 
OJ990317_05 . 0421 . C62 . ol . gs Method 

213 End 

none Score 

213. .376, 572. .882, 915. .1058, 1106. 
2623. .2951 



OJ990317_05.0421.C62 
+ 

2951 
GENSCAN 
2951 
.49 

1145, 1319. .1403, 



53089 
111927 
213 

OJ990317_05.0421.C62.ol.np 
420 

5922620 
420. .529, 



771. .882, 967, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1129, 1177 



OJ990317_05.0421.C62 
+ 

2951 
AAT/NAP 
2948 
722 

1403, 2818. .2948 



(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


53089 






Seq. ID 


OJ990317 


Gene No. 


111928 






Strand 


+ 


Start 


4121 






End 


4729 


Name 


OJ990317 05 


.0421.C62.o2 


gs 


Method 


GENSCAN 


Start 


4121 






End 


4729 


GI 


none 






Score 


.42 


Exons 


4121. .4147, 


4661. .4729 








Seq. No. 


53089 






Seq. ID 


OJ990317 


Gene No. 


111929 






Strand 


+ 


Start 


4796 






End 


6140 


Name 


OJ990317 05 


.0421.C62.o3 


np 


Method 


AAT/NAP 


Start 


4796 






End 


6140 


GI 


6630699 






Score 


70 


Exons 


4796. .4866, 


6060. .6140 








GI Descrip. 


(AP000969) 


hypothetical 


protein [Oryza 


sativa] 



05.0421.C62 



gi | 6721536 | dbj | BAA8 9566. 1 i 
[Oryza sativa] 



(AP001073) hypothetical protein 



54067 





Seq. No. 


53089 




Seq. ID 


OJ990317 




Gene No. 


111930 




Strand 


+ 




otart 


K>£ f D 




End 


9451 




Name 


OJ990317 05.0421.C62.o4 


.np 


Method 


AAT/NAP 




Start 


6276 




End 


9206 




GI 


6539570 




Score 


182 




Exons 


6276. .6470, 6698.-6764, 


7742. 


.7803, 9171. .9206 




GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


53089 




Seq. ID 


OJ990317 




Gene No. 


111930 




Strand 


+ 




otdri. 


/ D 




End 


9451 




Name 


OJ990317 05.0421.C62.o5 


.np 


Method 


AAT/NAP 




Start 


8348 




End 


9451 




GI 


6815053 




Score 


664 




Exons 


8348. .8494, 8993. .9162, 


9208. 


.9451 






GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


53089 




Seq. ID 


OJ990317 




Gene No. 


111931 




Strand 


- 




Start 


3086 




End 


3163 




Name 


OJ990317 05.0421.C62.o2 


.np 


Method 


AAT/NAP 






JUOD 




End 


3163 


3 


GI 


6630699 




Score 


70 


3 


Exons 


3086. .3163 










GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gil 6721536 | dbj IBAA89566 


.11 (AP001073) 


hypotheti 


y 
j 




[Oryza sativa] 










Seq. No. 


53089 




Seq. ID 


OJ990317 




Gene No. 


111932 




Strand 






Start 


5410 




End 


13459 




Name 


OJ990317 05.0421.C62.o3 


. gs 


Method 


GENSCAN 




Start 


5410 




End 


13459 


3 


GI 


none 




Score 


.62 


, s 


Exons 


5410. .5534, 5758.-5986, 


6046. 


.6117, 6255. .6644, 






7960. .8136, 9090. .9213, 


11200 


. .11441, 


12346. .12 


ss. 
f 




12699. .12758, 13387.. 13459 








Seq. No. 


53089 




Seq. ID 


OJ990317 


J 


Gene No. 


111932 




Strand 








5410 




End 


13459 




Name 


OJ990317 05.0421.C62.o6 


. np 


Method 


AAT/NAP 




Start 


11897 




End 


12153 




GI 


6539570 




Score 


31 




Exons 


11897. .12153 










GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


53090 




Seq. ID 


OJ990317 




Gene No. 


111933 




Strand 


+ 




Start 


445 




End 


1755 




Name 


OJ990317 05.0421.C63.ol 


.gs 


Method 


GENSCAN 




Start 


445 




End 


1755 




GI 


none 




Score 


.69 




Exons 


445. .489, 1146. .1529, 1699. .1755 






Seq. No. 


53090 




Seq. ID 


OJ990317 



54068 



Gene No. 111934 Strand + 

Start 5259 End 15296 

Name OJ990317_05 . 0421 . C63 . ol . gp Method AAT/GAP 

Start 5222 End 5325 

GI none Score 178 

Exons 5222.. 5325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



{I Seq. No. 

Gene No. 

^ Start 

=f Name 

J Start 

£ GI 

=1 Exons 

!? GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53090 

111934 

5259 

OJ990317_05.0421.C63.ol.np 

5247 

5923675 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5247. .5369, 5838. .5964, 6099. .6250, 6742. .6825, 6909. 
8307. .8420, 8500. .8703, 10223 .. 10372 , 11776 .. 1194 1, 
12018. .12151, 12839. .12946, 13037 13135, 14108 .. 14197, 
14282. .14398, 14868. .15073 

(AC009326) putative mRNA capping enzyme, RNA guanylyltransf erase 
[Arabidopsis thaliana] 



OJ990317_05.0421.C63 
+ 

15296 
AAT/NAP 
15073 
1523 

,6989, 



53090 Seq. ID 

.111934 Strand 
5259 End 
OJ990317_05 . 0421 . C63 . o3 . gs Method 
5259 End 
none Score 
5259.. 5369, 5826.-5964, 6099 
8283. .8420, 8500. .8706, 10241 .. 10357 , 10827 .. 1087 6, 
11778. .11940, 12029. .12151, 13037 .. 13135, 14108 .. 14197, 
14282. .14366, 14869. .15047 



OJ990317_05.0421.C63 
+ 

15296 
GENSCAN 
15047 
.94 



.6250, 6742.. 6825, 6909.. 6971, 



OJ990317_05.0421.C63 
+ 



53090 Seq. ID 

111934 Strand 
5259 End 15296 

OJ990317_05 . 04 2 1 . C63 . o2 . gp Method AAT/GAP 
8604 End 13110 

22028_1.R1084 Score 1275 

8604. .8706, 10241 .. 10357, 10827 .. 10876, 11778 .. 11940, 
12029. .12151, 12839. .12946, 13037.. 13110 

, 5923675/gb|AAD56326.1|AC009326_13 6.0e-65 (AC009326) putative 
mRNA capping enzyme, RNA guanylyltransf erase [Arabidopsis 
thaliana] 1 



53090 Seq. ID 

111934 Strand 
5259 End 
OJ990317_05 . 0421 . C63 . o3 . gp Method 
14280 End 
uC-osflM202048b01bl Score 
14280. .14366, 14869. .15296 

, 5923675/gb|AAD56326.1|AC009326_13 5.0e-16 (AC009326) putative 
mRNA capping enzyme, RNA guanylyltransferase [Arabidopsis 
thaliana] 1 



OJ990317_05.0421.C63 
+ 

15296 
AAT/GAP 
15296 
986 



Seq. No. 
Gene No. 
Start 



53090 

111935 

2777 



Seq. ID 

Strand 

End 



OJ990317 05.0421.C63 



3484 



54069 



Name 

Start 

GI 

Exons 



OJ990317_05 .0421. C63 . o2 . gs Method GEN SCAN 

2777 End 3484 

none Score .94 
2777. .3050, 3123. .3484 



Seq. No. 53090 
Gene No. 111936 
Start 5259 

Name OJ990317_05 . 0421 . C63 . o2 . tm 

Start 5259 
GI none 

Exons 5259.. 5300, 5286.. 5369, 5797. 

6097. .6195, 6098. .6253, 6099. 
6741. .6818, 6742..6828, 6908. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990317 05.0421.C63 



6971 

TBLASTX: Maize 
6971 
58 

5934, 5934.. 5966, 6090, 
6242, 6737.. 6826, 6739. 
6961, 6909.. 6971 



,6242, 
,6828, 



Seq. No. 53090 Seq. ID 

Gene No. 111937 Strand 

Start 8280 End 

Name OJ990317_05 . 0421 . C63 . ol . tm Method 

Start 8280 End 

GI none Score 
Exons 



OJ990317__05.0421.C63 
15634 

TBLASTX: Maize 

11927 

141 



8280. .8420, 8282. .8407, 8285. .8425, 8286. .8420, 8305. .8421, 
8486. .8596, 8491. .8628, 8499.-8597, 8500. .8679, 8595. .8639, 
8596. .8700, 10222 .. 10344, 10223 .. 10348 , 10830 .. 10874 , 
11762. .11923, 11775. .11927, 11776. .11922 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53090 

111937 

8280 

OJ990317 
8512 
none 
8512. 
10830 
12035 
13037 
14252 



05. 0421. C63.ol.ts 



8610, 8572. .8682, 858 
.10877, 11756. .11938, 
.12085, 12095. .12151, 
.13135, 14106. .14198, 
.14362, 14868. .14999, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990317 05.0421.C63 



15634 

TBLASTX : Soybean 
15634 
99 

5. .8636, 8601. .8690, 10226 .. 10348 , 
11775. .11939, 1177 9. .11940, 
12902. .1294 9, 13036. .13131, 
14107. .14199, 14108. .14200, 
14891. .15007, 15566. .15634 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53090 

111937 

8280 

OJ990317 

8524 

none 



05.0421.C63.ol.tc 



Seq. ID OJ990317_05.0421.C63 
Strand 
End 

Method 
End 
Score 



15634 

TBLASTX: Cress 

11832 

103 



8524. .8610, 8587. .8679, 10244 .. 10342, 10827 .. 10877 , 
11775. .11831, 11779. .11832 



Seq. No. 53090 Seq. ID 

Gene No. 111937 Strand 

Start 8280 End 

Name OJ990317_05 . 0421 . C63 . ol . tw Method 

Start 11759 End 

GI none Score 

Exons 11759. .11926, 11774 .. 11920, 11775 .. 11939, 11776 

12028. .12150, 12029. .12196, 12821 .. 12 904 , 12836 

12906. .12935, 12909.. 12935 



OJ990317 05.0421.C63 



15634 

TBLASTX: Wheat 
12935 
162 

11940, 
12892, 



54070 






Seq. No. 


53090 






Seq. ID 


OJ990317 


_05.0421 


.C63 




Gene No. 


111937 






Strand 










Start 


8280 






End 


.15634 








Name 


OJ990317_05. 


0421, 


.C63.o3.tm 


Method 


TBLASTX : 


Maize 






Start 


12861 






End 


15631 








GI 


none 






Score 


58 








Exons 


12861. .12944 


, 12888. .12947, 


13036. .13131, 13037 


. .13135, 








14105. .14197 


, 14106. .14195, 


14107. . 14199, 14108 


. .14200, 








14273. .14356 


i, 14283. .14354, 


14288. .14362, 14290 


. . 14421, 








14868.. 14999 


i, 14879. .14989, 


14895. . 14999, 15566 


. .15631 






Seq. No. 


53091 






Seq. ID 


OJ990317 


JDS. 0421 


.C64 




Gene No. 


111938 






Strand 










Start 


7586 






End 


8775 








Name 


OJ990317 05. 


0421 , 


. C64 . ol . ts 


Method 


TBLASTX: 


Soybean 






Start 


4408 






End 


5033 








GI 


none 






Score 


68 








Exons 


4408. .4830,. 


4411 , 


. .4476, 4525 


..4836, 4908. .5033 








Seq. No. 


53091 






Seq. ID 


OJ990317 


_05.0421 


.C64 




Gene No. 


111938 






Strand 










Start 


7586 






End 


8775 








Name 


OJ990317 05. 


0421 . 


. C64 . ol . tm 


Method 


TBLASTX: 


Maize 




il 


Start 


4469 






End 


6986 








GI 


none 






Score 


234 








Exons 


4469. .4735, 


4471 . 


. . 4839, 4475 


..4840, 4522. .4842, 


4782. .4844, 






4896. .5072, 


4908 . 


. . 5072, 4924 


..5073, 4928. .5077, 


6715. .6759, 


i 




6892. .6984, 


6899. 


. . 6985, 6903 


. .6986 










Seq. No. 


53091 






Seq. ID 


OJ990317 


_05.0421 


.C64 




Gene No. 


111938 






Strand 








ry 


Start 


7586 






End 


8775 








Name 


OJ990317 05. 


0421 , 


. C64 . ol . tw 


Method 


TBLASTX: 


Wheat 






Start 


4729 






End 


6809 






C3 


GI 


none 






Score 


127 








Exons 


4729. .4839, 


4732, 


..4839, 4914 


..5072, 4920.. 5072, 


4922. .5077, 






6713. .6793, 


6713. 


..6796, 6714 


. .6809 








: ^ 


Seq. No. 


53091 






Seq. ID 


OJ990317 


_05.0421 


.C64 




Gene No. 


111938 






Strand 








i J 


Start 


7586 






End 


8775 








Name 


OJ990317 05. 


0421. 


.C64.o2.gs 


Method 


GENSCAN 








Start 


7586 






End 


8775 








GI 


none 






Score 


.53 








Exons 


7586. .7680, 


8712, 


, .8775 












Seq. No. 


53092 






Seq. ID 


OJ990317 


_05.0421 


.C65 




Gene No. 


111939 






Strand 


+ 








Start 


1635 






End 


6127 








Name 


OJ990317 05. 


0421.C65.ol.gs 


Method 


GENSCAN 








Start 


1635 






End 


6127 








GI 


none 






Score 


.9 








Exons 


1635. .1658, 


2376. 


..2423, 5810 


. .6127 










Seq. No. 


53092 






Seq. ID 


OJ990317 


_05.0421 


.C65 




Gene No. 


111939 






Strand 


+ 








Start 


1635 






End 


6127 







54071 



Name 


OJ990317 05 


.0421.C65.o2. 


np 


Method 


AAT/NAP 


Start 


5441 






End 


6124 


GI 


124121 






Score 


175 


Exons 


5441. .5522, 


5931. .6124 








GI Descrip. 


SUBTILISIN 


INHIBITORS I 


AND 


II (ASI-I 


AND ASI-II) 


Seq. No. 


53092 






Seq. ID 


OJ990317_05.0421.C65 


Gene No. 


111940 






Strand 




Start 


2537 






End 


4223 


Name 


OJ990317 05 


.0421.C65.ol. 


np 


Method 


AAT/NAP 


Start 


2537 






End 


4223 


GI 


82523 






Score 


245 


Exons 


2537. .2909, 


4165. .4223 









GI Descrip. hypothetical 29K protein (trnH-trnV intergenic region) - rice 
chloroplast gi 1 12034 | emb | CAA33 940 | (X15901) ORF249 [Oryza 







sativa] gi | 12068 | emb | CAA33921 | 


(X15901) 


ORF24 9 


[Oryza 






gi|226655|prf | I1603356CF ORF 249 [Oryza sativa] 






Seq. No. 


53092 


Seq. ID 


OJ990317 


_05.04 




Gene No. 


111941 


Strand 








Start 


. 6597 


End 


7706 






Name 


OJ990317 05.0421.C65.o2.gs 


Method 


GEN SCAN 






Start 


6597 


End 


7706 






GI 


none 


Score 


.54 






Exons 


6597. .6678, 6816. .7255, 7257.. 


7312, 7388.. 7706 






Seq. No. 


53092 


Seq. ID 


OJ990317 


_05.04 


i y 


Gene No. 


111942 


Strand 








Start 


11262 


End 


12347 




: . 5 


Name 


OJ990317 05.0421.C65.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


5927 


End 


6129 






GI 


none 


Score 


251 






Exons 


5927. .6127, 5929.. 6129 










Seq. No. 


53092 


Seq. ID 


OJ990317 


_05.04 


~ -J 


Gene No. 


111942 


Strand 








Start 


11262 


End 


12347 






Name 


OJ990317 05.0421.C65.o3.gs 


Method 


GENS CAN 






Start 


11262 


End 


12347 






GI 


none 


Score 


.97 






Exons 


11262. .11995, 12296. .12347 









Seq. No. 53093 
Gene No. 111943 
Start 2707 

Name OJ990317_05 . 0421 .C66. ol . gp 

Start 2707 

GI LIB3477-003-P1-K1-E9 
Exons 2707.. 2807 

GI Descrip. 1 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ990317_05.0421.C66 
Strand 

2807 
AAT/GAP 
2807 
122 



End 

Method 

End 

Score 



Seq. No. 53094 

Gene No. 111944 

Start 122 

Name OJ990317_05 . 0421 . C73 . ol . gs 



Seq. ID OJ990317_05.0421.C73 
Strand 

End 418 

Method GENSCAN 



54072 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



418 
.71 



122 
none 

122. .265, 346. .418 

53095 
111945 

1. 

OJ990317_05.0421.C74.ol.np 
1 

7428021 
1..187, 379. .712 

S-receptor kinase (EC 2.7.1.-) T6K22.120 precursor - Arabidopsis 
thaliana gi | 3402758 | emb | CAA20204 . 1 | (AL031187) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 
gi | 7268 936 | emb | CAB8124 6 . 1 1 (AL161555 ) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



Seq. ID OJ990317_05.0421.C74 

Strand + 

End 712 

Method AAT/NAP 

End 712 

Score 291 



£3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53095 

111945 

1 

OJ990317_05.0421.C74.ol.ts 

137 

none 



Seq. ID OJ990317_05.0421.C74 

Strand + 

End 712 

Method TBLASTX : Soybean 

End 58 9 

Score 76 



137. .184, 145. .186, 145. .180, 387. .581, 388. .588, 509. .589 



53095 

111945 

1 

OJ990317_05.0421.C74 .ol.tc 

376 

none 

376. .573, 378.-593, 379. .612 

53095 

111945 

1 

OJ990317_05.0421.C74 .ol.tm 

378 

none 

378.-587, 379.. 588 

53095 

111945 

1 

OJ990317_05.0421.C74.ol.tw 

378 

none 

378. .581, 379. .588 



Seq. ID OJ990317_05.0421.C74 

Strand + 

End 712 

Method TBLASTX : Cress 

End 612 

Score 257 



Seq. ID OJ990317_05.0421.C74 

Strand + 

End 712 

Method TBLASTX : Mai ze 

End 588 

Score 283 



Seq. ID OJ990317_05.0421.C74 

Strand + 

End 712 

Method TBLASTX : Wheat 

End 588 

Score 235 



53096 
111946 
1 

OJ990317_05.0421.C7 9.ol.gp 
1 

uC-osflcypl52a05al 
1..27, 104. .396 

, 3850821/emb|CAA77135| 1.0e-33 (Y18350) U2 snRNP auxiliary 



Seq. ID OJ990317_05.0421.C79 

Strand + 

End 396 

Method AAT/GAP 

End 396 

Score 612 



54073 



factor, large subunit [Nicotiana plumbaginif olia] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53096 

111946 

1 

OJ990317_05.0421.C79.ol.tc 
1 

none 



Seq. ID OJ990317_05.0421.C79 

Strand + 

End 396 

Method TBLASTX : Cress 

End 250 

Score 47 



1..42, 3. .41, 101. .250, 101. .217, 103. .228 



53096 

111946 

1 

OJ990317_05.0421.C79.ol.ts 
1 

none 



Seq. ID OJ990317_05.0421.C79 

Strand + 

End 396 

Method TBLASTX : Soybean 

End 244 

Score 46 



1..42, 3. .41, 100. .216, 101. .244 



Seq. ID OJ990317_05.0421.C79 

Strand + 

End 396 

Method AAT/NAP 

End 238 

Score 184 



53096 
111946 
1 

OJ990317_05. 0421.C79.ol.np 
1 

3850823 
1..27, 104. .238 

(Y18351) U2 snRNP auxiliary factor, large subunit [Nicotiana 
plumbagini folia] 



53096 

111946 

1 

OJ990317_05.0421.C79.ol.tm 
6 

none 



Seq. ID OJ990317_05.0421.C79 

Strand + 

End 396 

Method TBLASTX : Maize 

End 240 

Score 4 6 



6. .29, 6. .41, 7. .42, 100. .240, 101. .235, 102. .236 



Seq. No. 53096 

Gene No. 11194 6 

Start 1 

Name OJ990317_05 . 0421 . C79 .ol . gs 

Start 104 

GI none 

Exons 104.. 241 



Seq. ID, OJ990317_05.0421.C79 

Strand + 

End 396 

Method GENSCAN 

End 241 

Score .95 



Seq. No. 53097 

Gene No. 111947 

Start 161 

Name OJ990317_05 . 0421.C82 .ol .gs 

Start 161 

GI none 

Exons 161.. 757 



Seq. ID OJ990317_05.0421.C82 

Strand + 

End 757 

Method GENSCAN 

End 757 

Score .88 



Seq. No. 53097 

Gene No. 111947 

Start 161 

Name OJ990317_05. 0421.C82.ol.tm 

Start 281 



Seq. ID OJ990317_05.0421.C82 

Strand + 

End 757 

Method TBLASTX: Maize 

End 742 



54074 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 



Score 



46 



281. .313, 380. .493, 484. .567, 485. .583, 485. .583, 677. .742 



53098 Seq. ID 

111948 Strand 
134 End 
OJ990317_05 . 0421 . C83 . ol . gs Method 
134 End 
none Score 
134. .215, 705. .802 

53098 Seq. ID 

111949 Strand 
1 End 
OJ990317_05 . 0421 . C83 . ol . np Method 
1 End 
5852175 Score 
1..185, 746. .798 

(AL117265) zhbOOOS.l [Oryza sativa] 



OJ990317_05.0421.C83 
+ 

802 

GEN SCAN 

802 

.91 



OJ990317_05.0421.C83 
798 

AAT/NAP 

798 

86 



OJ990317 05.0421.C83 



53098 Seq. ID 

111949 Strand 
1 End 7 98 

OJ990317_05 . 0421 . C83 . ol . gp Method AAT/GAP 
187 End 562 

2427387 Score 643 

187. .562 

5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone: tl7804 



Seq. No. 53099 Seq. ID OJ990317_05 . 0421 . C94 

Gene No. 111950 Strand + 

Start 1 End 734 

Name OJ990317_05 . 0421 . C94 . ol . np Method AAT/NAP 

Start 1 End 734 

GI 6069646 Score 599 

Exons 1..58, 339.. 734 

GI Descrip. (AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse transcriptase 
[Oryza sativa] 



transcriptase 
1| (AP001129) 
F9013 genomic 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


53099 






Seq. ID 


OJ990317_05.0421 


.C94 


Gene No. 


111950 






Strand 


+ 




Start 


1 






End 


734 




Name 


OJ990317 


_05.0421.C94.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


45 






End 


420 




GI 


none 






Score 


76 




Exons 


45. .137, 


196. .420, 210. 


.410 








Seq. No. 


53099 






Seq. ID 


OJ990317_05.0421 


.C94 


Gene No. 


111950 






Strand 


+ 




Start 


1 






End 


734 




Name 


OJ990317 


_05.0421.C94.ol 


. gs 


Method 


GENSCAN 




Start 


171 






End 


701 




GI 


none 






Score 


.4 





54075 



Exons 171.. 324, 415.. 701 

Seq. No. 53099 

Gene No. 111950 

Start 1 

Name OJ990317_05 . 0421 . C94 . o2 . tm 

Start 502 

GI none 

Exons 502.. 720, 504.. 728 



Seq. ID OJ990317_05.0421.C94 

Strand + 

End 734 

Method TBLASTX : Maize 

End 728 

Score 196 



Seq. No. 53100 

Gene No. 111951 

Start 604 

Name OJ990317J35 . 0421 . C97 . ol .gs 

Start 604 

GI none 

Exons 604 . . 658 



Seq. ID OJ990317_05.0421.C97 

Strand + 

End 658 

Method GENSCAN 

End 658 

Score . 63 



Seq. No. 53101 
Gene No. 111952 
Start 1 

Name OJ990317_05 . 0421 .C99.ol .np 

Start • 1 

GI 7489728 
Exons • 1. .718 

GI Descrip. embryogenesis transmembrane protein - maize 

gi|1628482|emb|CAA66183.1| (X97570) embryogenesis transmembrane 
protein [Zea mays] 



Seq. ID OJ990317_05.0421.C99 

Strand + 

End 718 

Method AAT/NAP 

End 718 

Score 352 



Seq. No. 


53101 




Seq. ID 


OJ990317_05.0421 


.C99 


Gene No. 


111952 




Strand 


+ 




Start 


1 




End 


718 




Name 


OJ990317 


_05.0421.C99.ol.tm 


Method 


TBLASTX: Maize 




Start 


173 




End 


457 




GI 


none 




Score 


339 




Exons 


173. .400, 


175. .435, 176. .457, 


213. .437 






Seq. No. 


53101 




Seq. ID 


OJ990317_05.0421, 


.C99 


Gene No. 


111952 




Strand 


+ 




Start 


1 




End 


718 




Name 


OJ990317 


05.0421.C99.ol.gs 


Method 


GENSCAN 




Start 


195 




End 


667 




GI 


none 




Score 


.86 




Exons 


195. .667 










Seq. No. 


53102 




Seq. ID 


OJ990527JD5.0419. 


.C6 


Gene No. 


111953 




Strand 


+ 




Start 


130 




End 


457 




Name 


OJ990527 


05.0419.C6.ol.gs 


Method 


GENSCAN 




Start 


130 




End 


457 




GI 


none 




Score 


.41 




Exons 


130. .187, 


255. .457 








Seq. No. 


53103 




Seq. ID 


OJ990317_04.0421. 


,C2 


Gene No. 


111954 




Strand 


+ 




Start 


1 




End 


710 




Name 


OJ990317 


04.0421.C2.ol.np 


Method 


AAT/NAP 





54076 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



710 
1260 



5902445 
1. .710 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 


53103 




Seq. ID 


OJ990317_04.0421.C2 


Gene No. 


111954 




Strand 


+ 


Start 


1 




End 


710 


Name 


OJ990317 04.0421.C2.ol. 


tm 


Method 


TBLASTX: Maize 


O Lai L 


4ft 






411 


GI 


none 




Score 


446 


Exons 


48.-359, 49. .372, 363.. 


410, 


364. .411 




Seq. No. 


53103 




Seq. ID 


OJ990317_04.0421.C2 


Gene No. 


111954 




Strand 


+ 


Start 


1 




End 


710 


Name 


OJ990317 04 .0421.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Of arf 


^4 




End 


441 


GI 


none 




Score 


420 


Exons 


54. .365, 55. .441, 256. . 


441 






Seq. No. 


53103 




Seq. ID 


OJ990317_04.0421.C2 


Gene No. 


111954 




Strand 


+ 


Start 


1 




End 


710 


Name 


OJ99.0317 04.0421.C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


472 




End 


710 


GI 


none 




Score 


200 


Exons 


472. .708, 504. .710 








Seq. No. 


53104 




Seq. ID 


OJ990317_04.0421.C5 


Gene No. 


111955 




Strand 




Start 


1 




End 


708 


Name 


OJ990317 04.0421.C5.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


708 


GI 


6691716 




Score 


340 


Exons 


1..193, 344. .447, 523.. 


708 






GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 




gi | 6691717 | dbj | BAA89397 


.11 


(AP000570) 


hypothetical protein 



[Oryza sativa] 



Seq. No. 53104 Seq. ID 

Gene No. 111955 Strand 

Start 1 End 

Name OJ990317_04 . 0421 . C5 . ol . gs Method 

Start 81 End 

GI none Score 

Exons 81. .185, 258. .447, 523. .621 

Seq. No. 53105 Seq. ID 

Gene No. 111956 Strand 

Start 108 End 

Name OJ990317_04 . 04 21 . C8 . ol . gs Method 

Start 108 End 

GI none Score 

Exons 108.. 296, 370.. 540 



OJ990317_04.0421.C5 
708 

GENSCAN 

621 

.64 



OJ990317_04 .0421.C8 
540 

GENSCAN 

540 

.82 



Seq. No. 



53106 



Seq. ID OJ990317_04.0421.C12 



54077 



Gene No. 


111957 


Strand 


+ 






otart 


I 


End 


5860 






Name 


OJ990317 04.0421.C12.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2209 






GI 


6572067 


Score 


221 






Exons 


1..385, 644. .735, 835. .875, 


1061. . 1140, 


1764. .1 


857, 


2032. .2209 


GI Descrip. 


(AL133452) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


53106 


Seq. ID 


OJ990317 


_04. 


0421. C12 


Gene No. 


" 111957 


Strand . 


+ 






Start 


1 


End 


5860 






Name 


OJ990317 04.0421. C12.ol.gs 


Method 


GENS CAN 






Start 


852 


End 


5860 






GI 


none 


Score 


.94 






Exons 


852. .957, 1061.. 1133, 1764.. 


loo / , ZOoZ . 


.2121, 3388. 


.3576, 




5244.. 5387, 5423.. 5860 










Seq. No. 


53106 


Seq. ID 


OJ990317 


_04. 


0421. C12 


Gene No . 


liiyo / 


Strand 


+ 






Start 


l 


End 


5860 






Name 


OJ990317 04.0421.C12.ol.gp 


Method 


AAT/GAP 






Start 


3406 


End 


3708 






GI 


none 


Score 


558 






Exons 


3406. .3708 










Seq. No. 


53106 


Seq. ID 


OJ990317 


_ 04 - 


0421. C12 


Gene No . 


111958 


Strand 


+ 






Start 


7228 


End 


9178 






Name 


OJ990317 04.0421.C12.o3.gs 


Method 


GEN SCAN 






Start 


7228 


End 


917 8 






GI 


none 


Score 


.49 






Exons 


7228.. 7510, 8091.. 8214, 8310 


. .8491, 8898. . 9178 






Seq. No. 


53106 


Seq. ID 


OJ990317 


_04. 


0421. C12 


Gene No. 


111959 


Strand 


+ 






oZdiTZ 


18866 


End 


19304 






Name 


OJ990317 04.0421.C12.o3.np 


Method 


AAT/NAP 






Start 


18866 


End 


19304 






GI 


6539570 


Score 


125 






Exons 


18866. .19068, 19238.. 19304 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


53106 


Seq. ID 


OJ990317_ 


_04. 


0421. C12 


Gene No. 


111960 


Strand 








Start 


6247 


End 


6631 






Name 


OJ990317 04.0421.C12.o2.gs 


Method 


GENSCAN 






Start 


6247 


End 


6631 






GI 


none 


Score 


.54 






Exons 


6247.. 6560, 6565.. 6631 










Seq. No. 


53106 


Seq. ID 


OJ990317_ 


_04. 


0421. C12 


Gene No. 


111961 


Strand 








Start 


9899 


End 


13536 






Name 


OJ990317 04.0421.C12.o2.np 


Method 


AAT/NAP 






Start 


9807 


End 


13536 






GI 


6006864 


Score 


1156 






Exons 


9807. .10141, 10639. .10791, 11016. .11221 


, 11318. 


.11558, 



54078 




11767. .11900, 12187. .13241, 13278. .13536 
GI Descrip. (AC009540) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


53106 


Seq. ID 


OJ990317_04 .0421.C12 


Gene No. 


111961 


Strand 




Start 


9899 


End 


13536 


Name 


OJ990317 04.0421.C12.o4 ,gs 


Method 


GEN SCAN 


Start 


9899 


End 


13525 


GI 


none 


Score 


.92 


Exons 


9899. .10135, 10639. .10741, 10846 10892, 11010 .. 11221, 




11318 .. 11558 , 11767 .. 11900, 


12187. .13525 


Seq. No. 


53106 


Seq. ID 


OJ990317_04.0421.C12 


Gene No. 


111962 


Strand 




Start 


19332 


End 


22323 


Name 


OJ990317_04 . 0421 . Cl2 . o4 . tm 


Method 


TBLASTX: Maize 


Start 


846 


End 


2094 


GI 


none 


Score 


124 


Exons 


846. .956, 846. .956, 847. .957 


, 847. .987 


, 1060. .1134, 1061. .1 




1062. .1136, 1063. .1137, 1756 


..1857, 1764. .1859, 1764. .1859, 




2011. .2094, 2032. .2094 






Seq. No. 


53106 


Seq. ID 


OJ990317_04.0421.C12 


Gene No. 


111962 


Strand 




Start 


19332 


End 


22323 


Name 


OJ990317 04.0421.C12.o5.tm 


Method 


TBLASTX: Maize 


Start 


6018 


End 


8014 


GI 


none 


Score 


74 


Exons 


6018. .6101, 7584.. 7691, 7689 


..7823, 78 


08. .8014 


Seq. No. 


53106 


Seq. ID 


OJ990317_04 .0421.C12 


Gene No. 


111962 


Strand 




Start 


19332 


End 


22323 


Name 


OJ990317 04.0421.C12.o3.tc 


Method 


TBLASTX: Cress 


Start 


9917 


End 


10171 


GI 


none 


Score 


78 


Exons 


9917.. 10057, 9929.. 10171, 9930.. 10076 




Seq. No. 


53106 


Seq. ID 


OJ990317_04.0421.C12 


Gene No. 


111962 


Strand 




Start 


19332 


End 


22323 


Name 


OJ990317 04.0421.C12.o3.tm 


Method 


TBLASTX: Maize 


Start 


11007 


End 


11220 


/**■ T 

GI 


none 


Score 


130 


Exons 


11007. .11108, 11008. .11112, 


11127. .11216, 11127. .11216, 




11128. .11220, 11128.. 11220 






Seq. No. 


53106 


Seq. ID 


OJ990317_04 . 0421 .C12 


Gene No. 


111962 


Strand 




Start 


19332 


End 


22323 


Name 


OJ990317 04.0421.C12.o2.ts 


Method 


TBLASTX : Soybean 


Start 


11028 


End 


11391 


GI- 


none 


Score 


157 


Exons 


11028. .11222, 11029. .11223, 


11316. .11390, 11317. .11391 


Seq. No. 


53106 


Seq. ID 


OJ990317_04 . 0421 .C12 


Gene No. 


111962 


Strand 





54079 




Start 


iy 3 32 




End 


22323 




Name 


OJ990317 04.0421.C12 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


11088 




End 


11902 




bl 


none 




Score 


65 




Exons 


1 lUoo . . 1 1Z iy , 1111U. 


1 1 1 QQ 

. ill yy , 


11314. .11403, 11319. .11402, 






1 14U 3 . . 1 lOOo , 114U4 . 


1 1 CCD 


11407. .11568, 11773. .11901, 






1 i too iio.no 

i i /o j . . n yuz 










Seq. No. 






Seq. ID 


OJ990317_04.0421 


.biz 


Gene No . 


niybz 




Strand 






Start 


lyjoz 




End 


22323 




Name 


ojyyooi / U4.u4zi.ciz 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


11484 




End 


12557 




GI 


none 




Score 


112 




Exons 


11404 . . llODl, 114oD. 


1 1 CCQ 


11485. .11565, 11487. .11561, 






I 1 TO 1 1 Qyl O 1 1 *7 C /I 

I I / bZ . . 1 lo4Z , ll/b4. 


1 1 Q A A 
. 118 4 4, 


11765. .11842, 11767. .11844, 






1 1 QTC IIQni 1 1 QCQ 


1 1 QC\0 

. i iyuz , 


12186. .12557, 121 91 .. 12301 , 






Izodo. . lzooo, IZJby. 


. 1Z0O / 








Seq. No. 


oolUb 




Seq. ID 


OJ990317_04 .0421 


. blZ 


Gene No . 


1 1 1 Q£0 

i l i y bz 




Strand 






C+- -i v4- 

otart 






End 


22323 




Name 


OJ990317 04.0421.C12 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


12431 




End 


13210 




bl 


none 




Score 


76 ■ 




Exons 


1 Ol 1 O "7 C A. TO/1Q/1 

1Z4J1 . . 1Z / bU, Iz4y4. 


. IZO JO , 


12587. .12754, 12590 .. 12772 , 






1 O 1 "IO*7yiC 1 OTTO 

lz o4 1 . . 1Z /4 D , lz//o. 


. lozlU , 


12794. .13060, 12842 .. 13078 , 






lzyoy . . loOii, izyyu. 


1 O 1 A O 

. lolUi 








Seq. No. 


o310o 




Seq. ID 


OJ990317_04.0421 


. Clz 


Gene No. 


111962 




Strand 






Start 


19332 




End 


22323 




Name 


ujyyuoi / U4.u4zi.biz 


. Ol . uS 


Method 


TBLASTX : Soybean 




Start 


1Z44 3 




End 


13171 




bl 


none 




Score 


104 




Exons 


lZ44o . . 1 oUUU , IZobU. 


. 1 31 f 1, 


12968. .13150, 12969. .13148 




Seq. No. 


o o i U b 




Seq. ID 


OJ990317_04.0421 


pi A 

. biz 


Gene No. 


111962 




Strand 






Start 


19332 




End 


22323 




Name 


ujyyuoi / U4.u4zi.biz 


. oi . tm 


Method 


TBLASTX: Maize 




C4- -i v>4- 

o tar t 


izoyu 




End 


13237 




bl 


none 




Score 


137 




Exons 


izoyu . . iz / bo, izoyu. 


. 1Z / bU , 


12734. .13237, 12846.. 13226 




oeq. no. 


OolUb 




Seq. ID 


OJ990317_04.0421 


. biz 


bene ino . 


i i i y dz 




Strand 






Start 


19332 




End 


22323 




Name 


OJ990317 04.0421.C12 


. o4 .np 


Method 


AAT/NAP 




Start 


18878 




End 


22323 




GI 


5922620 




Score 


156 




Exons 


18878. .19031, 20475. 


.20844, 


22155. .22323 





GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



54080 





Seq. No. 


53106 


Seq. ID 


OJ990317_04. 


0421. 


C12 




Gene No. 


111962 


Strand 










Start 


19332 


End 


22323 








Name 


OJ990317 04 . 0421 . C12 . o6 . gs 


Method 


GEN SCAN 








Start 


1 AAA A 

19332 


End 


21832 








GI 


none 


Score 


.5 








Exons 


19332 ..19712, 20573.. 20 67 2, 


20770. .20868, 20932 .. 21089, 








2H67..21399, 21573..21832 












Seq. No. 


53107 


Seq. ID 


OJ 990317 04 . 


A A O T 

0421 . 


C13 




Gene No. 


1H963 


Strand 


+ 








Start 


531 


End 


3238 








Name 


OJ990317 04.042l.Cl3.ol.np 


Method 


AAT / NAP 








Start 


531 


End 


3238 








GI 


6539570 


Score 


124 








Exons 


531..733, 904. .970, 3158..3238 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 








Seq. No. 


53107 


Seq. ID 


OJ990317_04. 


0421. 


C13 




Gene No . 


1H964 


Strand 


+ 








Start 


3861 


End 


3932 








Name 


OJ990317 04.042l.Cl3.o2.gp 


Method 


AAT/GAP 








Start 


3861 


End 


3932 








GI 


LIB3477-003-P1-K1-E9 


Score 


108 






Its? 


Exons 


3861. .3932 










In 


GI Descrip. 


'2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 


f\ I 




S l PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 


r 




sativa] ■ 










; ■ - 


Seq. No. 


53107 


Seq. ID 


OJ990317_04. 


0421. 


C13 


^3 


Gene No. 


111965 


Strand 








! J 


Start 


97 


End 


3413 






s 


Name 


OJ990317 04.0421.C13.ol.gs 


Method 


GENS CAN 








Start 


97 


End 


3413 






%3 


GI 


none 


Score 


.67 






v§ 


Exons 


97. .222, 575.-754, 1589. .1739, 1786. .1911, 1979. .2175, 








3186. .3413 












Seq. No. 


53108 


Seq. ID 


OJ990317 04. 


0421. 


C15 




Gene No. 


111966 


Strand 


+ 








Start 


1507 


End 


2402 








Name 


OJ990317 04.0421.C15.ol.gs 


Method 


GENSCAN 








Start 


1507 


End 


2231 








GI 


none 


Score 


.72 








Exons 


1507. .1542, 1864. .2033, 2117 


. .2231 










Seq. No. 


53108 


Seq. ID 


OJ990317_04. 


0421. 


C15 




bene ino . 


111966 


Strand 


+ 








Start 


1507 


End 


2402 








Name 


OJ990317 04.0421.C15.ol.gp 


Method 


AAT/GAP 








Start 


1742 


End 


2402 








GI 


uC-osflcypl74fllbl 


Score 


1111 








Exons 


1742. .2033, 2117. .2402 












GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 1 . Oe- 


50 Oryza sativa 





indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



54081 



Seq. No. 


53108 


Seq. ID 


OJ990317 


Gene No. 


111967 


Strand 


+ 


Start 


9245 


End 


12195 


Name 


OJ990317_04.0421.C15.ol.np 


Method 


AAT/NAP 


Start 


8830 


End 


11324 


GI 


4680203 


Score 


296 


Exons 


8830.. 8929, 8966.. 9825, 11219 


. .11324 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq.. No. 


53108 


Seq. ID 


OJ990317 


Gene No. 


111967 


Strand 


+ 


Start 


9245 


End 


12195 


Name 


OJ990317 04.0421.C15.o3.gs 


Method 


GEN SCAN 


Start 


9245 


End 


12195 


GI 


none 


Score 


.78 


Exons 


9245.. 9623, 9802.. 10069, 10248 .. 10320, 


11115. .1 




11855. .12007, 12026. .12195 






Seq. No. 


53108 


Seq. ID 


OJ990317 


Gene No. 


111967 


Strand 


+ 


Start 


9245 


End 


12195 


Name 


OJ990317 04.0421.C15.o2.np 


Method 


AAT/NAP 


Start 


9509 


End 


11324 


GI 


99922 


Score 


163 


Exons 


9509. .9825,^ 11219. .11324 







GI Descrip. hypothetical protein - soybean gi | 930025 | emb | CAA31883 | (X13528) 
ORF (334 AA) [Glycine max] 



Seq. No. 53108 Seq. ID 

Gene No. 111968 Strand 

Start 3649 End 

Name OJ990317_04 . 0421 . C15 . o2 . gp Method 

Start 3649 End 

GI none Score 

Exons 3649.. 4171 



OJ990317_04.0421.C15 

4171 
AAT/GAP 
4171 
1046 



Seq. No. 


53108 




Seq. ID 


OJ990317 


_04 


.0421 


.CIS 


Gene No. 


111969 




Strand 










Start 


10995 




End 


11256 








Name 


OJ990317 04.0421.C15. 


o3.gp 


Method 


AAT/GAP 








Start 


10995 




End 


11256 








GI 


2311800 




Score 


474 








Exons 


10995. .11256 














Seq. No. 


■ 53108 




Seq. ID 


OJ990317^ 


_04 


0421 


.C15 


Gene No. 


111970 




Strand 










Start 


11506 




End 


12361 








Name 


OJ990317 04.0421.C15. 


o4 . gp 


Method 


AAT/GAP 








Start 


11506 




End 


12361 








GI 


none 




Score 


355 








Exons 


11506. .11673, 12310.. 


12361 












Seq. No. 


53109 




Seq. ID 


OJ990317_ 


_04 


0421 


.C16 


Gene • No . 


111971 




Strand 


+ 








Start 


908 




End 


1024 








Name 


OJ990317 04.0421.C16. 


o2.gp 


Method 


AAT/GAP 








Start 


908 




End 


1024 









54082 



GI none Score 202 

Exons 908.. 1024 



Seq. No. 


53109 




Seq. ID 


OJ990317_04 


.0421 


.C16 


Gene No . 


111972 




Strand 


+ 






Start 


2588 




End 


7479 






Name 


OJ990317 04 


.0421.C16.o2.np 


Method 


AAT/NAP 






Start 


2588 




End 


6513 






GI 


4680203 




Score 


173 






Exons 


2588. .2654, 


6142. .6513 










GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


53109 




Seq. ID 


OJ990317_04 


.0421 


.C16 


Gene No . 


111972 




Strand 


+ 






Start 


2588 




End 


7479 






Name 


OJ990317 04 


.0421.C16.ol.np 


Method 


AAT/NAP 






Start 


5790 




End 


7479 






GI 


4558686 




Score 


110 






Exons 


5790. . 6069, 


7243. .7318, 7458 


. .7479 








GI Descrip. 


(AC006586) 


putative TNP2-like transposon protein [Arabidopsis 




thaliana] 












Seq. No. 


53109 




Seq. ID 


OJ990317_04 


.0421 


.C16 


Gene No. 


111973 . 




Strand 


+ 






Start 


7540 




End 


9477 






Name 


OJ990317 04 


.0421.C16.o3.np 


Method 


AAT/NAP 






Start 


7540 




End 


9477 






GI 


7329678 




Score 


107 






Exons 


7540. .7623, 


7653.. 8113, 9452 


. .9477 








GI Descrip. 


(AL162295) 


putative protein 


[Arabidopsis thaliana] 







Seq. No. 53109 Seq. ID 

Gene No. 111974 Strand 

Start 11066 End 

Name OJ990317_04 . 0421 . C16 . o3 . gp t Method 

Start 11066 ' End 

GI uC-osrocyp011c06bl Score 

Exons 11066. . 11138 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-50 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



OJ990317JD4 .0421.C16 
+ 

11138 
AAT/GAP 
11138 
146 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53109 

111975 

74 

OJ990317 
74 

none 
74. .127 



04.0421.C16.ol.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_04.0421.C16 
127 

AAT/GAP 

127 

57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53109 Seq. ID 

111976 Strand 

68 9 End 

OJ990317_04.0421.C16.ol.gs Method 

68 9 End 

none Score 



OJ990317_04.0421.C16 

8335 
GENSCAN 
8335 
.48 



689. .801, 834. .858, 954. .1008, 3786. .3979, 5820. .5915, 
6463.-6576, 6746. .6764, 7133. . 7311, ' 7518 .. 7674 , 7806. .8011, 



54083 



8264. .8335 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53110 Seq. ID 

111977 Strand 

213 End 

OJ990317JD4 . 0421 . C17 . ol . gs Method 

213 End 

none Score 



OJ990317_04 .0421.C17 
+ 

4836 
GEN SCAN 
2447 
.68 



213. .300, 379.-548, 1484. .1549, 2092. .2202, 2295. .2447 



53110 

111977 

213 

OJ990317_04.0421.C17.ol.gp 

1021 

3107859 

1021. .1403 



Seq. ID OJ990317_04.0421.C17 

Strand + 

End 4836 

Method AAT/GAP 

End 1403 

Score 752 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53110 

111977 

213 

OJ990317_04.0421.C17.ol.np 

2092 

7106529 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2092. .2202, 2295. .2401, 4809. .4836 

(AP001278) ESTs C224 03 (C50132 ) , C22404 (C50132 ) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
shaggy related protein kinase ASK-gamma. (P43289) [Oryza sativa] 



OJ990317_04 .0421.C17 
+ 

4836 
AAT/NAP 
4836 
234 



53110 Seq. ID 

111977 Strand 
213 End 
OJ990317_04 . 0421 . C17 . o2 . gp Method 
2339 End 
uC-osflcyp!12hllal Score 
2339. .2398, 2510. .2558, 2655. .3004 

1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



OJ990317_04.0421.C17 
+ 

4836 
AAT/GAP 
3004 
878 



Seq. No. 


53110 








Seq. ID 


OJ990317_04 .0421, 


.C17 


Gene No. 


111978 








Strand 






Start 


3264 








End 


5163 




Name 


OJ990317 04. 


.0421. 


C17.ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


2004 








End 


2399 




GI 


none 








Score 


135 




Exons 


2004. .2225, 


2005. 


.2199, 


2292. 


.2399, 2294.. 2383 




Seq. No. 


53110 








Seq. ID 


OJ990317_04.0421, 


.C17 


Gene No. 


111978 








Strand 






Start 


3264 








End 


5163 




Name 


OJ990317 04. 


.0421. 


C17.o2, 


.gs 


Method 


GEN SCAN 




Start 


3264 








End 


5101 




GI 


none 








Score 


. 6 




Exons 


3264. .3440, 


4605. 


.4775, 


5015. 


.5101 






Seq. No. 


53110 








Seq. ID 


OJ990317_04.0421 


.C17 


Gene No. 


111978 








Strand 







54084 



Start 


3264 




End 


CI /TO 


Name 


OJ990317 04 


.0421.C17.o2.np 


Method 


AAT/NAP 


Start 


4722 




End 


5163 


GI 


5042454 




Score 


165 


Exons 


4722. .4775, 


5015. .5163 






GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 


Seq. No. 


53111 




Seq. ID 


OJ990317 


Gene No. 


111979 




Strand 


+ 


Start 


223 




End 


338 


Name 


OJ990317 04 


.0421.C18.ol.gs 


Method 


GENSCAN 


Start 


223 




End 


338 


GI 


- none 




Score 


.58 


Exons 


223. .338 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53111 
111980 
719 

OJ990317_04.0421.C18.ol.np 
719 

5803259 
719. .1979, 2075.. 3932 

(AP000399) hypothetical protein [Oryza sativa] 



Seq. ID OJ990317_04.0421.C1E 
Strand + 

3935 
AAT/NAP 
3932 
5101 



End 

Method 

End 

Score 



53111 

111980 

719 

OJ990317_04 .04 21.C18.o2.gs 

719 

none 



Seq. ID OJ990317_04.0421.C18 

Strand + 

End 3935 

Method GENSCAN 

End 3935 

Score . 65 



719. .1206, 1233. .1979, 2075. .3784, 3821. .3935 



Seq. No. 53111 Seq. ID OJ990317_04 . 0421 . C18 

Gene No. 111981 Strand 

Start 3943 End 4404 

Name OJ990317_04 . 0421 . C18 . ol . gp Method AAT/GAP 

Start 3943 End 4404 

GI 2428323 Score 846 

Exons 3943.. 4404 

GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 


53111 


Seq. ID 


OJ990317 


Gene No. 


111982 


Strand 




Start 


4563 


End 


6086 


Name 


OJ990317 04.0421.C18.o3.gs 


Method 


GENSCAN 


Start 


4563 


End 


6083 


GI 


none 


Score 


1 


Exons 


4563. .6083 







Seq. No. 53111 Seq. ID 

Gene No. 111982 Strand 

Start 4563 End 

Name OJ990317_04 . 0421 . C18 . o2 . np Method 

Start 4566 End 

GI 7228457 Score 

Exons 4566.. 6086 



OJ990317_04.0421.C18 

6086 
AAT/NAP 
6086 
2544 



54085 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



53111 

111982 

4563 

OJ990317_04.0421.C18-o2.tw 

4575 

none 



Seq. ID OJ990317_04.0421.C18 
Strand 

End 6086 

Method TBLASTX : Wheat 

End 5177 

Score 81 

4575. .4700, 4579. .4701, 4731. .4802, 4881. .5177, 4894. .5037, 
5074. .5172, 5102. .5173 



Seq. No. 53111 

Gene No. 111982 

Start 4563 

Name OJ990317_04 . 0421 . C18 . ol . tw 

Start 5178 

GI none 

Exons 5178.. 5558, 5209.. 5457, 5217, 



Seq. ID OJ990317_04.0421.C18 
Strand 

End 6086 

Method TBLASTX : Wheat 

End 5559 

Score 169 
.5462, 5503. .5559 



Seq. No. 53111 Seq. ID 

Gene No. 111982 Strand 

Start 4563 End 

Name OJ990317_04 . 0421 . C18 . ol . tm Method 

Start 5373 End 

GI none Score 

Exons 5373.. 5696, 5386.. 5667 



OJ990317_04.0421.C18 
6086 

TBLASTX: Maize 

5696 

200' 



OJ990317_04.0421.C19 



Seq. No. 53112 Seq. ID 

Gene No. 111983 Strand 

Start 1 End 1519 

Name OJ990317_04 . 0421 . C19 . ol . np Method AAT/NAP 

Start 1 End 1519 

GI 7228457 Score 2148 

Exons 1..13, 136.. 970, 1034.. 1519 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


53112 










Seq. ID 


OJ990317_04.0421 


.C19 


Gene No. 


111983 










Strand 






Start 


1 










End 


1519 




Name 


OJ990317 04 


.0421 


.C19 


.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2 










End 


392 




GI 


none 










- Score 


290 




Exons 


2. .391, 24. 


.392 














Seq. No. 


53112 










Seq. ID 


OJ990317_04.0421 


.C19 


Gene No. 


111983 










Strand 






Start 


1 










End 


1519 




Name 


OJ990317 04 


.0421 


.C19 


.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


8 










End 


313 




GI 


none 










Score 


90 




Exons • 


8. .313, 153 


. .296 














Seq. No. 


53112 










Seq. ID 


OJ990317_04.0421 


.C19 



54086 






Gene No. 


1 1 1 ft o o 

111983 




Strand 






Start 


1 




End 


1519 




Name 


OJ990317 04.0421.C19.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


65 




End 


449 




GI 


none 




Score 


229 




Exons 


65. .448, 84. .449 






- 




Seq. No. 


53112 




Seq. ID 


OJ990317__04.0421.C19 




Gene No . 


T 1 1 ft O O 

111983 




Strand 






Start 


1 




End 


1519 




Name 


OJ990317 04.0421.C19.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


476 




End 


832 




GI 


none 




Score 


114 




Exons 


476. .781, 476. .832, 486 


. .797 








Seq. No. 


53112 




Seq. ID 


OJ990317_04.0421.C19 




Gene No . 


1 1 1 ft O *3 

111983 




btrana 






Start 


1 




End 


1519 




Name 


OJ990317 04.0421.C19.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


500 




End 


963 




GI 


none 




Score 


230 




Exons 


500. .961/ 506. .961, 507 


. .962, 


520. .963 




p 


Seq. No. 


53112 




Seq.- ID 


OJ990317_04 .0421.C19 




Gene No . 


1 1 1 ft O 'O 

111983 




Strand 






Start 


1 




End 


1519 


1 ! 3 


Name 


OJ990317 04.0421.C19.o2 


.ts 


Method 


TBLASTX : Soybean 


5 Ljj 


Start 


557 




End 


922 




GI 


none 




Score 


119 


1: y* 


Exons 


557. .691, 698. .922 










Seq. No. 


53112 




Seq. ID 


OJ990317_04 .0421.C19 


= 


Gene No . 


1 1 1 ft o o 

111983 




Strand 






Start 


1 




End 


1519 


?™ 


Name 


OJ990317 04.0421.C19.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1118 




End 


1519 


_ ^ 


GI 


none 




Score 


74 


^ J 


Exons 


1118. .1519, 1154. .1348, 


1158. 


.1418 






Seq. No. 


53113 




Seq. ID 


OJ990317__04 .0421.C20 


f~- 


Gene No. 


111984 




Strand 


+ 




Start 


1784 




End 


4266 




Name 


OJ990317_04.0421.C20.o2 


.np 


Method 


AAT/NAP 




btart 


1 /o4 




End 


4266 




GI 


5922623 




Score 


216 




Exons 


1784. .1868, 2249. .2401, 


2569. 


.2644, 4239. .4266 




GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 






gi| 6016856|dbj IBAA85199 


.11 (AP000570) 


hypothetical protein 






[Oryza sativa] 










Seq. No. 


53113 




Seq. ID 


OJ990317_04 .0421.C20 




Gene No. 


111984 




Strand 


+ 




Start 


1784 




End 


4266 




Name 


OJ990317 04.0421.C20.o3 


.np 


Method 


AAT/NAP 




Start 


3783 




End 


4257 




GI 


7523502 




Score 


143 




Exons 


3783. .3877, 4146. .4257 









54087 



GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



Seq. No. 53113 Seq. ID OJ990317_04 . 0421 . C20 

Gene No. 111985 Strand 

Start 1 End 1706 

Name OJ990317_04 . 0421 . C20 . ol .np Method AAT/NAP 

Start 1 End 1706 

GI 7228457 Score 2519 

Exons 1..1279, 1341.. 1706 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 53113 

Gene No. 111986 

Start 3397 

Name OJ990317_04 . 0421 . C20 . ol . tw 

Start 662 

GI none 
Exons 



Seq. ID OJ990317_04.0421.C20 
Strand 
End 

Method 
End 
Score 



5962 

TBLASTX: Wheat 

1000 

96 



662. .919, 696. .935, 902. .1000, 903. .995 





Seq. No. 


53113 








Seq. ID 


OJ990317_04.0421.C20 




Gene No. 


111986 








Strand 




- B3, 

iJ 


Start 


3397 








End 


5962 




Name 


OJ990317 04 


.0421 


.C20.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


764 








End 


1039 


L i 3 


GI 


none 








Score 


106 


a 


Exons 


764. .1039, 


765. . 


1010 










Seq. No. 


53113 








Seq. ID 


OJ990317_04.0421.C20 


a 


Gene No. 


111986 








Strand 






Start 


3397 








End 


5962 




Name 


OJ990317 04 


.0421 


.C20.O2 


. gs 


Method 


GENSCAN 


5 


Start 


3397 








End 


5962 


L -i 


GI 


none 








Score 


.62 




Exons 


3397. .3435, 


4187 


. .4309, 


5369. 


.5511, 5598. .5635, 5676. .5962 




Seq. No. 


53114 








Seq. ID 


OJ990317_04.0421.C21 




Gene No. 


111987 








Strand 


+ 




Start 


1919 








End 


4591 


r ^ 


Name 


OJ990317 04 


.0421 


.C21.ol 


.gs 


Method 


GENSCAN 




Start 


1919 








End 


4591 




GI 


none 








Score 


.72 




Exons 


1919. .2261, 


3237 


. .3367, 


4295. 


.4486, 4549.. 4591 



Seq. No. 53114 Seq. ID OJ990317_04 . 0421 . C2 1 

Gene No. 111988 Strand + 

Start 12697 End 24467 

Name OJ990317_04 . 0421 . C21 . ol . gp Method AAT/GAP 

Start 12603 End 12981 

GI LIB3433-046-P1-K1-G8 Score 682 

Exons 12603. .12981 

GI Descrip. 1 576771/gb | U16256 I OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 11 -end sequence 1 



Seq. No. 
Gene No. 



53114 
111988 



Seq. ID OJ990317_04.0421.C21 
Strand + 



54088 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12697 End 

OJ990317_04 .0421.C21.o3.gs Method 

12697 End 

none Score 



24467 
GENS CAN 
22506 
.46 



12697. .12811, 13024. .13195, 13677 .. 13920, 16437 .. 16602 , 
18901. .18962, 19025. .19349, 19830 .. 19953, 20257 .. 204 14 , 
20868. .21118, 21511. .21738, 22417. .22506 



Seq. ID OJ990317_04.0421.C21 

Strand + 

End 24 4 67 

Method AAT/NAP 

End 24467 

Score 14 65 
19830. .21661, 24424. .24467 



53114 
111988 
12697 

OJ990317_04.0421.C21.o2.np 
18312 
5257279 

18312. .18860, 18968. .19175, 
(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



53114 Seq. ID 

111988 Strand 

12697 End 
OJ990317_04.0421.C21.o3.gp Method 

18941 End 

none Score 
18941. .19437 



OJ990317_04.0421.C21 
+ 

24467 
AAT/GAP 
19437 
981 



OJ990317_04.0421.C21 
+ 

24467 
AAT/GAP 
21217 
842 



53114 Seq. ID 

111988 Strand 
12697 End 
OJ990317_04 . 0421 . C21 . o4 . gp Method 
20777 End 
uC-osflM202094e05bl Score 
20777. .21217 

'5257279/dbj IBAA81778.il 6.0e-55 (AP000364) Similar to 

Transposon MAGGY gag and pol gene homologues. (L35053) [Oryza 
sativa] 1 

53114 Seq. ID OJ990317_04 . 0421 ."C21 

111989 Strand 

5851 End 11776 

OJ990317_04 . 0421 . C21 . ol . np Method AAT/NAP 
5837 End 11776 

6466937 Score 2227 

5837. .9954, 11752. .11776 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



53114 Seq. ID 

111989 Strand 

5851 End 

OJ990317_04 .0421.C21.o2.gs Method 

5851 End 

none Score 



OJ990317_04 . 0421.C21 

11776 
GEN SCAN 
10341 
.72 



5851. .6417, 6445. .6552, 6679. .7581, 7609. .7945, 8078. .8490, 
8635. .9044, 9182. .9761, 9775. .10341 



Seq. No. 



53114 



Seq. ID OJ990317_04.0421.C21 



54089 



Gene No. 111990 Strand 

Start 17289 End 17782 

Name OJ990317_04 . 0421 . C21 . o2 . gp Method AAT/GAP 

Start 17289 End 17782 

GI 576771 Score 740 

Exons 17289. .17500, 17527.. 17782 

GI Descrip. 576771/gb I U16256 | OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 1 -end sequence 



Seq. No. 


53114 








Seq. ID 


OJ990317_04 .0421 


Gene No. 


111991 








Strand 




Start 


23717 








End 


24298 


Name 


OJ990317 04 


.0421 


.C21.o4 


.tin 


Method 


TBLASTX: Maize 


Start 


5908 








End 


6264 


GI 


none 








Score 


132 


Exons 


5908. .6264, 


5929 


. .6207, 


6038. 


. 6247 




Seq. No. 


53114 








Seq. ID 


OJ990317 04.0421 


Gene No. 


111991 








Strand 




Start 


23717 








End 


24298 


Name 


OJ990317 04 


.0421 


.C21.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


6340 








End 


6915 


GI 


none 








Score 


251 


Exons 


6340. .6474, 


6541 


. .6915 








Seq. No. 


53114 








Seq. ID 


OJ990317_04 .0421 


Gene No. 


111991 








Strand 




Start 


23717 








End 


24298 


Name 


OJ990317 04 


.0421 


.C21.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6541 








End 


7113 


GI 


none 








Score 


103 


Exons 


6541. .6909, 


6541 


. .7113, 


6848. 


.7036 




Seq. No. 


53114 








Seq. ID 


OJ990317 04.0421 


Gene No. 


111991 








Strand 




Start 


23717 








End 


24298 


Name 


OJ990317 04 


.0421 


.C21.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


6769 








End 


7114 


GI 


none 








Score 


136 


Exons 


6769. .7089, 


6770 


. .7114 








Seq. No. 


53114 








Seq. ID 


OJ990317_04.0421 


Gene No. 


111991 








Strand 




Start 


23717 








End 


24298 


Name 


OJ990317 04 


.0421 


.C21.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


7246 








End 


7536 


GI 


none 








Score 


90 


Exons 


7246. .7389, 


7390 


. .7536, 


7418. 


.7519 




Seq. No. 


53114 








Seq. ID 


OJ990317_04 .0421 


Gene No. 


111991 








Strand 




Start 


23717 








End 


24298 


Name 


OJ990317 04 


.0421 


.C21.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


7411 








End 


7792 


GI 


none 








Score 


44 


Exons 


7411. .7791, 


7492 


. .7599, 


7712. 


.7792 





54090 




Seq. No. 


53114 




Seq. ID 


OJ990317_04.0421.C21 


Gene No. 


111991 




Strand 




Start 


23717 




End 


24298 


Name 


OJ990317 04. 


0421.C21.o3.tm 


Method 


TBLASTX: Maize 


Start 


7588 




End 


21651 


GI 


none 




Score 


105 


Exons 


7588. .7872, 


7658, .7792, 7861. 


.8112, 7868. .8026, 21460. .2165 


Seq. No. 


53114 




Seq. ID 


OJ990317_04.0421.C21 


Gene No. 


111991 . 




Strand 




Start 


23717 




End 


24298 


Name 


OJ990317 04. 


0421.C21.o2.ts 


Method 


TBLASTX : Soybean 


Start 


7858 




End 


21651 


GI 


none 




Score 


107 


Exons 


7858. .8208, 


7865.. 8092, 21332 


. .21355, 


21332. .21388, 




21361. .21633 


, 21367. .21651, 21375.. 21635 


Seq. No. 


53114 




Seq. ID 


OJ990317_04 . 0421 . C21 


Gene No. 


111991 




Strand 




Start 


23717 




End 


24298 


Name 


OJ990317 04. 


0421 . C21 . o5 . tw 


Method 


TBLASTX : Wheat 


Start 


7858 




End 


21651 


GI 


none 




Score 


97 


Exons 


7858. .8136, 


7859 . . 8080, 21439 


. . 21651, 


21441. . 21650 


Seq. No. 


53114 




Seq. ID 


OJ990317_04 . 0421 . C21 


Gene No. 


111991 




Strand 




Start 


23717 




End 


24298 


Name 


OJ990317 04. 


042l.C2l.o2.tm 


Method 


TBLASTX : Max ze 


Start 


8131 




End 


21444 


GI 


none 




Score 


167 


Exons 


8131. .8616, 


8150 . . 8563, 20975 


. .21358, 


21049. .21216, 




21059. .21358 


, 21331 . .21444 






Seq. No. 


53114 




Seq. ID 


OJ990317_04.0421.C21 


Gene No. 


111991 




Strand 




Start 


23717 




End 


24298 


Name 


OJ990317 04. 


0421.C21.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8185 




End 


21355 


GI 


none 




Score 


146 


Exons 


8185. .8667, 


8189. .8563, 20908 


. .21321, 


20909. .21355, 21014..; 


Seq. No. 


53114 




Seq. ID 


OJ990317_04.0421.C21 


Gene No. 


111991 




Strand 




Start 


23717 




End 


24298 


Name 


OJ990317 04. 


0421.C21.o3.ts 


Method 


TBLASTX : Soybean 


Start 


8317 




End 


21259 


GI 


none 




Score 


167 


Exons 


8317. .8631, 


20975. .21259 






Seq. No. 


53114 




Seq. ID 


OJ990317_04.0421.C21 


Gene No. 


111991 




Strand 




Start 


23717 




End 


24298 


Name 


OJ990317 04. 


0421.C21.o4.tw 


Method 


TBLASTX: Wheat 


Start 


19763 




End 


20140 


GI 


none 




Score 


171 


Exons 


19763. .19960 


, 19786. .19959, 19997 20140, 20038.. 20130 



54091 




Seq. No. 


53114 




Seq. ID 


OJ 99U31 / 


U4 . U4Z 1 


. 1 


Gene No. 


111991 




Strand . 








Start 


23717 




End 


24298 






Name 


OJ990317 04.0421.C21.o4 .gs 




Method 


GEN SCAN 






Start 


23717 




End 


24298 






GI 


none 




Score 


.47 






Exons 


23717. .24298 












Seq. No. . 


53115 




Seq. ID 


OJ990317_ 


04.0421 


.C22 


Gene No. 


111992 




Strand 


+ 






Start 


132 




End 


7823 






Name 


OJ990317 04.0421.C22.ol.np 




Method 


AAT/NAP 






Start 


132 




End 


2337 






GI 


6721516 




Score 


108 






Exons 


132. .408, 437. .577, 2311. .2337 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


53115 




Seq. ID 


OJ990317_ 


04.0421 


.C22 


Gene No. 


111992' 




Strand 


+ 






Start 


132 




End 


7823 






Name 


OJ990317 04.0421.C22.ol.gs 




Method 


GENSCAN 






Start 


156 




End 


7823 






GI 


none 




Score 


.63 






Exons 


156. .470, 475. .573, 4785. .5075, 5145.. 


5180, 6113 


. .6877, 






6953. .7117, 7272..7367, 7482.. 


7823 








Seq. No. 


53115 




Seq. ID 


OJ990317_ 


04.0421 


.C22 


Gene No. 


111993 




Strand 


+ 






Start 


10377 




End 


11145 






Name 


OJ990317 04.0421.C22.o2.np 




Method 


AAT/NAP 






Start 


10377 




End 


11145 






GI 


4680183 




Score 


176 






Exons 


10377. .10445, 11056.. 11145 












GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


53116 




Seq. ID 


OJ990317_ 


04.0421 


.C23 


Gene No. 


111994 




Strand 


+ 






Start 


7020 




End 


7780 






Name 


OJ990317 04.0421.C23.o3.np 




Method 


AAT/NAP 






Start 


7020 




End 


7780 * 






GI 


4680183 




Score 


180 






Exons 


7020. .7090, 7691. .7780 












GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


53116 




Seq. ID 


OJ990317_ 


04 .0421 


.C23 


Gene No. 


111995 




Strand 








Start 


649 




End 


5096 






Name 


OJ990317 04.0421.C23.ol.np 




Method 


AAT/NAP 






Start 


649 




End 


5096 






GI 


4680179 




Score 


6819 






Exons 


649. .5096 












GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


53116 




Seq. ID 


OJ990317_ 


04.0421 


.C23 


Gene No. 


111995 




Strand 








Start 


649 




End 


5096 







54092 



Name 

Start 

GI 

Exons 



OJ990317_04.0421.C23.o2.gs 

4428 

none 

4428. .4829, 5063. .5080 



Method GEN SCAN 
End 5080 
Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53116 

111996 

5353 



Seq. ID OJ990317_04.0421.C23 
Strand 

End 7 658 



OJ990317 04 . 0421.C23.o6.tm Method TBLASTX: Maize 



673 
none 

673. .870 



End 
Score 



870 
181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53116 

111996 

5353 



Seq. ID OJ990317_04.0421.C23 
Strand 

End 7658 



OJ990317 04.0421.C23.o6.tw Method TBLASTX : Wheat 



694 
none 

694. .1026, 812. .1027 



End 
Score 



1027 
114 



Seq. No. 
Gene No. 
Start 
C3 Name 
Start 
GI 

Exons 



53116 

111996 

5353 



Seq. ID OJ990317_04 .0421.C23 
Strand 

End 7658 



OJ990317 04 .0421.C23.ol.tm Method TBLASTX: Maize 



881 
none 



End 
Score 



1473 
217 



881. .1312, 895. .1314, 899. .1312, 1231. .1314, 1313. .1468, 
1314. .1469, 1315. .1473, 1331. .1465 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53116 

111996 

5353 



Seq. ID OJ990317_04.0421.C23 
Strand 

End 7658 



OJ990317 04.0421.C23.ol.tw Method TBLASTX : Wheat 



1027 
none 

1027. .1572, 1028. .1564 



End 
Score 



1572 
346 



Seq. No. 53116 

Gene No. 111996 

Start 5353 

Name OJ990317_04 . 0421 . C23 . o2 . ts 

Start 1574 

GI none 

Exons 1574.. 1783, 1584.. 1778 



Seq. ID OJ990317_04. 0*421. C23 
Strand 

End 7658 

Method TBLASTX : Soybean 

End 1783 

Score 112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53116 

111996 

5353 



Seq. ID OJ990317_04.0421.C23 
Strand 

End 7658 



OJ990317 04 .0421.C23.o3.tw Method TBLASTX: Wheat 



1574 
none 



End 
Score 



2090 
243 



1574. .1873, 1584. .1826, 1604. .1897, 1854. .2090, 1855. .1932 



Seq. No. 
Gene No. 
Start 



53116 

111996 

5353 



Seq. ID OJ990317_04.0421.C23 
Strand 

End 7658 



54093 



Name 

Start 

GI 

Exons 



OJ990317_04.0421.C23.o5.tm Method 

1574 End 

none Score 
1574.. 1780, 1581. .1778 



TBLASTX: Maize 

1780 

161 



Seq. No. 53116 Seq. ID 

Gene No. 111996 Strand 

Start 5353 End 

Name OJ990317_04 . 0421 . C23 . o2 . tm Method 

Start 2115 End 

GI none Score 

Exons 2115.. 2468, 2122.. 2466 

Seq. No. 53116 Seq. ID 

Gene No. 111996 Strand 

Start 5353 End 

Name OJ990317_04 . 0421 . C23 . o2 . tw Method 

Start 2115 End 

GI none Score 

Exons 2115.. 2462, 2115.. 2540, 2122.. 2508 



OJ990317_04.0421.C23 
7658 

TBLASTX: Maize 

2468 

234 



OJ990317_04.0421.C23 
7658 

TBLASTX: Wheat 

2540 

201 



Seq. No. 53116 Seq. ID 

Gene No. 111996 Strand 

Start 5353 End 

Name OJ990317_04 . 0421 . C23 .o3 . ts Method 

Start 2289 End 

GI none Score 

Exons 2289.. 2534 



OJ990317_04 .0421.C23 
7658 

TBLASTX: Soybean 

2534 

202 



Seq. No. 53116 Seq. ID 

Gene No. 111996 Strand 

Start 5353 End 

Name OJ990317_04 . 0421.C23.o4 . tm Method 

Start 2469 End 

GI none Score 
Exons 



OJ990317_04.0421.C23 
7658 

TBLASTX: Maize 

2822 

37 



2469.. 2822, 2470.. 2505, 2475.. 2753, 2569.-2754 



Seq. No. 


53116 








Seq. ID 


OJ990317_04.0421.C23 


Gene No. 


111996 








Strand 




Start 


5353 








End 


7658 


Name 


OJ990317 04 


.0421 


.C23.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


2541 








End 


2843 


GI 


none 








Score 


224 


Exons 


2541. .2843, 


2542 


. .2802, 


2762. 


.2842 




Seq. No. 


53116 








Seq. ID 


OJ990317_04.0421.C23 


Gene No. 


111996 








Strand 




Start 


5353 








End 


7658 


Name 


OJ990317 04 


.0421 


.C23.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2556 








End 


2951 


GI 


none 








Score 


146 


Exons 


2556. .2915, 


2557 


. .2799, 


2841. 


.2915, 2919. .2951, 2920. .2949 


Seq. No. 


53116 








Seq. ID 


OJ990317_04.0421.C23 


Gene No. 


111996 








Strand 




Start 


5353 








End 


7658 


Name 


OJ990317 04 


.0421 


.C23.o3 


tm 


Method 


TBLASTX: Maize 



54094 




Start 


2838 








End 


3305 




GI 


none 








Score 


364 




Exons 


283.8. .3305 














Seq. No. 


53116 








Seq. ID 


OJ990317_04 .0421 


.C23 


Gene No. 


111996 








Strand 






Start 


5353 








End 


7658 




Name 


OJ990317 04 


. 0421 


.C23.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2892 








End 


3374 




GI 


none 








Score 


237 




Exons 


2892. .3374, 


2935 


. .3270 










Seq. No. 


53116 








Seq. ID 


OJ990317_04 .0421 


.C23 


Gene No. 


111996 








Strand 






Start 


5353 








End 


7658 




Name 


OJ990317 04 


. 0421 


.C23.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


3531 








End 


3953 




GI 


none 








Score 


103 




Exons 


3531. .3698, 


3538 


. .3687, 


3567. . 


3689, 3759.. 3953, 3805.. 3936 


Seq. No. 


53116 








Seq. ID 


OJ990317_04.0421 


.C23 


Gene No. 


111996 








Strand 






Start 


5353 








End 


7658 




Name 


OJ990317 04 


. 0421 


.C23.o7. 


tw 


Method 


TBLASTX : Wheat 




Start 


4470 








End 


4833 




GI 


none 








Score 


63 




Exons 


4470. .4829, 


4471 


. .4539, 


4479. . 


4799, 4588. .4833 




Seq. No. 


53116 








Seq. ID 


OJ990317JD4.0421 


.C23 


Gene No. 


111996 








Strand 






Start 


5353 








End 


7658 




Name 


OJ990317 04 


. 0421 


.C23.o3. 


gs 


Method 


GEN SCAN 




Start 


5353 








End 


7658 




GI 


none 








Score 


.79 




Exons 


5353. .5778, 


5794 


. . 6306, 


7506. . 


7658 






Seq. No. 


53116 








Seq. ID 


OJ990317_04 .0421 


.C23 


Gene No. 


111996 








Strand 






Start 


5353 








End 


7658 




Name 


OJ990317 04 


.0421 


.C23.o2. 


np 


Method 


AAT/NAP 




Start 


5356 








End 


6240 




GI 


5042448 








Score 


832 




Exons 


5356. .5586, 


5623 


. .6240 










GI Descrip. 


(AC007789) 


putative ORF0 


protein of RIRE8B gypsy-type 






retrotransposon 


[Oryza sativa] 








Seq. No. 


53117 








Seq. ID 


OJ990317_04 .0421 


.C24 


Gene No. 


111997 








Strand 


+ 




Start 


793 








End 


807 




Name 


OJ990317 04 


.0421 


.C24.ol. 


gs 


Method 


GENSCAN 




Start 


793 








End 


807 




GI 


. none 








Score 


.72 




Exons 


793. .807 














Seq. No. 


53118 








Seq. ID 


OJ990317_04.0421 


.C26 


Gene No. 


111998 








Strand 


+ 




Start 


328 








End 


719 





54095 



Name 
Start 
GI . 
Exons 



OJ990317_04 . 0421 . C26 . ol . tw Method 

273 End 

none Score 
273. .716, 274. .717 



TBLASTX: Wheat 

717 

491 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

^ Gene No. 

f Start 

3 Name 

ft Start 

y GI 

'i. Exons 

y Seq. No. 
3 Gene No. 
Lj Start 

Name 

Start 
1 GI 

Exons 
~ GI Descrip. 

g Seq. No. 
Z Gene No. 
* Start 

Name 
. Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53118 Seq. ID 

111998 Strand 

328 End 
OJ990317_04.0421.C26.ol.ts Method 

313 End 

none Score 
313. .537, 544. .678 

53118 Seq. ID 

111998 Strand 

328 End 
OJ990317_04 . 042 1 . C2 6 . ol . np Method 

328 End 

5902445 Score 
328. .719 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990317_04.0421.C26 
+ 

719 

TBLASTX : Soybean 
678 
138 



OJ990317_04.0421.C2( 
+ 

719 

AAT/NAP 
719 
683 



53118 
111998 
328 

OJ990317_04. 0421. C26.ol. tin 
403 
none 

403. .705, 444. .716 

53119 
111999 
1 

OJ990317_04.0421.C27.ol.np 
1 

5902445 
1. .1248 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990317_04.0421.C26 

Strand + 

End 719 

Method TBLASTX : Maize 

End 716 

Score 326 



Seq. ID OJ990317_04.0421.C27 

Strand + 

End 1248 

Method AAT/NAP 

End 1248 

Score 2118 



53119 

111999 

1 

OJ990317_04.0421.C27.o3.tw 
1 

none 

1..135, 6. .134 

53119 

111999 

1 

OJ990317_04.0421.C27.o3.tm 
40 

none 
40. .282 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_04.0421.C27 
+ 

1248 

TBLASTX: Wheat 

135 

193 



OJ990317_04.0421.C27 
+ 

1248 

TBLASTX: Maize 

282 

177 



Seq. No. 
Gene No. 



53119 
111999 



Seq. ID OJ990317_04.0421.C27 
Strand + 



54096 




Start 1 

Name OJ990317_04 . 0421 . C27 . ol 

Start 4 9 

GI none 

Exons 49.. 1189 

Seq. No. 53119 

Gene No. 111999 

Start 1 

Name OJ990317_04 . 0421 . C27 . ol 

Start 136 

GI none 

Exons 136.. 555, 180.. 560, 255 

Seq. No. 53119 

Gene No. 111999 

Start 1 

Name OJ990317_04 . 0421 . C27 . ol 

Start 214 

GI none 

Exons 214.. 615, 231.. 374, 411 

Seq. No. 53119 
Gene No. ; 111999 

Start ' 1 

Name OJ990317_04 . 0421 .C27 . ol 

Start 282 

GI none 

Exons 282.. 536, 283.. 537, 307 

Seq. No. 53119 

Gene No. 111999 

Start 1 

Name OJ990317_04 . 0421 .C27 . o4 

Start 564 

GI none 

Exons 564.. 713, 565.. 714 

Seq. No. 53119 

Gene No. 111999 

Start 1 

Name OJ990317 J)4 . 0421 . C27 . o2 

Start 723 

GI none 

Exons 723.. 974, 724.. 975, 984 

Seq. No. 53119 

Gene No. 111999 

Start 1 

Name OJ990317_04 . 0421 . C27 . o2 

Start 841 

GI none 

Exons 841.. 945, 849.. 1229, 98 

Seq. No. 53119 

Gene No. 111999 

Start 1 






End 


1248 




,gs 


Method 


GENSCAN 






End 


1189 






Score 


.94 






Seq. ID 


OJ990317_04 .0421 


.C27 




Strand 


+ 






End 


1248 




. tw 


Method 


TBLASTX: Wheat 






End 


560 






Score 


446 




. .560 










Seq. ID 


OJ990317_04 .0421 


.C27 




Strand 


+ 






End 


1248 




.ts 


Method 


TBLASTX : Soybean 






End 


615 






Score 


319 




. .581 










Seq. ID 


OJ990317_04 .0421 


.C27 




Strand 


+ 






End 


1248 




. tm 


Method 


TBLASTX: Maize 






End 


726 






Score 


272 




. .537, 


558. .689 


, 559. .690, 700.. 


726 




Seq. ID 


OJ990317_04 .0421 


.C27 




Strand 


+ 






End 


1248 




. tw 


Method 


TBLASTX: Wheat 






End 


714 






Score 


168 






Seq. ID 


OJ990317_04 .0421 


.C27 




Strand 


+ 






End 


1248 




.tw 


Method 


TBLASTX: Wheat 






End 


1131 






Score 


259 




. .1130, 


985. .1131 






Seq. ID 


OJ990317_04.0421 


.C27 




Strand 


+ 






End 


1248 




.ts 


Method 


TBLASTX : Soybean 






End 


1229 






Score 


88 




5. .1227 








Seq. ID 


OJ990317_04.0421 


.C27 




Strand 


+ 






End 


1248 





54097 



Name 

Start 

GI 

Exons 



OJ990317_04. 0421. C27.o2. tin 

903 

none 

903. .1073, 904. .1074, 1078. 



Method TBLASTX : Maize 
End 1176 
Score 12 6 
,1176, 1110. .1175 



Seq. No. 53120 

Gene No. 112000 

Start 348 

Name OJ990317_04 . 0421 . C29 . ol . gs 

Start 348 

GI none 

Exons 348..424 



Seq. ID OJ990317_04.0421.C29 

Strand + 

End 424 

Method GENS CAN 

End 424 

Score .58 



Seq. No. 
Gene No. 
Start 
Name 
Start 
- GI 
Exons 

Seq. No. 

Gene No. 
j Start 
=s Name 
5 Start 

:; gi 

: f Exons 

3 GI Descrip. 

g Seq. No. 
;1 Gene No. 
^ Start 
Name 

3 Start 

4 GI 

a. Exons 



53121 

112001 

787 

OJ990317_04 .0421.C33.ol.gs 

787 

none 



787. .830, 959. .1110, 1375. .1402, 1743 



Seq. ID OJ990317_04.0421.C33 
Strand 

End 1806 

Method GENSCAN 

End 1806 

Score .84 
1806 



53122 
112002 
1 

OJ990317_04 .0421.C35.ol.np- 
1 

6539586 
1..193 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ990317_04.0421.C35 
Strand 

193 

AAT/NAP 
193 
293 



End 

Method 

End 

Score 



53122 

112002 

1 

OJ990317_04,0421.C35.ol.gs 
64 

none 
64. .193 



Seq. ID OJ990317_04.0421.C35 
Strand 

End 193 

Method GENSCAN 

End 193 

Score .81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



53123 
112003 
1 

OJ990317_04.0421.C36.ol.np 
1 

5902444 
1. .219 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990317_04.0421.C36 
Strand 

219 

AAT/NAP 
219 
367 



End 

Method 

End 

Score 



53124 

112004 

67 

OJ990317_04.0421.C37.ol.gs 
67 

none 

67. .147, 239. .316 

53125 
112005 



Seq. ID OJ990317_04.0421.C37 

Strand + 

End 316 

Method GENSCAN 

End 316 

Score .98 



Seq. ID OJ990317_04.0421.C40 
Strand + 



54098 





Start 


636 


End 


736 




Name 


OJ990317_04 . 0421 . C40 . ol . gs 


Method 


GENSCAN 




Start 


636 


End 


736 




GI 


none 


Score 


. 63 




Exons 


636. .736 








Seq. No. 


53126 


Seq. ID 


OJ990317 04.0421.C43 




Gene No. 


112006 


Strand 


+ 




Start 


124 


End 


508 




Name 


OJ99031 7_04 .0421.C43.ol.gs 


Method 


GENSCAN 




Start 


124 


End 


508 




GI 


none 


Score 


. 49 




Exons 


124 . . 313, 348 . . 508 








Seq. No. 


53126 


Seq. ID 


OJ990317 04.042l.C43 




Gene No. 


112007 


Strand 






Start 


1433 


End 


1466 




Name 


OJ990317 04.0421.C43.ol.gp 


Method 


AAT/GAP 




Start 


1208 


End 


1466 




GI 


13291 2.R1084 


Score 


459 




Exons 


1208. .1466 








GI Descrip. 


'730461/spl P41057 | R29A YEAST 


2.0e-15 40S RIBOSOMAL PROTEIN YS29A 






>gi 626904 pir S48503 ribosomal protein S29.e.A, cytosolic - 






yeast (Saccharomyces cerevisiae) >gi 2\ 


37628 dbj BAA03507 






(D14676) ribosomal protein YS29 [Saccharomyces cerevisiae] 


li 

LI 1 




>gi_625108 (U19729) Ylr388wp 


[Saccharomyces cerevisiae] ' 


\ y 


Seq. No. 


53126 


Seq. ID 


OJ990317_04.0421.C43 




Gene No. 


112007 


Strand 






Start 


1433 


End 


1466 




Name 


OJ990317 04.0421.C43.o2.gs 


Method 


GENSCAN 




Start 


1433 


End 


1464 


ri ? 

§ y 


GI 


none 


Score 


.84 


= 


Exons 


1433. .1464 






f i 


Seq. No. 


53127 


Seq. ID 


OJ990317_04.0421.C49 




Gene No. 


112008 


Strand 


+ 




Start 


530 


End 


1809 




Name 


OJ990317 04.0421.C49.ol.gp 


Method 


AAT/GAP 




Start 


530 


End 


1809 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



Score 



103 



LIB3477-003-P1-K1-E9 
530. .554, 1754. .1809 

»2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



53127 

112009 

800 

OJ990317JD4 . 0421 . C4 9 . ol . gs 

800 

none 

800. .940, 985. .1105 

53128 

112010 

516 



Seq. ID OJ990317_04.0421.C49 
Strand 

End 1105 

Method GENSCAN 

End 1105 

Score .76 



Seq. ID OJ990317_04.0421.C50 
Strand + 
End 164 2 



54099 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990317_04 .0421.C50.ol.np Method AAT/NAP 
516 End 1642 

6539588" Score 202 

516. .817, 1588. .1642 

(AP000837) hypothetical protein [Oryza sativa] 



53129 
112011 
251 

OJ990317_04 .0421.C51.ol.gs 
251 
none 

251. .470, 634. .701 

53130 

112012 

1 

OJ990317_04.0421.C53.ol.np 
1 

5902447 
1. .609 

(AB030283) orf4 [Oryza sativa] 

53130 
112012 
1 

OJ990317_04 .0421.C53.ol.gs 
3 

none 

3. .252, 335. .485 

53130 

112013 

699 

OJ990317_04.0421.C53.o2.np 
699 

5902448 
699. .861 

(AB030283) orf3 [Oryza sativa] 



Seq. ID OJ990317_04.0421.C51 

Strand + 

End 701 

Method GEN SCAN 

End 701 

Score .43 



Seq. ID OJ990317_04.0421.C53 

Strand 

End 609 

Method AAT/NAP 

End 609 

Score 722 



Seq. ID OJ990317_04.0421.C53 
Strand 

End .609 
Method GEN SCAN 
End 485 
Score .74 



Seq. ID OJ990317_04.0421.C53 

Strand 

End 861 

Method AAT/NAP 

End 861 

Score 266 



53131 
112014 
1 

OJ990317_04.0421.C55.ol.np 
1 

6721559 
1..311 

(AP001073) hypothetical protein [Oryza sativa] 

gi| 6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ990317_04.0421.C55 
Strand 

End 311 

Method AAT/NAP 

End 311 

Score 183 



53131 

112015 

502 

OJ990317_04.0421.C55.ol.gs 

502 

none 



Seq. ID OJ990317_04.0421.C55 

Strand 

End 839 

Method GENSCAN 

End 839 

Score .88 



54100 




Exons 


502.. 708, 8 


25. .839 








Seq. No. 


53132 




Seq. ID 


OJ990317_04.0421. 


C56 


Gene No. 


112016 




Strand 


+ 




Start 


395 




End 


585 




Name 


OJ990317 04 


.0421.C56.ol.gs 


Method 


GENSCAN 




Start 


395 




End 


585 




GI 


none 




Score 


.4 




Exons 


395. .585 










Seq. No. 


53133 




Seq. ID 


OJ990317_04.0421. 


C57 


Gene No. 


112017 




Strand 






Start 


2120 




End 


2368 




Name 


OJ990317 04 


.0421.C57.o2.gs 


Method 


GENSCAN 




Start 


2120 


End 


2368 




GI 


none 




Score 


.82 




Exons 


2120. .2368 










Seq. No. 


53134 




Seq. ID 


OJ990317_04.0421. 


C58 


Gene No. 


112018 




Strand 


+ 




Start 


435 




End 


858 




Name 


OJ990317 04 


.0421.C58.ol.gp 


Method 


AAT/GAP 




Start 


435 




End 


858 




GI 


none 




Score 


755 




Exons 


• 435.. 858 . 










Seq. No. 


53134 




Seq. ID 


OJ990317_04.0421. 


C58 


Gene No. 


112019 




Strand 






Start 


718 




End 


2471 




Name 


OJ990317 04 


.0421.C58.ol.gs 


Method 


GENSCAN 




Start 


718 




End 


2468 




GI 


none 




Score 


.98 




Exons 


718. .1344, 


1439. .1975, 2094. 


.2468 






Seq. No. 


53134 




Seq. ID 


OJ990317_04.0421. 


C58 


Gene No. 


112019 




Strand 






Start 


718 




End 


2471 




Name 


OJ990317 04 


.0421.C58.ol.np 


Method 


AAT/NAP 




Start 


736 




End 


2471 




GI 


5915839 




Score 


1007 




Exons 


736. .1355, 


1450. .1975, 2097. 


.2471 






GI Descrip. 


CYTOCHROME 


P450 71D10 gi|2739000|gb|AAB94588 | (AF022459) 






CYP71D10p [Glycine max] 








Seq. No. 


53134 




Seq. ID 


OJ990317_04 .0421. 


C58 


Gene No. 


112020 




Strand 






Start 


3129 




End 


3444 




Name 


OJ990317 04 


.0421.C58.ol.ts 


Method 


TBLASTX: Soybean 




Start 


736 




End 


2369 




GI 


none 




Score 


79 




Exons 


736. .1113, 


799. .1119, 845. .1354, 1159. 


.1353, 1442.. 1807, 






1859. .1975, 


1881. .1976, 2091 


..2369, 2284. .2349 




Seq. No. 


53134 




Seq. ID 


OJ990317_04.0421. 


C58 


Gene No. 


112020 




Strand 






Start 


3129 




End 


3444 




Name 


OJ990317 04 


.0421.C58.ol.tc 


Method 


TBLASTX: Cress 





54101 



Start 
GI 

Exons 



739 - End 2351 

none Score 114 

739. .1224, 845. .1090, 1225. .1353, 1226. .1351, 1862. .1972, 

2088.. 2282, 2292.. 2351 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53134 

112020 

3129 

OJ990317_04.0421,C58.ol.tw 

742 

none 



Seq. ID OJ990317_04.0421.C58 
Strand 

End 3444 

Method TBLASTX : Wheat 

End 1009 

Score 45 



742. .1008, 744. .857, 745. .1005, 845. .1009 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53134 

112020 

3129 

OJ990317_04 .0421.C58.ol.tm 

895 

none 



Seq. ID OJ990317_04.0421.C58 
Strand 

End 3444 

Method TBLASTX: Maize ■ 

End 1631 

Score 344 



895. .1116, 896. .1354, 1016. .1327, 1077. .1352, 1159. .1353, 
1442. .1477, 1476. .1631 



Seq. No. 53134 

f3 Gene No. 112020 

Start 3129 

I* J Name OJ990317_04 . 0421 . C58 . o2 . tw 

^; Start 1039 

I y GI none 

Q Exons 1039.. 1344, 1040.. 1354 



Seq. ID OJ990317_04.0421.C58 

Strand - 

End 3444 

Method TBLASTX : Wheat 

End 1354 

Score 179 



Seq. No. 53134 

Gene No. 112020 

Start 3129 

Name OJ990317_04 . 0421 . C58 . o2 . tm 

Start 1847 

GI none 
Exons 



Seq. ID OJ990317_04.0421.C58 
Strand 

End 3444 

Method TBLASTX: Maize 

End 2378 

Score 144 



1847. .1978, 1856. .1981, 2109. .2303, 2113. .2289, 2166. .2351, 
2282..23S6, 2283.. 2378, 2284.. 2352 



Seq. No. 53134 

Gene No. 112020 

Start 3129 

Name OJ990317_04 . 0421 . C58 . o2 . gs 

Start 3129 

GI none 

Exons 3129.. 3150, 3352.. 3444 



Seq. ID OJ990317_04.0421.C58 
Strand 

End 3444 

Method GENSCAN 

End 3444 

Score .54 



Seq. No. 53135 

Gene No. 112021 

Start 137 

Name OJ990317_04 . 0421 . C59 . ol . gs 

Start 137 

GI none 

Exons 137.. 275, 615.. 699, 824.. 843 



Seq. No. 
Gene No. 



53136 
112022 



Seq. ID OJ990317_04 .0421.C59 

Strand + 

End 843 

Method GENSCAN 

End 843 

Score .5 



Seq. ID OJ990317_04.0421.C66 
Strand 



54102 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

3 

^ Seq. No. 
;? Gene No. 
^ Start 
U Name 
3 Start 
j GI 
~ Exons 

-Ji 

^ Seq. No. 

Gene No. 
3 Start 
j Name 
7" Start 
Z GI 
J Exons 
3 

3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



16 End 810 

OJ990317_04 . 0421 . C66 . ol . gs Method GEN SCAN 

16 End 810 

none Score . 92 
16. .217, 482. .810 



53137 
112023 
1815 

OJ990317_04 .0421.C68 .ol.np 
1815 
6006852 
1815.. 1913, 2071.. 2134 

(AC009540) putative adenylylsulf ate kinase [Arabidopsis 
thaliana] 



Seq. ID OJ990317_04.0421.C68 
Strand 

2134 
AAT/NAP 
2134 
122 



End 

Method 

End 

Score 



53137 

112023 

1815 

OJ990317_04 .0421.C68.o2.gs 

1815 

none 

1815.. 1913, 2071.. 2127 

53138 

112024 

202 

OJ990317_04 . 04 21 . C8 5 . ol . gs 

202 

none 

202. .297, 395. .730 

53139 

112025 

65 

OJ990317_04 .0421.C8 6.ol.gs 
65 

none 

65. .189, 459. .637 

53140 

112026 

103 

OJ990317_04 .0421.C88.ol.gs 

103 

none 



Seq. ID OJ990317_04.0421.C68 
Strand 

End 2134 

Method GENSCAN 

End 2127 

Score .98 



Seq. ID OJ990317_04.0421.C85 
Strand 

End 730 

Method GENSCAN 

End 730 

Score .85 



Seq. ID OJ990317_04.0421.C86 

Strand + 

End 637 

Method GENSCAN 

End 637 

Score .79 



Seq. ID OJ990317_04.0421.C88 

Strand + 

End 968 

Method GENSCAN 

End 968 

Score .73 



103. .114, 194. .283, 359. .460, 536. .616, 699. .788, 867. .968 



53141 

112027 

52 

OJ990317_04 .0421.C93.ol.tw 
1 

none 



Seq. ID OJ990317_04.0421.C93 
Strand 

End 1420 

Method TBLASTX : Wheat 

End 717 

Score 161 



1..213, 260. .496, 262. .492, 541. .654, 541. .717 

53141 Seq. ID OJ990317_04 . 0421 . C93 



54103 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



112027 Strand 

52 End 1420 

OJ990317_04 . 0421 . C93 . ol . np Method AAT/NAP 

52 End 1420 

5902444 Score 2234 
52. .1420 

(AB030283) GAG-POL precursor [Oryza sativa] 



53141 

112027 

52 

OJ990317_04.0421.C93.ol.tm 

262 
none 

262. .408, 263. .409 

53142 

112028 

144 

OJ990317JD4 . 0421 . C96 . ol . gs 

144 

none 

144. .226 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_04.0421.C93 
1420 

TBLASTX: Maize 

409 

127 



OJ990317_04.0421.C96 
226 

GENSCAN 

226 

.54 



Seq. No. 53143 Seq. ID 

Gene No. 112029 Strand 

Start 1 End 

Name OJ990317_04 . 0421 . C99 . ol . np Method 

Start 1 End 

GI 7228457 Score 
Exons 1..250, 373.. 1339 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ990317_04.0421.C99 
+ 

1339 
AAT/NAP 
1339 
1888 



^ Seq. No. 53143 Seq. ID 

4 Gene No. 112029 Strand 

^ Start 1 End 

=* Name OJ990317_04 . 0421 .C99. ol . tw Method 

% Start 1 End 

!? GI none Score 

J Exons 1..414, 3.. 407 

Seq. No. 53143 Seq. ID 

Gene No. 112029 Strand 

Start 1 End 

Name OJ990317_04 . 0421 . C99 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..321, 48.. 302 

Seq. No. 53143 Seq. ID 

Gene No. 112029 Strand 

Start 1 End 

Name OJ990317_04 . 0421 .C99. ol . gs Method 

Start 37 End 

GI none Score 



OJ990317_04.0421.C99 
+ 

1339 

TBLASTX: Wheat 

414 

473 



OJ990317_04.0421.C99 
+ 

1339 

TBLASTX: Maize 

321 

302 



OJ990317_04.0421.C99 
+ 

1339 
GENSCAN 
1182 
.92 



54104 




Exons 


37. .998, 1025. .1182 










Seq. No. 


53143 




Seq. ID 


OJ990317_04 .0421 


.C99 


belle 1N(J . 


1 1 909 Q 




C4- r-a nH 






Start 


1 




End 


1339 




Name 


OJ990317 04.0421.C99. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


73 




End 


444 




GI 


none 




Score 


273 




Exons 


73. .444, 90. .233 










Seq. No. 


53143 




Seq. ID 


OJ990317_04.0421 


.C99 


belle 1NO • 


1 1 009 Q 






_i_ 




Start 


1 




End 


1339 




Name 


OJ990317 04.0421.C99. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


968 




End 


1232 




GI 


none 




Score 


266 




Exons 


968.. 1231, 969.. 1232 










Seq. No. 


53144 




Seq. ID 


OJ990317_04.0421 


.C100 


Gene No. 


112030 




Strand 


+ 




Start 


1 




End 


548 




Name 


OJ990317 04.0421.C100 


.ol .np 


Method 


AAT/NAP 




O L.O.1. L. 


1 




End 


545 




GI 


7228457 




Score 


870 




Exons 


1..545 










GI Descrip. 


(AP001366) Similar to 


Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 










Seq. No. 


53144 




Seq. ID 


OJ990317_04.0421 


.CI 00 


bene ino . 


112030 




Strand 


+ 




Start 


1 




End 


548 




Name 


OJ990317 04.0421.C100 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


3 




End 


536 




GI 


none 




Score 


185 




Exons 


3.. 230, 74.. 217, 309. 


.380, 410. .532, 411. .536 




Seq. No. 


53144 




Seq. ID 


OJ990317 04.0421 


.C100 


uene lno ■ 


112030 




Strand 


+ 




Start 


1 




End 


548 




Name 


OJ990317 04.0421.C100 


.ol .gs 


Method 


GENSCAN 




Start 


57 




End 


548 




GI 


none 




Score 


. 94 




Exons 


57. .548 










Seq. No. 


53145 




Seq. ID 


OJ990317 04.0421 


.C101 


uene lno . 


112031 




Strand 


+ 




Start 


116 




End 


766 




Name 


OJ990317 04.0421.C101 


. ol .gs 


Method 


GENSCAN 




Start 


116 




End 


766 




GI 


none 




Score 


.5 




Exons 


116. .766 










Seq. No. 


53146 




Seq. ID 


OJ990317_04 .0421 


.C103 


Gene No. 


112032 




Strand 


+ 




Start 


2167 




End 


2588 




Name 


OJ990317_04.0421.C103 


.ol .gp 


Method 


AAT/GAP 






L 


54105 









Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2167 End 2588 

uOosroM202010bllal Score 796 

2167. .2588 

•4176420/dbj IBAA37167I 2-0e-ll (AB008097) cytochrome P4 50 
[Arabidopsis thaliana] 1 



53146 
112033 
3750 

OJ990317_04.0421.C103.o2.gs 
3750 
none 

3750. .3767, 4112. .4561 

53146 
112034 
309 

OJ990317_04 .0421.C103.ol.gs 
309 
none 

309. .757, 935. .1286, 1983. .2123 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990317_04.0421.C103 
+ 

4561 
GENS CAN 
4561 
.73 



OJ990317 04.0421.C103 



53146 Seq. ID 

112034 Strand 

309 ' End 2123 

OJ990317_04 . 0421 . C103 . ol . np Method AAT/NAP 

348 End 1325 

2443320 Score 1113 
348. .1325 

(D85597) polyprotein [Oryza australiensis ] 



2123 
GENSCAN 
2123 
.54 



OJ990317 04.0421.C103 



53146 Seq. ID 

112035 Strand 

3210 End 
OJ990317_04. 0421.C103.o2.gp Method 

3210 End 

none Score 
3210. .3765 



OJ990317_04.0421.C103 

3765 
AAT/GAP 
3765 
1068 



3 Seq. No. 53146 Seq. ID 

Z Gene No. 112036 Strand 

J - Start 4070 End 

Name OJ990317_04 . 0421 . C103 . o3 . gp Method 

Start 4070 End 

GI none Score 

Exons 4070.. 4546 



OJ990317_04.0421.C103 

4546 
AAT/GAP 
4546 
822 



Seq. No. 53146 

Gene No. 112037 

Start 6015 

Name OJ990317_04 . 0421 . C103 . o3 . gs 

Start 6015 

GI none 

Exons 6015.. 6104, 6765.. 6833 

Seq. No. 53146 

Gene No. 112037 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990317_04.0421.C103 

6839 
GENSCAN 
6833 
.7 



OJ990317 04.0421.C103 



54106 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



6015 

OJ990317_04.0421.C103.o2.np 
6018 
6498434 
6018.. 6102, 6787.-6839 

(AP000815) hypothetical protein [Oryza sativa] 



End 6839 

Method AAT/NAP 

End 6839 

Score 131 



Seg. No. 53147 Seq. ID 

Gene No. 112038 Strand 

Start 105 End 

Name OJ990317_04 . 0421 . C104 . ol . gs Method 

Start 105 End 

GI none Score 

Exons 105.. 147, 457.. 626 



OJ990317_04 .0421.C104 
+ 

626 

GENSCAN 

626 

.57 



Seq. No. 53148 Seq. ID 

Gene No. 112039 Strand 

Start 401 End 
Name . OJ990317_04 . 0421 . C105 . ol . gs Method 

Start 401 End 

GI none Score 

Exons 401.. 601 



OJ990317JD4 .0421.C105 
601 

GENSCAN 

601 

.57 



Seq. No. 53149 Seq. ID OJ990317_09 . 0421 . C4 

Gene No. 112040 ..Strand 

Start 1 End 1107 

Name OJ990317_09 . 0421 . C4 . ol . np Method AAT/NAP 

Start 1 End 1107 

GI 7228457 Score 1714 

Exons 1....504, 568.. 1107 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 





Seq. No. 


53149 










Seq. ID 


OJ990317_09.0421 


.C4 




Gene No. 


112040 










Strand 








Start 


1 










End 


1107 






Name 


OJ990317 


_09. 


0421. 


C4 .ol 


.tm 


Method 


TBLASTX: Maize 






Start 


20 










End 


366 






GI 


none 










Score 


205 






Exons 


20. .244, 


23. 


.331, 


25. . 


366 










Seq. No. 


53149 










Seq. ID 


OJ990317J39.0421 


.C4 




Gene No. 


112040 










Strand 








Start 


1 










End 


1107 






Name 


OJ990317 


_09. 


0421. 


C4.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


34 










End 


497 






GI 


none 










Score 


408 






Exons 


34. .495, 


41. 


,496, 


309. 


.497 










Seq. No. 


53149 










Seq. ID 


OJ990317_09.0421 


.C4 




Gene No. 


112040 










Strand 








Start 


1 










End. 


1107 






Name 


OJ990317 


_09. 


0421. 


C4.ol 


.ts 


Method 


TBLASTX: Soybean 






Start 


91 










End 


456 






GI 


none 










Score 


117 






Exons 


91. .225, 


232 


. .456 













54107 



Seq. No. 53149 

Gene No. 112040 

Start 1 

Name OJ990317_09 . 0421 . C4 . o2 . tw 

Start 661 

GI none 

Exons 661.. 1107, 692.. 952, 718.. 1107 



Seq. ID OJ990317_09.0421.C4 
Strand 

End 1107 

Method TBLASTX : Wheat 

End 1107 

Score 175 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53150 
112041 
1 

OJ990317_09.0421.C6.ol.np 
1 

6730737 
1..72, 482. .939 

(AC018849) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990317_09..0421.C6 
Strand + 

939 

AAT/NAP 
939 
223 



End 

Method 

End 

Score 



53150 

112041 

1 

OJ990317_09.0421.C6.ol.tm 

434 

none 

434. .547, 527. .763, 529.-768 



Seq. ID . OJ990317JD9.0421.C6 

Strand + 

End 939 

Method TBLASTX: Maize 

End 768 

Score 71 



Seq. No. 53150 

Gene No. 112041 

Start 1 

Name OJ990317_09 . 0421 . C6 . ol . gs 

Start 437 

GI none 

Exons 437.. 880 



Seq. ID OJ990317_09.0421.C6 

Strand + 

End 939 

Method GENSCAN 

End 880 

Score .98 



Seq. No. 53150 

Gene No. 112041 

Start 1 

Name OJ990317JD9 . 0421 . C6 . ol . ts 

Start 526 

GI none 

Exons 526.. 747, 527.. 763 

Seq. No. 53150 

Gene No. 112041 

Start 1 

Name OJ990317_09 . 0421 . C6 . ol . tw 

Start 526 

GI none 

Exons 526.. 714, 527.. 715 



Seq. ID OJ990317_09.0421.C6 

Strand + 

End 939 

Method TBLASTX : Soybean 

End 7 63 

Score 262 



Seq. ID OJ990317_09.0421.C6 

Strand + 

End 939 

Method TBLASTX : Wheat 

End 715 

Score 209 



Seq. No. 53150 

Gene No. 112041 

Start 1 

Name OJ990317_09 . 0421 . C6 . ol . tc 

Start 527 

GI none 

Exons 527.. 763, 532.. 759, 539.. 763 



Seq. ID OJ990317_09.0421.C6 

Strand + 

End 939 

Method TBLASTX : Cress 

End 763 

Score 242 



54108 



Seq. No. 53151 

Gene No. 112042 

Start 174 

Name OJ990317_09 . 0421 . C7 . ol . gs 

Start 174 

GI none 

Exons 174.. 383 



Seq. ID OJ990317_09.0421.C7 

Strand + 

End 383 

Method GENSCAN 

End 383 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53152' Seq. ID . OJ990317_09 . 0421 . C8 

112043 Strand + 

1 End 812 

OJ990317_09.0421.C8.ol.np Method AAT/NAP 

1 End 812 

6063557 Score 119 

1..43, 114. .300, 788. .812 

(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



Seq. ID OJ990317_09.0421.C8 

Strand + 

End 812 

Method AAT/GAP 

End 591 

Score 7 61 



53152 
112043 
1 

OJ990317_09.0421.C8.ol.gp 
155 

uC-osflcypl69h02bl 
155.. 591 

'6063530/dbj |AP000615.1|AP000615 3.0e-33 Oryza sativa genomic 
DNA, chromosome 3, clone : P0043E01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990317_09.0421.C13 

Strand + 

End 743 

Method AAT/NAP 

End 743 

Score 177 



53153 
112044 
1 

OJ990317_09.0421.C13.o2.np 
1 

5689012 
1..38, 137. .274, 713. .743 

(AB020622) similar to SWISS-PROT :p06402 [Dumortiera hirsuta] 



53153 
112044 
1 

OJ990317_09.0421.C13.ol.np 
16 

3421409 
16. .135, 675.-743 

(AF082025) ABC transporter CcbB [Triticum aestivum] gi | 3435250 
(AF082026) ABC transporter CcbB [Triticum aestivum] 



Seq. ID OJ990317_09.0421.C13 

Strand + 

End 74 3 

Method AAT/NAP 

End 74 3 

Score 159 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990317_09.0421.C13 

Strand + 

End 74 3 

Method AAT/GAP 

End 274 

Score 242 



53153 
112044 
1 

OJ990317_09.0421.C13.ol.gp 
135 

5455469 
135. .274 

131251/sp| P12094 |PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN (32 
KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 
>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 



54109 



chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 



Seq. No. 53153 Seq. ID OJ990317_09 . 0421 . C13 

Gene No. 112044 Strand + 

Start 1 End 743 

Name OJ990317_09 . 0421 . C13 . o3 . np Method AAT/NAP 

Start 275 End 743 

GI 133416 Score 90 

Exons 275.. 371, 715.. 743 

GI Descrip. DNA-DIRECTED RNA POLYMERASE BETA CHAIN gi | 66970 | pir | | RNRZB 

DNA-directed RNA polymerase (EC 2.7.7.6) beta chain - rice 
chloroplast gi | 11971 | emb | CAA33986 | (X15901) RNA polymerase beta 
subunit [Oryza sativa] 



Seq. No. 


53153 


Seq. ID 


OJ990317_09.0421.C13 


Gene No. 


112044 


Strand 


+ 


Start 


1 


End 


743 


Name 


OJ990317 09.0421.C13.ol.gs 


Method 


GEN SCAN 


Start 


389 


End 


593 


GI 


none 


Score 


.99 


Exons 


389. .593 






Seq. No. 


53153 


Seq. ID 


OJ990317_09.0421.C13 


Gene No. 


112045 


Strand 




Start 


1 


End 


743 


Name 


OJ990317 09.0421.C13.o4.np 


Method 


AAT/NAP 


Start 


1 


End 


743 


GI 


629811 


Score 


98 


Exons 


1..53, 540. .743 






GI Descrip. 


hypothetical protein 33 (coxl 5' region) - rice mitochondrion 




gi 1870713 (M57903) unknown 


protein [Oryza sativa] 



Seq. No. 53153 

Gene No. 112045 

Start 1 

Name OJ990317_09.0421.C13.ol.tc 

Start 137 

GI none 

Exons 137.. 265, 138.. 272, 139.. 273 



Seq. ID OJ990317_09.0421.C13 

Strand 

End 743 

Method TBLASTX: Cress 

End 273 

Score 215 



Seq. No. 53154 Seq. ID 

Gene No. 112046 Strand 

Start 129 End 

Name OJ990317_09 . 0421 . C14 . ol . gs Method 

Start 129 End 

GI none Score 

Exons 129.. 217, 646.. 720 

Seq, No. 53155 Seq. ID 

Gene No. 112047 Strand 

Start 812 End 

Name OJ990317_09 . 0421 . CIS . ol . gs Method 

Start 812 * End 

GI none Score 



OJ990317_09.0421.C14 
+ 

720 

GENSCAN 

720 

.7 



OJ990317_09.0421.C15 
+ 

6002 
GENSCAN 
6002 
.75 



54110 




Exons 


812. .900, 1327. .1401, 3834. 


.3861, 4994. 


.5075, 5819.. 6002 


Seq. No. 


53156 


Seq. ID 


OJ990317_09.0421.C16 


uene lno • 


112048 


Strand 


+ 


Start 


6415 


End 


7743 


Name 


OJ990317 09.0421.C16.o2.gs 


Method 


GENSCAN 


Start 


6415 


End 


7743 


GI 


none 


Score 


.89 


Exons 


6415. .6473, 6602. .6676, 6717. .6867, 7081. .7743 


Seq. No. 


JJJ.JO 


Seq. ID 


OJ990317_09.0421.C16 


Gene No. 


X X c. U *± -7 


Strand 


+ 


Start 


12802 


End 


16694 


In cuuc 


OJ990317 09.0421.C16.ol.gp 


Method 


AAT/GAP 


Start 




End 


13884 


GI 


1 7 1 ft 6 1 RlDPd 


Score 


1209 


Exons 


19 7 4 fT~ I^H^R 1 ^ 1 6 9 I^^S^ 


13712. .13884 


GI Descrip. 




-65 (Y08782) 


peroxidase ATP23a 




[ATaDiaopSlS tnallaila J 






Seq. No. 


Jji-JO 


Seq. ID 


OJ990317_09.0421.C16 


Gene No. 


1 1 9 ft A Q 

1X4,1/4 J 


Strand 


+ 


o tar L 


12802 


End 


16694 


Name 


OJ990317 09.0421.C16.o3.gs 


Method 


GENSCAN 


Start 


12802 


End 


16694 


GI 


none . 


Score 


.86 


Exons 


12802. .13035, 13162 .. 13353, 


13712. .13877, 142 90. .14 664, 




14771. .14855, 1587 9 .. 16050, 


16326. .16694 


Seq. No. 


53156 


Seq. ID 


OJ990317_09.0421.C16 


Gene No. 


112049 


Strand 


+ 


Start 


12802 


End 


16694 


Name 


OJ990317 09.0421.C16.o2.np 


Method 


AAT/NAP 


Start 


12820 


End 


14699 


(IT 


1620371 


Score 


879 


Exons 


12820. .13035, 13162 .. 13353, 


13712. . 13877, 14290. .14699 


GI Descrip. 


(Y08782) peroxidase ATP23a 


[Arabidopsis thaliana] 




gi|6358761|gb|AAF07343.1|AC011665 2 (AC011665) peroxidase A 




[Arabidopsis thaliana] gi | 6524176 | gb | AAF15061 . 1 1 AC011914_3 




(AC011914) peroxidase ATP23a [Arabidopsis thaliana] 


Seq. No. 


53156 


Seq. ID 


OJ990317_09.0421.C16 


Gene No. 


112049 


Strand 


+ 


Start 


12802 


End 


16694 




OJ990317 09.0421.C16.o2.gp 


Method 


AAT/GAP 


Start 


14464 


End 


14901 


GI 


93859 1.R1084 


Score 


842 


Exons 


14464. .14901 






GI Descrip. 


'2462749 5.0e-43 (AC002292) 


Putative Serine/Threonine prote 




kinase [Arabidopsis thaliana] 1 




Seq. No. 


53156 


Seq. ID 


OJ990317_09.0421.C16 


Gene No. 


112050 


Strand 




Start 


1522 


End 


5401 


Name 


OJ990317 09.0421.C16.ol.gs 


Method 


GENSCAN 


Start 


1522 


End 


5401 


GI 


none 


Score 


.73 



54111 



Exons 



1522. .1583, 2620. .2959, 3597. .4459, 4556. .4600, 5344. .5401 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53156 Seq. ID 

112050 Strand 

1522 End 
OJ990317_09 . 04 21 . CI 6 . ol . np Method 

2603 End 

1507699 Score 

2603. .2959, 3588.. 3742, 3800.. 3935, 



OJ990317_09.0421.C16 

5401 
AAT/NAP 
4372 
637 
3990. .4372 



(L81119) COL2 [Arabidopsis thaliana] gi 11507701 
[Arabidopsis thaliana] gi | 6957702 | gb|AAF32446. 1 | 
[Arabidopsis thaliana] 



(L81120) COL2 
(AC021640) COL2 



Seq. No. 53156 Seq. ID 

Gene No. 112051 Strand 

Start 17112 End 

Name OJ990317JD9 . 0421 . C16 . o3 . gp Method 

Start 17112 End 

GI 4715219 Score 

Exons 17112. .17440 

GI Descrip. 5441872/dbj | AP000366 . 1 | AP000366 2.0e-24 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 



OJ990317_09.0421.C16 

17440 
AAT/GAP 
17440 
594 



-==: 



Seq. No. 53156 Seq. ID 

Gene No. 112052 Strand 

Start 17538 End 

Name OJ990317_09 . 0421 . C16 . o2 . tm Method 

Start 2453 End 

GI none Score 
Exons 



OJ990317_09.0421.C16 
19114 

TBLASTX: Maize 

2951 

34 



2453. .2500, 2593. .2634, 2594. .2635, 2600. .2650, 2601. .2645, 
2633. .2680, 2633. .2689, 2676. .2861, 2677. .2751, 2681. .2857, 
2815. .2862, 2855. .2890, 2873. .2908, 2908. .2943, 2910. .2951 



Seq. No. 53156 

Gene No. 112052 

Start 17538 

Name OJ990317_09 . 0421 . C16 . o2 . tc 

Start 2600 

GI none 

Exons 2600.. 2956, 2610.. 2858, 2904. 

4194. .4301, 4194. .4286, 4195. 



Seq. ID OJ990317_09.0421.C16 
Strand 

End 19114 
Method TBLASTX : Cress 
End 4331 
Score 178 

.2957, 3804. .3875, 4092. .4115, 
.4302, 4296. .4331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53156 

112052 

17538 

OJ990317_09.0421.C16.o3.ts 

2639 

none 

2639. .2842, 2661. .2819, 2909. 



Seq. ID OJ990317_09.0421.C16 
Strand 

19114 

TBLASTX : Soybean 
2971 
122 



End 

Method 
End 
Score 
.2971 



Seq. ID OJ990317_09.0421.C16 
Strand 

End 19114 

Method TBLASTX : Mai ze 

End 11077 

Score 113 



53156 
112052 
17538 

OJ990317_09.0421.C16.o5.tm 
7744 
none 

7744. .7854, 8195.. 8272, 8345.. 8530, 10532 .. 10759, 10760 .. 10957, 



54112 



10967. .11077 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53156 

112052 

17538 

OJ990317_09.0421.C16.ol.ts 

12799 

none 

12799. .13035, 12912 .. 13034 , 
13703. .13792, 14283 .. 14342 , 

53156 

112052 

17538 

OJ990317_09.0421.C16.ol.tm 

12873 

none 

12873. .13031, 12883. .13035, 
13156. .13356, 13157 13354 , 
13703. .13879, 14274 14405, 



Seq.. ID 
Strand 
End 

Method 

End 

Score 
13156. .13356, 
14427. .14543, 



OJ990317 09.0421.C16 



19114 

TBLASTX: Soybean 
14696 
121 

13161. .13307, 
14664. .14696 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990317 09.0421.C16 



19114 

TBLASTX: Maize 
14510 
252 

12883. .13041, 13152. .13310, 
13674. .13877, 13702. .13878, 
14285. .14509, 14289. .14510 



Seq. No. 53156 
Gene No. 112052 
Start 17538 

Name OJ990317_09 . 0421 .C16 . ol . tc 

Start 12898 
GI none 

Exons 12898. .13035, 12921 .. 13031, 

13161. .13307, 13711. .13878, 
14265. .14432, 14427 .. 14654, 
14651. .14722 



Seq. ID 
Strand 
End 
. Method 
End 
Score 

12940 

13712 



OJ990317 09.0421.C16 



19114 

TBLASTX: Cress 
14722 
162 

13038, 13156 
13879, 14264 



14459. .14647, 14643. 



13356, 
14416, 
14702, 



Seq. No. 53156 

Gene No. 112052 

Start 17538 

Name 0 J990317JD 9 . 04 2 1 . CI 6 . o2 . tw 

Start 12898 

GI none 

Exons 12898. .13035, 12936 .. 13031, 
13237. .13347, 13240.. 13329 



Seq. ID OJ990317_09.0421.C16 
Strand 

End 19114 

Method TBLASTX : Wheat 

End 13347 

Score 105 
13152. .13241, 13156. .13233, 



Seq. No. 53156 Seq. ID 

Gene No. 112052 Strand 

Start 17538 End 

Name OJ990317_09 . 0421 . CI 6 . o4 . tm Method 

Start 14510 End 

GI none Score 

Exons 14510. .14701, 14511.. 14702 



OJ990317_09.0421.C16 
19114 

TBLASTX: Maize 

14702 

303 



Seq. No. 53156 

Gene No. 112052 

Start 17538 

Name OJ990317_09 . 0421 .C16 . ol . tw 

Start 17529 

GI none 

Exons 17529. .17609, 17536 .. 17610, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_09.0421.C16 
19114 

TBLASTX: Wheat 

17888 

91 



17715. .17888, 17719. .17841 



54113 




Seq. No. 


53156 




Seq. ID 


OJ990317_09.0421.C16 








Strand 




Start 


17538 




End 


19114 


Name 


OJ990317 09.0421.C16. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


17533 




End 


17888 


GI 


none 




Score 


99- 


Exons 


17533. .17610, 17535.. 


17609, 


17712. .17888, 17719. .178 62 


Seq. No. 


53156 




Seq. ID 


OJ990317_09.0421.C16 








Strand 




Start 


17538 




End 


19114 


Name 


OJ990317 09.0421.C16. 


o2.ts 


Method 


TBLASTX : Soybean 


Start 


17538 




End 


17888 


GI 


none 




Score 


83 


Exons 


17538. .17603, 17539.. 


17601, 


17712. .17888, 17713. .17841 


Seq. No. 


53156 






OJ990317 09 0421 CI 6 


belle LNU . 






OLI CL11V-1 




Start 


17538 




End 


19114 


Name 


OJ990317 09.0421.C16. 


o3 . tc 


Method 


TBLASTX: Cress 


Start 


17538 




End 


17888 


GI 


none 




Score 


92 


Exons 


17538. .17609, 17712.. 


17888, 


17713. .178 


41 


Seq. No. 


53156 




Seq. ID 


OJ990317_09.0421.C16 




1 1 9HR9 




Strand 




Start 


17538 




End 


19114 


Name 


OJ990317 09.0421.C16. 


o4 . gs 


Method 


GENS CAN 


Start 


17538 




End 


17912 


GI 


none 




Score 


.44 


Exons 


17538. .17912 








Seq. No. 


53156 




Seq. ID 


OJ990317_09.0421.C16 


Gene No . 


112052 




Strand 




Start 


17538 




End 


19114 


Name 


OJ990317 09.0421.C16. 


o3 .np 


Method 


AAT/NAP 


Start 


17541 




End 


19114 


GI 


2462749 




Score 


255 


Exons 


17541. .17906, 19026.. 


19114 






GI Descrip. 


(AC002292) Putative Serine/Threonine protein kinase [Arabidopsis 




thaliana] 








Seq. No. 


53157 




Seq. ID 


OJ990317_09.0421.C17 


Gene No. 


112053 




Strand 




Start 


197 




End 


5614 


Name 


OJ990317 09.0421.C17. 


ol.np 


Method 


AAT/NAP 


Start 


197 




End 


5504 


GI 


7269953 




Score 


1269 


Exons 


197. .588, 2308. .2649, 


4102. 


.4205, 4311 


..4370, 4853. .4992, 




5106. .5181, 5283. .5504 






GI Descrip. 


(AL161577) receptor-like kinase homolog [Arabidopsis thaliana] 


Seq. No. 


53157 




Seq. ID 


OJ990317_09.0421.C17 


Gene No. 


112053 




Strand 




Start 


197 




End 


5614 


Name 


OJ990317 09.0421.C17. 


ol . gs 


Method 


GENSCAN 


Start 


209 




End 


5614 



54114 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .53 

209. .623, 1638. .1893, 2308. .2649, 3596.-3733, 3952. .4205, 

4311. .4370,. 4853. .4996, 5283. .5415, 5518. .5614 



Seq. ID OJ990317_09.0421.C17 
Strand 

End 5614 

Method AAT/GAP 

End 2566 

Score 719 



53157 
112053 
197 

OJ990317_09.0421.C17.ol.gp 
464 

4715218 
464. .588, 2308. .2566 

2462749 5.0e-43 (AC002292) Putative Serine/Threonine protein 
kinase [Arabidopsis thaliana] 



Seq. ID OJ990317_09.0421.C17 
Strand 

End 5614 

Method AAT/GAP 

End 3282 

Score 761 



53157 
112053 
197 

OJ990317_09.0421.C17.o2.gp 
2846 

uC-osflcyp!69h02bl 
2846. .3282 

1 6063530/dbj | AP000615 . 1 | AP000615 3.0e-33 Oryza sativa genomic 
DNA, chromosome 3, clone : P0043E01 1 



53157 

112054 

11676 

OJ990317_09.0421.C17.ol.tc 

204 

none 

204. .542, 206. .541 



Seq. ID OJ990317_09.0421.C17 
Strand 

End 15275 

Method TBLASTX : Cress 

End 542 

Score 271 



53157 
112054 
11676 

OJ990317_09.0421.C17.ol.ts 
206 
none 



Seq. ID OJ990317_09.0421.C17 
Strand 

15275 

TBLASTX: Soybean 
2656 
41 



End 

Method 
End 
Score 

206. .235, 206. .238, 236. .586, 240. .413, 489. .584, 2304. .2531, 
2306.. 2656, 2580.. 2651 



~ Seq. No. 


53157 


Gene No. 


112054 


Start 


11676 


Name 


OJ990317 


Start 


215 


GI 


none 


Exons 


215. .589 


Seq. No. 


53157 


Gene No. 


112054 


Start 


11676 


Name 


OJ990317 


Start 


263 


GI 


none 


Exons 


263. .577 



Seq. ID OJ990317_09.0421.C17 
Strand 

End 15275 

Method TBLASTX: Maize 

End 590 

Score 184 



Seq. ID OJ990317_09.0421.C17 
Strand 

End 15275 

Method TBLASTX : Wheat 

End 62 9 

Score 4 9 



54115 




Seq. No. 


53157 








Seq. ID 


OJ990317 


_09.0421.C17 


Gene No. 


112054 








o T_rana. 






Start 


.11676 








End 


15275 




Name 


OJ990317 09. 


0421 


.C17.o2 


.tc 


Method 


TBLASTX : 


Cress 


Start 


542 








End 


2638 




GI 


none 








Score 


172 




Exons 


542.. 589, 2309.. 


2638, 2316.. 


2531, 2423 


. .2608 




Seq. No. 


^71 ^7 








Seq. ID 


OJ990317 


_09.0421.C17 


Gene No. 


1 1 9D ^4 

1 1ZU04 








Strand 






otart 


1 1 fi7 £ 
11D / O 








End 


15275 




Name 




n a 9 1 

U 4 Z 1 


. L/l / . Ol 


. LIU 


Method 


TBLASTX: 


Maize 


Start 


2324 








End 


4069 




GI 


none 








Score 


194 




Exons 




979 R 


9 ^71 


£~ *i C. O 


..2635, 2580. .2654, 


3953. .4069, 




JJJ4 • • 4 U O / 














Seq. No. 


^71 R7 








Seq. ID 


OJ990317 


_09.0421.C17 


Gene No. 


1 1 90, R4 
1 1ZU04 








Strand 






Start 


1 lb / b 








End 


15275 




Name 


ujyyuoi / uy . 


n a 9 1 
U4Z 1 


. LI / . Oj 


*- — 


Method 


TBLASTX: 


L\lct-L ^tr 


Start 


4082 








End 


5426 




GI 


none 








Score 


99 




Exons 


4 UoZ . . 4 Z U / , 


4 UO .3 


A 9 1 1 
. . 4 Z 1 1 , 


i jI J 


..4375, 4317. .4376, 


4567. .4617, 




4 ODO . . 4ooU / 


4 o by 


. . 4 boi , 


4 O Ol 


..4995, 48 


35. .4996, 


4849. .4995, 




4 ooo . . 4 yy b/ 


oiuy 


. . OloU , 


0 1 1U 


..5181, 5270. .5419, 


5283. .5426 


Seq. No. 


j J± J / 








Seq. ID 


OJ990317 


_09.0421.C17 


Gene No. 


1 1ZU04 








Strand 






Start 


1 1 CT £ 

i i b / b 








End 


15275 




Name 


OJ990317 09. 


0421 


.C17.o2 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


4313 








End 


5420 




GI 


none 








Score 


119 




Exons 


4 OlO . . 4 J / 0 , 


4 0 OZ 


4QQC 

. . 4 y y o , 


A fi R 7 
4 0 0 0 


..4990, 4888.. .4992, 


5109. .5174, 




0110 ..01 OZ , 


<=; 97 n 
oz / u 


. .041D, 


OZ / 0 


..5416, 5283. .5420 




Seq. No. 


0 jlj / 








Seq. ID 


OJ990317 


_09.0421.C17 


Gene No. 


X ±ZU 04 








Strand 






Of -i >~ 4- 


11676 








End 


15275 




Name 


OJ990317 09. 


0421 


.C17.o3 


.tc 


Method 


TBLASTX : 


Cress 


Start 


4831 








End 


5420 




GI 


none 








Score 


116 




Exons 


4831. .4992, 


4853 


. .4990, 


5106 


..5177, 5107. .5178, 


5282. .5416, 




5283. .5420 














Seq. No. 


53157 








Seq. ID 


OJ990317 


_09.0421.C17 


bene no . 


112054 








Strand 






Start 


11676 








End 


15275 




Name 


OJ990317 09. 


0421 


.C17.o3 


.gs 


Method 


GENSCAN 




Start 


11676 








End 


15275 




GI 


none 








Score 


.59 




Exons 


11676. .11783, 14550. .14700, 


15178. .15275 




Seq. No. 


53158 








Seq. ID 


OJ990317 


_09.0421.C18 


Gene No. 


112055 








Strand 


+ 




Start 


399 








End 


2255 




Name 


OJ990317 09. 


0421 


.C18.ol 


.gs 


Method 


GENSCAN 





54116 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



399 End 2149 

none Score .75 

399. .545, 780. .989, 1045. .2149 



53158 

112055 

399 

OJ990317_09.0421.C18.ol.np 
399 

5042454 



Seq. ID OJ990317_09.0421.C18 

Strand + 

End 2255 

Method AAT/NAP 

End 2255 

Score 2102 



399. .549, 883. .989, 1045. .2255 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 


53158 








Seq. ID 


OJ990317_09.0421.C18 


Gene No. 


112055 








Strand 


+ 


Start 


399 








End 


2255 


Name 


OJ990317_09. 


0421. 


C18.ol 


.tw 


Method 


TBLASTX: Wheat 


o car l 


1717 








End 


2109 


GI 


none 








Score 


58 


Exons 


1717. .1764, 


1771. 


.1869, 


1776. 


.1868, 1836. .2075, 1852. .2109 


Seq. No. 


53158 








Seq. ID 


OJ990317_09.0421.C18 


Gene No. 


112055 








Strand 


+ 


Start 


399 








End 


2255 


Name 


OJ990317 09. 


0421. 


C18.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1722 








End 


2007 


GI 


none 








Score 


199 


Exons 


1722. .2006, 


1759. 


.2007 








Seq. No. 


53159 








Seq. ID 


OJ990317_09.0421.C20 


Gene No. 


112056 








Strand 


+ 


Start 


70 








End 


655 


Name 


OJ990317 09. 


0421. 


C20.ol 


. gs 


Method 


GEN SCAN 


Start 


70 








End 


655 


GI 


none 








Score 


.6 


Exons 


70. .106, 159 


. .655 








Seq. No. 


53159 








Seq. ID 


OJ990317_09.0421.C20 


Gene No. 


112057 








Strand 




Start 


1 








End 


751 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990317_09.0421.C20.ol.np 
1 



Method 
End 
Score 



AAT/NAP 
751 
1197 



6498441 
1. .751 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


53159 


Seq. ID 


OJ990317_09.0421 


Gene No. 


112057 


Strand 




Start 


1 


End 


751 


Name 


OJ990317 09.0421.C20.ol.tw 


Method 


TBLASTX: Wheat 


Start 


470 


End 


731 


GI 


none 


Score 


85 


Exons 


470. .727, 504. .731 






Seq. No. 


53160 


Seq. ID 


OJ990317_09.0421 



54117 



Gene No. 112058 Strand + 

Start 1 End 1392 

Name OJ990317JD9 . 0421 .C22 . ol . np Method AAT/NAP 

Start 1 End 1392 

GI 131326 Score 176 

Exons 1..217, 1341.. 1392 

GI Descrip. NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT K 

gi|100799|pir| IS09666 psbG protein - wheat chloroplast gi|556460 
(J04954) thylakoid membrane protein [Triticum aestivum] 



Seq. No. 


53160 






Seq. ID 


OJ990317 


Gene No. 


112059 






Strand 


+ 


Start 


1317 






End 


1458 


Name 


OJ990317 09. 


0421.C22.ol 


. gs 


Method 


GENSCAN 


Start 


1317 






End 


1458 


GI 


none 






Score 


.41 


Exons 


1317. .1458 










Seq. No. 


53160 






Seq. ID 


OJ990317 


Gene No. 


112060 






Strand 


+ 


Start 


1593 






End 


1724 


Name 


OJ990317 09. 


0421.C22.ol 


• gp 


Method 


AAT/GAP 


Start 


1593 






End 


1724' 


T1 GI 


3767421 






Score 


233 


Exons 

w 


1593. .1724 










Seq. No. 


53160 






Seq. ID 


OJ990317 


FLJ Gene No. 


112061 






Strand 




q Start 


1 






End 


1997 


! T; Name * 


OJ990317 09. 


0421.C22.o2 


. np 


Method 


AAT/NAP 


Start 


1 






End 


1997 


'If, GI 


133431 






Score 


104 


^ Exons 


1..113, 832. 


.940, 1976. 


.1997 







09.0421.C22 



GI Descrip. DNA- DIRECTED RNA POLYMERASE BETA 1 CHAIN gi | 66984 | pir | | RNZMB1 

DNA-directed RNA polymerase (EC 2.7.7.6) beta'-l chain - maize 
chloroplast gi | 12481 | emb | CAA35196 | (X17318) RNA polymerase 
beta-1 subunit (AA 1-683) [Zea mays] gi | 902213 | emb | CAA60277 | 
(X86563) RNA polymerase beta' subunit 1 [Zea mays] 



Seq. No. 53160 Seq. ID 

Gene No. 112061 Strand 

Start 1 End 

Name OJ990317_09 . 0421 . C22 . ol . tm Method 

Start 87 End 

GI none Score 
Exons 



OJ990317_09.0421.C22 
1997 

TBLASTX: Maize 

217 

206 



87. .215, 92. .214, 105. .215, 155. .217, 175. .216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53160 Seq. ID 

112061 Strand 

1 End 

OJ990317_09.0421.C22.ol.ts Method 

87 End 

none Score 



OJ990317_09.0421.C22 
1997 

TBLASTX : Soybean 

286 

188 



87. .212, 92. .205, 97. .213, 111. .209, 155. .220, 215. .286 



Seq. No. 
Gene No. 



53160 
112061 



Seq. ID 
Strand 



OJ990317 09.0421.C22 



54118 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 
OJ990317_09 . 0421 . C22 . ol . tw Method 
87 End 
none Score 

87. .212, 88. .213, 92. .214, 105. .215 



1997 

TBLASTX: Wheat 

215 

191 



Seq. ID 

Strand 

End 

Method 

End 

Score 



53161 
112062 
273 

OJ990317_09.0421.C23.o2.np 
273 

459537 
273. .333, 2549. .2634 

(X78036) orf454; homology with two ORFs from Marchantia 
polymorpha mtDNA (orfl69 and orf322), high similarity to 
3' -terminal part of cell of Rhodobacter [Oenothera berteriana] 
gi 1 1581174 | prf M2116373A ORF 454 [Oenothera berteriana] 



OJ990317_ 
+ 

2634 
AAT/NAP 
2634 
82 



09.0421.C23 



Seq. No. 


53161 




Seq. ID 


OJ990317 


Gene No. 


112062 




Strand 


+ 


Start 


273 




End 


2634 


Name 


OJ990317 09.0421.C23 


. o3.np 


Method 


AAT/NAP 


Start 


598 




End 


715 


GI 


226689 




Score 


128 


Exons 


598. .715 








GI Descrip. 


RNA polymerase beta 


[Oryza 


sativa] 




Seq. No. 


53161 




Seq. ID 


OJ990317 


Gene No. 


112062 




Strand 


+ 


Start 


273 ' 




End 


2634 


Name 


OJ990317 09.0421.C23 


. o4 .np 


Method 


AAT/NAP 


Start 


1538 




End 


1631 


GI 


629811 




Score 


83 


Exons 


1538. .1631 








GI Descrip. 


hypothetical protein 


33 (coxl 5 1 region) - rice 



09.0421.C23 



gi|870713 (M57903) unknown protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



53161 Seq. ID OJ990317 

112063 Strand + 

3480 End 11543 

OJ990317_09.0421.C23.o9.np Method AAT/NAP 

3480 End 11537 

7484880 Score 1880 

3480.. 3533, 3864.. 3965, 4074.. 4393, 5184.. 5345, 
6269. .6418, 
8515. .8773, 



09.0421.C23 



,6730, 6871. .7517, 



6068. 
8343. 



6152, 
8454, 



3864.. 3965, 4074 
6505.. 6552, 6622 

9272. .9403, 10233 .. 10323, 107 95 .. 10842 , 
10921. .11049, 11274. .11537 

curly leaf protein homolog F26B6.3 - Arabidopsis thaliana 
gi I 3242729 | gb IAAC23781.il (AC003040) curly leaf protein 
(polycomb-group) [Arabidopsis thaliana] 



53161 

112063 

3480 

OJ990317 

5090 

none 



09.0421.C23.o3.gs 



Seq. ID OJ990317_09.0421.C23 

Strand + 

End 11543 

Method GENSCAN 

End 11543 

Score .62 



54119 



Exons 5090.. 5130, 5184.. 5345, 6068.. 6152, 6269.. 6418, 6814.. 7008, 

7261. .7517, 8343. .8478, 8553. .8773, 9272. .9403, 10233 .. 10323 , 
10795. .10842, 10921 .. 11049, 11274. .11543 



Seq. No. 53161 Seq. ID 

Gene No. 112064 Strand 

Start 12606 End 17730 

Name OJ990317_09. 0421 . C23 . o4 . gs Method GENSCAN 

Start 12606 End 17116 

GI none Score .72 

Exons 12606. .12662, 12847 .. 12945, 13281 .. 13439, 14142 

14291. .14318, 14636. .15252, 15342 .. 15515 , 15655 

16123. .16314, 17030.. 17116 



OJ990317_09.0421.C23 
+ 



14180, 
15720, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317 
+ 

17730 
AAT/NAP 
16749 
259 



09.0421.C23 



53161 
112064 
12606 

OJ990317_09 . 042 1 . C23 . olO . np 
13522 
7487656 

13522. .13551, 15433 .. 15566, 
15970. .16131, 16637.. 16749 

hypothetical protein T4L20.110 - Arabidopsis thaliana 
gi I 3096922 | emb | CAA18832.il (AL023094) putative protein 
[Arabidopsis thaliana] gi | 7270403 | emb | CAB80170 . 1 1 (AL161585) 
putative protein [Arabidopsis thaliana] 



15655. .15720, 15803 .. 1587 1 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990317_09.0421.C23 
+ 

17730 
AAT/GAP 
17730 
1665 



53161 Seq. ID 

112064 Strand 
12606 End 
OJ990317_09 . 0421 . C23 . o3 . gp Method 
16129 End 
42705_1.R1084 Score 
16129. .16314, 17030.. 17730 

1 131251/sp|P12094 |PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID. MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15' 



Seq. No. 


53161 








Seq. ID 


OJ990317 


_09 


0421 


C23 


Gene No. 


112065 








Strand 


+ 








Start 


17954 








End 


18576 








Name 


OJ990317 09.0421 


.C23. 


o4 


.gp 


Method 


AAT/GAP 








Start 


17954 








End 


18576 








GI 


none 








Score 


1026 








Exons 


17954. .18576 


















Seq. No. 


53161 








Seq. ID 


OJ990317 


_09. 


0421 


C23 


Gene No. 


112066 








Strand 


+ 








Start 


21779 








End 


22127 








Name 


OJ990317 09.0421 


.C23. 


o7 


.gp 


Method 


AAT/GAP 








Start 


21779 








End 


22127 








GI 


3551787 








Score 


663 








Exons 


21779. .22127 



















54120 



Seq. No. 53161 

Gene No. 112067 

Start 37082 

Name OJ990317_09 . 0421 .C23 .o7 .gs 

Start 37082 

GI none 

Exons 37082. .37163, 37556. . 37563, 
40657. .40945 



Seq. ID OJ990317_09.0421.C23 

Strand + 

End 40945 

Method GENSCAN 

End 40945 

Score . 63 
38075. .38184, 38301 38663, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53161 Seq. ID OJ990317_09 . 0421 . C23 

112067 Strand + 

37082 End 40945 

OJ990317_09.0421.C23.o8.gp Method AAT/GAP 

39200 End 39280 

LIB3434-017-P1-K1-F5 Score 88 

39200. .39280 

f 5257255/dbj | AP000364 . 1 | AP000364 5.0e-20 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 53161 Seq. ID 

Gene No. 112067 Strand 

Start 37082 End 

Name OJ990317_09 . 0421 . C23 . o9 . gp Method 

Start 40393 End 

GI uC-osflcyp088bl2bl . Score 

Exons 40393. .40485 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ990317_09.0421.C23 
+ 

40945 
AAT/GAP 
40485 
145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990317_09.0421.C23 
Strand 

End 217 

Method AAT/NAP 

End 217 

Score 103 



53161 
112068 
1 

OJ990317_09.0421.C23.ol.np 
1 

82486 
1..217 

hypothetical protein 3 - rice gi | 20381 1 emb | CAA29824 | (X06611) 
put. ORF 1 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



53161 Seq. ID OJ990317_09 . 042 1 . C23 

112069 Strand 

514 End 621 

OJ990317_09.0421.C23.ol.gp Method AAT/GAP 

514 End 621 

LIB3432-043-P1-K1-H9 Score 143 

514. .621 

, 131251/sp|P12094|PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15' 



53161 
112070 



Seq. ID 
Strand 



OJ990317 09.0421.C23 



54121 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



538 



End 

Method 
End 
Score 



4196 
AAT/NAP 
2155 
157 



OJ990317_09.0421.C23.o6.np 
538 

3421409 
538. .638, 2036. .2155 

(AF082025) ABC transporter CcbB [Triticum aestivum] gi 13435250 
(AF082026) ABC transporter CcbB [Triticum aestivum] 



53161 

112070 

538 

OJ990317_09.0421.C23.o7.np 
697 

2129782 

697. .758, 2165. .2259, 4157. 



OJ990317 09.0421.C23 



Seq. ID _ 
Strand 

End 4196 
Method AAT/NAP 
End 4196 
Score 92 
,4196 

NADH-ubiquinone oxidoreductase chain II - Arabidopsis thaliana 
mitochondrion gi 1 1536885 | emb | CAA65381 1 (X96535) NADH-ubiquinone 
oxidoreductase [Arabidopsis thaliana] gi | 6851016 | emb | CAA69771 . 3 | 
(Y08501) NADH dehydrogenase subunit 2 [Arabidopsis thaliana] 



53161 
112070 
538 

OJ990317_09.0421.C23.o8.np 
941 

7434214 
941. .1009, 2506. .2678 

pyrophosphate-dependent phosphof ructo-1- kinase 
- Arabidopsis thaliana gi | 7269820 | emb | CAB7 9680 
pyrophosphate-dependent phosphof ructo-1 -kinase 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317 09.0421.C23 



4196 
AAT/NAP 
2678 
128 



homolog T17A13.40 
1| (AL161574) 
-like protein 



Seq. No. 


53161 


Seq. ID 


OJ990317_ 


Gene No. 


112070 


Strand 




Start 


538 


End 


4196 


Name 


OJ990317 09.0421.C23.o5.np 


Method 


AAT/NAP 


Start ' 


1811 


End 


2928 


GI 


3132603 


Score 


196 


Exons 


1811. .2034, 2876. .2928 






GI Descrip. 


(AF061287) Dl protein [Senecio vulgaris] 


Seq. No. 


53161 


Seq. ID 


OJ990317_ 


Gene No. 


112070 


Strand 




Start 


538 


End 


4196 


Name 


OJ990317 09.0421.C23.o2.gp 


Method 


AAT/GAP 


Start 


1897 


End 


2036 


GI 


5455469 


Score 


242 


Exons 


1897. .2036 






GI Descrip. 


131251/sp| P12094 | PSBA ORYSA 


8.0e-56 PHOTOSYSTEM 



KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9j?rf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 



Seq. No. 



53161 



Seq. ID OJ990317_09.0421.C23 



54122 




Gene No. 


112070 




Strand 








Start 


538 




End 


4196 






Name 


OJ990317 09.0421.C23 


.o2 .gs 


Method 


GENSCAN 






Start 


2400 




End 


3637 






GI 


none 




Score 


.8 






Exons 


2400.. 2636, 2733.. 2924, 3467 


. .3637 








Seq. No. 


JjlDi 




Seq. ID 


OJ990317 


_09.0421 


.C23 


Gene No . 


llzU / i 




Strand 








Start 


i QOT7 

loz / / 




End 


26323 






Name 


OJ990317 09.0421.C23 


. o5 . gp 


Method 


AAT/GAP 






Start 


17954 




End 


18576 






GI 


none 




Score 


1027 






Exons 


l / yo4 . . loo / b 












Seq. No. 


JjlDi 




Seq. ID 


OJ990317 


_09.0421 


.C23 


Gene No. 


llzU / 1 




Strand 








Start 


loz / / 




End 


26323 






Name 


(jjyyuoi / uy.u4zi.Lzj 


. o5 . gs 


Method 


GENSCAN 






Start 


loz / / 


End 


26323 






GI 


none 




Score 


.76 






Exons 


18277. .19934, 20272. 


.20581, 


20727. .21825, 22532 


. .22617, 






23061. .23131, 24857. 


.25069, 


26311. .26323 






Seq. No. 


53161 




Seq. ID 


OJ990317 


_09.0421 


.C23 


Gene No. 


112071 




Strand 








Start 


18277 




End 


26323 






Name 


OJ990317 09.0421.C23 


. oil . np 


Method 


AAT/NAP 






Start 


18289 




End 


23086 






GI 


6358765 




Score 


1586 






Exons 


18289. .18774, 18808. 


.19934, 


20272. .20592, 20732 


. .21237, 






23061. .23086 












GI Descrip. 


(AC011665) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


53161 




Seq. ID 


OJ990317 


_09.0421 


.C23 


Gene No. 


112071 




Strand 








Start 


18277 




End 


26323 






Name 


OJ990317 09.0421.C23 


. 06 . gp 


Method 


AAT/GAP 






Start 


18646 




End 


19256 






GI 


none 




Score 


1090 






Exons 


18646. .19256 












Seq. No. 


53161 




Seq. ID 


OJ990317 


_09.0421 


.C23 


Gene No. 


112072 




Strand 








Start 


30409 




End 


35724 






Name 


OJ990317 09.0421.C23 


. 06 . gs 


Method 


GENSCAN 






Start 


30409 




End 


35724 






GI 


none 




Score 


.58 






Exons 


30409. .30440, 30480. 


.30674, 


34656. .347! 


39, 35002 


. .35056, 






35703. .35724 












Seq. No. 


53161 




Seq. ID 


OJ990317 


_09.0421 


.C23 


Gene No. 


112073 . 




Strand 








Start 


36620 




End 


41017 






Name 


OJ990317 09.0421.C23 


.o2 .tc 


Method 


TBLASTX: 


Cress 




Start 


1898 




End 


2034 






GI 


none 




Score 


142 







54123 



Exons 



# 

1898. .2032, 1899. .2033, 1906. .2034 



Seq . No . 


53161 








Seq. ID 


OJ990317_09.0421.C23 


Gene No. 


112073 








Strand 


** * 


Start 


36620 








•End 


41017 


Name 


OJ990317_09. 


0421 . 


C23.o5 


. ts 


Method 


TBLASTX: Soybean 


Start 


2506 








End 


2733 


GI 


. none 








Score 


109 


Exons 


2506. .2673, 


2508 . 


.2672, 


2671 


. .2733 




Seq. No. 


53161 








Seq. ID 


OJ990317_09.0421.C23 


Gene No. 


112073 








Strand 




Start 


36620 








End 


41017 


Name 


OJ990317_09 . 


0421. 


C23.o9 


. tm 


Method 


TBLASTX: Maize 


Start 


2506 








End 


2733 


GI 


none 








Score 


120 


Exons 


2506 . .2673, 


2508 . 


.2672, 


2671 


. .2733 




Seq. No. 


53161 








Seq. ID 


OJ990317_09.0421.C23 


Gene No. 


112073 








Strand 




Start 


36620 








End 


41017 


Name 


OJ990317_09 . 


0421 . 


C23. o5 


. tm 


Method 


TBLASTX: Maize 


Start 


3878 








End 


6149 


GI 


none 








Score 


85 


Exons 


3878. .3961, 


3879. 


. 3965, 


4065 


..4277, 4071;. 4208, 4072.. 4296, 




4072. . 4230, 


4169. 


. 4276, 


4277 


..4321, 4306. .4395, 4326. .4427, 




4331. .4426, 


5174 . 


.5347, 


5175 


..5345, 6060.. 6149, 6060.. 6149 


Seq. No. 


53161 








Seq. ID 


OJ990317_09.0421.C23 


Gene No. 


112073 








Strand 




Start 


36620 








End 


41017 


Name 


OJ990317 09. 


0421. 


C23.ol 


tc 


Method 


TBLASTX: Cress 


Start 


4056 








End 


11506 


GI 


none 








Score 


47 


Exons 


4056. .4178, 


4281. 


.4427, 


5172 


..5267, 5173.. 5277, 5180.. 5335, 




5182. .5268, 


6359. 


.6397, 


6361 


..6429, 6505.. 6552, 6652.. 6687, 




8341. .8430, 


8350. 


.8457, 


8567 


..8770, 8567. .8773, 8610. .8774, 




9233. .9400, 


9266. 


.9400, 


9267 


..9401, 10236. .10325, 10237. .10 




10240. .10344 


, 10792. .10842, 


10794. .10847, 10915 .. 11073, 




10920. .11042 


, 11261. .11473, 


11271. .11501, 11272. .11397, 




11276. .11506 










Seq. No. 


53161 








Seq. ID 


OJ990317_09.0421.C23 


Gene No . 


112073 








Strand 




Start 


36620 








End 


41017 


Name 


OJ990317 09. 


0421. 


C23.o6, 


tm 


Method 


TBLASTX: Maize 


Start 


6939 








End 


7238 


GI 


none 








Score 


184 


Exons 


6939. .7154, 


6939. 


.7238, 


6947 


..7186, 7024. .7233, 7173. .7238 


Seq. No. 


53161 








Seq. ID 


OJ990317_09.0421.C23 


Gene No. 


112073 








Strand 




Start 


36620 








End 


41017 


Name 


OJ990317 09. 


0421. 


C23.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


7239 








End 


7517 


GI 


none 








Score 


309 


Exons 


7239. .7517, 


7246. 


.7515 









54124 



Seq. No. 53161 

Gene No. 112073 

Start 36620 

Name OJ990317_09 . 0421 . C23 . o3 . tm 

Start 8554 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_09.0421.C23 
41017 

TBLASTX: Maize 
11539 
82 

8554. .8640, 8555. .8656, 8558. .8653, 8643. .8774, 8651. .8779, 
8654. .8776, 9266. .9406, 9267. .9404, 9271. .9408, 9271. .9408, 
10232. .10324, 10233 .. 10325, 10233 10325, 10234 .. 10326, 
10788. .10841, 10792. .10842, 10794 10847 , 10914 .. 11048 , 
10915. .11049, 10915. .11064, 11242 11397, 11261 .. 11539, 
11271. .11537, 11273. .11539 



Seq. No. 53161 

Gene No. 112073 

Start 36620 

Name OJ990317_09 . 0421 . C23 . o3 . ts 

Start 8672 

GI none 
Exons 



Seq. ID OJ990317_09.0421.C23 
Strand 

End 41017 

Method TBLASTX : Soybean 

End 11052 

Score 205 



8672. .8782, 8673. .8774, 9266. .9400, 9267. .9401, 9274. .9426, 
10230. .10343, 10234. .10326, 10240 1034 4 , 10242 .. 1034 9, 

10847, 10915. .11052, 10918 .. 1104 6, 



10792 
10920 



.10842, 10794, 
,11051 



Seq. No. 53161 Seq. ID 

Gene No. 112073 Strand 

Start 36620 End 

Name OJ990317_09 . 0421 . C23 . ol . ts Method 

Start 11271 End 

GI none Score 
Exons 



OJ990317_09.0421.C23 
41017 

TBLASTX : Soybean 

11537 

379 



11271. 
11495. 



.11501, 11271, 
.11536 



.11468, 11276. .11503, 114 93 .. 11537 , 



Seq. No. 53161 

Gene No. 112073 

Start 36620 

Name OJ990317_09 . 04 21 . C23 . o3 . tc 

Start 15459 

GI none 

Exons 15459. .15569, 15470 .. 15568 , 
15802. .15870, 15803 .. 15871, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15652. .15759, 
15967. .16041, 



OJ990317 09.0421.C23 



41017 

TBLASTX: Cress 
16061 
128 

15654. .15725, 
15969. .16061 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53161 
112073 
36620 
OJ990317 
15468 
none 
15468 
15655 
15967 



09.0421.C23.ol.tw 



15569, 15468. 
15720, 15803. 
16044, 15969. 



,15566, 
,15871, 
,16040, 



Seq. ID OJ990317_09.0421.C23 
Strand 

End 41017 

Method TBLASTX : Wheat 

End 16236 

Score 139 
15470. .15568, 15652. .15759, 
15807. .15875, 15807. .158 69, 
16141. .16236, 1614 4. .16236 



Seq. No. 53161 Seq. ID 

Gene No.- 112073 Strand 

Start 36620 End 

Name OJ990317 09 . 0421 . C23 . o7 . tm Method 



OJ990317_09.0421.C23 
41017 

TBLASTX: Maize 



54125 



Start 
GI 

Exons 



15485 
none 

15485. .15565, 15486. 
15802. .15885, 15803. 



End 16041 

Score 120 
15566, 15652. .15723, 15663 .. 15725, 
,15871, 15967.. 16041 



Seq. No. 53161 

Gene No. 112073 

Start 36620 

Name OJ990317_09 . 0421 .C23 . o4 . ts 

Start 15494 

GI none 

Exons 15494 



Seq. ID OJ990317_09.0421.C23 
Strand 

End 41017 

Method TBLASTX : Soybean 

End 16008 

Score 117 



15565, 15495. 
15798. .15869, 15801. 
15967. .16008 



15566, 15652. .15723, 15657 .. 15725, 
15869, 15802. .15870, 15803 .. 15871, 



Seq. No. 53161 
Gene No. 112073 
Start 36620 

Name OJ990317_09 . 0421 .C23 . ol . tm 

Start 18784 
GI none 
Exons 18784. 

18869. 

18973. 



,18879, 18797. 
,18970, 18889. 
,19440 



Seq. ID OJ990317_09.0421.C23 
Strand 

End 41017 ' 

Method TBLASTX : Mai ze 
End 19440 
Score 51 
,18826, 18826. . 18846, 18835 .. 18972, 
,18972, 18970. .19440, 18971 .. 19438, 



\1 Seq. No. 53161 

fn Gene No. 112073 

m Start 36620 

Li Name OJ990317_09 . 0421 . C23 . 08 . tm 

j 88 * Start 19441 

s*y. GI none 

%2 Exons 19441. .19587, 19462.. 19587 



Seq. No. 
a. Gene No. 
^ Start 
'4 Name 
^ Start 
3 GI 
Exons 



£3 



53161 

112073 

36620 

OJ990317_09.0421.C23.o2.tm 

20491 

none 

20491. .20583, 204 98 20584 , 
20727. .21068, 20917. .21069 



Seq. No. 53161 

Gene No. 112073 

Start 36620 

Name OJ990317_09 . 0421 . C23 . o2 . ts 

Start 20736 

GI none 

Exons 20736. .21050, 20941 20994 , 



Seq. ID OJ990317_09.0421.C23 
Strand 

End 41017 

Method TBLASTX : Mai ze 

End 19587 

Score 109 



Seq. ID OJ990317_09.0421.C23 
Strand 

End ■ 41017 

Method TBLASTX : Maize 

End 21069 

Score 89 
20505. .20582, 20712 .. 21068, 



Seq. ID OJ990317_09.0421.C23 
Strand 

End 41017 

Method TBLASTX : Soybean 

End 21308 

Score 4 9 
21051. .21308, 21052. .21201 



Seq. No. 53161 

Gene No. 112073 

Start 36620 

Name OJ990317_09 . 0421 . C23 . ol2 . np 

Start 36620 

GI 5852178 

Exons 36620. .36714, 37080 .. 37180, 



Seq. ID OJ990317_09.0421.C23 
Strand 

End 41017 

Method AAT/NAP 

End 41017 

Score 502 
40708. .41017 



54126 




GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 










Seq. No. 


53162 


Seq. ID 


OJ990317_ 


09. 


0421 


.C24 


Gene No. 


112074 


Strand 


+ 








Start 


1 


End 


10368 








Name 


OJ990317 09.0421.C24 .ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1810 








GI 


6598346 


Score 


614 








Exons 


1..61, 321. .419, 585. .820, 


953. .1449, 


1709. .1810 








GI Descrip. 


(AC002336) unknown protein 


[Arabidopsis thaliana 


1 






Seq. No. 


53162 


Seq. ID 


OJ990317_ 


09. 


0421 


.C24 


Gene No. 


112074 


Strand 


+ 








Start 


1 


End 


10368 








Name 


OJ990317 09.0421.C24.ol.gs 


Method 


GENSCAN 








Start 


282 


End 


10368 








GI 


none 


Score 


.81 








Exons 


282. .477, 586. .789, 959. .1424, 1684.. 


1759, 2731. 


.2944, 





3283. .3472, 3888. .4628, 4799. .4884, 5667. .5746, 6076. .6131, 
6917. .7091, 7243. .7338, 7692. .7805, 7905. .8035, 8421. .8653, 
10205. .10368 



OJ990317_09.0421.C24 
+ 

10368 
AAT/GAP 
1157 
653 



Seq. No. 53162 Seq. ID 

Gene No. 112074 Strand 

Start 1 End 

Name OJ990317_09 . 0421 . C24 . ol . gp Method 

Start 624 End 

GI LIB3431-061-P1-K1-C10 Score 

Exons 624.. 789, 959.. 1157 

GI Descrip. ' 466149/sp | P34648 | YOT2_CAEEL 6.0e-21 HYPOTHETICAL 80.5 KD 

PROTEIN ZK632.2 IN CHROMOSOME III >gi_107 8872_pir S40934 

hypothetical protein ZK632.2 - Caenorhabditis elegans 
>gi_3881693_emb_CAA8017 9.1_ (Z22181) similar to Coiled coil 
protein; cDNA EST EMBL:D35263 comes from this gene; cDNA EST 
yk231hll.3 comes from this gene; cDNA EST yk231hll.5 comes from 
this gene; cDNA EST yk418cl.3 comes 1 



Seq. No. 53162 

Gene No. 112074 

Start 1 

Name OJ990317_09 . 0421 . C24 . o3 . np 

Start 2650 

GI 7508218 

Exons 2650.. 2746, 2800.. 2986, 3437, 
GI Descrip. hypothetical protein T22D1.2 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3519, 



OJ990317_ 
+ 

10368 
AAT/NAP 
4485 
134 
3936. .4485 



09.0421.C24 



Caenorhabditis elegans 



gi|2736513|gb|AAB94271.1| 
[Caenorhabditis elegans] 



(AF039052) T22D1.2 gene product 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53162 

112074 

1 

OJ990317_09.0421.C24.o2.gp 

4482 

2427687 



Seq. ID OJ990317_09.0421.C24 



Strand 
End 

Method 

End 

Score 



+ 

10368 
AAT/GAP 
7066 
952 



4482. .4628, 4799. .4884, 5667. .5746, 6076. .6131, 6288. .6336, 
6942. .7066 



GI Descrip. 466149/sp | P34 648 | YOT2_CAEEL 6.0e-21 HYPOTHETICAL 80.5 KD PROTEIN 



54127 



ZK632.2 IN CHROMOSOME III >gi_1078872_pir S40934 hypothetical 

protein ZK632.2 - Caenorhabditis elegans 

>gi_3881693_emb_CAA80179.1_ (Z22181) similar to Coiled coil 
protein; cDNA EST EMBL:D35263 comes from this gene; cDNA EST 
yk231hll.3 comes from this gene; cDNA EST yk231hll.5 comes from 
this gene; cDNA EST yk418cl.3 comes 



Seq. No. 53162 Seq. ID 

Gene No. 112075 Strand 

Start 10313 End 

Name OJ990317_09 . 0421 . C24 . o3 . gp Method 

Start 10313 End 

GI LIB3433-039-P1-K1-B12 Score 

Exons 10313. . 10424 

GI Descrip. 1 6041757/gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



OJ990317_09.0421.C24 
+ 

10424 
AAT/GAP 
10424 
144 



Seq. No. 53162 

Gene No. 112076 

Start 3071 

Name OJ990317_09 . 0421 . C24 . ol . tc 

Start 313 

GI none 
Exons 



Seq. ID OJ990317_09.0421.C24 
Strand 

End 3615 

Method TBLASTX : Cress 

End 1807 

Score 164 



313.. 405, 321. .476, 323.-472, 324. .476, 569. .787, 570. .788, 
666. .788, 685. .789, 939. .1418, 949. .1425, 1329. .1430, 
1554. .1646, 1682. .1807 



Seq. No. 53162 Seq. ID 

Gene No. 112076 Strand 

Start . 3071 End 

Name OJ990317_09 . 0421 . C24 . ol . tm Method 

Start 317 End 

GI none Score 
Exons 



OJ990317_09.0421.C24 
3615 

TBLASTX: Maize 

1804 

138 



317. .472, 321. .476, 572. .787, 585. .788, 949. .1425, 958. .1284, 
972. .1424, 1342. .1437, 1682. .1804, 1696. .1803 



Seq. No. 53162 

Gene No. 112076 

Start 3071 

Name OJ990317_09 . 0421 . C24 . ol . ts 

Start 584 

GI none 
Exons 



Seq. ID OJ990317_09.0421.C24 
Strand 

End 3615 

Method TBLASTX : Soybean 

End 1440 

Score 172 



584. .769, 585. .788, 940. .1440, 951. .1244, 1269. .1436 



Seq. No. 53162 Seq. ID 

Gene No. 112076 Strand 

Start 3071 End 3615 

Name OJ990317_09 . 0421 . C24 . o2 .np Method AAT/NAP 

Start 3071 End 3615 

GI 6539585 Score 219 

Exons 3071.. 3162, 3460.. 3615 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



OJ990317 09.0421.C24 



Seq. No. 
Gene No. 
Start 



53162 

112077 

4842 



Seq. ID OJ990317_09.0421.C24 
Strand 

End 10395 



54128 



Name 

Start 

GI 

Exons 



OJ990317_09.0421.C24.o2.tm 
4842 



.4937, 5665.. 5739, 5666. 
.6144, 6078. .6137, 6097. 



Method TBLASTX : Maize 
End 10395 
Score 83 

5749, 5666. .5740, 5670. .5744, 
6153, 6283.-6336, 6285.. 6344, 
7091, 6942. .7091, 6944. .7096, 7241. .7339, 7241. .7333, 
7337, 7243. .7341, 7689. .7757, 7691. .7804, 7691. .7810, 
8034, 7900. .8049, 8416. .8532, 8419.. 8652, 8481. .8540, 
8671, 10166. .10324, 10180 .. 10338 , 10203 .. 1034 6, 
10203. .10343, 10319. .10393, 10326 10361 , 10333 .. 10395, 
10333. .10395 



none 
4842 
6067 
6942 
7242 
7900 
8492 



oeq. INO . 


J jlQj 




1JJ 


Pj TQQfl ^ 17 HP 
KJO jjUjI / UO 


ijene no . 


1 1 9mft 




otrana 






^1 1 






1 9nn 

1ZUU 


Name 


r>TQQn^17 OR PI491 PI o1 
UujjUOI/ UO.U4tliLl.01. 


gs 




PTTKTQPZiM 
uEjWDLMJN 




jll 






1 9nn 

1 Z U u 


GI 


none 




Score 


.53 


Exons 


311. .409, 976. .1200 








oeq. no. 






oeq. iu 


P TQQH "3 17 HQ 


Lene jno. 


1 1 9H7 Q 
1 1ZU / y 




0 Tirana 




C+- -j v-t- 


DO 






7 on 


Name 


UJj^UjI / UO . U4Z1 .LD .Ol . 


gs 


MctnOu 


(j Hi No LAN 


OLaiL 


O 3 




tjna 


7 "3 Q 
/JO 


GI 


none 




Score 


.53 


Exons 


65. .91, 507. .599, 682.. 


738 






oeq. wo. 


R "31 £/l 
0 Jl D4 




oeq. id 


n iQQn "517 no 
ujyyuji / uo 


Lene jno . 


1 1ZU / J 




0 crana 




OLalt 


0 J 




tina 


*7 Qfl 


Name 


HTQQn^i *? hp n^9i pr 

UujjUjI / UO.UIZl.LJ.Ol. 


LIU 


1x1 e unoa 


1 DLiio 1 a . ixia 1 




JU f 




Hiiia 


7 on 

/ z?U 


GI 


none 




Score 


65 


Exons 


507. .599, 516. .602, 679 


. .789, 


682. .789 


, 692. .790 




jjIDj 




Cor. m 

beq. iu 




wcnc NO . 


1 It UO U 




Q+- >-a-r»/^ 

0 trana 






jOU 




EjUU 


R9 "3 

JZ J 


Name 


UJ!7i7Ujl/ U 0 • U f± 1 1 . LO • Ol . 


gs 


iyiei.no a 




Start 


360 




End 


523 


GI 


none 




Score 


.78 


Exons 


360. .523 








Seq. No. 


53166 




Seq. ID 


OJ990317_08 


Gene No. 


112081 




Strand 


+ 


Start 


381 




End 


508 


Name 


OJ990317 08.0421.C12.ol 


. gs 


Method 


GEN SCAN 


Start 


381 


End 


508 


GI 


none 




Score 


.91 


Exons 


381. .508 








Seq. No. 


53167 




Seq. ID 


OJ990317_08 


Gene No. 


112082 




Strand 


+ 


Start 


920 




End 


1106 


Name 


OJ990317 08.0421.C13.ol 


.gp 


Method 


AAT/GAP 


Start 


920 


End 


1106 



54129 



GI 

Exons 

GI Descrip. 



4107129 Score 297 

920. .1106 

1330273/dbj | D85055 | RICSINE11 2.0e-18 Rice retroposon p-SINEl-r31 
gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53168 

112083 

68 

OJ990317_08.0421.C14 .ol.gs 
68 

none 



Seq. ID OJ990317_08.0421.C14 

Strand + 

End 2133 

Method GENSCAN 

End 2133 

Score .94 



68. .134, 218. .516, 1342. .1395, 2065. .2133 



53169 
112084 
1 

OJ990317_08.0421.C15.ol.np 
1 

6862956 
1..380 

(AC019018) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990317_08.0421.C15 

Strand + 

End 380 

Method AAT/NAP 

End 380 

Score 282 



53169 

112085 

1199 

OJ990317_08.0421.C15.o3.tm 
57 

none 

57. .272, 59. .271 



Seq. ID OJ990317_08.0421.C15 
Strand 

End 4 612 

Method TBLASTX : Mai ze 

End 272 

Score 290 



53169 
112085 
1199 

OJ990317_08.0421.C15.o2.np 
1199 
4335731 



Seq. ID OJ990317_08.0421.C15 
Strand 

4612 
AAT/NAP 
4612 
1786 



End 

Method 
End 
Score 

1199. .3470, 3501. .4217, 4251. .4464, 4591. .4612 

(AC006248) putative retroelement pol polyprotein [Arabidopsis 

thaliana] 



U Seq. No. 53169 

p Gene No. 112085 

Start 1199 

Name OJ990317_08 . 0421 . C15 . o2 . tm 

Start 1241 

GI none 
Exons 



Seq. ID OJ990317_08.0421.C15 
Strand 

End 4 612 

Method TBLASTX : Maize 

End 1851 

Score 43 



1241. .1294, 1351. .1404, 1353. .1424, 1422. .1652, 1468. .1545, 
1591. .1647, 1673. .1792, 1792. .1851 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53169 

112085 

1199 

OJ990317_08.0421.C15.o4.ts 

1329 

none 



Seq. ID OJ990317_08.0421.C15 
Strand 

End 4 612 

Method TBLASTX : Soybean 

End 1638 

Score 69 



1329. .1454, 1353. .1454, 1434. .1637, 1498. .1638 



54130 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53169 

112085 

1199 

OJ990317_08.0421.C15.o3.tw 

1353 

none 

1353. .1427, 1443. .1661, 1468. 



Seq. ID OJ990317_08.0421.C15 
Strand 

End 4612 

Method TBLASTX : Wheat 

End 1662 

Score 71 

1662 



53169 ' 
112085 
1199 

OJ990317_08.0421.C15.o2.ts 

1650 

none 

1650. .1787, 1658. .1792, 1673. 
1911. .2081, 1912. .2070 



Seq. ID OJ990317_08.0421.C15 
Strand 

End 4612 

Method TBLASTX : Soybean 

End 2081 

Score 82 

.1789, 1795. .1914, 1796. .1918, 



53169 

112085 

1199 

OJ990317_08.0421.C15.o4.tm 

2151 

none 

2151. .2555, 2248. .2484 



Seq. ID OJ990317_08.0421.C15 
Strand 

End 4 612 

Method TBLASTX : Mai ze 

End 2555 

Score . 76 



53169 

112085 

1199 

OJ990317_08.0421.C15.o3.ts 

2220 

5509260 

2220.. 2579, 2443.. 2556, 2585. 



Seq. ID OJ990317_08.0421.C15 
Strand 

End 4612 

Method TBLASTX : Soybean 

End 2686 

Score 81 
.2686 



53169 
112085 
1199 ' 

OJ990317_08.0421.C15.ol.tw 

2247 

none 

2247. .2558, 2248. .2406, 2443. 



Seq. ID OJ990317_08.0421.C15 
Strand 

End 4612 

Method TBLASTX : Wheat 

End 2683 

Score 53 
.2574, 2615.. 2683 



53169 

112085 

1199 

OJ990317_08.0421.C15.o2.tc 

2346 

none 

2346.. 2570, 2371.. 2538 



Seq. ID OJ990317_08.0421.C15 
Strand 

End 4612 

Method TBLASTX : Cress 

End 2570 

Score 58 



53169 

112085 

1199 

OJ990317_08.0421.C15.ol.ts 

3010 

none 

3010. .3486, 3113. .3484 



Seq. ID OJ990317_08.0421.C15 
Strand 

End 4612 

Method TBLASTX : Soybean 

End 3486 

Score 197 



54131 



Seq. No. 53169 Seq. ID 

Gene No. 112085 Strand 

Start 1199 End 

Name OJ990317_08 . 0421 . C15 . ol . tc Method 

Start 3022 End 

GI none Score 

Exons 3022.. 3453, 3028.. 3471 



OJ990317_08.0421.C15 
4612 

TBLASTX: Cress 

3471 

109 



Seq. No. 53169 Seq. ID 

Gene No. " 112085 Strand 

Start 1199 End 

Name OJ990317_08 . 0421 . C15 . ol . tm Method 

Start 3025 End 

GI none Score 

Exons 3025.. 3660, 3296.. 3523 



OJ990317_08.0421.C15 
4612 

TBLASTX: Maize 

3660 

105 



beq. no. 










oeq.. ± u 




U 0 . U ft c. 1 




Gene No. 


112085 








Strand 








Start 


1199 • 








End 


4612 






Name 


OJ990317 08 


.0421 


.C15.o2 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


3148 








End 


3562 






GI 


none 








Score 


107 






Exons 


3148. .3243, 


3259 


. 13561, 


3260. 


.3562 








Seq. No. 


53170 








Seq. ID 


OJ990317 


_08.0421 


.C16 


Gene No. 


112086 








Strand 








Start 


271 








End 


486 






Name 


OJ990317 08 


.0421 


.C16.ol 


. gs 


Method 


GEN SCAN 






Start 


271 








End 


486 






GI 


none 








Score 


.98 






Exons 


271. .486 
















Seq. No. 


53171 








Seq. ID 


OJ990317 


_08.0421 


.C17 


Gene No. 


112087 








Strand 








Start 


1050 








End 


1848 






Name 


OJ990317 08 


.0421 


.C17.ol 


. gs 


Method 


GENSCAN 






Start 


1050 








End 


1848 






GI 


none 








Score 


.64 






Exons 


1050. .1205, 


1641 


. .1848 












Seq. No. 


53172 








Seq. ID 


OJ990317 


_08.0421 


.C18 


Gene No. 


112088 








Strand 


+ 






Start 


509 








End 


753 






Name 


OJ990317 08 


.0421 


.C18.ol 


. gs 


Method 


GENSCAN 






Start 


509 








End 


753 






GI 


none 








Score 


.67 






Exons 


509. .753 

















Seq. No. 53173 

Gene No. 112089 

Start 2294 

Name OJ990317_08 . 0421 . C20 . o2 . np 

Start 2294 

GI 7248394 

Exons 2294.. 2443, 3060.. 3103 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 



Seq. ID OJ990317_08.0421.C20 

Strand + 

End 4507 

Method AAT/NAP 

End 3103 

Score 208 



54132 



correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 53173 

Gene No. 112089 

Start 2294 

Name OJ990317_08 . 0421 .C20 . o3 . np 

Start 2294 

GI 7248394 

Exons 2294.. 2443, 4452.. 4507 
GI Descrip. 



Seq. ID OJ990317_08.0421.C20 

Strand + 

End 4507 

Method AAT/NAP 

End 4507 

Score 210 



(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38 985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 53173 

Gene No. 112090 

Start 3330 

Name ' OJ990317_08 . 0421 .C20 . ol . tm 

Start 952 

GI none 
Exons 



Seq. ID OJ990317_08.0421.C20 
Strand 
End 

Method 
End 
Score 



3716 

TBLASTX : Mai ze 

1329 

157 



952. .1077, 969. .1076, 1102. .1167, 1156. .1329 



Seq. No. 53173 Seq. ID 

Gene No. 112090 Strand 

Start 3330 End 

Name OJ990317_08 . 0421 . C20 . o2 . gs Method 

Start 3330 End 

GI none Score 

Exons 3330.. 3716 



OJ990317_08.0421.C20 

3716 
GENSCAN 
3716 
. 67 



Seq. No. 53174 

Gene No. 112091 

Start 45 

Name OJ990317_08 . 0421 . C21 . ol . gs 

Start 45 

GI none 

Exons 4 5.. 2 97 



Seq. ID OJ990317_08.0421.C21 

Strand + 

End 297 

Method GENSCAN 

End 297 

Score . 62 



Seq. No. 53174 

Gene No. 112092 

Start 421 

Name OJ990317_08 . 0421 . C21 . ol . tm 

Start 421 

GI none 

Exons 421.. 573, 423.. 545, 436.. 600, 
626. .916 



Seq. ID OJ990317_08.0421.C21 
Strand 

End 1312 

Method TBLASTX : Mai ze 

End 916 

Score 114 

461. .583, 616. .915, 624. .914, 



Seq. No. 53174 Seq. ID 

Gene No. 112092 Strand 

Start 421 End 

Name OJ990317_08 . 0421 . C21 . o2 . gs Method 

Start 421 End 

GI none Score 



OJ990317_08.0421.C21 

1312 
GENSCAN 
1209 
.61 



54133 



Exons 



421. .1079, 1149. .1209 



Seq. No. 


53174 


Seq. ID 


OJ990317 


Gene No. 


112092 


Strand 


- 


Start 


421 


End 


1312 


Name 


OJ990317 08.0421.C21.o2.tm 


Method 


TBLASTX:: 


Start 


953 


End 


1312 


GI 


none 


Score 


221 


Exons 


953. .1210, 961. .1224, 1231. 


.1266, 1292 


. .1312 


Sea No. 


53175 


Seq. ID 


OJ990317 


Gene No. 


112093 


Strand 


+ 


Start 


1 


End 


1429 


Name 


OJ990317 08.0421.C22.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1429 


GI 


7340909 


Score 


147 


Exons 


1..22, 88. .119, 1064. .1429 






GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 


Seq. No. 


53176 


Seq. ID 


OJ990317 


Gene No. 


112094 


Strand 


+ 


Start 


1124 


End 


1508 


Name 


OJ990317 08.0421.C23.ol.gs 


Method 


GENSCAN 


Start 


1124 


End 


1508 


GI 


none 


Score 


.86 


Exons 


1124.. 1201, 1502.. 1508 








53176 


Seq. ID 


VU _7 Z7 V J X / 


Gene No. 


112095 


Strand 




Start 


541 


End 


991 


Name 


OJ990317 08.0421.C23.ol.np 


Method 


AAT/NAP 


Start 


541 


End 


991 


GI 


6539570 


Score 


155 


Exons 


541. .607, 788. .991 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


53176 


Seq. ID 


OJ990317 


Gene No. 


112096 


Strand 




Start 


1118 


End 


1202 


Name 


OJ990317 08.0421.C23.o2.np 


Method 


AAT/NAP 


Start 


1118 


End 


1202 


GI 


6630699 


Score 


73 


Exons 


1118. .1202 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gi | 6721536 | dbj | BAA89566 . 1 | 


(AP001073) hypothetic 




[Oryza sativa] 






Seq. No. 


53177 


Seq. ID 


OJ990317 


Gene No. 


112097 


Strand 


+ 


Start 


19 


End 


628 


Name 


OJ990317 08.0421.C24.ol.gs 


Method 


GENSCAN 


Start 


19 


End 


628 


GI 


none 


Score 


.77 


Exons 


19. .141, 176. .628 






Seq. No. 


53178 


Seq. ID 


OJ990317 


Gene No. 


112098 


Strand 


+ 



54134 



Start 


349 


End 


2401 


Name 


OJ990317 08.0421.C25.ol.gs 


Method 


GENSCAN 


Start 


349 


End 


978 


GI 


none 


Score 


.93 


Exons 


349. .978 






Seq. No. 


53178 


Seq. ID 


OJ990317 


Gene No. 


112098 


Strand 


+ 


Start 


349 


End 


2401 


Name 


OJ990317 08-0421. C25.ol.np 


Method 


AAT/NAP 


Start 


400 


End 


2401 


GI 


1346109 


Score 


132 


Exons 


400. .587, 2339. .2401 






GI Descrip. 


GUANINE NUCLEOTI DE-BINDING PROTEIN BETA SUBUNIT 




(GPB-LR) (RWD) gi | 540535 |dbj IBAA07404 | 


(D38231) 




sativa] 






Seq. No. 


53178 


Seq. ID 


OJ990317 


Gene No. 


112099 


Strand 


- 


Start 


144 


End 


2762 


Name 


OJ990317 08.0421.C25.o2.np 


Method 


AAT/NAP 


Start 


144 


End 


2762 


GI 


'7340909 


Score 


179 


Exons 


144. .379, 909. .1157, 2690. .2762 




GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 


Seq. No. 


53178 


Seq. ID 


OJ990317 




112100 


Strand 


- 


Start 


3510 


End 


4230 


Name 


OJ990317 08.0421.C25.ol.gp 


Method 


AAT/GAP 


Start 


3274 


End 


3548 


GI 


3760533 


Score 


480 


Exons 


3274. .3548 






Seq. No. 


53178 


Seq. ID 


OJ990317 


Gene No . 


112100 


Strand 




Start 


3510 


End 


4230 


Name 


OJ990317 08.0421.C25.o2.gs 


Method 


GENSCAN 


Start 


3510 


End 


4223 


GI 


none 


Score 


.93 


Exons 


3510.. 3713, 3795. .4029, 4153. 


.4223 




Seq. No. 


53178 


Seq. ID 


OJ990317 


Gene No. 


112100 


Strand 




Start 


3510 


End 


4230 


Name 


OJ990317 08-0421. C25.ol.tm 


Method 


TBLASTX : 1 


Start 


3630 


End 


4230 


GI 


none 


Score 


41 


Exons 


3630.. 3722, 3782.. 3985, 3793. 


.3906, 3795.. 4028, 




3796. .4032, 4141. .4230, 4153. 


.4224 




Seq. No. 


53178 


Seq. ID 


OJ990317 


Gene No. 


112100 


Strand 




Start 


3510 


End 


4230 


Name 


OJ990317 08.0421.C25.o2.gp 


Method 


AAT/GAP 


Start 


3638 


End 


4225 


GI 


none 


Score 


821 



08.0421.C25 



-LIKE PROTEIN 
RWD [Oryza 



54135 



Exons 



3638.. 4029, 4153.. 4225 



Seq. No. 53i79 Seq. ID 

Gene No. 112101 Strand 

Start 838 End 

Name OJ990317_08 . 0421 . C26 . o2 . gp Method 

Start 838 End 

GI none Score 

Exons 838.. 1099 



OJ990317_08.0421.C26 
+ 

1099 
AAT/GAP 
1099 
512 



Seq. No. 53179 Seq. ID 

Gene No. 112102 Strand 

Start 479 End 

Name OJ990317_08 . 0421 . C26 . ol . gp Method 

Start 479 End 

GI none Score 

Exons 479.. 581 



OJ990317_08 .0421.C26 
653 

AAT/GAP 

581 

135 



Seq. No. 53179 . Seq. ID 

Gene No. 112102 Strand 

Start 4 79 End 

Name OJ990317_08 . 0421 . C26 . ol . gs Method 

Start 480 End 

GI none Score 

Exons 480.. 653 



OJ990317_08.0421.C26 
653 

GENS CAN 

653 

.62 



[I Seq. No. 

^ Gene No . 

1 Start 

J Name 

^ Start 

ri gi 

y Exons 

3 Seq. No. 

J Gene No. 

I Start 

- Name 

f Start 

3 GI 

3 Exons 



53179 Seq. ID 

112103 Strand 
2275 End 
OJ990317_08 . 0421 . C26 . o2 . gs Method 
2275 End 
none Score 
2275.-2366, 2398.-2526, 2710.. 2758 

53180 Seq. ID 

112104 Strand 
811 End 
OJ990317_08 . 0421 . C28 . ol . gp Method 
811 End 
none Score 
811. .1348 



OJ990317_08 .0421.C26 

2758 
GENSCAN 
2758 
.71 



OJ990317_08.0421.C28 
+ 

1348 
AAT/GAP 
1348 
1022 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



53180 Seq. ID 

112105 Strand 
1641 End 
OJ990317JD8 . 0421 . C28 . o2 . gp Method 
1641 End 
uC-osrocyp010bl2bl Score 
1641. .1825, 2017. .2304 

f 5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



OJ990317_08.0421.C28 
+ 

2304 
AAT/GAP 
2304 
831 



53181 

112106 

1232 

OJ990317_08.0421.C29.ol.np 
1232 



Seq. ID OJ990317_08.0421.C29 

Strand + 

End 3578 

Method AAT/NAP 

End 3578 



54136 




GI 3913193 Score 590 

Exons 1232.. 1308, 2673.. 2786, 3224.. 3578 

GI Descrip.. C I NNAMYL -ALCOHOL DEHYDROGENASE 1 (CAD) gi 1556422 (L36823) 
cinnamyl-alcohol dehydrogenase [Stylosanthes humilis] 



Seq. No. 


53181 








Seq. ID 


OJ990317_08.0421.C29 


Gene No. 


112106 








Strand 


+ 


Start 


1232 








End 


3578 


Name 


OJ990317 08 


.0421 


.C29.o2 


.gs 


Method 


GENSCAN 


o tar l 


3206 








End 


3569 


GI 


none 








Score 


.55 


Exons 


3206. .3290, 


3367 


. .3569 








Seq. No. 


53181 








Seq. ID 


OJ990317_08.0421.C29 


Gene No. 


112107 








Strand 




Start 


136 








End 


1299 


Name 


OJ990317 08 


.0421 


.C29.ol 


.gs 


Method 


GENSCAN 


OLdlL 


136. . 








End 


1299 


GI 


none 








Score 


.89 


Exons 


136. .298, 366. .394, 527 


. .606, 


1161. . 1299 


Seq. No. 


c; "3 1 Q 1 








Seq. ID 


OJ990317_08.0421.C29 


Gene No. 


1 1 Oi OQ 








Strand 




Start 


£ O Dfl 








End 


3578 


Name 


C\ TQQH "3 IT HQ 

uj yyuji / uo 


A/101 


. L/Z y . oi 


.tm 


Method 


TBLASTX: Maize 


otaiL 










End 


3578 


GI 


none 








Score 


208 


Exons 


2664. .2786, 


2668 


. .2787, 


3225. 


.3578, 3225.. 3296, 3227.. 3577 


Seq. No. 


OjIoX 








Seq. ID 


OJ990317_08.0421.C29 


Gene No. 


1 1 OI AQ 








Strand 




Start 


2664 








End 


3578 


Name 


OJ990317 08 


.0421 


.C29.ol 


.tc 


Method 


TBLASTX: Cress 


O Ca.IT t. 


2670 








End 


3578 


GI 


none 








Score 


153 


Exons 


2670. .2786, 


2671 


. .2787, 


2680. 


.2790, 3224.. 3577, 3225.-3578 


Seq. No. 


53181 








Seq. ID 


OJ990317_08.0421.C29 


Gene No. 


112108 








Strand 




Start 


2664 








End 


3578 


Name 


OJ990317 08 


.0421 


.C29.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2670 








End 


3578 




none 








Score 


158 


Exons 


2670. .2786, 


2671 


. .2787, 


3224. 


.3577, 3225.. 3578 


Seq. No. 


53181 








Seq. ID 


OJ990317_08.0421.C2 9 


Gene No. 


112108 








Strand 




Start 


2664 








End 


3578 


Name 


OJ990317 08 


.0421 


.C29.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2691 








End 


3569 


GI 


none 








Score 


69 


Exons 


2691. .2774, 


2692 


. .2787, 


2708. 


.2773, 2712. .2786, 3224. .3568, 




3225. .3569 












Seq. No. 


53182 








Seq. ID 


OJ990317 08.0421.C30 


Gene No. 


112109 








Strand 




Start 


1 








End 


394 



54137 



r 




Name 


OJ990317 08.0421.C30 


ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


388 




GI 


4097522 






Score 


218 




Exons 


1..82, 186. .388 












GI Descrip. 


(U63534) cinnamyl alcohol dehydrogenase [Fragaria x ananass 


O — , XT _ 

Seq. No. 


53182 






Seq. ID 


OJ990317_08.0421 


.C30 


Gene No. 


112109 






Strand 


+ 




Start 


1 






End 


394 




Name 


OJ990317_08.0421.C30. 


ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


178 






End 


385 




GI 


none 






Score 


291 




Exons 


178. .375, 179. .385 












Seq. No. 


53182 






Seq. ID 


OJ990317_08.0421 


,C30 


Gene No. 


112109 






Strand 


+ 




Start 


1 






End 


394 




Name 


OJ990317_08.0421.C30. 


ol 


.tc 


Method 


TBLASTX: Cress 




Start 


179 






End 


379 




GI 


none 






Score 


234 




Exons 


179. .379, 193. .372 












Seq. No. 


53182 






Seq. ID 


OJ990317_08.0421 


.C30 


Gene No. 


112109 






Strand 


+ 




Start 


1 






End 


394 




Name 


OJ990317_08.0421.C30. 


ol 


. tm 


Method 


TBLASTX: Maize 




Start 


179 






End 


385 




GI 


none 






Score 


290 




Exons 


179. .385, 187. .378 












Seq. No. 


53182 






Seq. ID 


OJ990317_08.0421 


.C30 


Gene No. 


112109 






Strand 


+ 




Start 


1 






End 


394 




Name 


OJ990317_08.0421.C30. 


ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


191 






End 


379 




GI 


none 






Score 


236 




Exons 


191. .379, 193. .372 












Seq. No. 


53182 






Seq. ID 


OJ990317_08.0421 


C30 


Gene No. 


112109 






Strand 


+ 




Start 


1 






End 


394 




Name 


OJ990317 08.0421.C30. 


ol 


.gs 


Method 


GENSCAN 




Start 


239 






End 


394 




GI 


none 






Score 


.75 




Exons 


239. .394 












Seq. No. 


53182 






Seq. ID 


OJ990317_08.0421. 


C30 


Gene No. 


112110 






Strand 






Start 


1571 






End 


1833 




Name 


OJ990317 08.0421.C30. 


o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1571 






End 


1833 




GI 


none 






Score 


83 




Exons 


1571. .1648, 1655. .1687, 


1691. 


.1741, 1737. .1832, 1741. .1833 


Seq. No. 


53183 






Seq. ID 


OJ990317_08.0421. 


C31 


Gene No. 


112111 






Strand 


+ 




Start 


251 






End 


389 





54138 



Name 


OJ990317 08.0421.C31.ol. 


■ gp 


Method 


AAT/GAP 




Start 


251 




End 


389 




GI 


LIB3432-008-P1-K1-F11 




Score 


129 




Exons 


251. .276, 307. .389 










GI Descrip. 


'5852170/emb IAL117265.il 


IOST17804 l.Oe- 


151 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :tl7804 * 


Seq.. No. 


53183 




Seq. ID 


OJ990317 08.0421, 


. C31 


fipne No 


112112 




Strand 






Start 


22 




End 


58 




Name 


OJ990317 08.0421.C31.ol, 


.gs 


Method 


GEN SCAN 




Start 


22 




End 


58 




GI 


none 




Score 


. 91 




Exons 


22 . . 58 










Seq. No. 


53184 




Seq. ID 


OJ990317 08 0421 


, C35 


Gene No . 


112113 




Strand 






Start 


158 




End 


749 




Name 


OJ990317 08.0421.C35.ol. 


gs 


Method 


GENSCAN 




Start 


158 




End 


728 




GI 


none 




Score 


1 




Exons 


158. .297, 470. .728 










Seq. No. 


53184 




Seq. ID 


OJ990317_08.0421. 


,C35 


Gene No. 


112113 




Strand 






Start 


158 




End 


749 




Name 


OJ990317 08.0421.C35.ol. 


np 


Method 


AAT/NAP 




Start 


164 




End 


749 




GI 


4097522 




Score 


503 




Exons 


164. .366, 470. .749 










GI Descrip. 


(U63534) cinnamyl alcohol dehydrogenase [Fragaria x ananassa 


Seq. No. 


53184 




Seq. ID 


OJ990317_08.0421. 


C35 




112113 




Strand 






Start 


158 




End 


749 




Name 


OJ990317 08.0421.C35.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


167 




End 


749 




GI 


none 




Score 


248 




Exons 


167. .373, 174. .365, 471. 


.671, 


474 . .749 


, 478. .747 




Seq. No. 


53184 




Seq. ID 


OJ990317_08.0421. 


C35 


Gene No . 


112113 




Strand 






Start 


158 




End 


749 




Name 


OJ990317 08.0421.C35.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


167 




End 


749 




GI 


none 




Score 


271 




Exons 


167. .373, 177. .374, 471. 


.749, 


472. .747 






Seq. No. 


53184 




Seq. ID 


OJ990317_08.0421. 


C35 


Gene No 


112113 




Strand 






Start 


158 




End 


749 




Name 


OJ990317 08.0421.C35.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


173 




End 


749 




GI 


none 




Score 


162 




Exons 


173. .373, 180. .359, 474. 


.749, 


478. .747 






Seq. No. 


53184 




Seq. ID 


OJ990317_08.0421. 


C35 



54139 



.= as. 



Gene No . 


i i 01 n 




btrana 






Start 


158 




End 


749 




Name 


OJ990317 08.0421.C35.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


173 




End 


749 




GI 


none 




Score 


175 




Exons 


173. .400, 180. .353, 492. 


.749, 


496. .747 






Seq. No. 


53185 




Seq. ID 


OJ990317_08.0421 


.C37 


Gene No. 


11011/1 




oLiana 






Start 


20 




End . ' 


90.3 




Name 


OJ990317 08.0421.C37.ol. 


gs 


Method 


GENSCAN 




Start 


20 




End 


903 




GI 


none 




Score 


.97 




Exons 


20. .796, 824. .903 










Seq. No. 


53186 




Seq. ID 


OJ990317_08.0421 


.C41 


Gene No . 






OUialia 


X 




Start 


511 




End 


625 




Name 


OJ990317 08.0421.C41.ol. 


gs 


Method 


GENSCAN 




Start 


511 




End 


625 




GI 


none 




Score 


.59 




Exons 


511. .625 










Seq. No. 


53187 




Seq. ID 


OJ990317_08.0421 


.C42 


Gene No. 


112116 




Strand 


+ 




Start 


1 




End 


4348 




Name 


OJ990317 08.0421.C42.ol. 


np 


Method 


r\c\ 1 / LNrl.tr 




Start 


1 




End 


4348 




GI 


6815052 




Score 


1711 




Exons 


1..34, 317. .438, 736. .835, 1696. .1788, 


2570. .2714, 2763 


. .3497, 




3579.. 3653, 4230.. 4348 










GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


53187 




Seq. ID 


OJ990317_08.0421 


.C42 


Gene No . 


112116 




Strand 


+ 




Start 


1 




End 


4348 




Name 


OJ990317 08.0421.C42.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2015 




End 


2509 




GI 


none 




Score 


90 




Exons 


2015.. 2194, 2046.. 2198, 


2219. 


.2509 






Seq. No. 


53187 




Seq. ID 


OJ990317_08.0421 


.C42 


Gene No . 


112116 




Strand 


X 




Start 


1 




End 


4348 




Name 


OJ990317 08.0421.C42.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2033 




End 


2407 




GI 


none 




Score 


107 




Exons 


2033.. 2218, 2213.. 2407 










Seq. No. 


53188 




Seq. ID 


OJ990317_08.0421 


.C43 


Gene No. 


112117 




Strand 


+ 




Start 


1 




End 


2791 




Name 


OJ990317 08.0421.C43.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


2791 




GI 


6815052 




Score 


469 




Exons 


1..112, 1761.. 1940, 2022 


..2096, 2673.. 


2791 




GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 





54140 



u 

% J 

Lis 



Seq. No. 


53188 








Seq. ID 


OJ990317_08.0421.C43 


Gene No. 


112118 








Strand 




C +- -j 
OLai L 


X U X H 










DUX/ 


Name 


r\ TQQm 17 HQ 
vJJ / U 0 


n a 9 1 

. U41 Z X . 


. U4t j.Ol 


.gs 


Tuf y^J 

ixte tnoa 


tatilNobAW 




i m a 

1U 1 ft 








CjIIQ 


1 R c a 




none 








Score 


7 Q 


Exons 


X U X 41 . . ijDj, 


1 A A Q 
X 41 41 0 . 


. XOOD 








oeq . lno . 










Seq. .ID 


OJ990317_08.0421.C43 


Gene No. 


112118 








Strand 




Start 


1014 








End 


5017 


Name 




.0421. 


C43.o2 


,np 


Method 


AAT/NAP 


o tart 


1 A *5 C 
X 41 O D 








End 


5017 


bX 


DU41 <£41 Dj 








Score 


169 


Exons 


i /(oc 1 7 fl Q 


3844. 


.3948, 


3994. 


.4135, 4796.. 5017 


ljJ. uescrip. 


^ AC U U / toy) 


unknown protein [Oryza sativa] 


Seq. No. 


53188 








Seq. ID 


OJ990317_08.0421.C43 


Gene No. 


112119 








Strand 




o tart 


0 UO 0 








End 


9160 


Name 


vJJ i?7U Jl / UO 


.0421. 


C43.o4 


.gs 


Method 


GENSCAN 


otart 










End 


9160 


bX 


none 








Score 


.55 


Exons 


QHQR Q 9 H 7 


9029. 


.9160 








beq. no. 


C "3 1 Q Q 








Seq. ID 


OJ990317_08.0421.C44 


bene wo . 


1191 90 
X x£ X*C U 








Strand 




Start 


1636 








End 


2019 


Name 


OJ990317_08 


.0421. 


C44.ol 


. np 


Method 


AAT/NAP 


otart 


1 Dj D 








End 


2019 


VjX 


41 041 41 O / 








Score 


124 


Exons 


IDjD . . ZUiy 












GI Descrip . 


v Ab uuoyzuj 


putative retroelement pol polyprotein [Arabidopsis 




tnaiiana j 












oeq. wo. 


jjioy 








Seq. ID 


OJ990317_08.0421.C44 


Gene No. 


112120 








Strand 




Start 


1636 








End 


2019 


Name 


n TQQPi 1. 17 OP 


.0421. 


C44.ol 


.tw 


Method 


TBLASTX: Wheat 


o cart 


i £^1 ~~ 

1001 








End 


1947 


m 


none 








Score 


88 


Exons 


1 £ 1 1 71 Q 

X Dj X . . X / X 


1652. 


.1720, 


1718. 


.1939, 1724. .1891, 1725. .1940, 




1 7 9 £ 1Q/I7 
X / ^ 0 . . X :?4l / 












oeq . jno . 


jjI yU 








Seq. ID 


OJ990317_08.0421.C45 




11 9 1 9 T 

J. X £. X £ X 








Strand 




Start 


1 








End 


6009 


Name 


OJ990317 08 


.0421. 


C45.ol 


. np 


Method 


AAT/NAP 


Start 


1 








End 


6009 


GI 


7489805 








Score 


1346 


Exons 


1..68, 513. 


.1443, 


1479. 


.1655, 


3239.. 3554, 3588. .5029, 




5369. .5706, 


5950. 


.6009 









GI Descrip. 
Seq. No. 53190 



polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. ID OJ990317_08.0421.C45 



54141 



Gene No. 


112121 










Strand 






Start 


1 










End 


6009 




IvclllLC 


OJ990317 08 


.0421 


.C45. 


ol. 


gs 


Method 


GENS CAN 






427 ~ 










End 


1098 




PT 


none 










Score 


.93 




Exons 


427. .1098 
















Seq. No. 


53190 










Seq. ID 


OJ990317_08.0421 


.C45 


Gene No. 


112121 










Strand 






Start 


1 










End 


6009 




Name 


OJ990317 08 


.0421 


.C45. 


o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


616 ~~ 










End 


981 




PT 


none 










Score 


177 




Exons 


616. .981 
















Seq. No. 


53190 










Seq. ID 


OJ990317J38.0421 


.C45 


Gene No. 


112121 










Strand 






Start 


1 










End. 


6009 




LNctUICZ 


OJ990317 08 


.0421 


.C45. 


o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


739 ~~ 










End 


1108 




O J. 


none 










Score 


83 




Exons 


739. .1011, 


758. . 


1012, 


919. . 


1014, 1010. 


.1108 




Seq. No. 


53190 










Seq. ID 


OJ990317_08.0421 


.C45 


Gene No. 


112121 










Strand 






cf art 

O U CI -L L. 


1 










End 


6009 




Name 


OJ990317 08 


. 0421 


.C45 


o2 


gs 


Method 


GENSCAN 




O Lai L 


3714 ~~ 










End 


5783 




PT 


none 










Score 


.67 




F.xons 


3714. .5287, 


5316 


. .57? 


33 










Seq. No. 


53190 










Seq. ID 


OJ990317_08.0421 


.C45 


Gene No. 


112121 










Strand 






Start 


1 










End 


6009 




Name 


OJ990317 08 


.0421 


.C45 


.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


3801 










End 


4337 




GI 


none 










Score 


65 





Exons 



jj^ Seq. No. 
[3 Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



3801. .3878, 3858. .4337, 3874. .4005, 4162. .4281 



53190 

112121 

1 

OJ990317_08.0421.C45.ol.tw 

3963 

none 



Seq. ID OJ990317_08.0421.C45 
Strand 

End 6009 

Method TBLASTX : Wheat 

End 4379 

Score 94 



3963.-4379, 3964. .4110, 4153. .4332 



53190 

112121 

1 

OJ990317_08.0421.C45.ol.tm 

4056 

none 

4056. .4472, 4162. .4476 

53190 
112121 



Seq. ID OJ990317_08.0421.C45 
Strand 

End 6009 

Method TBLASTX: Maize 

End 4476 

Score 126 



Seq. ID OJ990317_08.0421.C45 
Strand 



54142 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 
OJ990317_08.0421.C45.o2.tm Method 
4477 End 
none Score 
4477. .4527~, 4479. .4781, 4597. .4782 



6009 

TBLASTX: Maize 

4782 

53 



53190 
112121 
1 

OJ990317_08.0421.C45-o2.tw 
4498 
none 

4498. .4944, 4509. .4943 

53190 
112121 
1 

OJ990317_08.0421.C45.o3.ts 
4548 
none 

4548.. 4691, 4695.. 4913 

53191 
112122 
920 

OJ990317_08 . 04 21 . C4 6 . ol . gs 
920 
none 

920. .1050, 2341. .2455, 2518. .2669, 2698. .3385, 3772. .4930, 
5032.. 5572, 5793.. 6621 



Seq. ID OJ990317_08.0421.C45 
Strand 

End 6009 
Method ' TBLASTX: Wheat 
End 4 94 4 

Score 187 



Seq. ID OJ990317_08.0421.C45 
Strand 

End 6009 

Method TBLASTX : Soybean 

End 4 913 

Score 126 



Seq. ID OJ990317_08.0421.C46 

Strand + 

End 6711 

Method GEN SCAN 

End 6621 

Score .45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53191 

112122 

920 

OJ990317_08.0421.C4 6.o4.tw 

2807 

none 



Seq. ID OJ990317_08.0421.C46 

Strand + 

End 6711 

Method TBLASTX : Wheat 

End 3203 

Score 113 



2807.. 2941, 2981.. 3202, 2992.. 3183, 3021.. 3203 



53191 
112122 
920 

OJ990317_08.0421.C4 6.ol.np 
2912 
6630696 
2912. .6711 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ990317_08.0421.C46 

Strand + 

End 6711 

Method AAT/NAP 

End 6711 

Score 5945 



53191 

112122 

920 

OJ990317_08.0421.C4 6.o4.tm 

2978 

none 



Seq. ID OJ990317_08.0421.C46 

Strand + 

End 6711 

Method TBLASTX: Maize 

End 3259 

Score 279 



2978.-3259, 3001.. 3183, 3048.. 3197, 3068.. 3259 



54143 



Seq. No. 










Seq. ID 


OJ990317_08.0421.C46 


Gene No. 


112122 








Strand 


+ 


Start 


920 








End 


6711 


Name 


OJ990317 08 


.0421. 


C46.ol 


tm 


Method 


TBLASTX: Maize 


Start 


3768 








End 


4152 


GI 


none 








Score 


264 


Exons 


3768. .4076, 


3771. 


.4055, 


3772. 


.4092, 3772. .4071, 4090. .4152 


Seq. No. . 










Seq. ID 


OJ990317_08.0421.C46 


Gene No. 


112122 








Strand 


+ 


Start 


920 








bna 


D / ll 


Name 


OJ990317 08 


.0421. 


C46.05 


ts 


Method 


i biiAo i a . ooyoean 


Start 


4102 








End 


A A Q O 


GI 


none 








Score 


Q Q 
OO 


Exons 


4102. .4251, 


4234. 


.4482 








Seq. No. 


C *3 1 O 1 

ooiyi 








Seq. ID 


OJ990317_08.0421.C46 


Gene No. 


112122 








Strand 


+ 


Start 


920 








hnd 


/■HI 1 

b / ll 


Name 


OJ990317 08 


.0421. 


C46.o3 


tm 


Method 


i b_Ao l a : Mai ze 


Start 


4240 








End 


A ~1 d A 

4 /04 


GI 


none 








Score 




Exons 


4240. .4704, 


4521. 


.4631 








Seq. No. 


53191 








Seq. ID 


OJ990317_08.0421.C46 


Gene No. 


112122 








Strand 


+ 


Start 


920 








End 


0/11 


Name 


OJ990317 08 


.0421. 


C4 6.o5 


tw 


Method 


TBLASTX : wheat 


Start 


4347 








End 


4 547 


GI 


none 








Score 


O *7 C 


Exons 


4347. .4547, 


4348. 


.4545, 


4350. 


A R A 1 




Seq. No. 


D J191 








Seq. ID 


OJ990317_08.0421.C46 


Gene No. 


112122 








Strand 


+ 


Start 


920 








End 


6711 


Name 


OJ990317 08 


.0421. 


C46.o2 


ts 


Method 


TBLASTX: Soybean 


Start 


4492 








End 


4890 


GI 


none 








Score 


204 


Exons 


4492. .4713, 


4494 . 


.4712, 


4717. 


.4890 




Seq. No. 


53191 








Seq. ID 


OJ990317_08.0421.C46 


Gene No. 


112122 








Strand 


+ 


Start 


920 








End 


6711 


Name 


OJ990317 08 


.0421. 


C46.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


4548 








End 


5294 


GI 


none 








Score 


622 


Exons 


4548. .5042, 


4549. 


.5043, 


5046. 


.5294, 5059. .5220, 5111.. 5290 


Seq. No. 


53191 








Seq. ID 


OJ990317_08.0421.C46 


Gene No. 


112122 








Strand 


+ 


Start 


920 








End 


6711 


Name 


OJ990317 08 


.0421. 


C46.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


5214 








End 


5667 


GI 


5509260 








Score 


335 


Exons 


5214. .5660, 


5318. 


.5470, 


5488. 


.5667 




GI Descrip. 















54144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53191 

112122 

920 

OJ990317_08. 

5307 

none 

5307. .5567 



0421.C46.ol.tc 



Seq. ID OJ990317_08.0421.C46 

Strand + 

End 6711 

Method TBLASTX : Cress 

End 5567 

Score 232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53191 

112122 

920 

OJ990317_08, 

5355 

none 

5355. .5660, 
5600. .5692 



Seq. ID OJ990317_08.0421.C46 

Strand + 

End 6711 

Method TBLASTX : Maize 

End 5692 

Score 259 
5362. .5427, 5363. .5479, 5502. .5564, 5506. .5658, 



0421.C46.o5.tm 



Seq. No. 
Gene No. 
Start 
Name 
Start 

E3 GI 
"1 Exons 



53191 

112122 

920 

OJ990317_08, 

5364 

none • 

5364. .5660, 



0421.C46.o3.tw 



5366.. 5527, 5716. 



Seq. ID OJ990317_08.0421.C46 

Strand + 

End 6711 

Method TBLASTX : Wheat 

End 5892 

Score 250 
.5892, 5733.. 5861 



Seq. No. 

fU Gene No. 

p Start 

; . s Name 

"2 Start 

1 y Exons 

s 

q Seq. No. 

sj Gene No. 

lm Start 

r Z Name 

%J Start 

C3 gi 

f~= Exons 



53191 

112122 

920 

OJ990317_08. 

5745 

none 

5745. .5873, 

53191 

112122 

920 

OJ990317_08. 

5896 

none 

5896. .6243, 



0421.C46.o3.ts 



5746. .5904, 5905. 



0421.C46.o2.tm 



5902.. 6240, 5910. 



Seq. ID OJ990317_08.0421.C46 

Strand + 

End 6711 

Method TBLASTX : Soybean 

End 6098 

Score 152 
.6096, 5907.. 6098 

Seq. ID OJ990317_08.0421.C46 

Strand + 

End 6711 

Method TBLASTX : Maize 

End 624 3 

Score 325 
.6242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53191 

112122 

920 

OJ990317_08. 

6100 

none 

6100. .6174, 
6190. .6573 



Seq. ID OJ990317_08.0421.C46 

Strand + 

End 6711 

Method TBLASTX : Wheat 

End 6575 

Score 107 
6101. .6169, 6105. .6188, 6105. .6173, 6189. .6575, 



0421.C46.o2.tw 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



53191 

112122 

920 

OJ990317_08, 

6106 

none 



0421.C46.o4.ts 



Seq. ID OJ990317_08.0421.C46 

Strand + 

End 6711 

Method TBLASTX : Soybean 

End 64 47 

Score 84 



54145 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
3 Name 
3 Start 
s GI 

! 1! 

\l Exons 

3 Seq. No. 

J Gene No. 

1 Start 

7z Name 

y Start 

GI 

J Exons 

± Seq. No. 
*t Gene No. 
i Start 
f Name 
3 Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



6106.. 6219, 6238.. 6447 

53191 

112123 

6850 

OJ990317_08.0421.C4 6.o6.tw 
6850 
none 



Seq. ID OJ990317_08.0421.C46 
Strand 

End 7202 

Method TBLASTX : Wheat 

End 7202 

Score 68 



6850.. 6921, 6851.. 6922, 6900.. 6992, 6923.. 6994, 6925.. 7005, 
6931. .6993, 6993. .7034, 6994. .7071, 6996. .7064, 7098. .7157, 
7098. .7202 



53192 

112124 

215 

OJ990317_08.0421.C51.ol.gs 

215 

none 

215. .339 



53193 

112125 

12 

OJ990317 
12 

5038860 
12. .349 



08.0421.C53.ol.gp 



53193 

112125 

12 

OJ990317_08.0421.C53.ol.gs 

104 

none 

104. .319 

53194 

112126 

191 

OJ990317_08.0421.C54.ol.gs 

191 

none 

191. .319 



Seq. ID OJ990317_08.0421.C51 

Strand + 

End 339 

Method GENSCAN 

End 339 

Score . 6 



Seq. ID OJ990317_08.0421.C53 

Strand + 

End 34 9 

Method AAT/GAP 

End 34 9 

Score 642 



Seq. ID OJ990317_08.0421.C53 

Strand + 

End 349 

Method GENSCAN 

End 319 

Score .97 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_08.0421.C54 
+ 

319 

GENSCAN 

319 

.68 



OJ990317 08.0421.C55 



53195 Seq. ID 

112127 Strand 
695 End 770 

OJ990317_08 . 0421 . C55 . ol . np Method AAT/NAP 
695 End 770 

1351856 Score 39 

695.. 770 

ACONITATE HYDRATASE, CYTOPLASMIC (CITRATE HYDRO-LYASE) 
(ACONITASE) gi|868003|dbj |BAA06108| (D29629) aconitase 
[Cucurbita sp.] 



53196 
112128 



Seq. ID OJ990317_08.0421.C58 
Strand + 



54146 




Start 1 End 720 

Name OJ990317_08 . 0421 . C58 . ol .np Method AAT/NAP 

Start 1 . End 720 

GI 7487694 Score 131 

Exons 1..206, 543.. 720 



GI Descrip. hypothetical protein T5I7.2 - Arabidopsis thaliana 

gi|2642154|gb|AAB87121.1| (AC003000) unknown protein 
[Arabidopsis thaliana] gi | 3790595 | gb | AAC69860 . 1 | (AF079186) 
RING-H2 finger protein RHC2a [Arabidopsis thaliana] 





Seq. No. 


53196 












Seq. ID 


OJ990317_08.0421 


.C58 




Gene No. 


112128 












Strand 


+ 






Start 


1 












End 


720 






Name 


OJ990317 


_08. 


0421. 


C58. 


ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


20 












End 


212 






GI 


none 












Score 


190 






Exons 


20. .211, 


21, 


.212 
















Seq. No. 


53196 












Seq. ID 


OJ990317_08.0421 


.C58 




Gene No. 


112128 












Strand 


+ 






Start 


1 












End 


720 






Name 


OJ990317 


08 . 


0421. 


C58. 


ol 


• gs 


Method 


GENSCAN 






Start 


87 












End 


661 




f 1 


GI 


none 












Score 


.62 




13. 


Exons 


87. .261, 


570 


. .661 












U 3 


Seq. No. 


53197 












Seq. ID 


OJ990317_08.0421 


.C59 


: a? 


Gene No. 


112129 












Strand 


+ 






Start 


1 












End 


448 






Name 


OJ990317 


_08 . 


0421. 


C59. 


ol 


. gp 


Method 


AAT/GAP 




~Z 


Start 


1 












End 


448 




\=? 


GI 


2428843 












Score 


807 




i y 


Exons 


1. .448 




















Seq. No. 


53198 












Seq. ID 


OJ990317_08.0421 


.C60 




Gene No. 


112130 












Strand 


+ 






Start 


641 












End 


752 






Name 


OJ990317 


_08. 


0421. 


C60. 


ol 


. gs 


Method 


GENSCAN 






Start 


641 












End 


752 






GI 


none 












Score 


. 65 




y 


Exons 


641. .752 




















Seq. No. 


53198 












Seq. ID 


OJ990317_08.0421 


.C60 




Gene No. 


112131 












Strand 








Start 


494 












End 


761 






Name 


OJ990317 


_08. 


0421. 


C60. 


ol 


.gp 


Method 


AAT/GAP 






Start 


494 












End 


761 






GI 


701489 












Score 


487 






Exons 


494. .761 




















Seq. No. 


53199 












Seq. ID 


OJ990317_08.0421 


.C62 




Gene No. 


112132 












Strand 


+ 






Start 


466 












End 


615 






Name 


OJ990317 


_08. 


0421. 


C62. 


ol 


.gs 


Method 


GENSCAN 






Start 


466 












End 


615 






GI 


none 












Score 


.68 





Exons 466 . . 615 

54147 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3 Seq. No. 

^ Gene No. 

f Start 

- Name 
Start 
GI . ... 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



53200 

112133 

163 

OJ990317_08 . 0421.C65.ol.gs 

163 

none 

163. .594 



Seq. ID OJ990317_08.0421.C65 
Strand 

End 730 

Method GENSCAN 

End 594 

Score .85 



53200 
112133 
163 

OJ990317_08.0421.C65.ol.np 
166 

5091610 
166. .730 

(AC007858) 10A19I.15 [Oryza sativa] 



Seq. ID OJ990317_08.0421.C65 
Strand 

730 

AAT/NAP 
730 
659 



End 

Method 
End 
Score 



53200 

112133 

163 

OJ990317_08.0421.C65.ol.tm 
172 
none 



Seq. ID OJ990317_08.0421.C65 
Strand 

End 730 

Method TBLASTX : Mai ze 

End 438 

Score 93 



172. .333, 173. .316, 178. .333, 314. .436, 331. .438 



Seq. ID OJ990317_08.0421.C68 
Strand 

End 764 

Method AAT/NAP 

End 7 64 

Score 282 



53201 
112134 
1 

OJ990317_08.0421.C68.ol.np 
1 

7487976 
1..34, 247. .764 

NPKl-related protein kinase homolog T26B15.7 - Arabidopsis 
thaliana gi I 3298539 | gb | AAC25933 . 1 1 (AC004681) putative protein 
kinase [Arabidopsis thaliana] 



53201 
112134 
1 

OJ990317_08.0421.C68.ol.gs 
101 
none 

101. .736 

53201 
112134 
1 

OJ990317_08.0421.C68.ol.ts 
383 
none 

383. .568, 417. .575, 551. .649, 668. .703 



Seq. ID OJ990317_08.0421.C68 
Strand 

End 764 

Method GENSCAN 

End 736 

Score .57 



Seq. ID OJ990317_08.0421.C68 
Strand 

End 7 64 

Method TBLASTX : Soybean 

End 703 

Score 73 



53201 

112134 

1 

OJ990317 08.0421.C68.ol.tc 



Seq. ID OJ990317_08.0421.C68 

Strand 

End 7 64 

Method TBLASTX : Cress 



54148 




Start 


413 


End 


703 




GI 


none 


Score 


143 




Exons 


413. .703, 417. .647 








Seq. No. 


53201 


Seq. ID 


OJ990317 08.0421 


.C68 


Gene No. 


112134 


Strand 






Start 


1 


End 


764 




Name 


OJ990317 08.0421.C68.ol.tm 


Method 


TBLASTX: Maize 




Start 


484 


End 


764 




GI 


none 


Score 


99 




Exons 


484. .603, 485. .583, 486. .584, 


561. .707 


, 570. .626, 584.. 


709, 




594. .731, 704. .760, 729. .764, 


730. .762 






Seq. No. 


53202 


Seq. ID 


OJ990317J38.0421 


.C72 


Gene No. 


112135 


Strand 


+ 




Start 


58 


End 


590 




Name 


OJ990317 08.0421.C72.ol.gs 


Method 


GEN SCAN 




Start 


58 


End 


590 




GI 


none 


Score 


.7 




Exons 


58. .104, 485. .590 








Seq. No. 


53203 


Seq. ID 


OJ990317_08.0421 


.C74 


Gene No. 


112136 


Strand 






Start 


1 


End 


2889 




Name 


OJ990317 08.0421.C74.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2348 




GI 


6498436 


Score 


391 




Exons 


1..24, 1374. .1498, 1595. .2101 


, 2150. .2348 




GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


53203 


Seq. ID 


OJ990317_08.0421 


.C74 


Gene No. 


112136 


Strand 






Start 


1 


End 


2889 




Name 


OJ990317 08.0421.C74.ol.gs 


Method 


GENSCAN 




Start 


164 


End 


2810 




GI 


none 


Score 


.64 




Exons 


164. .291, 686. .1149, 1374. .2810 






Seq. No. 


53203 


Seq. ID 


OJ990317_08.0421 


.C74 


Gene No. 


112136 


Strand 






Start 


1 


End 


2889 




Name 


OJ990317 08.0421.C74.o2.np 


Method 


AAT/NAP 




Start 


2480 


End 


2889 




GI 


6705984 


Score 


351 




Exons 


2480. .2889 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


53203 


Seq. ID 


OJ990317_08.0421 


.C74 


Gene No. 


112136 


Strand 






Start 


1 


End 


2889 




Name 


OJ990317 08.0421.C74.ol.tm 


Method 


TBLASTX: Maize 




Start 


2484 


End 


2718 




GI 


none 


Score 


105 




Exons 


2484. .2717, 2490. .2690, 2584. 


.2718 






Seq. No. 


53203 


Seq. ID 


OJ990317_08.0421 


.C74 


Gene No. 


112136 


Strand 







54149 



Start 


1 




End 


2889 




Name 


OJ990317 08 0421 C74 ol 


ts 


Mo f~ h riH 


lDJjnulA> JUyJJCClll 




O LCll L. 


2487 _ 




FnH 


284 9 




(IT 
ox 


n an ^ 

llUi 1C 






78 




uAvll O 


2487 2645 2637 2849. 


2637 . 


.2849 






Q pry Kfn 






Seq. ID 


OJ990317_08.0421. 


T74 


Gene No. 


112136 




Strand 






Start 


1 




End 


2889 




Name 


OJ990317 08 0421 C74 ol 


tw 


Method 


TBLASTX: Wheat 




OLdlt 


24Q4 ~~ 
1 ^ *i 




End 


2847 




VJl 


nunc. 




Score 


95 




von q 


2494 26S8 2499 2678 


2517 . 


.2669, 2597.. 2683, 2682.. 26 


i4 0, 




2683 2796 2688 2834 


2734 . 


.2847 






OCVJ • iNU • 


53204 




Seq. ID 


OJ990317 08 0421 


C75 


Gene No. 


112137 




Strand 






Start 


1 




End 


5262 




Matins 


OJ990317 08.0421.C75.ol. 


np 


Method 


AAT /NAP 

r\r\ X / LNn.x 




Cf art 


1 




End 


2682 




\J X 


6705984 




Score 


213 






1..306, 2658. .2682 










V? -1. 1— / V-^ O Vw^ X. _1_ k-/ • 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


53204 




Seq. ID 


OJ990317_08.0421. 


C75 


Gene No. 


112137 




Strand 








1 




End 


5262 




Name 


OJ990317 08.0421.C75.ol. 


tw 


Method 


TBLASTX: Wheat 




O Lai L 


60 




End 


284 




(IT 
OX 


none 




Score 


71 






60. .284, 60. .272 










Seq. No. 


53204 




Seq. ID 


OJ990317_08.0421. 


C75 


Gene No. 


112137 




Strand 






Start 


1 




End 


5262 




Name 


OJ990317 08.0421.C75.ol. 


gs 


Method 


GENSCAN 




Start 


158 




End 


5037 




GI 


none 




Score 


.47 




Exohs 


158. .364, 488..S77, 1755 


..1958, 2243.. 


2447, 2546. .2580, 





3031.. 3109, 4729.. 5037 



Seq. No. 53204 
Gene No. 112137 
Start 1 

Name OJ990317J38 . 0421 . C75 . o2 . np 

Start 3732 
GI 2129709 
Exons 3732..3942, 5232.. 5262 

GI Descrip. reverse transcriptase - Arabidopsis thaliana retrotransposon 
Tall-1 gi | 976278 (L47193) reverse transcriptase [Arabidopsis 
thaliana] 



Seq. ID OJ990317_08.0421.C75 
Strand 

End 5262 

Method AAT /NAP 

End 52 62 

Score 60 



Seq. No. 53205 

Gene No. 112138 

Start 1191 

Name OJ990317_08 . 0421 . C80 . ol . np 

Start 1191 



Seq. ID OJ990317_08.0421.C80 

Strand + 

End 1533 

Method AAT /NAP 

End 1533 



54150 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start" 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



6815053 Score 54 

1191. .1533 

(AP001080) hypothetical protein [Oryza sativa] 



53205 Seq. ID 

112139 Strand 

2418 End 

OJ990317_08 . 0421 . C80 . o2 . np Method 

2418 End 

6630699 Score 
2418.. 2495 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj | BAA8 9566 . 1 1 (AP001073) hypothetical protein 

[Oryza sativa] 



OJ990317_08.0421.C80 
+ 

2495 
AAT/NAP 
2495 
93 



53205 
112140 
2493 

OJ990317_08.0421.C80.ol.gp 
2493 
286550 
2493. .2514, 2632. .2739 

5734616/dbj | AP000391 . 1 | AP000391 8.0e-61 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 



Seq. ID OJ990317_08.0421.C80 

Strand + 

End 6036 

Method AAT/GAP 

End 2739 

Score 183 



53205 

112140 

2493 

OJ990317_08.0421.C80.o3.np 

2624 

6539570 



Seq. ID OJ990317 08.0421.C80 



Strand 
End 

Method 

End 

Score 



+ 

6036 
AAT/NAP 
6036 
189 



2624. .2735, 4236. .4326, 4486. .4551, 6007. .6036 
(AP000836) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317 08.0421.C80 



4035 
AAT/GAP 
4035 
914 



53205 
112141 
3465 

OJ990317_08.0421.C80.o2.gp 
3465 
4879016 
3465. .4035 

6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 

53205 Seq. ID OJ990317_08 . 0421 . C80 

112142 Strand 

4230 End 4339 

OJ990317_08 . 0421 . C80 . o3 . gp Method AAT/GAP 

4230 End 4339 

LIB3479-006-Q6-K1-B11 Score 137 

4230. .4339 

'5734616/dbj | AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



53206 
112143 



Seq. ID OJ990317_08.0421.C81 
Strand + 



54151 



Start 


407 


End 


574 


Name 


OJ990317 08 .0421.C81.ol.gs 


Method 


GENSCAN 


Start 


407 


End 


574 


GI 


none 


Score 


.5 


Exons 


407. .574 






Seq. No. 


53206 


Seq. ID 


OJ990317_08.0421.C81 


Gene No. 


112144 


Strand 




Start 


3162 


End 


4852 


Name 


OJ990317 08.0421.C81.o2.gs 


Method 


GENSCAN 


Start 


3162 


End 


4852 


GI 


none 


Score 


. 92 


Exons 


3162.. 3373, 3621.. 3675, 4820. 


4852 




Seq. No. 


53206 


Seq. ID 


OJ990317__08.0421.C81 


Gene No . 


112144 


Strand 




Start 


3162 


End 


4852 


Name 


OJ990317 08 .0421.C81.ol. tm 


Method 


TBLASTX: Maize 


Start 


3181 


End 


3676 


GI 


none 


Score 


105 


Exons 


3181. .3279, 3192. .3278, 3199. 


3279, 3299.. 3373, 3309.. 3374, 




3318. .3392, 3349. .3393, 3447. 


3536, 3456.. 3536, 3460.. 3546, 




3460. .3546, 3621. .3674, 3622. 


3675, 3623.. 3676 


Seq. No. 


53207 


Seq. ID 


OJ990317_08.0421.C83 


Gene No. 


112145 


Strand 




Start 


850 


End 


1017 


Name 


OJ990317 08 . 0421 .C83.ol.gs 


Method 


GENSCAN 


Start 


850 ~ 


End 


1017 


GI 


none 


Score 


.55 


Exons 


850. .1017 






Seq. No. 


53207 


Seq. ID 


OJ990317_08.0421.C83 


Gene No . 


112146 


Strand 




Start 


1293 


End 


1858 


Name 


OJ990317 08.0421.C83.ol.gp 


Method 


AAT/GAP 


Start 


1293 


End 


1858 


GI 


4879016 


Score 


817 


Exons 


1293. .1858 






GI Descrip. 


6041757/gb|AC011806.1|AC011806 0.0e+00 


Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 






Seq. No. 


53208 


Seq. ID 


OJ991114_45.0419.C1 


Gene No._ 


112147 


Strand 


+ 


Start 


528 


End 


718 


Name 


OJ991114 45.0419.Cl.ol.gp 


Method 


AAT/GAP 


Start 


528 


End 


718 


GI 


uC-osroM202019h07al 


Score 


268 


Exons 


528. .718 






GI Descrip. 


' 50914 96/dbj | AB023482 . 2 | AB023482 3.0e- 


13 Oryza sativa genomi 




DNA, chromosome 6, clone P0680A03, complete sequence' 


Seq. No. 


53209 


Seq. ID 


OJ991114_45.0419.C4 


Gene No. 


112148 


Strand 


+ 


Start 


429 


End 


717 


Name 


OJ991114 45.0419.C4.ol.gs 


Method 


GENSCAN 



54152 



Start 
GI 

Exons 



429 
none 
429. .717 



End 
Score 



717 
.77 



Seq. No. 53210 

Gene No. 112149 

Start 983 

Name OJ991114_45. 0419.C5 .ol .gs 

Start 983 

GI none 

Exons 983.. 1098 



Seq. ID OJ991114_45.0419.C5 
Strand 

End 1098 

Method GENSCAN 

End 1098 

Score .46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
12 Name 
Start 

I'll Exons 

ry 

[3 Seq. No. 

hj Gene No. 

~3 Start 

pil Name 

^ y Start 

S3 Exons 

Seq. No. 
; s _ Gene No . 
\f Start 
^ J Name 
C3 Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



53211 

112150 

577 

OJ991114_45.0419.C7.ol.gs 

577 

none 

577. .664, 1090. .1167 

53212 

112151 

282 

OJ991114_45.0419.C9.ol.gs 

282 

none 

282. .461, 467. .590 

53212 

112152 

1078 

OJ991114_45.0419.C9.o2.gs 

1078 

none 

1078. .1249, 1343. .1364 

53213 

112153 

486 

OJ991114_45.0419.Cll.ol.tm 

473 

none 



Seq. ID OJ991114_45.0419.C7 

Strand + 

End 1167 

Method GENSCAN 

End 1167 

Score .63 



Seq. ID OJ991114_45.0419.C9 

Strand + 

End 590 

Method GENSCAN 

End 590 

Score .98 



Seq. ID OJ991114_45.0419.C9 
Strand 

End 1364 

Method GENSCAN 

End 1364 

Score .64 



Seq. ID OJ991114_45.0419.C11 

Strand + 

End 1036 

Method TBLASTX : Maize 

End 1036 

Score 190 



473. .610, 483. .620, 486. .608, 947. .1036, 947. .1036 



53213 
112153 
486 

OJ991114_45.0419.Cll.ol.np 
486 

5263310 
486. .605, 947. .1036 

(AC007727) EST gb|N95925 comes from this gene. [Arabidopsis 
thaliana] 



Seq. ID OJ991114_45.0419.C11 

Strand + 

End 1036 

Method AAT/NAP 

End 1036 

Score 208 



53213 

112153 

486 



Seq. ID OJ991114_45.0419.C11 
Strand + 
End 1036 



54153 



Name OJ991114_4 5 . 04 19 . Cll . ol . gp Method AAT/GAP 

Start 565 End 1036 

GI 36104_1.R1084 Score 202 

Exons 565.. 605, 947.. 1036 

GI Descrip. ' 5263310/gb | AAD41412 . 1 | AC007727_1 1.0e-16 (AC007727) EST 
gb_N95925 comes from this gene. [Arabidopsis thaliana] 1 



Seq. No. 53214 Seq. ID 

Gene No. 112154 Strand 

Start 475 End 

Name OJ991114_45 . 0419. C12 . ol . gp Method 

Start 475 End 

GI 2276005 Score 

Exons 475. .735 



OJ991114_45.0419.C12 
+ 

735 

AAT/GAP 
735 
4 67 



Seq. No. 53214 Seq. ID 

Gene No. 112154 Strand 

Start 475 End 

Name OJ991114_45 . 04 19 . C12 . ol . gs Method 

Start 486 End 

GI none Score 

Exons 486.. 662 



OJ991114_45.0419.C12 
+ 

735 

GENSCAN 

662 

.98 



Seq. No. 53215 Seq.. ID 

Gene No. 112155 Strand 

Start 448 End 

Name OJ991114_45 . 0419 . C13 . ol . gp Method 

Start 448 End 

GI 3767120 Score 

Exons 448.. 585 



OJ991114_45.0419.C13 
+ 

585 

AAT/GAP 

585 

196 



Seq. No. 53216 Seq. ID 

Gene No. 112156 Strand 

Start 108 End 

Name OJ991114_45 . 0419 . C18 . ol . gs Method 

Start 108 End 

GI none Score 
Exons 



OJ991114_45.0419.C18 

1583 
GENSCAN 
1583 
. 66 



108. .159, 457. .580, 700. .734, 1106. .1230, 1281. .1583 



j Seq. No. 
1 Gene No. 
" Start 

Name 

Start 

GI 

Exons 



53217 Seq. ID 

112157 Strand 

194 End 

OJ991114_45.0419.C32.ol.gs Method 

194 End 

none Score 



OJ991114_45.0419.C32 
+ 

1752 
GENSCAN 
1714 
.78 



194. .325, 489. .680, 945. .1110, 1353. .1714 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53217 

112157 

194 

OJ991114_45.0419.C32.ol.np 
201 

6093671 



Seq. ID OJ991114_45.0419.C32 

Strand + 

End 1752 

Method AAT/NAP 

End 1720 

Score 970 



201. .397, 483. .680, 945. .1110, 1338. .1720 

CATIONIC PEROXIDASE 1 PRECURSOR gi | 14 91776 | gb | AAB06183 . 1 | 
(M37 636) cationic peroxidase [Arachis hypogaea] 



54154 



Seq. No. 


53217 




Seq. ID 


OJ991114_45.0419 


.C32 


Gene No . 


112157 




Strand 


+ 




Start 


194 




End 


1752 




Name 


OJ991114 45.0419.C32.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


212 




End 


674 




GI 


none 




Score 


113 




Exons 


212. .400, 265. .402, 483. 


.557, 


488. .556 


, 549. .674, 566.. 


673 


Seq. No. 


53217 




Seq. ID 


OJ991114_45.0419 


.C32 


Gene No. 


112157 




Strand 


+ 




Start 


194 




End 


1752 




Name 


OJ991114 45.0419.C32.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


227 




End 


1752 




GI 


none 




Score 


101 




Exons 


227. .343, 256. .342, 352. 


.399, 


353. .400 


, 570. .689, 578.. 


688, 




927. .992, 981. .1112, 1331. .1462, 1336. 


.1461, 1449. .1556 






1451. .1720, 1486. .1752, 


1537. 


.1695, 1646. .1720 




Seq. No. 


53217 




Seq. ID 


OJ991114_45.0419 


.C32 


Gene No. 


112157 




Strand 


+ 




Start 


194 




End 


1752 




Name 


OJ991114 45.0419.C32.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


254 




End 


1729 




GI 


none 




Score 


133 




Exons 


254. .403, 346. .402, 483. 


.689, 


488. .688, 909. .1112, 947. 


.1111, 




1331. .1393, 1451. .1729 










Seq. No. 


53217 




Seq. ID 


OJ991114_45.0419 


.C32 


Gene No. 


112157 




Strand 


+ 




Start 


194 




End 


1752 




Name 


OJ991114 45.0419.C32.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


257 




End 


1723 




GI 


none 




Score 


175 




Exons 


257. .403, 265. .402, 309. 


.410, 


330. .410 


, 483. .689, 486.. 


674, 




488. .706, 945. .1112, 947 


..1045, 1331.. 


1465, 1336.. 1455, 






1451. .1723, 1537. .1695 










Seq. No. 


53217 




Seq. ID 


OJ991114_45.0419 


.C32 


Gene No. 


112157 




Strand 


+ ' 




Start 


194 




End 


1752 




Name 


OJ991114 45.0419.C32.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


947 




End 


1579 




GI 


none 




Score 


180 




Exons 


947. .1111, 948. .1112, 1331. .1462, 1335 


..1406, 1336. .1464, 




1337. .1462, 1457. .1579, 


1537. 


.1578 






Seq. No. 


53218 




Seq. ID 


OJ991114_45.0419 


.C35 


Gene No . 


112158 




Strand 






Start 


313 




End 


586 




Name 


OJ991114 45.0419.C35.ol. 


gs 


Method 


GEN SCAN 




Start 


313 




End 


586 




GI 


none 




Score 


.62 




Exons 


313. .405, 518. .586 










Seq. No. 


53219 




Seq. ID 


OJ991114_45.0419 


.C41 


Gene No. 


112159 




Strand 


+ 




Start 


65 




End 


393 





54155 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



OJ991114_4 5.0419.C41.ol.gp 
65 

2309687 

65. .154, 340. .393 

53219 

112160 

520 

OJ991114_45.0419.C41.ol.gs 

520 

none 

520. .580, 611. .759 

53220 

112161 

1704 

OJ991114_45.0419.C42.ol.gp 

1704 

none 

1704. .1791 



Method 

End 

Score 



AAT/GAP 

393 

143 



Seq. ID OJ991114_45.0419.C41 
Strand 

End 759 

Method GEN SCAN 

End 759 

Score .66 



Seq. ID OJ991114_45.0419.C42 

Strand + 

End 1791 

Method AAT/GAP 

End 1791 

Score 168 



53221 
112162 
1 

OJ991114_45.0419.C43.ol.np 
1 

6580146 

1..554, 689. .1194, 1252. .1350 

.(AL132968) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991114_45.0419.C43 
Strand + 

1610 
AAT/NAP 
1350 
277 



End 

Method 

End 

Score 



Seq. ID OJ991114_45.0419.C43 

Strand + 

End 1610 

Method AAT/GAP 

End 1161 

Score 1219 



53221 
112162 
1 

OJ991114_45.0419.C43.ol.gp 
381 
none 

381.. 539, 671.. 1161 

53221 
112162 
1 

OJ991114_45.0419.C43.ol.tm 
464 
none 

464. .541, 654. .1175, 671. .1234, 671. .1174, 1039. .1233, 
1186. .1263, 1205. .1366, 1264. .1365, 1266. .1379, 1266. .1367, 
1383. .1508, 1384. .1500, 1391. .1504, 1513. .1596, 1515. .1610 



Seq. ID OJ991114_45.0419.C43 

Strand + 

End t 1610 

Method TBLASTX : Mai ze 

End 1610 

Score 56 



53221 

112162 

1 

OJ991114_45.0419.C43.ol.ts 

998 

none 



Seq. ID OJ991114_45.0419.C43 

Strand + 

End 1610 

Method TBLASTX : Soybean 

End 1180 

Score 158 



998. .1150, 1051. .1104, 1139. .1180, 1144. .1170 

53222 Seq. ID OJ991114_45 . 0419 .C4 6 



54156 



Gene No. 112163 Strand 

Start 474 End 1032 

Name OJ991114_45 . 0419 . C4 6 . ol . gp Method AAT/GAP 

Start 474 End 1032 

GI 771_2.R1084 Score 989 

Exons 474.. 1032 

GI Descrip. » 5381253/dbj | BAA82306 . 1 | 2.0e-09 (AB027752) peroxidase 
[Nicotiana tabacum] 1 



Seq. No. 53222 

Gene No. 112163 

Start 474 

Name OJ991114_45 . 0419 .C46 . ol . np 

Start 692 

GI 3282394 

Exons 692.. 1032 

GI Descrip. (AF014930) anaerobically inducible early gene 2 [Oryza sativa] 



Seq. ID OJ991114_45.0419.C46 
Strand 

End 1032 

Method AAT/NAP 

End 1032 

Score 486 



Seq. No. 53222 

Gene No. 112163 

Start 474 

Name OJ991114_45 . 0419 . C4 6 . ol . tm 

Start 755 

GI none 
Exons 



Seq. ID OJ991114_45.0419.C46 
Strand 

End 1032 

Method TBLASTX : Mai ze 

End 1018 

Score 7 6 



755. .835,. 757. .963; 955. .1014, 956. .1018 



Seq. No. 53222 
Gene No. - 112163 

Start 474 

Name OJ991114_4 5-. 0419 . C4 6 . ol . gs 

Start 770 

GI none 

Exons 770.. 951 



Seq. ID OJ991114_45.0419.C46 
Strand 

End 1032 

Method GENSCAN 

End 951 

Score . 62 



Seq. No. 53223 

Gene No. 112164 

Start 1 

Name OJ991114_45. 0419 . C4 9 . ol . gp 

Start 1 

GI 16072_1.R1084 

Exons 1..172, 421.. 526 

GI Descrip. ' 6016700/gb | AAF01527 . 1 | AC009991__23 2.0e-30 (AC009991) unknown 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ991114_45.0419.C49 

Strand + 

End 526 

Method AAT/GAP 

End 526 

Score 512 



Seq. No. 53223 

Gene No. 112165 

Start 445 

Name OJ991114_45. 0419-C4 9.ol .gs 

Start 445 

GI none 

Exons 445. .526 



Seq. ID OJ991114_45.0419.C49 

Strand + 

End 526 

Method GENSCAN 

End 526 

Score .89 



Seq. No. 53224 

Gene No. 112166 

Start 683 

Name OJ991114_45 . 0419 . C51 . ol . gs 

Start 683 



Seq. ID OJ991114_45.0419.C51 

Strand + 

End 1146 

Method GENSCAN 

End 1138 



54157 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
3 Start 
Z. Name 
t Start 

y Exons 

3 

J Seq. No. 

i Gene No. 

^ Start 

^ Name 

Start 

3 GI 

J ■ Exons 

Z Seq. No. 

Gene No. 
3 Start 
3 Name 

Start 

GI . .. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



none 

683. .743, 1040. .1138 



Score 



.83 



53224 
112166 
683 

OJ991114_4 5.0419.C51.ol.gp 
1004 

771_2.R1084 
1004. .1146 

'5381253/dbj |BAA82306.1| 2.0e-09 (AB027752) peroxidase 
[Nicotiana tabacum] 1 



Seq. ID OJ991114_45.0419.C51 
Strand + 

1146 
AAT/GAP 
1146 
223 



End 

Method 

End 

Score 



53225 

112167 

630 

OJ991114_45. 0419.C52.ol.gs 

630 

none 

630. .818 

53226 

112168 

1 

OJ991114__45.0419.C53.ol.gp 
1 

2276005 
1. .92 

53226 

112169 

8 

OJ991114_45.0419.C53.ol.gs 
8 

none 
8. .535 

53226 

112169 

8 

OJ991114_45.0419.C53.ol.tm 

191 

none 

191. .490, 191. .286, 193. .471 



Seq. ID OJ991114_45.0419.C52 

Strand + 

End 818 

Method GEN SCAN 

End 818 

Score . 6 



Seq. ID OJ991114_45.0419.C53 

Strand + 

End 92 

Method AAT/GAP 

End 92 

Score 165 



Seq. ID OJ991114_45.0419.C53 

Strand + 

End 535 

Method GENSCAN 

End 535 

Score 1 



Seq. ID OJ991114_45.0419.C53 

Strand + 

End 535 

Method TBLASTX: Maize 

End 4 90 

Score 363 



53227 
112170 
1 

OJ991114_4 5.0419.C56.ol.np 
1 

6403497 

1..168, 287. .440, 538^.682, 765. .867 
(AC010871) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991114_45.0419.C56 
Strand + 

867 

AAT/NAP 
867 
647 



End 

Method 

End 

Score 



53227 

112171 

778 



Seq. ID OJ991114_45.0419.C56 
Strand + 
End 843 



54158 



Name 

Start 

GI 

Exons 



OJ991114_4 5.0419.C56.ol.ts Method TBLASTX : Soybean 



287 
none 



End 
Score 



693 
88 



287. .349, 288. .380, 350. .439, 355. .438, 356. .439, 536.-682, 
537. .683, 562. .693 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53227 

112171 

778 



Seq. ID OJ991114_45.0419.C56 
Strand + 
End 843 



OJ991114 45.0419.C56.ol.tm Method TBLASTX : Maize 



539 
none 



End 843 
Score 246 



539. .682, 540. .683, 543. .686, 764. .841, 765. .842, 765. .842, 
766. .843 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53227 
112171 
778 

OJ991114_45 . 0419 . C56 . ol . gs Method GENSCAN 



Seq. ID OJ991114_45.0419.C56 
Strand + 
End 843 



778 
none 
778. .843 



End 
Score 



843 
. 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53228 
112172 
363 

OJ991114_45 . 0419. C58 . ol . gs Method GENSCAN 



Seq. ID OJ991114_45.0419.C58 
Strand 

End 1501 



363 
none 



End 
Score 



1438 
91 



363. .398, 751. .1155, 1243. .1438 



53228 
112172 

363 End 
OJ991114_45 . 0419.C58 .ol .np Method AAT/NAP 
675 End 1501 

7486943 Score 874 

675. .1155, 1243. .1501 

hypothetical protein T13E15.2 - Arabidopsis thaliana 
gi|4895253|gb|AAD32838.1|AC007659_20 (AC007659) unknown protein 
[Arabidopsis thaliana] 



Seq. ID OJ991114_45.0419.C58 
Strand 

1501 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53228 
112172 

363 End 
OJ991114_45.0419.C58 .ol. tm Method TBLASTX : Maize 

698 End 1047 

none Score 

698. .1024, 703. .1047, 707. .1039 



Seq. ID OJ991114_45.0419.C58 
Strand 

1501 



371 



Seq. ID OJ991114_45.0419.C58 
Strand 

1501 



53228 
112172 

363 End 
OJ991114_45.0419.C58.ol.tc Method TBLASTX : Cress 

703 End 1392 

none Score 172 

703. .768, 775. .966, 800. .961, 998. .1126, 1003. .1131, 1072. .1161, 



54159 



1250. .1378, 1261. .1392, 1262. .1390 



Seq. No. 


53228 




Seq. ID 


OJ991114 45. 0419. C5 8 


Gene No. 


112172 




Strand 




Start 


363 




End 


1501 


Name 


OJ991114 45.0419.C58.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


703 




End 


1290 


GI 


none 




Score 


39 


Exons 


703. .768, 707. .751, 778 


. .987 


, 783. .938 


, 796. .975, 800. .1000 




964. .1161, 983. .1129, 1003.. 


1137, 1110 


. .1157, 1243. .1290 


Seq. No. 


53228 




Seq. ID 


OJ991114_45.0419.C58 


Gene No. 


112172 




Strand 


— 


Start 


363 




End 


1501 


Name 


OJ991114 45.0419.C58.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1241 




End 


1476 


GI 


none 




Score 


295 


Exons 


1241. .1474, 1243. .1476, 


1244 


. .1474 




Seq. No. 


53228 




Seq. ID 


OJ991114_45.0419.C58 


Gene No. 


112172 




Strand 




Start 


363 




End 


1501 


Name 


OJ991114 45.0419.C58.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


1291 




End 


1501 


GI 


none 




Score 


222 


Exons 


1291. .1500, 1292. .1501, 


1292 


: .1501 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



j Seq. No. 
i Gene No. 
J Start 

Name 

Start 

GI 

Exons 



53228 

112172 

363 



Seq. ID OJ991114_45.0419.C58 
Strand 

End 1501 



OJ991114_4 5.0419.C58.ol.gp Method AAT/GAP 
1367 End 1501 

2312388 Score 241 

1367. .1501 

2344887 3.0e-30 (AC002388) unknown protein [Arabidopsis 
thaliana] >gi_4 8 95253_gb_AAD32838 . 1_AC007659_20 (AC007659) 
unknown protein [Arabidopsis thaliana] 



53229 
112173 

324 End 
OJ991114_4 5.0419. C59 . ol . gs Method GENSCAN 
324 End 1018 

none Score 
324. .522, 634. .772, 887. .1018 



Seq. ID OJ991114_45.0419.C59 
Strand 

1018 



.6 



Seq. No. 53229 
Gene No. 112173 

Start 324 End 

Name 0 J9 91114_4 5.0419.C59.ol.tm Method TBLASTX : Mai ze 

Start 329 End 974 

GI none Score 75 

Exons 329. .430, 330. .428, 331. .429, 422. .547, 437. .517, 441. .518, 

626. .751, 630. .773, 632. .772, 640. .777, 642. .833, 890. .943, 
897. .974 



Seq. ID OJ991114_45.0419.C59 
Strand 

1018 



Seq. No. 



53230 



Seq. ID OJ991114_45.0419.C60 



54160 




Gene No. 


112174 


Strand 


+ 






Start 


180 


End 


221 






Name 


OJ991114 45.0419.C60.ol.gs 


Method 


GENSCAN 






Start 


180 


End 


221 






GI 


none 


Score 


. 65 






Exons 


180. .221 










Seq. No. 


53231 


Seq. ID 


OJ991114_45. 


.0419. 


C61 


Gene No. 


112175 


Strand 








Start 


1233 


End 


1537 






Name 


OJ991114 45.0419.C61.ol.np 


Method 


AAT/NAP 






Start 


1233 


End 


1537 






GI 


6691203 


Score 


64 






Exons 


1233.. 1353, 1508.. 1537 










GI Descrip. 


(AC007508) F1K23.7 [Arabidopsis thaliana] 






Seq. No. 


53231 


Seq. ID 


OJ991114_45. 


.0419. 


C61 


Gene No. 


112175 


Strand 








Start 


1233 


End 


1537 






Name 


OJ991114 45.0419.C61.ol.gs 


Method 


GENSCAN 






Start 


1235 


End 


1437 






GI 


none 


Score 


.54 






Exons 


1235. .1437 










Seq. No. 


53232 


Seq. ID 


OJ991114_45. 


.0419. 


C65 


Gene No. 


112176 


Strand 


+ 






Start 


466 


End 


721 






Name 


OJ991114 45.0419.C65.ol.gp 


Method 


AAT/GAP 






Start 


466 


End 


721 






GI 


2428314 


Score 


442 






Exons 


466. .721 










GI Descrip. 


6016700/gb|AAF01527.1 |AC009991_23 2.0e- 


-30 (AC009991) unknown 




protein [Arabidopsis thaliana] 








Seq. No. 


53232 


Seq. ID 


OJ991114_45, 


.0419. 


C65 


Gene No. 


112177 


Strand 








Start 


1 


End 


721 






Name 


OJ991114 45.0419.C65.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


721 






GI 


6016700 


Score 


67 






Exons 


1..25, 475. .721 










GI Descrip. 


(AC009991) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


53232 


Seq. ID 


OJ991114_45. 


.0419. 


C65 


Gene No. 


112177 


Strand 








Start 


1 


End 


721 






Name 


OJ991114 45.0419.C65.ol.gs 


Method 


GENSCAN 






Start 


476 


End 


710 






GI 


none 


Score 


.66 






Exons 


476. .710 










Seq. No. 


53233 


Seq. ID 


OJ991114_45. 


,0419. 


C67 


Gene No. 


112178 


Strand 


+ 






Start 


402 


End 


881 






Name 


OJ991114 45.0419.C67.ol.np 


Method 


AAT/NAP 






Start 


402 


End 


881 






GI 


7523517 


Score 


240 







54161 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



402. .702, 852. .881 

(AP001633) hypothetical protein [Oryza sativa] 



53233 

112179 

554 

OJ991114_45.0419.C67.ol.gs 

554 

none 

554. .645, 784. .853 



Seq. ID OJ991114_45.0419.C67 
Strand 

End 853 

Method GENS CAN 

End 853 

Score .57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53234 
112180 
565 

OJ991114_45.0419.C71.ol.np 
565 

7329650 
565. .690, 1140. .1166 

(AL162351) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991114_45.0419.C71 
Strand 

1166 
AAT/NAP 
1166 
94 



End 

Method 

End 

Score 



53235 
112181 
1 

OJ991114_45.0419.C74 .ol.np 
1 

7258378 
1..244, 699. .736 

(AL138650) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991114_45.0419.C74 
Strand 

End 736 

Method AAT/NAP 

End 736 

Score 104 



53235 

112181 

1 

OJ991114_45.0419.C74 .ol.gs 
29 

none 
29. .244 



Seq. ID OJ991114_45. 0419.C74 
Strand 

End 736 

Method GEN SCAN 

End 24 4 

Score .87 



Seq. No. 53236 

Gene No. 112182 

Start 1 

Name OJ991114_45 . 04 19 . C76 . ol . np 

Start 1 

GI 3738339 

Exons 1..35, 427.. 591, 723.. 1087 

GI Descrip. (AC005170) putative LRR receptor protein kinase [Arabidopsis 
thaliana] 



Seq. ID OJ991114_45.0419.C76 

Strand + 

End 1087 

Method AAT/NAP 

End 1087 

Score 323 



Seq. No. 53236 

Gene No. 112182 

Start 1 

Name OJ991 1 14_4 5. 0419. C7 6. ol.gs 

Start 117 

GI none 

Exons 117. .276, 405.. 590, 674.. 912 

Seq. No. 53236 

Gene No. 112182 



Seq. ID OJ991114_45.0419.C76 

Strand + 

End 1087 

Method GENSCAN 

End 912 

Score .78 



Seq. ID OJ991114_45.0419.C76 
Strand + 



54162 




Start 


1 




End 


1087 


Name 


OJ991114 45 0419 C76 ol 


tw 




TBLASTX * Wheat 


Start 


664 ~~ 




End 


966 


GI 


none 




Score 


185 




664 966 753 926 








Seq, No. 


53236 




Seq. ID 


OJ991114_45.0419.C76 


Gene No. 


112182 




Strand 


+ 


Start 


1 




End 


1087 


W.amP 


OJ991114 45 0419 C76 ol 


tc 


Mpt" hod 


TBLASTX • Cress 




724 _ 




End 


1033 


ox 


none 




Score 


192 




724 891 735 .890, 888 


. 968, 


889 969, 

\J \J ~S • . S \J ~S f 


998 1033 


Seq. No. 


53236 




Seq. ID 


OJ991114_45.0419.C76 


Gene No. 


112182 




Strand 


+ 


Start 


1 




End 


1087 




O.T991 1 1 4 45 0419 C76 nl 


tm 


Mp +■ H nH 


TBLASTX • Mai zp 


ij Lai L- 


724 ~~ 




End 


1040 


GI 


none 




Score 


193 




724 891 732 890 871 


. 969, 


873 968 


1005 1040 


Seq. No. 


53236 




Seq. ID 


OJ991114_45.0419.C76 


Gene No. 


112182 




Strand 


+ 


Start 


1 




End 


1087 




O.T991 1 1 4 45 0419 P76 r>1 




Mp 1" h nH 


TRTiASTX * Sovhp^n 


Of arf 


794 ~~ 




Fnn 


104 0 

X \J *i U 


PT 
Ul 


none 




OLUIC 


1 87 
x o / 




724 891 732 890 871 


. 969, 


873 968 


1005 1040 


Seq. No. 


53237 




Seq. ID 


OJ991114_45.0419.C85 


Gene No. 


112183 




Strand 


+ 


Start 


141 




End 


989 




O.T991114 0419 PRS nl 




Mpt" hi nH 




Start 


141 ~~ 




End 


989 


GI 


none 




S core 


. 59 




141 284 498 662 703 


. 989 








53238 






OJ991114 45 0419 C86 


Gene No. 


112184 




Strand 




Start 


235 




End 


964 


Name 


OJ991114 45.0419.C86.ol. 


np 


Method 


AAT/NAP 


Start 


235 




End 


925 


GI 


7299128 




Score 


190 


F" von q 


235. .279, 633..7S6, 840. 


.925 






f^T Dp ^pri n 

V3X l/COLilUi 


(AE003681) CG11985 gene product [Drosophila melanogaster ] 




53238 




Seq. ID 


OJ991114_45.0419.C86 


Gene No . 


112184 




Strand 




Start 


235 




End 


964 


Name 


OJ991114 45.0419.C86.ol. 


gp 


Method 


AAT/GAP 


Start 


588 




End 


964 


GI 


uC-osflM202123h09bl 




Score 


361 


Exons 


588..7S6, 840. .964 








GI Descrip. 


'4176420/dbj IBAA37167 | 2 


.Oe-ll (AB008097) cytochrome P450 



[Arabidopsis thaliana] ' 



54163 




Seq. No. 


53238 




Seq. ID 


OJ991114_45.0419.C86 


Gene No. 


112184 




Strand 




Start 


235 




End 


964 


Name 


OJ991114 45.0419.C8 6.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


630 ~~ 




End 


931 


GI 


none 




Score 


96 


Exnns 

1-1 Awl 1 


630. .755, 633. .755, 634 


. .756, 


840. .926, 


840. .908, 842. .931 


Seq. No. 


53238 




Seq. ID 


OJ991114_45.0419.C86 


Gene No. 


1121.84 




Strand 




Start 


235 




End 


964 


Name 


OJ991114 45.0419.C86.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


630 ~~ 




End 


943 


GI 


none 




Score 


159 


Exons 


630. .755, 633..7S5, 634 


. .756, 


840. .926, 


842. .943 


Seq. No. 


53238 




Seq. ID 


OJ991114_45.0419.C86 


Gene No. 


112184 




Strand 




Start 


235 




End 


964 


Name 


OJ991114 45.0419.C86.ol 


. as 


Method 


GEN SCAN 


Start 


633 ~ 




End 


756 


GI 


none 




Score 


.8 


Exons 


633. .756 








Seq. No. 


53238 




Seq. ID 


OJ991114_45.0419.C86 


Gene No. 


112184 




Strand 




Start 


235 




End 


964 


Name 


OJ991114 45 0419.C86.ol 


. ts 


Method 


TBLASTX : Soybean 


O L-Cti. L- 


633 _ 




End 


940 


GI 


none 




Score 


142 


P.von s 


633.-755, 634.-756, 840 


. . 926, 


840. .908, 


841. .927, 842. .940 


Sea No 


53239 




Seq. ID 


OJ991114_45.0419.C87 


Qen@ no . 


112185 




Strand 




Start 


98 




End 


182 


Name 


OJ991114 45.0419.C87.ol 


-gp 


Method 


AAT/GAP 


Start 


98 




End 


182 


GI 


uC-osf lM202123h09bl 




Score 


109 


Exons 


98. .182 








GI DescriD. 


1 4176420/dbj | BAA37167 | 


2.0e-ll (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No. 


53240 




Seq. ID 


OJ991114_45.0419.C88 


Gene No. 


112186 




Strand 


+ 


Start 


414 




End 


581 


Name 


OJ991114 45.0419.C88.ol 


.gs 


Method 


GEN SCAN 


Start 


414 ~~ 




End 


581 


GI 


none 




Score 


.89 


Exons 


414 . . 581 








Sea. No 


53241 




Seq. ID 


OJ991114_45.0419.C89 


Gene No. 


112187 




Strand 




Start 


552 




End 


668 


Name 


OJ991114 45.0419.C89.ol 


.gs 


Method 


GEN SCAN 


Start 


552 




End 


668 


GI 


none 




Score 


.63 


Exons 


552. .668 









54164 



Seq. No. 53242 

Gene No. 112188 

Start 486 

Name OJ991114_45 . 0419 . C90 . ol . 

Start 486 

GI none 

Exons 486.. 634, 657.. 786 



gs 



Seq. ID OJ991114_45.0419.C90 
Strand 

End 786 

Method GENSCAN 

End 786 

Score . 8 



Seq. No. 53243 

Gene No. 112189 

Start 1 

Name OJ991114_45 . 0419 .C91 .ol. 

Start 1 

GI 7106514 ■ 

Exons 1..116, 73S..792 

GI Descrip. (AP001278) hypothetical 

Seq. No. 53244 

Gene No. 112190 

Start 1 

Name OJ991114_4 5 . 0419 .C92 . ol . 

Start 1 

GI 7488558 

Exons 1..705, 972.. 997 

GI Descrip. hypothetical protein 1 - 

gi I 2462935 | emb | CAA72989 . 

[Brassica oleracea] 



np 



Seq. ID OJ991114_45.0419.C91 

Strand 

End 7 92 

Method AAT/NAP 

End 792 

Score 65 



protein [Oryza sativa] 

Seq. ID OJ991114_45.0419.C92 
Strand 

End 997 

np Method AAT/NAP 

End 997 

Score 172 

■ wild cabbage transposon Melmoth 
1| (Y12321) open reading frame 1 



Seq. No. 53244 

Gene No. 112190 

Start 1 

Name OJ991114_45 . 0419 .C92 . ol . 

Start 3 

GI none 

Exons 3.. 200, 3.. 329, 7.. 321 



tm 



Seq. ID OJ991114_45.0419.C92 

Strand 

End 997 

Method TBLASTX : Maize 

End 329 

Score 113 



~ Seq. No. 53244 

It Gene No. 112190 

^ Start 1 

□ Name OJ991114_45. 0419.C92.ol. 

Start 283 

GI none 

Exons 283.. 400, 641.. 923 



Seq. ID OJ991114_45.0419.C92 
Strand 

End 997 

gs Method GENSCAN 

End 923 



Score 



,42 



Seq. No. 53244 

.Gene No. 112190 

Start 1 

Name OJ991114_45. 0419.C92.o2. tm 

Start 447 

GI none 

Exons 447. .677, 448. .678, 461. .688 



Seq. ID OJ991114_45.0419.C92 

Strand 

End 997 

Method TBLASTX: Maize 

End 688 

Score 194 



Seq, No. 53245 

Gene No. 112191 

Start 192 

Name OJ991114 45 . 0419 . C94 . ol . 



Seq. ID OJ991114_45.0419.C94 
Strand 

End 1560 

tc Method TBLASTX : Cress 



54165 



Start 


190 


End 


687 


GI 


none 


Score 


59 


Exons 


190. .270, 224.-271, 353.-415, 


357. .413, 


599. . 676, 616. .687 


Seq. No. 


53245 


Seq. ID 


OJ991114_45.0419.C94 


Gene No. 


112191 


Strand 






1 Q? 


End 


1560 


Name 


OJ991114 45.0419.C94.ol.tm 


Method 


TBLASTX: Maize 


Start 


190 


End 


954 


GI 


none 


Score 


60 


Exons 


190. .270, 227. .271, 359. .412, 


360. .413, 


604. .684, 623. .688, 




862. .954, 862. .954 






Seq. No. 


53245 


Seq. ID 


OJ991114_45.0419.C94 


Gene No. 


112191 


Strand 




OLdl L 


1 Q9 


Fnd 


1 J uu 


Name 


OJ991114 45.0419.C94.ol.gs 


Method 


GENSCAN 


Start 


192 


End 


1560 


GI 


none 


Score 


.63 


Exons 


192. .281, 360. .410, 615. .687, 


862. .950, 


1199. .1280, 1379. .1407, 




1476. .1560 






Seq. No. 


53245 


Seq. ID 


OJ991114_4510419.C94 


Gene No. 


112191 


Strand 




Start 


192 


End 


1560 


Name 


OJ991114 45.0419.C94.ol.np 


Method 


AAT/NAP 


Start 


192 


End 


1539 


GI 


6587812 


Score 


483 


Exons 


192. .268, 360. .412, 616. .687, 


862. .950, 


1199.. 1280, 1379.. 1539 


GI Descrip. 


(AC010924) Similar to gb|U44028 transcription factor CKC from 




Arabidopsis thaliana and contains two PF 100847 AP2 domains. 


Seq. No. 


53246 


Seq. ID 


OJ991114_45.0419.C96 




112192 


Strand 


+ 


Start 


106 


End 


210 


Name 


OJ991114 45.0419.C96.ol.gs 


Method 


GENSCAN 


Start 


106 


End 


210 


GI 


none 


Score 


.63 


Exons 


106. .210 






Seq. No. 


53247 


Seq. ID 


OJ991114_45.0419.C103 


Gene No. 


112193 


Strand 


+ 


Start 


1 


End 


684 


Name 


OJ991114 45.0419.C103.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


246 


GI 


7487468 


Score 


190 


Exons 


1. .246 







GI Descrip. hypothetical protein T27D20.7 - Arabidopsis thaliana 

gi I 3377848 | gb | AAC28230.il (AF076274) contains similarity to 
reverse transcriptases (Pfam: rvt.hmm, score: 12.22) 
[Arabidopsis thaliana] gi | 7267185 | emb | CAB77897 . 1 | (AL161499) 
putative reverse transcriptase [Arabidopsis thaliana] 



Seq. No. 53247 

Gene No. 112193 

Start 1 

Name OJ991114 45 . 0419 . C103 . ol . gs 



Seq. ID OJ991114_45.0419.C103 

Strand + 

End 684 

Method GENSCAN 



54166 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

□ Seq. No. 

. Gene No. 

It Start 
Name 
start 

Q GI 

[J Exons 

a-r; Seq. No. 

- -* Gene No . 

s Start 

£3 Name 

vl Start 

i 7 GI 

= - Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7 

none 

7. .223, 649, .684 



End 
Score 



684 
.6 



53247 
112194 
1 

OJ991114_45.0419.C103.ol.gp 
1 

LIB3431-011-P1-N1-B2 
1. .350 

1 3377848 3.0e-15 (AF076274) contains similarity to reverse 
transcriptases (Pfam: rvt.hmm, score: 12.22) [Arabidopsis 
thaliana] ' 



Seq. ID OJ991114_45.0419.C103 
Strand 

421 

AAT/GAP 
350 
696 



End 

Method 

End 

Score 



53247 

112194 

1 

OJ991114_45.0419.C103.ol.tc 
1 

none 



Seq. ID OJ991114_45.0419.C103 
Strand 

End 421 

Method TBLASTX : Cress 

End 421 

Score 187 



1..264, 15. .194, 243. .269, 383. .421 



End 

Method 
End 
Score 



53247 
112194 
1 

OJ991114_45.0419.C103.ol.tm 
1 

none 

1..282, 4. .330 

53247 
112194 
1 

OJ991114_45.0419.C103.ol.ts 
4 

none 

4. .111, 10. .264, 63. .263, 175. .264 



Seq. ID OJ991114_45.0419.C103 
Strand 

421 

TBLASTX: Maize 
330 
344 



Seq. ID OJ991114_45.0419.C103 
Strand 

421 

TBLASTX: Soybean 
264 
229 



End 

Method 
End 
Score 



53248 

112195 

770 

OJ991114_45.0419.C105.ol.gs 

770 

none 



Seq. ID OJ991114_45.0419.C105 

Strand + 

End 2246 

Method GENSCAN 

End 2246 

Score .45 



770. .1375, 2053. .2112, 2187. .2246 



53249 
112196 

159 End 
OJ991114_45.0419.C107.ol.gs Method 
159 End 
none Score 
159. .321 



Seq. ID OJ991114_45.0419.C107 
Strand + 

321 

GENSCAN 
321 
.87 



Seq. No. 
Gene No. 



53250 
112197 



Seq. ID OJ991114_45.0419.C109 
Strand 



54167 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



967 End 

OJ991114_45.0419.C109.ol.gs Method 

.967 End 

none Score 
967. .1141, 1398. .1498 

53251 Seq. ID 

112198 Strand 
33 End 
OJ991114_4 6 . 04 19 . CI . ol . gs Method 
33 End 
none Score 
33. .180, 348. .490, 492. .1038 

53252 

112199 Strand 
58 End 
OJ9911 14_4 6 . 04 1 9 . C2 . ol . gs Method 
58 End 
none Score 



1498 
GENSCAN 
1498 
.56 



OJ991114_46.0419.C1 
+ 

1038 
GENSCAN 
1038 
.71 



Seq. ID OJ991114_46.0419.C2 
+ 

1046 
GENSCAN 
1046 
.79 



58. .231, 326. .436, 521. .551, 864. .1046 



53252 Seq. ID 

112200 Strand 
1221 End 
OJ991114_4 6 . 04 19 . C2 . ol . gp Method 
1221 End 
LIB3477-003-P1-K1-E9 Score 
1221. .1350, 1672.. 1696 

•24 98586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ991114_46.0419.C2 
+ 

1696 
AAT/GAP 
1696 
132 



Seq. No. 53252 Seq. ID 

Gene No. 112201 * Strand 

Start 2439 End 

Name OJ991 114_4 6 . 04 19 . C2 . o2 . np Method 

Start 2439 End 

GI 7500181 Score 

Exons 2439.. 2470, 3886.. 4205, 4246., 
GI Descrip. hypothetical protein F30A10.3 



OJ991114_46.0419.C2 
+ 

4518 
AAT/NAP 
4518 . 
102 



,4518 

- Caenorhabditis elegans 
gi| 3876555 | emb | CAB03023 . 1| (Z81072) cDNA EST EMBL:Z14598 comes 
from this gene [Caenorhabditis elegans] 



Seq. No. 


53252 








Seq. ID 


OJ991114 


Gene No. 


112201 








Strand 


+ 


Start 


2439 








End 


4518 


Name 


OJ991114 46 


.0419 


C2.o2. 


gs 


Method 


GENSCAN 


Start 


3632 






End 


4518 


GI 


none 








Score 


.61 


Exons 


3632. .3814, 


3874 


.4518 








Seq. No. 


53252 








Seq. ID 


OJ991114 


Gene No. 


112202 








Strand 




Start 


1 








End 


3135 


Name 


OJ991114 46 


.0419 


C2.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


3135 



54168 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5306158 Score 82 

1..72, 1122. .1478, 3073. .3135 

(AF160864) orfl386 [Tetrahymena pyriformis] 



53252 

112203 

3640 

OJ991114_4 6.0419.C2.ol.tm 

3640 

none 



Seq. ID OJ991114_46.0419.C2 
Strand 

End 4173 

Method TBLASTX : Mai ze 

End 4050 

Score 260 



3640. .3858, 3641. .3859, 3896. .3964, 3901. .3972, 3984. .4046, 
3985. .4050 



Seq. No. 53252 

Gene No. 112203 

Start 3640 

Name OJ991114_4 6. 0419.C2 .o2. ts 

Start 3644 

GI none 
Exons 



Seq. ID OJ991114_46.0419.C2 
Strand 

End 4173 

Method TBLASTX : Soybean 

End 4035 

Score 116 



3644. .3751, 3652. .3741, 3824. .3859, 3826.-3858, 3896. .3964, 
3901. .3969, 3988. .4035 



f ii 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53252 

112203 

3640 

OJ991114_4 6.0419.C2.o2.tc 

3665 

none 



Seq. ID OJ991114_46.0419.C2 
Strand 

End 4173 

Method TBLASTX : Cress 

End 4173 

Score 97 



3665. .3829, 3827. .3853, 3899. .3964, 3988.. 4173 



Seq. No. 53252 

Gene No. 112204 

Start 4213 

Name OJ991114_4 6 . 04 19 . C2 . ol . tc 

Start 4213 

GI none Score 

Exons 4213.. 4323, 4372.. 4506, 4389.. 4475 



Seq. ID OJ991114_46.0419.C2 
Strand 

End 4520 
Method TBLASTX : Cress 
End 4506 
132 



Seq. No. 53252 

Gene No. 112204 

Start 4213 

Name OJ991114_4 6 . 04 19 . C2 . ol . ts 

Start 4228 

GI none Score 

Exons 4228. .4323, 4375.. 4482, 4389.. 4484 



Seq. ID OJ991114_46.0419.C2 
Strand 

End 4520 
Method TBLASTX : Soybean 
End 4484 
106 



Seq. No. 53252 

Gene No. 112204 

Start 4213 

Name OJ991114_4 6 . 0419 . C2 . o2 . tm 

Start 4278 

GI none Score 

Exons 4278.. 4310, 4279.. 4323, 4282.. 4323, 4369.. 4485, 4369.. 4503, 
4377. .4520, 4421. .4516 



Seq. ID OJ991114_46.0419.C2 
Strand 

End 4520 
Method TBLASTX : Mai ze 
End 4520 
72 



Seq. No. 
Gene No. 



53253 
112205 



Seq. ID OJ991114_46.0419.C5 
Strand + 



54169 




a Lai L 


3 


End 


1161 




IV cuuc 


OJ991114 46 0419 C5 ol as 


Method 


GENSCAN 




O Lai i— 


3 ~ 


End 


1161 






none 


Score 


.74 






3. . 130, 972 . . 1161 










53254 


Seq. ID 


OJ991114 46. 


0419. C6 


Gene No. 


112206 


Strand 






Start 


362 


End 


2154 




Name 


OJ991114 46.0419.C6.ol.gs 


Method 


GENSCAN 




Start 


362 


End 


2154 




GI 


none 


Score 


.55 




Exons 


362. .513, 862. .1059, 1105. 


.1228, 1258. 


.1428, 1624.. 


1720, 




1733. .2051, 2080. .2154 









Seq. No. 53255 Seq. ID OJ991114_4 6 . 04 1 9 . C8 

Gene No. 112207 Strand 

Start 1 End 1685 

Name OJ991114_46. 0419.C8 . ol .np Method AAT/NAP 

Start 1 End 1685 

GI 7444451 Score 1432 

Exons 1..1685 

GI Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi i 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



Seq. No. 53255 

Gene No. 112207 

Start 1 

Name OJ991114_4 6 . 04 1 9 . C8 . ol . tw 

Start 476 

GI none 

Exons 476. .808, 477. .773, 494.. 775 



Seq. ID OJ991114_46.0419.C8 



Strand 
End 

Method 

End 

Score 



1685 

TBLASTX: Wheat 

808 

130 



Seq. No. 53255 

Gene No. 112207 

Start 1 

Name OJ991114_4 6 . 04 1 9 . C8 . ol . gs 

Start 555 

GI none 

Exons 555. .562, 649. .843, 875. .1301 



Seq. ID OJ991114_46.0419.C8 
Strand 

End 1685 

Method GENSCAN 

End 1301 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53255 
112207 
1 

OJ991114_4 6.0419.C8.o2.tm 
647 
none 

647. .769, 647. .790, 776. .886, 1050. .1169 



Seq. ID OJ991114_46.0419.C8 



Strand 
End 

Method 

End 

Score 



1685 

TBLASTX: Maize 
1169 
68 



53255 Seq. ID 

112207 Strand 

1 End 

OJ991 1 14_4 6 . 04 1 9 . C8 . o2 . tw Method 

1041 End 

none Score 
1041. .1340 



OJ991114_46.0419.C8 
1685 

TBLASTX: Wheat 

1340 

194 



54170 



C3 



• V*\J * 












UU J -7 X X X *3 


4 6 04 1 Q 




Gene No. 


112207 








Strand 








Start 


1 








End 


1685 






Name 


OJ991114 46. 


0419 


.C8.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1170 








End 


1595 






GI 


none 








Score 


64 






Exons 


1170. .1340, 


1348 


. .1500, 


1473. 


.1595 








Qon Mo 
Oc^. IN w • 










O C^J * X i-J 


OJ9911 1 4 


4 6 04 1 9 


C9 


Gene No. 


112208 








Strand 


+ 






Start 


1783 








End 


3213 






Name 


OJ991114 46. 


0419 


,C9.o2. 


gs 


Method 


GENSCAN 






Start 


1783 








End 


3213 






GI 


none 








Score 


.6 






Exons 


1783. .1785, 


2340 


. .2517, 


2921. 


.3213 








Q art K]/-\ 
Oc^« IN KJ . 










OCvj • X U 


O.T991 114 

VU .7 ^ X X X *4 


4 6.0419 


. C9 


Gene No. 


112209 








Strand 








Start 


52 








End 


392 






Name 


OJ991114 46. 


0419 


.C9.ol. 


gs 


Method 


GENSCAN 






Start 


52 








End 


392 






GI 


none 








Score 


.79 






Exons 


52.. 392 
















Seq. No. 


53257 








Seq. ID 


OJ991114 


_46.0419 


.C10 


Gene No. 


112210 








Strand 


+ 






Start 


254 








End 


769 






Name 


OJ991114 46. 


0419 


.ClO.ol 


.gs 


Method 


GENSCAN 






Start 


254 








End 


7 69 






GI 


none 








Score 


.77 






Exons 


254. .769 

















\4 
C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



53258 Seq. ID 

112211 Strand 

1 End 

OJ991114_4 6. 0419.C12.ol.gp Method 

1 End 

15693_1.R1084 Score 
1..64, 819. .1060 

, 6009521/dbj IBAA84944.il 6.0e- 
[Mus musculus] ' 

53258 Seq. ID 

112211 Strand 

1 End 

OJ991114_4 6.0419. C12 . ol . ts Method 

1 End 

none Score 

1..75, 2. .67, 819. .1058, 821. .1057 

53258 Seq. ID 

112211 Strand 

1 End 

OJ991114_4 6 . 0419 . C12 . ol . tm Method 

1 End 

none Score 



OJ991114_46.0419.C12 
+ 

1060 
AAT/GAP 
1060 
592 



68 (AB021491) plOO co-activator 



OJ991114_46.0419.C12 
+ 

1060 

TBLASTX : Soybean 

1058 

75 



OJ991114_46.0419.C12 
+ 

1060 

TBLASTX: Maize 

1059 

104 



54171 




Exons 1..63, 2. .67, 2. .79, 819. .857, 840. .1058, 842. .1057, 864. .1058, 

886. .1059 





Seq. No. 


53258 


Seq. ID 


OJ991114_46.0419.C12 






112211 


Strand 


+ 




O LCli L. 


1 


End 


1060 






OJ991114 46.0419.C12.ol.np 


Method 


AAT /NAP 






1 


End 


1060 




GI 


7512259 


Score 


73 




R von <5 


1..68, 841. .1060 








GI Descrip. 


100 kDa coactivator - human 


gi|799177 


|gb IAAA80488.il (U2205 






100 kDa coactivator [Homo sapiens] 






Seq. No. 


53258 


Seq. ID 


OJ991114 46.0419.C12 






112211 


Strand 


+ 




Start 


1 


End 


1060 




Name 


OJ991114 46.0419.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


1058 




GI 


none 


Score 


98 




Exons 


1..63, 2. .67, 818. .1024, 819 


. .1058 








53258 


Seq. ID 


OJ991114 46.0419.C12 




UCllC Vi\J * 


112211 


Strand 






oiai L 


1 ' 


End 


1060 


w 


iNd-Uit; 


OJ991114 46.0419.C12.ol.gs 


Method 


GEN SCAN 




Cf arf 
O Lai L 


62 


End 


98 9 


¥\ 


GI 


none 


Score 


.62 




Exons 


62. .64, 819. .989 








Seq. No. 


53258 


Seq. ID 


OJ991114 46.0419.C12 






112211 


Strand 


+ 




Start 


1 


End 


1060 


5 C? 


Name 


OJ991114 46.0419.C12.ol.tw 


Method 


TBLASTX : Wheat 




Start 


838 


End 


1058 




GI 


none 


Score 


311 




Exons 


838. .1056, 839. .1057, 840. .1058 




. ^ 


Spa No 


53259 


Seq. ID 


0J9 91114 46.0419.C13 




^pnp Mo 

VJJ ™ 1 1 ~ IN W ■ 


112212 


Strand 


+ 




Start 


526 


End 


618 


£1 


Name 


OJ991114 46.0419.C13.ol.gs 


Method 


GENS CAN 




Start 


526 


End 


618 




GI 


none 


Score 


. 67 




Exons 


526. .618 








Seq. No. 


53259 


Seq. ID 


OJ991114_46.0419.C13 




Gene No. 


112213 


Strand 


+ 




Start 


1599 


End 


1937 




Name 


OJ991114 46.0419.C13.ol.np 


Method 


AAT /NAP 




Start 


1599 


End 


1937 




GI 


124135 


Score 


64 




Exons 


1599. .1937 








GI Descrip. 


TRANS-ACTING TRANSCRIPTIONAL 


PROTEIN 


ICP0 (VMW118 PROTEIN) 



gi | 73650 I pir | | EDBEXD immediate-early protein RL2 - human 
herpesvirus 2 (strain HG52) gi | 1869822 | emb | CAB067 60 . 1 | (Z86099) 
RL2 [human herpesvirus 2] gi | 2626942 | dbj | BAA23427 . 1 1 (D10471) 
Vmwll8(ICP0) [human herpesvirus 2] 



54172 












D.TQQ1 114 4 fi 


04 1 Q PI 4 


Gene No. 


112214 




Strand 


+ ~ 




Start 


56 




End 


129 




Name 


OJ991114 46.0419.C14.ol 


.gs 


Method 


GENSCAN 




Start 


56 




End 


129 




GI 


none 




Score 


.46 




Exons 


. 56. .129 










Seq. No. 


53260 




Seq. ID 


OJ991114_46. 


.0419. C14 


Gene No. 


112215 




Strand 


+ 




Start 


543 




End 


810 




Name 


OJ991114 46.0419.C14.o2 


.gp 


Method 


AAT/GAP 




Start 


543 




End 


810 




GI 


LIB3477-003-P1-K1-E9 




Score 


97 




Exons 


543. .567, 743. .810 










GI Descrip. 


, 2498586/sp|Q40638|MPOl 


_0RYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (.U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 53260 Seq. ID OJ991114_4 6 . 04 19 . C14 

Gene No. 112216 Strand 

Start 228 End 740 

Name OJ991114_4 6 . 0419 . C14 . ol . gp Method AAT/GAP 

Start 228 End 740 

GI LIB3432-059-P1-K1-D8 Score 725 

Exons 228.. 274, 325.. 740 

GI Descrip. 1 5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 53261 

U Gene No. 112217 

fjj Start 1229 

'J Name OJ991114_4 6 . 0419 . C16 . ol . gs 

^ Start 1229 

^ GI none 

^ Exons 1229.. 1423, 1713.. 1763 

=,3 Seq. No. 53262 

r'g Gene No. 112218 

H Start 112 

Name OJ991114_4 6 . 0419 . C17 . ol . gs 

Start 112 

GI none 

Exons 112.. 292, 733.. 758, 1186.. 1522 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991114_46.0419.C16 
+ 

1763 
GENSCAN 
1763 
.88 



OJ991114_46.0419.C17 
+ 

1522 
GENSCAN 
1522 
.45 



Seq. No. 53263 Seq. ID 

Gene No. 112219 Strand 

Start 1516 End 

Name OJ991114_4 6 . 0419 . C19 . ol . gs Method 

Start 1516 End 

GI none Score 

Exons 1516.. 1693, 2048.. 2223 



OJ991114_46.0419.C19 
+ 

2223 
GENSCAN 
2223 
.6 



Seq. No. 
Gene No. 
Start 



53263 

112220 

2812 



Seq. ID OJ991114_46.0419.C19 
Strand + 
End 6938 



54173 



Name 

Start 

GI 

Exons 



OJ9911 14_4 6 . 04 19 . C19 . o2 . gs Method GENSCAN 
2812 End 6938 

none Score .95 

2812. .3216, 3604. .3714, 3899. .3983, 5368. .5427, 6637. .6938 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991114_46.0419.C19 
Strand 

End 6975 

Method AAT/NAP 

End 6975 

Score 89 



53263 
112221 
5646 

OJ991114_4 6.0419.C19.ol.np 
5646 
5042462 
5646. .5882, 6940. .6975 

(AC007789) putative negatively light-regulated protein [Oryza 
sativa] 



53264 

112222 

1534 

OJ991114_4 6.0419.C22.ol.gs 

1534 

none 

1534. .1600 



Seq. ID OJ991114_46.0419.C22 
Strand 

End 1600 

Method GENSCAN 

End 1600 

Score .8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



s Seq. No. 

tl Gene No. 

s,l Start 

1 2 Name 

? I Start 

C3 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



53265 
112223 
1 

OJ991114_4 6.0419.C24.ol.np 
1 

1055161 

1..85, 214. .384, 468. .708, 902 



Seq. ID OJ991114_46.0419.C24 
Strand + 

1067 
AAT/NAP 
1067 
135 



End 

Method 
End 
Score 
1067 



(U40029) Contains similarity to Pfam domain: PF00567 (TUDOR), 
Score=62.7, E-value-2 . 5e-15, N=l [Caenorhabditis elegans] 



53265 

112223 

1 

OJ991114_4 6.0419.C24.ol.tc 
2 

none 



Seq. ID OJ991114_46.0419.C24 

Strand + 

End 1067 

Method TBLASTX : Cress 

End 1067 

Score 127 



2. .97, 5. . 97, 202. .402, 213. .386, 464. .631, 486. .632, 735. .818, 
768. .833, 812. .898, 813. .917, 930. .1067 



53265 

112223 

1 

OJ991114_4 6.0419.C24.ol.tm 
8 

none 



Seq. ID OJ991114_46.0419.C24 

Strand + 

End 1067 

Method TBLASTX : Maize 

End 1067 

Score 137 



8. .97, 8. .97, 202. .402, 213. .386, 223. .387, 464. .631, 473. .628, 
486. .632, 541. .633, 614. .664, 631. .660, 759. .830, 759. .812, 
767. .829, 812. .1063, 812. .976, 813. .1067, 1025. .1066 



53265 

112223 

1 

OJ991114_4 6.0419.C24.ol.ts 
183 



Seq. ID OJ991114_46.0419.C24 

Strand + 

End 1067 

Method TBLASTX : Soybean 

End 610 



54174 




(ZT 


i 1U1 1" 




Score 


145 




18^ ^89 1 9? "386 ?05 


402, 


316 387 


464 . . 610, 476. . 604, 




486. . 608 








Seq. No. 


53265 




Seq. ID 


OJ991114_46.0419.C24 


Gene No. 


112223 




Strand 


+ 


O Loi U 


\ 




End 


1067 


Name 


O.T991 1 1 4 46 0419 f?4 ol 


• y s 


Mpt hod 


GENSCAN 


Of a v--f- 


?47 ~ 




End 


1003 


PT 






Score 


. 8 




947 ^84 468 ^48 762 


1003 






Seq. No. 


53265 




Seq. ID 


OJ991114_46.0419.C24 


Gene No. 


112223 




Strand 


+ 


O Lai u 






End 


1067 


Name 


D.T991 1 1 4 46 0419 r?4 0? 


. ts 


Mpth od 


TBLASTX : Soybean 




7S9 ~~ 




End 


1064 




none 




Score 


58 


LAUMO 


759 836 828 905 867 


. . 1064 








53265 




Seq. ID 


OJ991114 46. 0419. C2 4 


(^Jpnf 3 No 


112223 




Strand 


+ ~~ 


Start 


1 




End 


1067 


Name 


OJ991114 46.0419.C24.ol 


.gp 


Method 


AAT/GAP 


Of -J y-4- 


91 S 

-7 ± J 




End 


1067 




1 R6Q^ 1 Rl 084 

IjUjJ 1 . IMU0 4 




Score 


271 




Q1 R T067 










'^OOQROI /Hhi IRAA84944 1 

DUUjJtl / LIU J | 1 Jit • 1 


I 6.0e- 


-68 (AB021491) plOO co-activator 




TMllQ TYin Q C*\ 1 1 1 1 «3 1 ' 
[i JUo iLLLLol-'U.-L U.O J 








Seq. No. 


53266 




Seq. ID 


OJ991114_46.0419.C26 


Gene No. 


112224 




Strand 




Cfarf 
O Lai u 


425 




End 


640 


Name 


O.T991 1 1 4 46 041 9 C26 ol 

\J*J J J J. J. _L t 1 U • U 1 1 J • vt. u • Ul 




Method 


GENSCAN 


Of 3r f 


4?^ _ 

*± J 




End 


640 


r;T 
uj. 


none 




Score 


.93 


V von c: 


425 494 544 640 








Seq. No. 


53267 




Seq. ID 


OJ991114_46.0419.C29 


Gene No. 


112225 




Strand 


+ 


Start 


121 




End 


856 


IN CtiUC 


O.T991 1 1 4 46 041 9 P29 ol 


* y ° 


Method 


GENSCAN 


Of ar f 


191 — 




End 


856 


(IT 


none 




Score 


.71 


Hi AUllO 


101 166 73s 856 

1^1 • . _L U U , f J J • » (J J w 








Qorr No 






Seq. ID 


OJ991114_46.0419.C29 


(Ip-nfi Ma 


112226 




Strand 


+ 


Start 


1346 




End 


1510 


Name 


OJ991114 46.0419.C29.ol 


.np 


Method 


AAT/NAP 


Start 


1346 




End 


1510 


GI 


7340884 




Score 


116 


Exons 


1346. .1510 








GI Descrip. 


(AP001551) Similar to Antirrhinum ma jus transposon Tam3 gene for 




transposase. (AB013982) 


[Oryza sativa] 





Seq. No. 53268 Seq. ID OJ991114_4 6 . 04 19 . C32 



54175 



Gene No. 112227 Strand + 

Start 72 End 581 

Name OJ991114_46. 0419. C32 .ol .gp . Method AAT/GAP 

Start 72 End 581 

GI none Score 1000 

Exons 72.. 581 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53269 
112228 
1 

OJ991114_4 6.0419.C36.ol.np 
1 

6705984 

1..39, 2042. .2685, 2874. .2903 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ991114_46.0419.C36 

Strand + 

End 2903 

Method AAT/NAP 

End 2903 

Score 595 



53269 

112228 

1 

OJ991114_4 6.0419.C36.o2.np 

2064 

6598452 



Seq. ID OJ991114_46.0419.C36 

Strand + 

End 2903 

Method AAT/NAP 

End 2903 

Score 167 



2064. .2353, 2453. .2681, 2870. .2903 

(AC005171) putative retroelement integrase [Arabidopsis 
thaliana] 



Seq. No. 53269 

Gene No. 112228 

Start 1 

Name OJ991114_4 6 . 04 19 . C36 . o2 . gp 

Start 2601 

GI LIB3434-048-P1-K1-C8 

Exons 2601. .2903 

GI Descrip. 1 4689454/gb | AAD27902 . 1 | AC006267_7 2.0e-17 (AC006267) putative 
polyprotein [Arabidopsis thaliana] 1 



Seq. ID OJ991114_46.0419.C36 

Strand + 

End 2903 

Method AAT/GAP 

End 2903 

Score 565 



H Seq. No. 
k 2 Gene No. 
f* Start 
1% Name 
u Start 
GI 

Exons 



53269 

112229 

880 

OJ991114_4 6.0419.C36.ol.gs 

880 

none 

880. .1221 



Seq. ID OJ991114_46.0419.C36 
Strand 

End 1221 

Method GENSCAN 

End 1221 

Score .43 



Seq. No. 53269 

Gene No. 112230 

Start 1200 

Name OJ991114_4 6. 0419.C36.ol .gp 

Start 1200 

GI none 

Exons 1200. . 1639 



Seq. ID OJ991114_46.0419.C36 
Strand 

End 1639 

Method AAT/GAP 

End 1639 

Score 825 



Seq. No. 53269 

Gene No. 112231 

Start 2087 

Name OJ991114_4 6 . 04 19 . C36 . ol . ts 

Start 2087 



Seq. ID OJ991114_46.0419.C36 
Strand 

End 2628 

Method TBLASTX : Soybean 

End 2340 



54176 



£ IS. 

. ^ 



GI 


none 








Score 


104 




Exons 


2087. .2188, 


2181 


. .2243, 


2245. 


.2340 






Seq. No. 


53269 








Seq. ID 


OJ991114 


_46.0419.C36 


Gene No-. 


112231 








Strand 






Start 


2087 








End 


2628 




Name 


OJ991114 46. 


0419 


,C36.o2 


. tm 


Method 


TBLASTX : 


Maize 


Start 


2087 








End 


2358 




GI 


none 








Score 


103 




Exons 


2087. .2188, 


2181 


. .2243, 


2245. 


.2358 






Seq. No. 


53269 








Seq. ID 


OJ991114 


46. 0419.C36 


Gene No. 


112231 








Strand 






Start 


2087 








End 


2628 




Name 


OJ991114 46. 


0419 


.C36.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


2239 








End 


2628 




GI 


none 








Score 


75 




Exons 


2239. .2454, 


2239 


. .2349, 


2353. 


.2403, 2361. .2405, 


2426. .2608, 




2442. .2624, 


2446 


. .2628, 


2446. 


.2628 






Seq. No. 


53269 








Seq. ID 


OJ991114 


_46.0419.C36 


Gene No. 


112232 








Strand 






Start 


2690 








End 


2903 




Name 


OJ991114 46. 


0419 


.C36.ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


2690 








End 


2903 




GI 


none 








Score 


255 




Exons 


2690. .2902, 


2691 


. .2903 










Seq. No. 


53270 








Seq. ID 


OJ991114 


_46.0419.C40 


Gene No. 


112233 








Strand 


+ 




Start 


130 








End 


837 




Name 


OJ991114 46. 


0419 


.C40.ol 


. qs 


Method 


GENSCAN 




Start 


130 








End 


837 




GI 


none 








Score 


.76 




Exons 


130. .230, 615. .8 


37 










Seq. No. 


53271 








Seq. ID 


OJ991114 


46.0419.C44 


Gene No. 


112234 








Strand 






Start 


1 








End 


1983 




Name 


OJ991114 46. 


0419 


.C44.ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


1404 




GI 


2310235 








Score 


303 




Exons 


1. .19, 777. . 


916, 


1367. . 


1404 








GI Descrip. 


5852182/emb|CAB55420. 1 | 


9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 














Seq. No. 


53271 








Seq. ID 


OJ991114 


_46.0419.C44 


Gene No. 


112234 








Strand 






Start 


1 








End 


1983 




Name 


OJ991114 46. 


0419 


.C44.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


909 




GI 


4680203 








Score 


958 




Exons 


1. .909 














GI Descrip. 


(AF114171) TNP2-: 


Like protein 


[Sorghum bicolor] 




Seq. No. 


53271 








Seq. ID 


OJ991114 


_46.0419.C44 


Gene No. 


112234 








Strand 







54177 




Start 


1 




End 


1983 


Name 


OJ991114 46.0419.C44.ol. 


gs 


Method 


GENS CAN 


Start 


105 




End 


1983 


GI 


none 




Score 


.72 


Exons 


105. .616, 634. .916, 1279 


► ..1472, 1892.. 


1983 


Seq. No. 


53271 




Seq. ID 


OJ991114_46.0419.C44 


Gene No. 


112234 




Strand 




Start 


1 




End 


1983 


Name 


OJ991114 46.0419.C44.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


153 




End 


443 


GI 


none 




Score 


105 


Exons 


153. .218, 225. .443, 229. 


.435 






Seq. No. 


53271 




Seq. ID 


OJ991114_46.0419.C44 


Gene No. 


112234 




Strand 




Start 


1 




End 


1983 


Name 


OJ991114 46.0419.C44.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


215 




End 


611 


GI 


none 




Score 


189 


Exons 


215. .457, 223. .465, 225. 


.476, 


226. .468 


, 459. .611, 473. .535 


Seq. No. 


53272 




Seq. ID 


OJ991114_46.0419.C46 


Gene No. 


112235 




Strand 


+ 


Start 


230 




End 


1127 


Name 


OJ991114 46.0419.C46.ol. 


np 


Method 


AAT/NAP 


Start 


230 




End 


1127 


GI 


7291949 




Score 


100 


Exons 


230. .460, 802. .860, 979. 


.1127 






GI Descrip. 


(AE0034 67) CG7008 gene product [Drosophila melanogaster] 


Seq. No. 


53272 




Seq. ID 


OJ991114_46.0419.C46 


Gene No . 


112235 




Strand 


+ 


Start 


230 




End 


1127 


Name 


OJ991114 46.0419.C46.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


249 




End 


1126 


GI 


none 




Score 


152 


Exons 


249. .380, 250. .381, 378. 


.425, 


379. .432 


, 784. .861, 785. .865, 




786. .860, 787. .867, 954. 


.1085 


, 960. .1121, 976. .1122, 976. .1 




977. .1126 








Seq. No. 


53272 




Seq. ID 


OJ991114_46.0419.C46 


Gene No. 


112235 




Strand 


+ 


Start 


230 




End 


1127 


Name 


OJ991114 46.0419.C46.ol. 


gp 


Method 


AAT/GAP 


Start 


258 




End 


1127 


GI 


25698 1.R1084 




Score 


685 


Exons 


258. .426, 786. .860, 979. 


.1127 






GI Descrip. 


1 5852182/emb | CAB55420 . 1 | 


9.0e 


-13 (AL117265) zhb0012.1 [Oryz, 




sativa] ' 








Seq. No. 


53272 




Seq. ID 


OJ991114_4 6. 0419.C4 6 


Gene No. 


112235 




Strand 


+ 


Start 


230 




End 


1127 


Name 


OJ991114 46.0419.C46.ol. 


gs 


Method 


GENSCAN 


Start 


274 




End 


1092 


GI 


none 




Score 


.73 



54178 



Exons 



274. .426, 910. .1092 





o c . INU • 


53272 


Seq. ID 


OJ991114_46.0419.C46 




Gene No. 


112235 


Strand 


+ 




Start 


230 


End 


1127 




Name 


OJ991114 46.0419.C46.ol.ts 


Method 


TBLASTX : Soybean 




Start 


277 


End 


1127 




GI 


none 


Score 


95 




Exons 


277. .381, 282. .365, 375. .425 


, 376. .432, 785.-865, 786. .860, 






796. .861, 960. .1034, 976. .1041, 1036.. 


1122, 1044. .1127 




Seq. No. 


53272 


Seq. ID 


OJ991114_46.0419.C46 






112235 


Strand 


+ 




Start 


230 


End 


1127 




Name 


OJ991114 46.0419.C46.ol.tc 


Method 


TBLASTX: Cress 




Start 


300 


End 


1107 




GI 


none 


Score 


82 




Exons 


300. .383, 301. .384, 357. .422 


, 376. .432 


, 782. .865, 786. .860, 






806. .862, 976. .1023, 977. .1024, 1008.. 


1061, 1015. .1089, 






1018. .1107 








Seq. No. 


53273 


Seq. ID 


OJ991114_35.0419.C1 






112236 


Strand 




□ 


Start 


1258 


End 


1705 


si 


Name 


OJ991114 35.0419.Cl.ol.gp 


Method 


AAT/GAP 




Start 


1258 


End 


1705 


f\l 


GI 


16996 2.R1084 


Score 


534 




Exons 


1258. .1460, 1617. .1705 






~ *~ 


GI Descrip. 


, 2407800/emb|CAA73155| 5.0e- 


53 (Y12575) histone H2A.F/Z 






[Arabidopsis thaliana] ' 








Seq. No. 


53273 


Seq. ID 


OJ991114_35.0419.C1 


3 


Gene No. 


112237 


Strand 




$ » 


Start 


3471 


End 


4203 


Vf . 


Name 


OJ991114 35.0419.Cl.o2.gs 


Method 


GENSCAN 




Start 


3471 


End 


4203 


r ~ 


GI 


none 


Score 


.87 


Si 


Exons 


3471. .3484, 4200. .4203 








Seq. No. 


53274 


Seq. ID 


OJ991114_35.0419.C2 




Gene No. 


112238 


Strand 


+ 




Start 


10067 


End 


10575 




Name 


OJ991114 35.0419.C2.o3.gs 


Method 


GENSCAN 




Start 


10067 


End 


10575 




GI 


none 


Score 


.52 




Exons 


10067. .10195, 10438.. 10575 








Seq. No. 


53274 


Seq. ID 


OJ991114_35.0419.C2 




Gene No. 


112239 


Strand 






Start 


3959 


End 


9640 




Name 


OJ991114 35.0419.C2.o2.gs 


Method 


GENSCAN 




Start 


3959 


End 


9640 




GI 


none 


Score 


.63 




Exons 


3959. .4083, 4181. .4307, 5070 


..5207, 6082. .8055, 8167. .8194, 



9462. .9640 



Seq. No. 



53274 



Seq. ID OJ991114_35.0419.C2 



54179 



Gene No. 112239 Strand 

Start 3959 End 9640 

Name OJ991114_35 . 0419.C2 .ol .np Method AAT/NAP 

Start 6030 End 8884 

GI 6175175 Score 1306 

Exons 6030.. 7835, 8839.. 8884 

GI Descrip. (AC011437) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 53274 

Gene No. 112239 

Start 3959 

Name OJ991114_35 . 0419.C2 .ol .gp 

Start 6588 

GI uC-osrocyp011d08bl 

Exons 6588.. 7048 

GI Descrip. 1 4544450/gb | AAD22358 . 1 | AC006592JL5 1.0e-22 (AC006592) 
hypothetical protein [Arabidopsis thaliana] f 



Seq. ID OJ991114_35.0419.C2 
Strand 

End 9640 

Method AAT/GAP 

End 7048 

Score 915 



Seq. No. 


53274 








Seq. ID 


OJ991114 


_35.0419.C2 


Gene No. 


112240 








Strand 






Start 


10927 








End 


14952 




Name 


OJ991114_35 


.0419. 


C2.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5947 








End 


6354 




GI 


none 








Score 


45 




Exons 


5947 . . 6138, 


6037 . 


. 6354, 


6236. 


.6340 






- 

Seq. No. 


53274 








Seq. ID 


OJ991114 


_35.0419.C2 


Gene No. 


112240 








Strand 






Start 


10927 








End 


14952 




Name 


OJ991114_35 


.0419. 


C2.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6037 








End 


7404 




GI 


none 








Score 


112 




Exons 


6037 . . 6810, 


6377 . 


. 6634, 


6386. 


.6451, 6445. .6771, 


6446. . 6787 




6478. . 6906, 


6661. 


. 6945, 


6715. 


.6942, 6736..6942, 


6739. . 6882 




6751. .6987, 


6877. 


.6951, 


6883. 


.7044, 6910.. 7056, 


6919. .7056 




7060. .7404, 


7072. 


.7266, 


7087. 


.7161, 7127.. 7387 




Seq. No. 


53274 








Seq. ID 


OJ991114 


_35.0419.C2 


Gene No. 


112240 








Strand 






Start 


10927 








End 


14952 




Name 


OJ991114 35 


.0419. 


C2.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6178 








End 


7047 




GI 


none 








Score 


130 




Exons 


6178. .6327, 


6329. 


.6637, 


6331. 


.6801, 6364. .6510, 


6910. .7047 


Seq. No. 


53274 








Seq. ID 


OJ991114 


_35.0419.C2 


Gene No. 


112240 








Strand 






Start 


10927 








End 


14952 




Name 


OJ991114 35 


.0419. 


C2.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6235 








End 


6888 




GI 


none 








Score 


120 




Exons 


6235. .6567, 


6235. 


.6564, 


6661. 


.6888 






Seq. No. 


53274 








Seq. ID 


OJ991114 


_35.0419.C2 


Gene No. 


112240 








Strand 






Start 


10927 








End 


14952 




Name 


OJ991114 35 


.0419. 


C2.ol. 


tc 


Method 


TBLASTX: 


Cress 



54180 



Start 
GI 

Exons 



6355 End 7047 

none Score 92 

63S5..6462, 6379. .6594, 6461. .6655, 6463. .7047, 6478. .6759 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53274 

112240 

10927 

OJ991114_35.0419.C2.o4 .gs 

10927 

none 



Seq. ID OJ991114_35.0419.C2 
Strand 

End 14952 

Method GEN SCAN 

End 14952 

Score .55- 



10927. .10992, 11086 .. 11178 , 11384 .. 11 64 9, 1324 1 .. 13500, 
14885. .14952 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53275 

112241 

289 

OJ991114 
289 

2799896 
289.-463 



35.0419.C3.ol.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991114_35.0419.C3 
765 

AAT/GAP 

463 

244 



Seq. No. 53275 Seq. ID 

Gene No. 112241 Strand 

Start 289 End 

Name OJ9911 14_35 . 04 1 9 . C3 . ol . gs Method 

Start 289 End 

GI none Score 

Exons 289.. 765 



OJ991114_35.0419.C3 
765 

GENS CAN 

765 

.55 



Seq. No. 53276 Seq. ID OJ991114_35 . 04 19 . C4 

Gene No. 112242 Strand + 

Start 2585 End 4 622 

Name OJ991114_35 . 0419 .C4 . ol .np Method AAT/NAP 

Start 2585 End 4 622 

GI 3915029 Score 466 

Exons 2585. .2727, 3597.. 3797, 3831.. 4307, 4600.. 4622 

GI Descrip. ACYL- [ACYL-CARRIER PROTEIN] DESATURASE PRECURSOR ( STEAROYL-ACP 
DESATURASE) gi | 976257 | dbj | BAA07 631 | (D38753) stearyl-ACP 
desaturase [Oryza sativa] 



Seq. No. 53276 Seq. ID 

Gene No. 112243 Strand 

Start .. 140 End 

Name OJ991114_35 . 0419 .C4 .ol .gp Method 

Start 140 End 

GI 4715712 Score 

Exons 140.. 706 



OJ991114_35.0419.C4 
706 

AAT/GAP 

706 

1109 



Seq. No. 53276 

Gene No. 112244 

Start 3607 

Name OJ991114_35 . 0419 .C4 . ol . tm 

Start 3607 

GI none 

Exons 3607. .3741, 3844.. 4164, 3846. 

42S8..4299, 4351. .4422 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991114_35.0419.C4 
4422 

TBLASTX: Maize 

4422 

103 



,4163, 4175. .4249,. 4176. .4253, 



54181 




Seq. No. 


53276 






Seq. ID 


OJ991114 


_35.0419 


.C4 


Gene No. 


112244 






Strand 








Start 


3607 






End 


4422 






Name 


OJ991114 35 


.0419 


.C4.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


3634 






End 


4253 






GI 


none 






Score 


93 






Exons 


3634. .3741, 


3844 


..4164, 3846. 


.4163, 4175. .4249, 


4176. .4253 


Seq. No. 


53276 






Seq. ID 


OJ991114 


ob . 0419 


. C4 


Gene No. 


112244 






Strand 








Start 


3607 






End 


4422 






Name 


OJ991114 35 


.0419 


.C4 .ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


3640 






End 


4253 






GI 


none 






Score 


90 






Exons 


3640. .3741, 


3843 


..4148, 3844. 


.4164, 4176. .4253 






Seq. No. 


53277 






Seq. ID 


OJ991114 




. C6 


Gene No. 


112245 






Strand 








Start 


973 






End 


1965 






Name 


OJ991114 35 


.0419 


.C6.ol.gs 


Method 


GENSCAN 






Start 


973 






End 


1964 






GI 


none 






Score 


.91 






Exons 


973. .1236, 


1529. 


.1651, 1836.. 


1964 








Seq. No. 


53277 






Seq. ID 


OJ991114 


_35.0419 


.C6 


Gene No. 


112245 






Strand 








Start 


973 






End 


1965 






Name 


OJ991114 35 


.0419 


. C 6 . o 1 . np 


Method 


AAT/NAP 






Start 


1012 






End 


1964 






GI 


3056589 






Score 


277 






Exons 


1012. .1236, 


1529 


..1651, 1836. 


.1964 








GI Descrip. 


(AC004255) 


T1F9. 


10 [Arabidopsis thaliana] 







Seq. No. 53277 

Gene No. 112245 

Start 973 

.Name OJ991114_35 . 04 19 . C6 . ol . tm 

Start 1564 

GI none 
Exons 



Seq. ID OJ991114_35.0419.C6 



Strand 
End 

Method 

End 

Score 



1965 

TBLASTX: Maize 

1965 

149 



1564. .1656, 1566. .1655, 1567. .1656, 1800. .1964, 1816. .1965 



Seq. No. 53278 Seq. ID 

Gene No. 11224 6 Strand 

Start 272 End 

Name OJ991 114_35 . 04 19 . C7 . ol . tc Method 

Start 272 End 

GI none Score 

Exons 272.. 496, 285.. 509 



OJ991114_35.0419.C7 
581 

TBLASTX: Cress 

509 

115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53278 

112246 

272 

OJ991114 

272 

none 



35.0419.C7.ol.tm 



Seq. ID OJ991114 35. 0419. C7 



Strand 
End 

Method 

End 

Score 



581 

TBLASTX: Maize 

581 

249 



272. .496, 273.-536, 489. .581, 515. .580 



54182 



Seq. No. 53278 

Gene No. 112246 

Start 272 

Name OJ991114_35 . 0419 .C7 .ol .ts 

Start 335 

GI none 

Exons 335.. 496, 369.. 506 



Seq. ID OJ991114_35.0419.C7 

Strand 

End 581 

Method TBLASTX : Soybean 

End 506 

Score 110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53279 

112247 

1921 

OJ991114_35.0419.C8.ol.gp 

1921 

2798412 

1921. .2254 

4760545/dbj IBAA77333.il 1, 
sapiens] 

53279 

112248 

782 

OJ991114_35.0419.C8.ol.gs 

782 

none 

782. .1207 



Seq. ID OJ991114_35.0419.C8 

Strand + 

End ' 2254 

Method AAT/GAP 

End 2254 

Score 599 

0e-10 (AB019492) IDN4-GGTR14 [Homo 



Seq. ID OJ991114_35.0419.C8 
Strand 

End 1207 

Method GENSCAN 

End 1207 

Score .83 



Seq. No. 53279 

Gene No. 112249 

Start 2044 

Name OJ991114_35 . 0419 . C8 . ol . tm 

Start 1972 

GI none 

.Exons 1972.. 1995, 2005.. 2313, 2021. 

2300. .2386, 2302. .2388, 2434. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991114 35. 0419. C8 



11892 

TBLASTX: Maize 
2674 
316 

2293, 2032.. 2304, 2296. 
2673, 24S9..2674, 2460. 



.2388, 
.2672 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



53279 

112249 

2044 

OJ991114 
2044 
none 
2044 
4929 
8872 



_35.0419.C8.o2.gs 



2370, 
5129, 
9107, 



2460. .2672, 
6413. .6627, 
9382. .9448, 



2826. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3177, 



OJ991114 35. 0419. C8 



11892 
GENSCAN 
11892 
.78 

3747. .3823, 



6755. .7155, 
9880. .9963, 



8181. , 
10534, 



8277, 



4302. 
8347. 



4844, 
8413, 



.10752, 11665. .11892 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



53279 Seq. ID OJ991114_35 . 04 19 . C8 

112249 Strand 

2044 End 11892 

OJ991114_35 . 04 1 9 . C8 . ol . np Method AAT/NAP 

2053 End 5812 

7293088 Score 321 

2053. .2370, 2460.. 2672, 2826.. 3154, 5776.. 5812 

(AE003499) CG9213 gene product [Drosophila melanogaster ] 



53279 

112249 

2044 



Seq. ID 

Strand 

End 



OJ991114 35. 0419. C8 



11892 



54183 




Name 


OJ991114 35 


.0419 


.C8.o2. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


2098 








End 


2480 




GI 


none 








Score 


109 




Exons 


2098. .2283, 


2147 


. .2278, 


2161. 


.2328, 2168.. 2290, 


2304. .2372, 




2310. .2372, 


2311 


. .2373, 


2311. 


.2388, 2460.. 2480 




Seq. No. 


53279 








Seq. ID 


OJ991114 


_35.0419.C8 


Gene No. 


112249 








Strand 






Cfarf 


2044 








End 


11892 




Name 


OJ991114 35 


.0.419 


.C8.o5. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2985 








End 


4565 




GI 


none 








Score 


205 




Exons 


2985. .3179, 


2985 


. .3179, 


3767. 


.3823, 4291. .4422, 


4302. .4430, 




4303. .4464, 


4432 


. .4521, 


4446. 


.4565, 4448. .4564, 


4449. .4565 


Seq. No. 


53279 








Seq. ID 


OJ991114 


_35.0419.C8 


Gene No. 


112249 








Strand 






Start 


2044 








End 


11892 




Name 


OJ991114 ^5 


.0419 


. C8 . o3 . 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


4566 








End 


6538 




GI 


none 








Score 


74 




Exons 


4566. .4646, 


4566 


. .4721, 


4571. 


.4690, 4629. .4844, 


4684. .4845, 




4714. .4845, 


4916 


. .5113, 


4926. 


.5132, 4927. .5115, 


4929. .5117, 




6413. .-6538, 


6428 


. .6529 










Seq. No. 


53279 








Seq. ID 


OJ991114 


_35.0419.C8 


Gene No. 


.112249 








Strand 






OLai i 


9f)4 4 








End 


11892 




Name 


OJ991114 35 


.0419 


.C8.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4620 








End 


6532 




GI 


none 








Score 


61 




Exons 


4620. .4706, 


4698 


. .4844, 


4735. 


.4845, 4926. .5126, 


4927. .5037, 




4944. .5126, 


5062 


. .5127, 


5068. 


.5127, 6482. .6532 




Seq. No. 


53279 








Seq. ID 


OJ991114 


_35.0419.C8 




1 1994 Q 

JL X £* 1 7 








Strand 






Start 


2044 








End 


11892 




Name 


OJ991114 35 


.0419 


.C8.o2. 


gp 


Method 


AAT/GAP 




Start 


4663 








End 


6512 




GI 


none 








Score 


857 




Exons 


4663. .4844, 


4929 


. .5129, 


6413. 


.6512 






Seq. No. 


53279 








Seq. ID 


OJ991114 


_35.0419.C8 


Gene No. 


112249 








Strand 






Start 


2044 








End 


11892 




Name 


OJ991114 35 


.0419 


.C8.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


8307 








End 


10717 




GI 


none 








Score 


83 




Exons 


8307. .8414, 


8324 


. .8419, 


8339. 


.8419, 8859. .9110, 


8859. .9098, 




8866. .9129, 


8870 


. .9127, 


9167. 


.9277, 9178. .9288, 


9181. .9288, 




9183. .9293, 


9183 


. . 9290, 


9879. 


.9965, 98( 


30. .9966, 


9881. .9964, 




10533. .10712, 10534. .10716, 10535.. 10717 




Seq. No. 


53279 








Seq. ID 


OJ991114 


_35.0419.C8 


Gene No. 


112249 








Strand 






Start 


2044 








End 


11892 




Name 


OJ991114 35 


.0419 


.C8.o2. 


np 


Method 


AAT/NAP 





54184 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8316 End 11875 

6523417 Score 1200 

8316. .8413, 8872. .9114, 9189. .9287, 9880. .9961, 10529 .. 10752, 
10902. .11069, 11665.. 11875 

(AJ242017) deoxyhypusine synthase [Nicotiana tabacum] 



53279 

112249 

2044 

OJ991114_35.0419.C8.o4.ts 

9043 

none 



Seq. ID OJ991114_35.0419.C8 
Strand 

End 11892 

Method TBLASTX : Soybean 

End 9930 

Score 75 



9043. .9129, 9044. .9127, 9204. .9332, 9205. .9288, 9880. .9930 



53279 

112249 

2044 

OJ991114_35.0419.C8.o3.ts 

10670 

none 



Seq. ID OJ991114_35.0419.C8 
Strand 

End 11892 

Method TBLASTX : Soybean 

End ' 11746 

Score 102 



10670. .10753, 10672. .10752, 10887 .. 11069, 108 99 .. 11069, 
10900. .11070, 11647. .11721, 11663. .11746 



53279 

112249 

2044 

OJ991114_35.0419.C8.o4.tm 

10893 

none 



Seq. ID OJ991114_35.0419.C8 
Strand 

End 11892 

Method TBLASTX: Maize 

End 11884 

Score 184 



10893. .11069, 10899. .11069, 10900 .. 11073, 10901 11074 , 
11644. .11883, 11645. .11884 



53280 
112250 
3206 

OJ991114_35.0419.C9.ol.gp 
3206 

LIB3432-059-P1-K1-D8 
3206. .3662 

•5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID OJ991114_35.0419.C9 

Strand + 

End 8768 

Method AAT/GAP 

End 3662 

Score 730 



Seq. ID OJ991114_35.0419.C9 
Strand + 
End 8768 
Method AAT/NAP 
End 8768 
Score 1055 
.8768 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



53280 

112250 

3206 

OJ991114_35.0419.C9.ol.np 

3437 

6069646 

3437. .3474, 6696. .7502, 7785. 



Seq. No. 
Gene No. 



53280 
112250 



Seq. ID OJ991114_35.0419.C9 
Strand + 



54185 



Lis 



Start 


3206 








End 


8768 




Name 


OJ991114 35 


.0419 


.C9.o2. 


gs 


Method 


GENSCAN 




Start 


5412 








End 


8252 




GI 


none 








Score 


.74 




Exons 


5412. .7027, 


7196 


. .7688, 


7812. 


.8252 






Seq. No. 


53280 








Seq. ID 


OJ991114_35.0419 


.C9 


Gene No. 


112251 








Strand 






Start 


9869 








End 


10401 




Name 


OJ991114 35 


.0419 


.C9.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


5625 








End 


5858 




GI 


none 








Score 


148 




Exons 


5625. .5765, 


5628 


. .5714, 


5769. 


.5852, 5769. .5858 




Seq. No. 


53280 








Seq. ID 


OJ991114 35.0419 


.C9 


Gene No. 


112251 








Strand 






Start 


9869 








End 


10401 




Name 


OJ991114 35 


.0419 


.C9.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


5712 








End 


8785 




GI 


none 








Score 


187 




Exons 


5712. .6092, 


8681 


. .8785 










Seq. No. 


53280 








Seq. ID 


OJ991114_35 .0419 


.C9 


Gene No. 


112251 








Strand 






Start 


9869 








End 


10401 




Name 


OJ991114 35 


.0419 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6087 








End 


6521 




GI 


none 








Score 


336 




Exons 


6087. .6521, 


6137 


. . 6376 










Seq. No. 


53280 








Seq. ID 


OJ991114 35.0419 


.C9 


Gene No. 


112251 








Strand 






Start 


9869 








End 


10401 




Name 


OJ991114 35 


.0419 


.C9.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


6684 








End 


7028 




GI 


none 








Score 


71 




Exons 


6684. .6764, 


6695 


. .7027, 


6828. 


. 7028 






Seq. No. 


53280 








Seq. ID 


OJ991114_35.0419 


.C9 


Gene No. 


112251 








Strand 






Start 


9869 








End 


10401 




Name 


OJ991114 35 


.0419 


.C9.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


6918 








End 


7232 




GI 


none 








Score 


194 




Exons 


6918. .7232 














Seq. No. 


53280 








Seq. ID 


OJ991114_35.0419 


.C9 


Gene No. 


112251 








Strand 






Start 


9869 








End 


10401 




Name 


OJ991114 35 


.0419 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7029 








End 


7715 




GI 


none 








Score 


496 




Exons 


7029. .7715, 


7274 


. .7426, 


7460. 


.7714 






Seq. No. 


53280 








Seq. ID 


OJ991114_35.0419 


.C9 


Gene No. 


112251 








Strand 






Start 


9869 








End 


10401 





54186 



N3JT16 


OJ991114 35 


. 0419. 


C9.ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


7356 ~ 








End 


7796 




GI 


none 








Score 


220 




Exons 


7356. .7658, 


7358. 


.7648, 


7665. 


.7796 






Seq. No. 


53280 








Seq. ID 


OJ991114_35.0419 


.C9 


Gene No. 


112251 








Strand 






Start 


9869 








End 


10401 




Name 


OJ991114 35 


.0419. 


C9. o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


7775 ~~ 








End 


8066 




GI 


none 








Score 


178 




Exons 


7775. .7951, 


7785. 


.7952, 


7965. 


.8066 






Seq. No. 


53280 








Seq. ID 


OJ991114_35.0419 


-C9 


Gene No. 


112251 








Strand 






Start 


9869 








End 


10401 




Name 


OJ991114 35 


. 0419. 


C9.o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


7959 ~~ 








End 


8339 




GI 


none 








Score 


200 




Exons 


7959. . 8339 














Seq. No. 


53280 








Seq. ID 


OJ991114_35.0419 


.C9 


Gene No. 


112251 








Strand 






Start 


9869 








End 


10401 




Name 


OJ991114 35 


.0419. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


8199 








End 


8762 




GI 


none 








Score 


69 




Exons 


8199. .8261, 


8285. 


.8389, 


8289. 


.8522, 8538.. 8762 





J Seq. No. 53280 Seq. ID 

% Gene No. 112251 Strand 

H Start 9869 End 

* Name OJ991114_35 . 0419 . C9 . o3 . gs Method 

Start 9869 End 

J GI none Score 

■J Exons 9869. .9875, 10286. . 10401 



OJ991114_35.0419.C9 

10401 
GEN SCAN 
10401 
.46 



Seq. No. 53281 Seq. ID 

Gene No. 112252 Strand 

Start 3825 End 

Name OJ991114_35 . 04 19 . C10 . o2 . gs Method 

Start 3825 End 

GI none Score 

Exons 3825.. 4051, 4074.. 4206 



OJ991114_35.0419.C10 
+ 

4206 
GENSCAN 
4206 
.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Gi Descrip. 

Seq. No. 
Gene No. 
Start 



53282 Seq. ID 

112253 Strand 

297 End 1976 

OJ991114_35 . 0419 .Cll . ol . np Method AAT/NAP 

297 End 1976 

6539588 Score 313 
297. .337, 1662.. 1976 

(AP000837) hypothetical protein [Oryza sativa] 



OJ991114 35. 0419. Cll 



53283 

112254 

273 



Seq. ID OJ991114_35.0419.C12 
Strand + 
End 2784 



54187 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
fi Gene No. 

Start 
IZ Name 
^! Start 
fU GI 



Seq. No. 

17 s Gene No. 

lu Start 

s Name 

C3 Start 

% 4 GI 

1 2 Exons 

r - GI Descrip. 



OJ991114 35.0419.C12.ol 


.np 


Method 


AAT/NAP 


273 




End 


2784 


7340909 




Score 


164 


273. .292, 2330. .2784 








(AP001550) hypothetical 


protein [Oryza 


sativa ] 


53283 




Seq. ID 


OJ991114 


112254 




Strand 


+ 


273 




End ' 


2784 


OJ991114 35.0419.C12.ol 


. gs 


Method 


GENSCAN 


949 


End 


1575 


none 




Score 


. 99 


949. . 1575 








53283 




Seq. ID 


OJ991114 


112255 




Strand 




2542 




End 


3579 


OJ991114 35.0419.C12.o2 


. as 


Method 


GENSCAN 


2542 ~ 




End 


3579 


none 




Score 


.54 


2542. .2727, 3020 . . 3090, 


3154. 


.3441, 3567. .3579 


53283 




Seq. ID 


OJ991114 


112255 




Strand 




2542 




End 


3579 


OJ991114 35.0419.C12.ol 


. tm 


Method 


TBLASTX: 


2981 ~~ 




End 


3091 


none 




Score 


150 


2981. .3091, 2986. .3090, 


2987. 


.3091 




53283 




Seq. ID 


OJ991114 


112255 




Strand 




2542 




End 


3579 



OJ991114_35 .0419 . C12 . ol . gp Method AAT/GAP 
2982 End 3090 

184_1.R1084 Score 163 

2982. .3090 

, 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 


53284 




Seq. ID 


OJ991114 


Gene No. 


112256 




Strand 




Start 


1 




End 


1316 


Name 


OJ991114 35.0419.C13.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1316 


GI 


7340909 




Score 


134 


Exons 


1..34, 128. .424, 1219.. 


1316 






GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


53284 




Seq. ID 


OJ991114 


Gene No. 


112256 




Strand 




Start 


1 




End 


1316 


Name 


OJ991114 35.0419.C13.o2 


.np 


Method 


AAT/NAP 


Start 


1 


End 


1316 


GI 


5922635 




Score 


97 


Exons 


1..22, 822. .1011, 1267. 


.1316 







54188 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016868 |dbj IBAA85211.il (AP000570) hypothetical protein 

[Oryza sativa] 



53285 Seq. ID 

112257 Strand 
1 End 
OJ991114_35.0419.C14 .ol.np Method 
1 End 
7228438 Score 
1..23, 468. .581, 666. .1074, 1166. .1465, 
2233. .2310 

(AP001366) EST C28952 (C62945) corresponds to 
predicted gene.; Similar to maize transposon 
isolog (AC003981) [Oryza sativa] 



OJ991114 
+ 

2310 
AAT/NAP 
2310 
2048 
1542 



35.0419.C14 



.1800, 1893. .2075, 

a region of the 
MuDR mudrA protein 



53285 

112257 

1 

OJ991114_35.0419.C14.ol.gs 
61 

none 



Seq. ID OJ991114_35.0419.C14 

Strand + 

End 2310 

Method GENSCAN 

End 2298 

Score .7 



61. .139, 245. .491, 955. .1074, 1166. .1257, 1542. .1800, 
1893.. 2013, 2045.. 2142, 2233.. 2298 



Seq. No. 53285 Seq. ID 

Gene No. 112257 Strand 

Start 1 End 

Name OJ991114_35 . 04 19 . C14 . ol . gp Method 

Start 1292 End 

GI LIB3475-007-P1-K1-G8 Score 

Exons 1292.. 1465, 1542.. 1792 

GI Descrip. ' 54 41880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ991114_35.0419.C14 
+ 

2310 
AAT/GAP 
1792 
787 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53286 Seq. ID OJ991114_35 . 0419 . C15 

112258 Strand + 

1 End 1122 

OJ991114_35.0419.C15.ol.np Method AAT/NAP 

1 End 54 5 

5441880 Score 563 

1..195, 311. .545 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



53286 Seq. ID 

112258 Strand 
1 End 
OJ991114_35.0419.C15.o2.np Method 
1 End 
7228442 Score 
1..33, 664. .848 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ991114_35.0419.C15 
+ 

1122 
AAT/NAP 
848 
246 



54189 



Seq. No. 


c o o o m 

53286 


Seq. ID 


OJ991114 


Gene No. 


112258 


Strand 


+ 


Start 


1 


End 


1122 


Name 


OJ991114 35.0419.C15.ol.gs 


Method 


GENSCAN 


Start 


64 


End 


824 


GI 


none 


Score 


.72 


Exons 


64. .195, 259. .306, 311. .528, 


664. .824 




Seq. No. 


53286 


Seq. ID 


OJ991114 


Gene No. 


112258 


Strand 


+ 


Start 


1 


End 


1122 


Name 


OJ991114 35.0419.C15.ol.gp 


Method 


AAT/GAP 


Start 


649 


End 


1122 


GI 


LIB3431-045-P1-N1-A10 


Score 


810 


Exons 


649.. 986, 1007.. 1122 






GI Descrip. 


'5441876/dbj | AP000367 . 1 1 AP000367 0.0e+00 Oryza 




DNA, chromosome 2, clone : P0437H03 (contig b) 1 


Seq. No. 


53286 


Seq. ID 


OJ991114 


Gene No. 


112259 


Strand 


+ 


Start 


9146 


End 


11122 


Name 


OJ991114 35.0419.C15.o3.np 


Method 


AAT/NAP 


Start 


9146 


End 


11121 


GI 


6587806 


Score 


160 


Exons 


9146. .9245, 10429 .. 1064 9, 11087. .11121 





35.0419.C15 



GI Descrip. (AC010924) Contains similarity to gb|M82916 MRS 2 protein from 
Saccharomyces cerivisae. ESTs gb|N96043, gb|AI998651, 
gb|AA585850, gb|T42027 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 53286 Seq. ID 

Gene No. 112259 Strand 

Start 9146 End 

Name OJ991114_35 .0419. C15 . o4 . gs Method 

Start 10392 End 

GI none Score 

Exons 10392. .10795 



OJ991114_35.0419.C15 
+ 

11122 
GENSCAN 
10795 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53286 
112259 
9146 

OJ991114_35.0419.C15.o4 .gp 
10414 

21839_1.R1084 
10414. .10649, 11087. .11122 

•4406759/gb|AAD20070| 9.0e-33 (AC006836) hypothetical protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ991114_35.0419.C15 

Strand + 

End 11122 

Method AAT/GAP 

End 11122 

Score 458 



Seq. ID OJ991114_35.0419.C15 
Strand 

End 4 4 94 

Method AAT/GAP 

End 4 4 94 

Score 87 



53286 
112260 
4423 

OJ991114_35.0419.C15.o2.gp 
4423 

LIB3477-003-P1-K1-E9 
4423. .4494 

, 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 



54190 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^ Seq. No. 

s -=? Gene No. 

LJ Start 

ii Name 

f\i Start 

Exons 

r ""i 

~~4 GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



53286 

112261 

10458 

OJ991114_35.0419.C15.ol.tc 

10458 

none 

10458.. 10649 

53286 

112261 

10458 

OJ991114_35.0419.C15.ol.tm 

10458 

none 

10458. .1064 9, 104 85. .1064 9 

53286 

112261 

10458 

OJ991114_35.0419.C15.ol.ts 

10458 

none 

10458. .10649 

53287 
112262 
193 

OJ991114_35.0419.C16.ol.np 
193 

6503302 



Seq. ID OJ991114_35.0419.C15 
Strand 

End 10649 

Method TBLASTX : Cress 

End 10649 

Score 188 



Seq. ID OJ991114_35.0419.C15 
Strand 

End 10649 

Method TBLASTX : Mai ze 

End 10649 

Score 299 



Seq. ID OJ991114_35.0419.C15 
Strand 

End 10649 

Method TBLASTX : Soybean 

End 10649 

Score 236 



Seq. ID OJ991114_35.0419.C16 
Strand + 

3964 
AAT/NAP 
3816 
292 



End 

Method 
End 
Score 

193. .301, 439. .517, 1208. .1326, 2079. .2153, 2598. .2945, 
3100.. 3144, 3225.-3254, 3526.. 3645, 3733.. 3816 
(AC011713) Is a member of PF| 01544 CorA-like Mg2 + transporter 
protein family. ESTs gb|Z48392 and gb|Z48391 come from this 
gene. [Arabidopsis thaliana] 



53287 

112262 

193 

OJ991114_35.0419.C16.ol.gp 
207 

21839 1.R1084 



Seq. ID OJ991114_35.0419.C16 

Strand + 

End 3964 

Method AAT/GAP 

End 2139 

Score 528 



207.. 323, 1205.. 1326, 2079.. 2139 

' 4 4 067 5 9 /gb | AAD20070 | 9.0e-33 (AC006836) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ991114_35.0419.C16 

Strand + 

End 3964 

Method GEN SCAN 

End 3819 

none Score . 94 

209. .323, 1205. .1326, 2079. .2153, 2598. .2825, 2901. .2945, 
3100. .3144, 3526. .3645, 3733. .3819 



53287 

112262 

193 

OJ991114_35.0419.C16.ol.gs 
209 



54191 



Seq. No. 


53287 








Seq. ID 


OJ991114 35.0419.C16 


Gene No. 


112262 








Strand 


+ 


Start 


193 








End 


3964 ' 


Name 


OJ991114 35 


.0419 


C16.o2 


cm 


Method 


AAT/GAP 


Start 


2802 








End 


3964 


GI 


53179 1.R1084 






Score 


839 


Exons 


2802. .2825, 


2901 


.2945, 


3100. 


.3144, 3225.. 3254, 3526.. 3645, 




3733. .3964 












GI Descrip. 


'4406759/gb|AAD20070| 6 


.Oe-24 


(AC006836), hypothetical prote 




[Arabidopsis thaliana] * 


















Seq. ID 


OJ991114_35.0419.C16 


Gene No. 


112263 








Strand 


+ 


Start 


7800 








End 


8177 


Name 


O TQQ1 114 *3 S 


D4 1 Q 


PI £ 


.gs 


Method 


GEN SCAN 


Start 


"7 ft nn 
/ o u u 








End 


8177 


GI 


none 








Score 


.72 


Exons 


7 ft fifi ft 1 7 7 
/ o uu . • oi / / 












Seq. No. 


j jZo / 








Seq. ID 


OJ991114_35.0419.C16 


Gene No. 










Strand 




Start 


CI CO 








End 


11941 


Name 


OJ991114 35 


.0419. 


C16.01 


tm 


Method 


TBLASTX: Maize 




2045 








End 


3935 


GI 


none 








Score 


122 


Exons 


9Pl4 R 9 1 7 Q 


on cvi 

ZU 0 4 . 


01 


2590. 


.2826, 2590.. 2826, 2597.. 2833, 




9 ft QR 0 CM ft 


oqqi; 


OQ/ C 


2899. 


.2949, 2900.. 2950, 3089.. 3142, 




jU j1 . . J 1 <± If 


OOI Q 


"59 R7 
. jZO / , 


3224. 


.3256, 3520.. 3648, 3522.. 3659, 




ococ "3 £4 7 
jjZj . . J D 4 / / 


"57 "59 
j/jZ. 


^ft ^ n 


3733. 


.3819, 3822.. 3857, 3882.. 3935, 




"3QQ4 ^QQ/ 












Seq. No. 


53287 








Seq. ID 


OJ991114_35.0419.C16 


Gene No. 


1 1 9964 








Strand 




O LaJL L 


0 iOZ 








End 


11941 


Name 


n TQQ1 114 "3 R 


04 1 Q 


PI £ r\9 


ts 


Method 


TBLASTX: Soybean 


Start 










End 


3257 


GI 


none 








Score 


: 77 


Exons 


9 fin 1 9 £ 7 ft 




96£7 


2672. 


.2776, 2688.-2825, 2689.. 2829, 




2709 2798 


2895 


2948 


2906. 


.2947, 3091. .3147, 3100. .3144, 




3219. .3257, 


3224. 


.3253 










53287 








Seq. ID 


OJ991114_35.0419.C16 


Gene No. 


112264 








Strand 




Start 


5152 








End 


11941 


Name 


OJ991114 35. 


0419. 


CI6.0I. 


tc 


Method 


TBLASTX: Cress 


Start 


3487 








End 


3825 


GI 


none 








Score 


210 


Exons 


3487. .3648, 


3519. 


.3647, 


3733. 


.3825 




Seq. No. 


53287 








Seq. ID 


OJ991114_35.0419.C16 


Gene No. 


112264 








Strand 




Start 


5152 








End 


11941 


Name 


OJ991114 35. 


0419. 


C16.o2. 


gs 


Method 


GEN SCAN 


Start 


5152 








End 


6245 


GI 


none 








Score 


.82 


Exons 


5152. .5205, 


5686. 


.5805, 


5947. 


.6102, 6192.. 6245 



54192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53287 Seq. ID OJ991114_35 . 0419 . C16 

112264 Strand 

5152 End 11941 

OJ991114_35 . 04 19 . C16 . o2 . np Method AAT/NAP 

5492 End 8869 

7489084 Score 244 

5492. .5526, 8272. .8869 

disease resistance protein Cf-2.2 - currant tomato 
gi|1184077|gb|AAC15780.1| (U42445) Cf-2.2 [Lycopersicon 
pimpinelli folium] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53287 

112264 

5152 

OJ991114_35.0419.C16.o2.tm 

7745 

none 

7745. .7864, 7757, 
7859.-7972, 7864, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991114_35.0419.C16 
11941 

TBLASTX: Maize 

7985 

81 



.7834, 7759. .7851, 7785. .7865, 7854. .7985, 
.7983 



Seq. No. 

Gene No. 
fi Start 
L 2 Name 
1% Start 

J:; gi 

^ ^ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53287 

112264 

5152 

OJ991114_35.0419.C16.ol.ts 

8243 

none 

8243. .8497, 8279. .8581, 8282. 
8408. .8587, 8408. .8521, 8619. 

53287 

112264 

5152 

OJ991114_35.0419.C16.o2.tc 

8276 

none 

8276..8449, 8276.-8545, 8276. 
8282. .8581, 8354-. 8581, 8357. 
8616. .8762, 8616. .8756, 8619. 



Seq. ID OJ991114_35.0419.C16 
Strand 

End 11941 

Method TBLASTX : Soybean 

End 8759 

Score 65 

.8548, 8304. .8498, 8354. .8554, 
.8750, 8637. .8759, 8637. .8756 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991114 35.0419.C16 



11941 

TBLASTX: Cress 
8810 
42 

8476, 8276. .8587, 8279. 
8587, 8498..8587, 8613. 
8756, 8646. .8753, 8766. 



,8548, 
.8756, 
.8810 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53287 

112264 

5152 

OJ991114_35.0419.C16.o3.tm 

8276 

none 

8276. .8449, 8279.-8524, 8312, 
8478. .8582, 8607. .8822, 8607, 

53287 

112264 

5152 

OJ991114_35.0419.C16.o4 .gs 

8376 

none 

8376.-8953, 9208.. 9322, 9493. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991114 35.0419.C16 



11941 

TBLASTX: Maize 
8822 
42 

8581, 8312. .8512, 8462. .8581, 
8756, 8626. .8751, 8646.-8732 



Seq. ID OJ991114_35.0419.C16 
Strand 

End 11941 

Method GEN SCAN ■ 

End 11941 

Score .45 

.9669, 9708. .9884, 11759. .11941 



54193 



Seq. No. 


53288 




Seq. ID 


OJ991114_35. 


.0419. C17 


Gene No. 


llZZbo 




Strand 






Start 


165 




End 


235 




Name 


OJ991114 35.0419.C17.ol 


.gs 


Method 


GEN SCAN 




Start 


165 




End 


235 




GI 


none 




Score 


.48 




Exons 


165. .235 










Seq. No. 


53289 




Seq. ID 


OJ991114_35. 


.0419.C18 


Gene No. 


112266 




Strand 


+ 




Start 


2966 




End 


3128 




Name 


OJyyiii4 3d . U419. cio . oz 


.gp 


Method 


AAT / GAP 




Start 


2966 




End 


3128 




GI 


7406 1.R1084 




Score 


213 




Exons 


2966. .3128 










GI Descrip. 


, 1122315/emb|CAA63901 | 


7.0e- 


10 (X94191: 


) heat shock 


protein 17 




[Pennisetum glaucum] ' 










Seq. No. 


53289 




Seq. ID 


.OJ991114_35. 


■0419-C18 


Gene No. 


11^0 / 




Strand' 


+ 




Start 


4585 




End 


4698 




Name 


OJ991114 35.0419.C18.o3 


■ gp 


Method 


AAT /GAP 




Start 


4585 




End 


4698 




GI 


5003562 




Score 


224 




Exons 


4585. .4698 










Seq. No. 


53289 




Seq. ID 


OJ991114_35. 


,0419. C18 


Gene No. 


112268 




Strand 






Start 


1 




End 


2527 




Name 


OJ991114 35.0419.C18.ol 


.np 


Method 


AAT /NAP 




Start 


1 




End 


2527 




GI 


7228442 




Score 


4419 




Exons 


1. .2527 











i GI Descrip. 



(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53289 

112268 

1 

OJ991114_35.0419.C18.ol.tw 

839 

none 



839.. 1015, 900.. 992, 1013.. 1210, 1025 



Seq. ID OJ991114_35.0419.C18 
Strand 

End 2527 

Method TBLASTX : Wheat 

End 1219 

Score 80 

1219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53289 

112268 

1 

OJ991114_35.0419.C18.ol.tm 

917 

none 



Seq. ID OJ991114_35.0419.C18 
Strand 

End 2527 

Method TBLASTX : Maize 

End 1513 

Score 154 



917. .1012, 1052. .1351, 1113. .1334, 1385. .1513, 1407. .1505 



Seq. No. 53289 

Gene No. 112268 

Start 1 

Name OJ991114 35 . 0419.C18 . ol . gp 



Seq. ID OJ991114_35.0419.C18 
Strand 

End 2527 

Method AAT /GAP 



54194 



Start 1039 End 1470 

GI 5701669 Score 845 

Exons 1039.. 1470 

GI Descrip. 544 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 


53289 








Seq. ID 


OJ991114_35.0419. 


C18 


Gene No. 


112269 








Strand 






Start 


4538 . 








End 


4660 




Name 


OJ991114 35 


.0419 


.C18.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4538 








End 


4660 




GI 


none 








Score 


204 




Exons 


4538. .4579, 


4541 


. .4660, 


4570. 


.4656 






Seq. No. 


53290 








Seq. ID 


OJ991114_35.0419. 


C19 


Gene No. 


112270 








Strand 


+ 




Start 


1 








End 


2732 




Name 


OJ991114 35 


.0419 


.C19.ol 


. np 


Method 


AAT/NAP 




Start 


1 








End 


2732 




GI 


7444148 








Score 


1300 





Exons 

GI Descrip. 



1. .306, 1123. .2732 

probable transport protein Arabidopsis thaliana 
gi|2244772|emb|CAB10195.1| (Z97335) transport protein 
[Arabidopsis thaliana] gi | 7268121 1 emb | CAB78458 . 1 1 (AL161538) 
transport protein [Arabidopsis thaliana] 



Z Seq. No. 

~ Gene No. 

J Start 

3 Name 

ii Start 
GI 

^ Exons 

'4 Seq. No. 
= Gene No. 
3 Start 

Name 
z Start 
J GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53290 

112270 

1 

OJ991114_35.0419.C19.o3.tm 
31 

none 

31. .264, 32. .211 

53290 

112270 

1 

OJ991114_35.0419.C19.ol.gs 
54 

none 

54. .223, 1069. .2703 

53290 

112270 

1 

OJ991114_35.0419.C19.ol.tc 
98 

none 

98..226, 1123. .1206, 1263.. 
1636. .1839 



Seq. ID OJ991114_35.0419.C19 

Strand + 

End 2732 

Method TBLASTX : Mai ze 

End 264 

Score 246 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1628, 1264. 



OJ991114_35.0419.C19 
+ 

2732 
GENSCAN 
2703 
.65 



OJ991114_35.0419.C19 
+ 

2732 

TBLASTX: Cress 

1839 

84 

.1629, 1635. .1781, 



Seq. No. 53290 Seq. ID 

Gene No. 112270 Strand 

Start 1 End 

Name OJ991114_35.0419.C19.o2.tm Method 

Start 1098 End 



OJ991114_35.0419.C19 
+ 

2732 

TBLASTX: Maize 
1397 



54195 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



none Score 211 

1098. .1250, 1100. .1234, 1101. .1253, 1102. .1254, 1233. .1397, 
1234. .1395, 1295. .1396 



53290 

112270 

1 

OJ991114_35.0419.C19.o2.ts 

1138 

none 



Seq. ID OJ991114_35.0419.C19 

Strand + 

End 2732 

Method TBLASTX : Soybean 

End 1509 

Score 89 



1138. .1212, 1138. .1197, 1231. .1290, 1278. .1508, 1291. .1509 



Seq. ID OJ991114_35.0419.C19 

Strand + 

End 2732 

Method AAT/GAP 

End 1755 

Score 819 



53290 
112270 
1 

OJ991114_35. 0419.C19.ol.gp 
1316 

LIB3433-008-Q6-K1-B8 
1316. .1755 

'3935152 8.0e-27 (AC005106) T25N20.16 [Arabidopsis thaliana] 1 



53290 
112270 
1 

OJ991114_35. 0419.C19.ol.ts 
1510 
none 



End 

Method 
End 
Score 

1510. .1629, 1515. .1619, 1635. .1823, 1636. .1875, 1885. .1962, 
1975. .2628, 1996. .2142, 2100. .2276, 2182. .2307, 2322. .2459, 
2329.. 2616, 2547.. 2627 



Seq. ID OJ991114_35.0419.C19 
Strand + 

2732 

TBLASTX : Soybean 
2628 
91 



53290 

112270 

1 

OJ991114_35.0419.C19.ol.tm 

1651 

none 



Seq. ID OJ991114_35.0419.C19 

Strand + 

End 2732 

Method TBLASTX: Maize 

End 2672 

Score 170 



1651. .1875, 1665. .1856, 1885. .1962, 1981. .2628, 2080. .2361, 
2100.. 2465, 2392.. 2622, 2547.. 2627, 2649.. 2672 



53290 

112270 

1 

OJ991114_35.0419.C19.ol.tw 

1684 

none 



Seq. ID OJ991114_35.0419.C19 

Strand + 

End 2732 

Method TBLASTX : Wheat 

End 2010 

Score 526 



1684. .2007, 1684. .1932, 1706. .1978, 1984. .2010 



53290 

112270 

1 

OJ991114_35.0419.C19.o3.tc 

1984 

none 



Seq. ID OJ991114_35.0419.C19 

Strand + 

End 2732 

Method TBLASTX : Cress 

End 2274 

Score 256 



1984.. 2274, 1996.. 2025, 2053.. 2274 

53290 Seq. ID OJ991114_35 . 04 19 .C19 



54196 




Gene No. 


112270 








Strand 


+ 


Start 


1 








End 


2732 


Name 


OJ991114 35 


.0419. 


C19.o2 ¥ 


tc 


Method 


TBLASTX : Cress 


Start 


2275 








End 


2633 


GI 


none 








Score 


366 


Exons 


2275. .2628, 


2275. 


.2604, 


2505. 


.2633, 2547.. 2627 


Seq. No. 


53291 








Seq. ID 


OJ991114_35 . 0419 .C20 


Gene No. 


112271 








Strand 


+ 


Start 


4904 








End 


6752 


Name 


OJ991114 35 


.0419. 


C20.o2. 


np 


Method 


AAT/NAP 


Start 


4904 








End 


6752 


GI 


5852093 








Score 


76 


Exons 


4904. .5012, 


6732. 


.6752 








GI Descrip. 


(AL117264) 


zwhl 6 . 


1 [Oryza sativa] 




Seq. No. 


53291 








Seq. ID 


OJ991114_35.0419.C20 


Gene No. 


112272 








Strand 




Start 


1130 








End 


3405 


Name 


OJ991114 35 


.0419. 


C20.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


798 








End 


3262 


GI 


none 








Score 


65 


Exons 


798. .872, 799. .894, 800. 


.895, 


801. .917, 


869. .1033, 899. .1024, 




909. .1034, 


1050. . 


1130, 1075.. 


1131, 1076 


..1134, 1129. .1185, 




1131. .1184, 


1132. 


.1185, 


1136. 


.1189, 1255.. 1329, 1270.. 1329, 




1271. .1330, 


1439. 


.1513, 


1454 . 


.1507, 1508. .1552, 1642. .1782, 




1661. .1786, 


1809. 


.1928, 


1842. 


.1916, 1855. .1929, 1859. .1930, 




1865. .1930, 


3113. 


.3160, 


3114. 


.3152, 3206. .3262, 3208. .3255 


Seq. No. 


53291 








Seq. ID 


OJ991114_35.0419.C20 


Gene No. 


112272 








Strand 




Start 


1130 








End 


3405 


Name 


OJ991114 35 


.0419. 


C20.ol. 


gp 


Method 


AAT/GAP 


Start 


802 








End 


2154 


GI 


21144 1.R1084 






Score 


1875 


Exons 


802. .1184, 


1269. . 


1330, 1455.. 


1548, 1662 


. .2154 


GI Descrip. 


■4760545/dbj |BAA77333.1| 


l.Oe 


-10 (AB0194 92) IDN4-GGTR14 [Homo 




sapiens] 1 












Seq. No. 


53291 








Seq. ID 


OJ991114_35.0419.C20 


Gene No. 


112272 








Strand 




Start 


1130 








End 


3405 


Name 


OJ991114 35 


.0419. 


C20.ol. 


gs 


Method 


GENS CAN 


Start 


1130 








End 


3262 


GI 


none 








Score 


.84 


Exons 


1130. .1184, 


1455. 


.1548, 


1662. 


.1885, 3012. .3262 


Seq. No. 


53291 








Seq. ID 


OJ991114_35.0419.C20 


Gene No. 


112272 








Strand 




Start 


1130 








End 


3405 


Name 


OJ991114 35 


.0419. 


C20.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1145 








End 


1929 


GI 


none 








Score 


58 


Exons 


1145. .1198, 


1149. 


.1199, 


1270. 


.1329, 1274. .1378, 1439. .1549, 




1457. .1540, 


1669. 


.1782, 


1682. 


.1786, 1876. .1929, 1882. .1923 


Seq. No. 


53291 








Seq. ID 


OJ991114_35.0419.C20 



54197 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



112272 Strand 
1130 End 3405 

OJ991114_35 .04 19 . C20 . ol . np Method AAT/NAP 
1150 End 3253 

2618721 Score 459 

1150. .1184, 1269. .1330, 1455. .1595, 1660. .1927, 3051. .3253 
(U49072) IAA16 [Arabidopsis thaliana] 

gi | 6175173 | gb | AAF04899. 1 | AC011437JL4 (AC011437 ) auxin-induced 
protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53291 

112272 

1130 

OJ991114_35.0419.C20.ol.tc 

1270 

none 



Seq. ID OJ991114_35.0419.C20 
Strand 

End 3405 

Method TBLASTX : Cress 

End 1770 

Score 54 



1270. .1329, 1271. .1330, 1445. .1507, 1445. .1531, 1621. .1770 



Seq. No. 53291 

Gene No. 112272 

Start 1130 

Name OJ991114_35 . 0419 . C20 . ol . tw 

Start 1270 

GI none 
Exons 



Seq. ID OJ991114_35.0419.C20 
Strand 

End 3405 

Method TBLASTX : Wheat 

End 1540 

Score 56 



1270.. 1332, 1271.. 1330, 1439.. 1540, 1457.. 1540 



^ Seq. No. 53291 

fU Gene No. 112272 

[i Start 1130 

ij Name OJ991114_35 . 0419 . C20 . o2 . gp 

*£ Start 3032 

lf 9 GI 572142 

ia! Exons 3032.. 3405 



Seq. ID OJ991114_35.0419.C20 
Strand 

End 3405 

Method AAT/GAP 

End 3405 

Score 479 



Seq. No. 53292 

Gene No. 112273 

Start 30 

Name OJ991114_35 . 0419 . C21 .ol . gs 

Start 30 

GI none 

Exons 30.. 229 



Seq. ID OJ991114_35.0419.C21 
Strand 

End 229 

Method GENSCAN 

End 22 9 

Score . 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



53293 
112274 
1 

OJ991114_35.0419.C23.ol.np 
1 

6175187 
1..129, 764. .908 

(AC011437) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991114_35.0419.C23 

Strand + 

End 908 

Method AAT/NAP 

End 908 

Score 384 



53293 

112275 

982 

OJ991114_35.0419.C23.ol.gp 
982 

5803472 



Seq. ID OJ991114_35.0419.C23 

Strand + 

End 1361 

Method AAT/GAP 

End 1361 

Score 712 



54198 



Exons 



982. .1361 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53293 Seq. ID OJ991114_35 . 04 19 . C23 

112276 Strand + 

6851 End 8486 

OJ991114_35 . 0419 . C23 . o2 . np Method AAT/NAP 

6851 End . 8486 

5915835 Score 1005 

6851. .7776, 7872. .8486 

CYTOCHROME P450 71D6 gi 11762142 (U48434) putative cytochrome 
P450 [Solanum chacoense] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991114_35.0419.C23 

Strand ' + 

End 11349 

Method AAT/GAP 

End 11349 

Score 676 



53293 
112277 
10907 

OJ991114_35.0419.C23.o2.gp 
10907 

LIB3432-059-P1-K1-D8 
10907.. 11349 

, 5734616/dbj I AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 53293 

Gene No. 112278 

Start 10007 

Name OJ991114_35 . 04 19 . C23 . o3 . gs 

Start 10007 

GI none 
Exons 



Seq. ID OJ991114_35.0419.C23 
Strand 

End 10824 

Method GENSCAN 

End 10824 

Score .81 



10007. .10182, 10518. .10561, 10673.. 10824 



%2 Seq. No. 
fU Gene No. 
s ~ Start 

Name 
H Start 

GI 

H Exons 



53293 

112279 

11283 

OJ991114_35.0419.C23.o3.tm 
1 

none 



Seq. ID OJ991114_35.0419.C23 
Strand 

End 11353 
Method TBLASTX: Maize 
End 951 
Score 150 

1..129, 1..129, 2. .130, 51. .134, 110. .154, 710. .889, 760. .879, 
762. .890, 762. .887, 797. .889, 867. .908, 895. .951 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



53293 

112279 

11283 

OJ991114_35.0419.C23.o2.tc 
2 

none 



Seq. ID OJ991114_35.0419.C23 
Strand 

End 11353 

Method TBLASTX : Cress 

End 884 

Score 199 



2. .130, 58. .153, 710. .859, 732.-875, 750. .884 



53293 

112279 

11283 

OJ991114_35.0419.C23.o3.tw 
2 

none 



Seq. ID OJ991114_35.0419.C23 
Strand 

End 11353 

Method TBLASTX : Wheat 

End 884 

Score 206 



2. .130, 58. .129, 762.-884, 797. .883 



53293 
112279 



Seq. ID OJ991114_35:0419.C23 
Strand 



54199 



Start 11283 

Name OJ991114_35. 0419.C23.o3. ts 

Start 2 

GI none 

Exons 2.. 133, 58.. 132 

Seq. No. 53293 

Gene No. 112279 

Start 11283 

Name OJ991114_35 . 0419.C23 . o2 . ts 

Start 762 

GI none 

Exons 762. .875, 762.. 875, 797.. 892 



End 11353 

Method TBLASTX : Soybean 

End 133 

Score 198 



Seq. ID OJ991114_35.0419.C23 
Strand 

End 11353 

Method TBLASTX : Soybean 

End 8 92 

Score 198 



Seq. No. 53293 

Gene No. 112279 

Start 11283 

Name OJ991114_35 . 04 19 . C23 . ol . 

Start 6860 

GI none 

Exons 6860.. 6916, 6934.. 7284, 

Seq. No. 53293 

U Gene No. 112279 

Q Start 11283 

r>; Name OJ991114_35 . 04 19 . C23 . ol . 

pIJ Start 6937 

\Z GI none 

U Exons 6937.. 7326, 6968.. 7306, 

hi 7866. .8012, 7871. .8011, 

q 8205.. 8441, 8264.. 8440 

§ ~ Seq. No. 53293 

!_ Gene No. 112279 

Start 11283 

Name OJ991114_35 . 0419.C23 . ol . 

Start 6986 

GI none 

Exons 6986.. 7423, 7021.. 7302, 
8264. .8473 



tm 



Seq. ID OJ991114_35.0419.C23 
Strand 

End 11353 

Method TBLASTX : Maize 

End 7294 

Score 427 



6968. .7294, 7163. .7294 



Seq. ID OJ991114_35.0419.C23 
Strand 

End 11353 

Method TBLASTX : Soybean 

End 8441 

Score 271 

.7516, 7634. .7705, 7738. .7776, 
.8201, 8039. .8185, 8040. .8189, 



ts 



7349. 
8028. 



Seq. ID OJ991114_35.0419.C23 
Strand 

End 11353 

Method TBLASTX : Cress 

End 8473 

Score 217 
7866. .8198, 7886. .8188, 8211. .8465, 



tc 



Seq. No. 53293 

Gene No. 112279 

Start 11283 

Name OJ991114_35 . 0419 . C23 . ol . tw 

Start 7832 

GI none 

Exons 7832.. 8032, 7872.. 8021, 8007. 



Seq. ID OJ991114_35.0419.C23 
Strand 

End 11353 

Method TBLASTX : Wheat 

End 8186 

Score 149 

.8186, 8013. .8138, 8042. .8185 



Seq. No. 53293 

Gene No. 112279 

Start 11283 

Name OJ991114_35. 0419.C23.o2. tm 

Start 7841 

GI none 

Exons 7841.. 8020, 7872.. 8021, 8009. 
8261. .8347 



Seq. ID OJ991114_35.0419.C23 
Strand 

End 11353 

Method TBLASTX : Maize 

End 8347 

Score 125 

.8185, 8031. .8195, 8220. .8339, 



54200 



Seq. No. 


C *3 O A "5 

53293 




Seq. ID 


OJ991114_35.0419.C23 


Gene No. 


112279 




Strand 




Start 


11283 




End 


11353 


Name 


OJ991114 35.0419.C23.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


8220 




End 


8450 


GI 


none 




Score 


228 


Exons 


8220.. 8450, 8221.. 8382, 


8256. 


.8393, 8261.. 8437 


Seq. No. 


53293 




Seq. ID 


OJ991114_35.0419.C23 


Gene No. 


112279 




Strand 




btart 






End 


11353 


Name 


OJ991114 35.0419.C23.o3 




Method 


AAT/GAP 


Start 


11283 




End 


11353 


GI 


77434 1.R1084 




Score 


-117 


Exons 


11283. .11353 








GI Descrip. 


1 2827528 /emb I CAA16536 . 1 


I 2.0e 


-10 (AL021633) predicted protein 




[Arabidopsis thaliana] * 








Seq. No. 


53294 




Seq. ID 


OJ991114_35.0419.C24 


Gene No. 


112280 




Strand 


+ 


Start 


974 




End 


1996 


Name 


OJ991114 35.0419.C24.o2 


.gs 


Method 


GENSCAN 


Start 


974 




End 


1996 


GI 


none 




Score 


.96 


Exons 


974. .1996 








Seq. No. 


53294 




Seq. ID 


OJ991114_35.0419.C24 


Gene No. 


112280 




Strand 


+ 


Start 


974 




End 


1996 


Name 


OJ991114 35.0419.C24.ol 


. np 


Method 


AAT/NAP 


Start 


1307 


End 


1984 


GI 


7485990 




Score 


326 


Exons 


1307.. 1392, 1433.. 1984 









□ GI Descrip. 



hypothetical protein F22013.28 - Arabidopsis thaliana 
gi|3063466|gb|AAC14054.1| (AC003981) F22013.28 [Arabidopsis 
thaliana] 



Seq. No. 53294 

Gene No. 112280 

Start 974 

Name OJ991114_35 . 04 19 . C24 . ol . gp 

Start 1327 

GI none 

Exons 1327.. 1769 



Seq. ID OJ991114_35.0419.C24 

Strand + 

End 1996 

Method AAT/GAP 

End 1769 

Score 825 



Seq. No. 53294 

Gene No. 112281 

Start 262 

Name OJ991114_35 . 04 19 . C24 . ol . gs 

Start 262 

GI none 

Exons 262.. 330, 432.. 632 



Seq. ID OJ991114_35.0419.C24 
Strand 

End 632 

Method GENSCAN 

End 632 

Score .43 



Seq. No. 
Gene No. 
Start 



53294 

112282 

1726 



Seq. ID OJ991114_35.0419.C24 
Strand 

End 2007 



54201 



Name 

Start 

GI 

Exons 



• 



OJ991114_35.0419.C24.ol.tm Method TBLASTX : Maize 
1726 End 2007 

none Score 306 

1726. .1947, 1727. .1948, 1942. .2007, 1946. .2005 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53295 

112283 

828 

OJ991114_35.0419.C25.o2.gs 

828 

none 



Seq. ID OJ991114_35.0419.C25 
Strand 

End 3108 

Method GEN SCAN 

End 3013 ' 

Score .64 



828. .991, 1433. .1526, 1636. .1728, 2104. .2176, 2688. .3013 



53295 

112283 

828 

OJ991114_35.0419.C25.ol.gp 
1416 

uC-osflcypl29b04al 



Seq. ID OJ991114_35.0419.C25 
Strand 

End 3108 

Method AAT/GAP 

End 2754 

Score 948 



1416. .1728, 2104. .2176, 2549. .2599, 2688. .2754 

'1946361 7.0e-25 (U93215) C3HC4 zinc finger protein isolog 

[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53295 

112283 

828 

OJ991114_35.0419.C25.ol.np 

1555 

1946361 



Seq. ID OJ991114_35.0419.C25 

Strand 7 

End 3108 

Method AAT/NAP 

End 3108 

Score 175 



1555. .1728, 2104. .2176, 2549. .2599, 2688. .2955, 3008. .3108 
(U93215) putative C3HC4 zinc finger protein [Arabidopsis 
thaliana] 



53296 

112284 

12090 

OJ991114_35.0419.C26.ol.gp 

12090 

none 

12090. . 12533 



Seq. ID OJ991114_35.0419.C26 

Strand + 

End 12533 

Method AAT/GAP 

End 12533 

Score 832 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53296 

112285 

3694 

OJ991114_35.0419.C26.o2.gs 

3694 

none 



Seq. ID OJ991114_35.0419.C26 
Strand 

End 7701 

Method GENSCAN 

End 7701 

Score .52 



3694. .3759, 5437. .5540, 7668. .7701 



53297 

112286 

621 

OJ991104_13.0421.C5.ol.gs 

621 

none 

621. .726 



Seq. ID OJ991104_13.0421.C5 

Strand + 

End 726 

Method GENSCAN 

End 72 6 

Score .58 



54202 




Seq. No. 


53298 


Seq. ID 


OJ990714 


_12 


0419. 


C2 


Gene No. 


112287 


Strand 


+ 








Start 


443 


End 


1500 








Name 


OJ990714 12.0419.C2.ol.gs 


Method 


GEN SCAN 








Start 


443 


End 


1500 








GI 


none 


Score 


.78 








Exons 


443. .526, 877. .1500 












Seq. No. 


53298 


Seq. ID 


OJ990714 


_12 


0419. 


C2 


Gene No. 


112288 


Strand 


— 








Start 


349 


End 


2519 








Name 


OJ990714 12.0419.C2.ol.np 


Method 


AAT/NAP 








Start 


349 


End 


2519 








GI 


7339719 


Score 


69 








Exons 


349. .475, 2493. .2519 












GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 









Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990714_12.0419.C3 

Strand + 

End 1312 

Method GENSCAN 

End 1312 

Score .84 



53299 
112289 
1175 

0 J9907 14_12 . 04 1 9 . C3 . ol . gs 
1175 
none 

1175. .1312 

53300 
112290 
1383 

OJ990714_12.0419.C4 .ol.np 
1233 
7228442 

1233. .1687, 1718. .2141, 4819. .4875 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon* MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. ID OJ990714_12.0419.C4 

Strand + 

End 4875 

Method AAT/NAP 

End 4 875 

Score 664 



• Seq. No. 
H Gene No. 
q Start 
f ^ Name 
It Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53300 

112290 

1383 

OJ9907 14_12 . 04 1 9 . C4 . ol . gs 

1383 

none 



Seq. ID OJ990714_12.0419.C4 

Strand + 

End 4875 

Method GENSCAN 

End 2975 

Score .58 



1383. .1436, 1569. .1643, 1676. .1966, 2862. .2975 



53300 Seq. ID 

112290 Strand 

1383 End 

OJ990714_12 . 04 19 . C4 . o2 . np Method 

2862 End 

6006359 Score 
2862. .2973 

(AP000559) hypothetical protein [Oryza sativa] 



OJ990714_12.0419.C4 
+ 

4875 
AAT/NAP 
2973 
65 



Seq. No. 53301 Seq. ID OJ990714_12 . 04 19 . C7 

Gene No. 112291 Strand 

Start 30 End 327 

Name OJ990714_12 . 04 19 . C7 . ol . gs Method GENSCAN 



54203 



Start 


30 




End 


327 








GI 


none 




Score 


. 97 








Exons 


30. .327 














Seq. No. 


53302 




Seq. ID 


OJ990714 


_12. 


0419. 


C9 


Gene No. 


112292 




Strand 


+ 








Start 


301 




End 


526 








Name 


OJ990714 12 . 0419.C9.ol. 


crs 


Method 


GENSCAN 








Start 


301 ~ 




End 


526 








GI 


none 




Score 


. 75 








Exons 


301. .347, 421. .526 














Seq. No. 


53302 




Seq. ID 


OJ990714 


_12. 


0419. 


C9 


Gene No. 


112293 




Strand 










Start 


1836 




End 


2357 








Name 


OJ990714 12 . 0419.C9.o2 . 


as 


Method 


GENSCAN 








Start 


1836 ~ 




End 


2357 








GI 


none 




Score 


. 91 








Exons 


1836. .1970, 2009. .2357 














Seq. No. 


53303 




Seq. ID 


OJ990714 


_12. 


0419. 


C10 


Gene No. 


112294 




Strand 


+ 








Start 


1382 




End 


2895 








Name 


OJ990714 12 . 04 19. C10. ol 


. crs 


Method 


GENSCAN 








Start 


1382 — 




End 


2895 








GI 


none 




Score 


.67 








pvnn c 

Hi AU11J 


1382 1543 1558 1633 


2747 . 


. 28 95 










O \J • INU t 


53303 




Seq. ID 


0.19907 1 4 

\JKJ ^ Zf \J 1 XT 


12 . 


0419. 


C10 


Gene No. 


112294 




Strand 


+ 








Start 


1382 




End 


2895 








Name 


OJ990714 12. 0419. CIO. ol 


.gp 


Method 


AAT/GAP 








Start 


2112 




End 


2474 








GI 


2309880 




Score 


688 








Exons 


2112. .2474 














GI Descrip. 


4521194/dbj | AB013613 . 1 | AB013613 3.0e- 


60 Oryza sativa DNA, 



centromere sequence RCB11 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53303 Seq. ID 

112295 Strand 
4007 End 
OJ9907 14_12 . 04 19 . CIO . o2 . gp Method 
3982 End 
63240_1.R1084 Score 
3982. .4048, 4148. .4424, 4549. .4621 

'5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



OJ990714_12. 0419. C10 
+ 

6488 
AAT/GAP 
4621 
719 



53303 Seq. ID 

112295 Strand 

4007 End 

OJ9907 14_12 .0419. C10 . o2 . gs Method 

4007 End 

none Score 



OJ990714_12. 0419. C10 
+ 

6488 
GENSCAN 
6246 
.82 



4007. .4048, 4066. .4357, 4488. .4631, 5092. .5129, 5387. .5446, 
5619. .5727, 5814. .5866, 5962. .6042, 6134. .6246 



54204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53303 

112295 

4007 

OJ990714_12.0419.C10.o2.tm 

4150 

none 

4150. .4260, 4151.. 4348, 4367, 
4547. .4639, 5384.. 5464, 5387, 

53303 

112295 

4007 

OJ990714_12.0419.C10.ol.np 

4151 

7486208 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4426, 4533 
.5455 



OJ990714_12. 0419. C10 
+ 

6488 

TBLASTX: Maize 
5464 
159 

4631, 4547. .4642, 



Seq. ID OJ990714_12. 0419. C10 

Strand + 

End 64 88 

Method AAT/NAP 

End 6311 

Score 551 



4151. .4302, 4539. .4631, 5387. .5446, 5619. .5727, 5814. .5866, 
5962.. 6042, 6134.. 6311 

hypothetical protein F26P21.120 - Arabidopsis thaliana 
(fragment) gi | 3688181 | emb | CAA21209 . 1 | (AL031804) putative 
protein (fragment) [Arabidopsis thaliana] 
gil 7270247 | embl CAB80017.il (AL161582) putative protein 
(fragment) [Arabidopsis thaliana] 



Seq. No. 53303 
Gene No. 112295 
Start 4007 

Name OJ990714_12.0419.C10.ol.tc 
Start 4551 
GI none 

Exons 4551.. 4631, 5387.. 5449, 5580 

5816. .5854, 5818. .5868, 5959. .6042, 6131. .6247, 6133 
6410. .6481 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714_12. 0419. C10 
+ 

6488 

TBLASTX: Cress 
6481 
102 



,5735, 5618.. 5722, 5622. 



,5726, 
,6246, 



Seq. No. 53303 

Gene No. 112295 

Start 4007 

Name OJ990714_12.0419.C10.ol. ts 

Start 4551 

GI none 
Exons 



Seq. ID OJ990714_12. 0419. C10 

Strand + 

End 6488 

Method TBLASTX : Soybean 

End 64 81 

Score 102 



4551. .4631, 5387. .5449, 5580. .5735, 5618. .5722, 5816. .5854, 
5824. .5868, 5959. .6042, 6131. .6247, 6410. .6481 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



53303 

112295 

4007 

OJ990714_12.0419.C10.ol.tw 

5386 

none 

5386. .5448, 5387. .5449, 5598. 
5807. .5869, 5815. .5871, 5816. 
5961. .6044, 6397.. 6480, 6419. 

53303 

112295 

4007 

OJ990714_12.0419.C10.ol.tm 
5637 



Seq. ID OJ990714_12. 0419. C10 

Strand + 

End 6488 

Method TBLASTX : Wheat 

End 64 88 

Score 94 

.5726, 5600.. 5728, 5616. .5726, 
.5854, 5959.. 6042, 5959. .6060, 
.6481, 6420. .6488, 6428. .6484 

Seq. ID OJ990714_12. 0419. C10 

Strand + 

End 6488 

Method TBLASTX: Maize 

End 6487 



54205 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 147 

5637. .5726, 5639.-5737, 5639. .5728, 5640. .5729, 5807. .5869, 

5814. .5870, 5815. .5871, 5815. .5871, 5959. .6042, 5960. .6040, 

6125. .6250, 6131. .6247, 6410. .6487, 6427. .6480 



53304 

112296 

420 

OJ990714_12.0419.Cll.ol.gs 

420 
none 

420. .782 



Seq. ID OJ990714_12.0419.C11 
Strand 

End 782 

Method GEN SCAN 

End. 782 

Score 1 



Seq. No. 53305 

Gene No. 112297 

Start 797 

Name OJ990714_12 . 04 19 . C13 . ol . gs 

Start 797 

GI none 

Exons 7 97.. 874 



Seq. ID OJ990714_12.0419.C13 
Strand 

End 874 

Method GENSCAN 

End 874 

Score .97 



Seq. No. 53306 

Gene No. 112298 

Start 1 

Name OJ990714_12 . 0419 . C14 .ol . gp 

Start 1 

GI 342_1.R1084 

Exons 1..3980 

GI Descrip. 1 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. ID OJ990714_12.0419.C14 
Strand 

5308 
AAT/GAP 
3980 
6980 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53306 

112298 

1 

OJ990714_12.0419.C14.ol.np 
675 

4680203 



Seq. ID OJ990714_12.0419.C14 
Strand 

End 5308 

Method AAT/NAP 

End 5308 

Score 3236 



675. .1651, 1928. .2158, 2312. .3984, 5289. .5308 
(AF114171) TNP2-like protein [Sorghum bicolor] 



53306 

112298 

1 

OJ990714_12.0419.C14.ol.tw 

729 

none 



Seq. ID OJ990714_12.0419.C14 
Strand 

End 5308 

Method TBLASTX : Wheat 

End 2045 

Score 133 



729. .821, 810. .878, 894. .1010, 902. .1042, 903. .1043, 990. .1085, 
1022. .1081, 1088. .1129, 1088. .1132, 1127. .2044, 1142. .1459, 
1314. .2045, 1320. .2045 



53306 

112298 

1 

OJ990714_12.0419.C14.ol.tc 

1313 

none 



Seq. ID OJ990714_12.0419.C14 
Strand 

End 5308 

Method TBLASTX : Cress 

End 1761 

Score 320 



1313. .1753, 1314. .1757, 1320. .1757, 1579. .1761 



54206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53306 

112298 

1 

OJ990714_12. 

1688 

none 

1688. .1918, 



0419.C14 .o2.tm 



Seq. ID OJ990714_12.0419.C14 
Strand 

End 5308 

Method TBLASTX : Mai ze 

End 2002 

Score 73 



1688. .2002, 1716. .1985 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53306 

112298 

1 

OJ990714_12. 

2046 

none 

2046. .2129, 
2393. .2455, 



0419.C14.o3.tw 



2048. .2137, 2048, 
2406. .2456 



Seq. ID . OJ990714_12.0419.C14 

Strand " - 

End 5308 

Method TBLASTX : Wheat 

End 2456 

Score 77 

.2128, 2165.. 2407, 2205. .2387, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



53306 

112298 

1 

OJ990714_12. 

2489 

none 

2489. .2731 



0419.C14.o2.ts 



Seq. ID OJ990714_12.0419.C14 
Strand 

End 5308 

Method TBLASTX : Soybean 

End 2731 

Score 208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53306 

112298 

1 

OJ990714_12. 

2561 

none 

2561. .2755, 



0419.C14.ol.tm 



2765.. 2890, 2884. 



Seq. ID OJ990714_12.0419.C14 
Strand 

End 5308 

Method TBLASTX : Mai ze 

End 2997 

Score 106 
.2997 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53306 

112298 

1 

OJ990714_12, 

2595 

none 

2595. .2801, 
2805. .2891, 
3011. .3055 



0419.C14.o2.tw 



2595.. 2804, 2600. 
2887. .2988, 2905. 



Seq. ID OJ990714_12.0419.C14 
Strand 

End 5308 

Method TBLASTX : Wheat 

End 3063 

Score 173 

.2803, 2600. .2824, 2804. .2890, 
.2997, 2909.. 2998, 3010.. 3063, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53306 

112298 

1 

OJ990714_12. 

2884 

none 

2884. .3195, 



0419.C14.o2.tc 



2915. .3007, 3047. 



Seq. ID OJ990714_12.0419.C14 
Strand 

End 5308 

Method TBLASTX : Cress 

End 3199 

Score 63 
.3199 



Seq. No. 
Gene No. 
Start 
Name 
Start 



53306 

112298 

1 

OJ990714_12. 
2932 



0419.C14.ol.ts 



Seq. ID OJ990714_12.0419.C14 
Strand 

End 5308 

Method TBLASTX : Soybean 

End 3361 



54207 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 100 

2932. .3228, 2945. .3178, 3278. .3361, 3286. .3360 



53306 

112298 

1 

OJ990714_12.0419.C14.o4.tw 

3282 

none 



Seq. ID OJ990714_12.0419.C14 
Strand 

End 5308 

Method TBLASTX : Wheat 

End 3633 

Score 187 



3282.. 3533, 3292.. 3543, 3293.. 3535, 3526.. 3633 



53306 
112298 
1 

OJ990714_12.0419.C14.o6.gp 
3845 
2310235 
3845.-3984, 4395.-4432 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. ID OJ990714_12.0419.C14 
Strand 

5308 
AAT/GAP 
4432 
295 



End 

Method 

End 

Score 



Seq. No. 53307 

Gene No. . 112299 

Start 8 9 

Name OJ990714_12 . 04 19 . C15 . ol . gs 

Start 89 

GI none 

Exons 89.. 159, 505.. 625 

Seq. No. 53307 

Gene No. 112300 

Start 791 

Name OJ990714_12 .0419. C15 . o2 . gs 

Start 791 

GI none 

Exons 791.. 1117 



Seq. ID OJ990714_12.0419.C15 

Strand + 

End 625 

Method GEN SCAN 

End 625 

Score . 68 



Seq. ID OJ990714_12.0419.C15 
Strand 

End 1395 

Method GENSCAN 

End 1117 

Score .46 



Seq. No. 
IZ Gene No. 
li Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990714_12.0419.C15 
Strand 

1395 
AAT/NAP 
1395 
247 



End 

Method 

End 

Score 



53307 
112300 
791 

OJ990714_12.0419.C15.ol.np 
811 

6069646 
811. .1395 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



53307 

112300 

791 

OJ990714_12.0419.C15.ol.tw 

937 

none 



Seq. ID OJ990714_12.0419.C15 
Strand 

End 1395 

Method TBLASTX : Wheat 

End 1305 

Score 64 



937. .984, 1099. .1152, 1161. .1283, 1168. .1287, 1168. .1305 



54208 



Seq. No. 


53307 






Seq. ID 


OJ990714 12. 0419. CI 5 


Gene No. 


1123.00 






Strand 




Start 


791 






End 


1395 


Name 


OJ990714 12 


.0419.C15.ol. 


tin 


Method 


TBLASTX: Maize 


Start 


1018 






End 


1296 


GI 


none 






Score 


87 


Exons 


1018. .1176, 


1158. .1289, 


1168. 


.1296 




Seq. No. 


53308 






Seq. ID 


OJ990714_12.0419.C16 


Gene No. 


112301 






Strand 


+ 


Start 


1096 






End 


4755 


Name 


OJ990714 12 


.0419.C16.ol. 


gs 


Method 


GENSCAN 


Start 


1096 






End 


4755 


GI 


none 






Score 


.76 


Exons 


1096. .1129, 


2090. .2721, 


2892. 


.3059, 4560.. 4755 


Seq. No. 


53308 






Seq. ID 


OJ990714_12.0419.C16 


Gene No. 


112301 






Strand 


+ 


Start 


1096 






End 


4755 


Name 


OJ990714 12 


.0419.C16.o2. 


np 


Method 


AAT/NAP 


Start 


2290 






End 


3683 


GI 


7228448 






Score 


62 


Exons 


2290. .2420, 


3542. .3683 








GI Descrip. 


(AP001366) 


ESTs AU068685 


(C30691) ,AU068684 (C30691) correspond 



a region of the predicted gene.; Similar to Genomic sequence for 
Arabidopsis thaliana BAC F21J9, F21J9.24. (AC000103) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53308 



112302 
1 

OJ990714_12 . 04 1 9 . CI 6 . ol . np 
1 

6069646 
1..416, 699.. 1493 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



Seq. ID OJ990714_12.0419.C16 
Strand 

End 1524 

Method AAT/NAP 

End 1493 

Score 67 9 



transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 53308 

Gene No. 112302 

Start 1 

Name OJ990714_12 . 0419 .CI 6 . o3 . tm 

Start 133 

GI none 

Exons 133.. 234, 247.. 417, 248.. 418 

Seq. No. 53308 

Gene No. 112302 

Start 1 

Name OJ990714_12 . 04 19 . CI 6 . ol . tw 

Start 291 

GI none 
Exons 



Seq. ID OJ990714_12.0419.C16 
Strand 

End 1524 

Method TBLASTX : Maize 

End 418 

Score 88 



Seq. ID OJ990714_12.0419.C16 
Strand 

End 1524 

Method TBLASTX : Wheat 

End 843 

Score 36 



291. .326, 403. .561, 445. .495, 541. .843, 563. .841 



54209 




Seq. No. 


53308 


Seq. ID 


OJ990714_12.0419 


CI 6 


Gene No. 


112302 


Strand 






Start 


1 


End 


1524 




Name 


OJ990714 12.0419.C16.o2.tm 


Method 


TBLASTX: Maize 




Start 


482 


End 


1092 




GI 


none 


Score 


135 




Exons 


482. . 937, 484. .1092, 1015. .1077 






Seq. No. 


53308 


Seq. ID 


OJ990714_12 . 0419 


C16 


Gene No . 


112302 


Strand 






Start 


1 


End 


1524 




Name 


OJ990714 12.0419.C16.ol. tm 


Method 


TBLASTX: Maize 




Start 


1099 


End 


1524 




GI 


none 


Score 


265 




Exons 


1099. . 1524, 1100. . 1498 








Seq. No. 


53309 


Seq. ID 


OJ990714_12 . 0419 


.C18 


Gene No . 


112303 


Strand 






Start 


254 


End 


1621 




Name 


OJ990714 12.0419.C18.ol.gs 


Method 


GENSCAN 




Start 


254 


End 


1621 




GI 


none 


Score 


.45 




Exons 


254.. 293, 1545.. 1621 








Seq. No. 


53310 


Seq. ID 


OJ990714JL2.0419 


.C22 


Gene No. 


112304 


Strand 






Start 


56 


End 


135 




Name 


OJ990714 12.0419.C22.ol.gp 


Method 


AAT/GAP 




Start 


56 


End 


135 




GI 


3106672 


Score 


100 




Exons 


56. .135 








GI Descrip. 


5734616/dbj | AP000391 . 1 | AP000391 7.0e- 


4 8 Oryza sativa genomi 




DNA, chromosome 6, clone : P0538C01 






Seq. No. 


53311 


Seq. ID 


OJ990714_12.0419 


.C23 


Gene No. 


112305 


Strand 


+ 




Start 


1 


End 


822 




Name 


OJ990714 12.0419.C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


822 




GI 


5902445 


Score 


752 




Exons 


1. .822 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


53311 


Seq. ID 


OJ990714_12.0419 


.C23 


Gene No . 


112305 


Strand 


+ 




Start 


1 


End 


822 




Name 


OJ990714 12.0419.C23.o2.tm 


Method 


TBLASTX: Maize 




Start 


78 


End 


290 




GI 


none 


Score 


226 




Exons 


78. .290, 78. .260 








Seq. No. 


53311 


Seq. ID 


OJ990714_12.0419 


.C23 


Gene No. 


112305 


Strand 


+ 




Start 


1 


End 


822 




Name 


OJ990714 12.0419.C23.ol.gs 


Method 


GENSCAN 




Start 


166 


End 


614 





54210 



fit 



in 



5s~ 





none 




Score 


. 97 




F.xons 


166. . 614 










Seq. No. 


53311 




Seq. ID 


OJ990714_12.0419. 


C23 


Gene No. 


112305 




Strand 


+ 




Start 


1 




End 


822 




Name 


OJ990714 12.0419.C23.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


180 ~~ 




End 


599 




GI 


none 




Score 


442 




F,x ons 


180. .599, 186. .419, 506 


. .598 








Seq. No. 


53311 




Seq. ID 


OJ990714_12.0419. 


C23 


Gene No. 


112305 




Strand 


+ 




Start 


1 




End 


822 




Name 


OJ990714 12.0419.C23.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


294 _ 




End 


650 




GI 


none 




Score 


276 




TT von s 


294 . . 650 










Seq. No. 


53311 




Seq. ID 


OJ990714_12.0419. 


C23 


Gene No. 


112305 




Strand 


+ 




Start 


1 




End 


822 




Name 


OJ990714 12.0419.C23.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


369 ~ 




End 


608 




\J A. 


none 




Score 


220 




F. von 


369 608. 509. 598 










Seq. No. 


53312 




Seq. ID 


OJ990714_12.0419. 


C25 


Gene No. 


112306 




Strand 


+ 




Start 


3674 




End 


5069 




Name 


OJ990714 12 0419.C25.ol 


. gs 


Method 


GEN SCAN 




Start 


3674 ~~ 




End 


5069 




GI 


none 




Score 


. 47 




Evons 


3 67 4.. 3794, 4470.. 4873, 


4888 . 


. 5069 






Seq. No. 


53312 




Seq. ID 


OJ990714 12.0419. 


C25 


Gene No. 


112307 




Strand 


+ 




Start 


9277 




End 


10259 




Name 


OJ990714 12.0419.C25.o3 


. gs 


Method 


GENSCAN 




Start 


9277 




End 


10128 




GI 


none 




Score 


.5 




Exons 


9277. .9351, 9877. .10128 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



53312 Seq. ID 

112307 Strand 
9277 End 
OJ990714_12.0419.C25.o3.np Method 
9973 End 
6505722 Score 
9973. .10259 

(AB032123) ribosomal RNA apurinic site specific lyase [Triticum 
aestivum] gi | 6513849 | dbj | BAA87876. 1 | (AB032124) ribosomal RNA 
apurinic site specific lyase [Triticum aestivum] 



OJ990714_12.0419.C25 
+ 

10259 
AAT/NAP 
10259 
151 



53312 

112308 

1 



Seq. ID OJ990714_12.0419.C25 
Strand 

End 8113 



54211 



Name 

Start 

GI 

Exons 



GI Descrip. 



OJ990714_12.0419.C25.ol.np Method AAT/NAP 

1 End 4385 

7488433 Score 580 

1..110, 1026. .1140, 1741. .1811, 1898. .2052, 2116. .2231, 

2347. .2448, 3001. .3092, 3192. .3325, 3415. .3497, 3586. .3841, 

4307. .4385 

zinc finger protein homolog T10M13.22 - Arabidopsis thaliana 
gi|3377805|gb|AAC28178.1| (AF075597) contains similarity to 
several apoptosis or programmed cell death proteins such as rat 
apoptosis protein RP-8 (GB:M80601) [Arabidopsis thaliana] 
gi I 3912928 | gb IAAC78712.il (AF001308) putative zinc finger 
protein [Arabidopsis thaliana] gi | 7268982 | emb | CAB80715 . 1 1 
(AL161494) putati 



Seq. No. 53312 

Gene No. 112308 

Start 1 

Name OJ9907 14_12 .0419. C25 . o5 . tm 

Start 2133 

GI none 
Exons 



Seq. ID OJ990714_12.0419.C25 
Strand 

End 8113 

Method TBLASTX: Maize 

End 3645 

Score 41 



2133. .2234, 2134. .2235, 2348. .2407, 2396. .2422, 3029. .3100, 
3045. .3095, 3192. .3323, 3194. .3331, 3248. .3328, 3379. .3477, 
3416. .3478, 3480. .3503, 3586. .3645, 3587. .3631 



Seq. No. 53312 

Gene No. 112308 

Start 1 

Name OJ990714_12 . 0419 .C25 . ol . ts 

Start 3029 

GI none 
Exons 



Seq. ID OJ990714_12.0419.C25 
Strand 
End 

Method 
End 
Score 



8113 

TBLASTX : Soybean 

3645 

98 



3029. .3094, 3192. .3305, 3194. .3304, 3290. .3328, 3412. .3477, 
3434..347S, 3581. .3628, 3586. .3645 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714 12.0419.C25 



Seq. No. 53312 
Gene No. 112308 
Start 1 

Name OJ9907 14_12 . 04 19 . C25 . o2 .np 

Start 3383 
GI 6016874 

Exons 3383.. 3405, 5244.. 5466, 5912. 

7517. .7749, 7814. .7951, 8035. .8113 
GI Descrip. (AP000570) ESTs C19143 (E10020 ) , D25076 (R3116 ) correspond to a 

region of the predicted gene.; Similar to putative AC9 

transposase. (P03010) [Oryza sativa] 



8113 
AAT/NAP 
8113 
2120 



.6276, 6394. .6573, 6967. .7126, 



Seq. No. 53312 

Gene No. 112308 

Start 1 

Name OJ990714_12 . 0419.C25 .ol .gp 

Start 4010 

GI 35458_1.R1084- 

Exons 4010.. 4132, 4725.. 4745 

GI Descrip. ' 3868853/dbj | BAA34247 | 1.0e-21 
[Vigna radiata] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990714_12.0419.C25 

8113 
AAT/GAP 
4745 
158 



(AB013853) GPI-anchored protein 



Seq. No. 
Gene No. 



53312 
112308 



Seq. ID OJ990714_12.0419.C25 
Strand 



54212 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990714_12 . 04 19 . C25 . o2 . gs 

5933 

none 



End 

Method 

End 

Score 



8113 
GENSCAN 
8113 
.73 



5933. .6393, 6967. .7126, 7661. .7749, 7814. .7951, 8035. .8113 



53312 

112308 

1 

OJ990714_12.0419.C25.o2.tm 

5999 

none 

5999.. 6232, 6084.. 6242 

53312 

112308 

1 

OJ990714_12.0419.C25.o4.tm 

6354 

none 

6354. .6695, 6425. . 6706 

53312 

112308 

1 

OJ990714_12.0419.C25.o3.tm 

6911 

none 

6911. .7138, 6912. .7130, 7151, 



Seq. ID OJ990714_12.0419.C25 
Strand 

End 8113 

Method TBLASTX : Mai ze 

End 6242 

Score 97 



Seq. ID OJ990714_12.0419.C25 
Strand 

End 8113 

Method TBLASTX : Mai ze 

End 6706 

Score 138 



Seq. ID OJ990714_12.0419.C25 
Strand 

8113 

TBLASTX: Maize 
7225 
106 



End 

Method 
End 
Score 
.7225 



Seq. ID OJ990714_12.0419.C25 
Strand 

8113 
AAT/GAP 
7424 
958 



53312 
112308 
1 

OJ990714_12.0419.C25.o2.gp 
6916 

uC-osflcypll0c07bl 
6916. .7424 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Ory.za sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



End 

Method 

End 

Score 



53312 

112308 

1 

OJ990714_12.0419.C25.ol.tm 

7319 

none 



Seq. ID OJ990714_12.0419.C25 
Strand 

End 8113 

Method TBLASTX : Mai ze 

End 77 65 

Score 110 



7319. .7357, 7352. .7414, 7415. .7693, 7485. .7694, 7679. .7765 



53313 
112309 
156 

OJ990714_12.0419.C2 6.ol.gs 
156 
none 

156. .281, 728. .901, 1776. .1898 



Seq. ID OJ990714_12.0419.C26 

Strand + 

End 1898 

Method GENSCAN 

End 1898 

Score .49 



54213 




Seq. No. 


53314 


Seq. ID 


OJ990714_12.0419.C27 


Gene No. 


112310 


Strand 


+ 


Start 


416 


End 


2384 


Name 


OJ990714 12.0419.C27.o2.gp 


Method 


AAT/GAP 


Start 


416 


End 


1896 


GI 


none 


Score 


888 


Exons 


416. .751, 836. .907, 1798. .1896 




Seq. No. 


53314 


Seq. ID 


OJ990714_12.0419.C27 


Gene No. 


112310 


Strand 


+ 


Start 


416 


End 


2384 


Name 


OJ990714 12.0419.C27.ol.gs 


Method 


GENSCAN 


Start 


491 


End 


2384 


GI 


none 


Score 


.79 


Exons 


491. .691, 1798. .1893, 2145.. 


2257, 2321 


. .2384 


Seq. No. 


53314 


Seq. ID 


OJ990714_12.0419.C27 


Gene No. 


112311 


Strand 


+ 


Start 


3108 


End 


3490 


Name 


OJ990714 12.0419.C27.o3.gp 


Method 


AAT/GAP 


Start 


3108 


End 


3490 


GI 


LIB3474-003-P1-K1-C12 


Score 


661 


Exons 


3108. .3490 






GI Descrip. 


, 1168654/sp|P45582|BGAL ASPOF 2.0e-28 


BETA-GALACTOSIDASE 




PRECURSOR (LACTASE) >gi 542198 pir S41889 beta-galactosida. 




(EC 3.2.1.23) - garden asparagus >gi 452712 emb CAA54525_ 




(X77319) beta-galactosidase 


[Asparagus 


officinalis] 1 


Seq. No. 


53314 


Seq. ID 


OJ990714_12.0419.C27 


Gene No. 


112312 


Strand 




Start 


116 


End 


174 


Name 


OJ990714 12.0419.C27.ol.gp 


Method 


AAT/GAP 


Start 


116 


End 


174 


GI 


2312838 


Score 


75 


Exons 


116. .174 






GI Descrip. 


1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 


Seq. No. 


53314 


Seq. ID 


OJ990714_12.0419.C27 


Gene No. 


112313 


Strand 




Start 


3828 


End 


4302 


Name 


OJ990714 12.0419.C27.o2.gs 


Method 


GENSCAN 


Start 


3828 


End 


4302 


GI 


none 


Score 


.95 


Exons 


3828.. 4033, 4191.. 4302 






Seq. No. 


53315 


Seq. ID 


OJ990714_12.0419.C28 


Gene No. 


112314 


Strand 


+ 


Start 


234 


End 


292 


Name 


OJ990714 12.0419.C28.ol.gs 


Method 


GENSCAN 


Start 


234 


End 


292 


GI 


none 


Score 


.89 


Exons 


234. .292 






Seq. No. 


53316 


Seq. ID 


OJ990714_12.0419.C29 


Gene No. 


112315 


Strand 


-i- 


Start 


91 


End 


1111 



54214 



Name 


OJ990714 12.0419.C29.ol.gs 


Method 


GEN SCAN 




Start 


91 


End 


1111 




GI 


none 


Score 


.61 




Exons 


91. .1111 








Seq. No. 


53317 


Seq. ID 


OJ990714_12.0419. 


C31 




112316 


5?r rand 






Start 


923 


End 


1021 




Name 


OJ990714 12.0419.C31.ol.gs 


Method 


GEN SCAN 




Start 


923 


End 


1021 




GI 


none 


Score 


.46 




Exons 


923. .1021 








Seq. No. 


53318 


Seq. ID 


OJ990714_12.0419. 


C33 


Gene No. 


112317 


Strand 


+ 




Start 


1 


End 


2131 




Name 


OJ990714 12 .0419.C33.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2131 




GI 


81286 


Score 


118 




Exons 


1..135, 1291. .1465, 1641.. 


1787, 1862. 


.2131 




GI Descrip. 


extensin - Volvox carteri 


(fragment) gi | 21992 | emb | CAA4 62 


83| 




(X65165) extensin [Volvox 


carteri] 






Seq. No. 


53318 


Seq. ID 


OJ990714_12.0419. 


C33 


Gene No. 


11231.8 


Strand 






Start 


311 


End 


2178 




Name 


OJ990714 12.0419.C33.ol.gs 


Method 


GEN SCAN 




Start 


311 


End 


2178 




GI 


none 


Score 


.61 




Exons 


311. .524, 920.. 1025, 1093. 


.1166, 1376, 


. .1472, 1523. .1799, 






1852. .2178 








Seq. No. 


53319 


Seq. ID 


OJ990714_12.0419. 


C34 


Gene No. 


112319 


Strand 


+ 




Start 


726 


End 


917 




Name 


OJ990714 12.0419.C34.ol.gp 


Method 


AAT/GAP 




Start 


726 


End 


917 




GI 


5667165 


Score 


360 




Exons 


726. .917 









GI Descrip. 5 67 015 5 /gb I AF1 61269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 


53319 




Seq. ID 


OJ990714 


Gene No. 


112320 




Strand 


+ 


Start 


1004 




End 


2328 


Name 


OJ990714 12.0419.C34.ol 


. np 


Method 


AAT/NAP 


Start 


1004 




End 


2328 


GI 


6907086 




Score 


1049 


Exons 


1004. .1767, 1828. .2078, 


2138. 


.2328 




GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


53319 




Seq. ID 


OJ990714 


Gene No. 


112321 




Strand 




Start 


578 




End 


1176 


Name 


OJ990714 12.0419.C34.ol 


. gs 


Method 


GENSCAN 


Start 


578 




End 


1176 


GI 


none 




Score 


.99 



54215 



Exons 


578. .696, 1083. .1176 








Seq. No. 


53320 




Seq. ID 


OJ99.0714_12.0419 


f^orto Mo 


1 1 9199 




Cf- y--, nr l 


.j. 


Start 


633 




End 


1235 


Name 


OJ990714 12.0419.C35.ol. 


gs 


Method 


GENSCAN 


Start 


633 




End 


1235 


GI 


none 




Score 


.86 


Exons 


633. .729, 1136. .1235 








Seq. No. 


53321 




Seq. ID 


OJ990714_12.0419 


Gene No. 


112323 




Strand 


+ 


Start 


2866 




End 


3242 


Name 


OJ990714 12.0419.C36.o2. 


gp 


Method 


AAT/GAP 


Start 


2866 




End 


3242 


GI 


45205 1.R1084 




Score 


722 


Exons 


2866..3242 








GI Descrip. 


M337196/gb|AAD18110L 5. 


0e-94 


(AC006403) putative 




serine/threonine receptor kinase [Arabidopsis thaliana] 


Seq. No. 


JJJlI 




Seq. ID 


OJ990714_12.0419 




1 1 019 L 




Strand 




Start 


1 £T 




End 


1572 


Name 


O.TQQH714 19 OdlQ n1 
\jKjyj\Jf± t ± ± £ . U fi ± y . D . ox ■ 


gs 


Method 


GENSCAN 


Start 


1 Dl 




End 


1572 


GI 


none 




Score 


.53 


Exons 


1O1..0U, OJ4..00/, ooo. 


. 1UUU 


, 1322.. 


1393, 1500.. 1572 


Seq. No. 


53321 




Seq. ID 


OJ990714_12.0419 




112325 




Strand 




Start 


2549 




End 


3242 


Name 


OJ990714 12.0419.C36.ol. 


gp 


Method 


AAT/GAP 


Start 


2396 




End 


2766 


GI 


2428853 




Score 


640 


Exons 


2396. .2766 








Seq. No. 


53321 




Seq. ID 


OJ990714_12.0419 


Gene No. 


112325 




Strand 






2549 




End 


3242 


Name 


OJ990714 12.0419.C36.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2430 




End 


3242 


GI 


none 




Score 


37 


Exons 


2430. .2453, 2430. .2453, 


2549. 


.2596, 2550.. 2579, 2660.. 2 




2660. .3241, 2664. .3242, 


3162. 


.3242 




Seq. No. 


53321 




Seq. ID 


OJ990714_12.0419 


Gene No. 


112325 




Strand 




Start 


2549 




End 


3242 


Name 


OJ990714 12.0419.C36.ol. 


np 


Method 


AAT/NAP 


Start 


2471 




End 


3242 


GI 


4337196 




Score 


740 


Exons 


2471. .3242 









GI Descrip. (AC006403) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



53321 

112325 

2549 



Seq. ID OJ990714_12.0419.C36 
Strand 

End 3242 



54216 



Name 

Start 

GI 

Exons 



OJ990714_12 . 04 19 . C36 . o2 . gs Method GENSCAN 

2549 End 3136 

none Score .99 
2549. .3136 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53321 

112325 

2549 

OJ990714_12.0419.C36.ol.tc 

2663 

none 



Seq. ID OJ990714_12.0419.C36 
Strand 

End 3242 

Method TBLASTX: Cress 

End 3023 

Score 156 



2663. .2920, 2664. .2921, 2921. .3022, 2922. .3023 



53321 

112325 

2549 

OJ990714_12.0419.C36.ol.ts 

2675 

none 



Seq. ID OJ990714_12.0419.C36 
Strand 

End 3242 

Method TBLASTX : Soybean 

End 3205 

Score 105 



2675.. 2992, 2712.. 2981, 3032.. 3205, 3099.. 3197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53321 

112325 

2549 

OJ990714_12.0419.C36.ol.tw 

2864 

none 



Seq. ID OJ990714_12.0419.C36 
Strand 

End 3242 

Method TBLASTX : Wheat 

End 3187 

Score 62 



2864.. 3028, 2882.. 2977, 3029.. 3187 



53321 

112325 

2549 

OJ990714_12.0419.C36.o2.tc 

3077 

none 

3077.. 3241, 3099.. 3242 



Seq. ID OJ990714_12.0419.C36 
Strand 

End 3242 

Method TBLASTX: Cress 

End 324 2 

Score 106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53322 
112326 
1 

OJ990714_12.0419.C37.ol.gp 
1 

39908_1.R1084 
1..358, 473. .594, 715. .809, 914. .956 
, 4337196/gb|AAD18110| 1.0e-19 (AC006403) putative 
serine/threonine receptor kinase [Arabidopsis thaliana] ' 



Seq. ID OJ990714_12.0419.C37 
Strand 

End 1131 

Method AAT/GAP 

End 956 

Score 1150 



53322 

112326 

1 

OJ990714_12.0419.C37.ol.np 
1 

3779032 



Seq. ID OJ990714_12.0419.C37 
Strand 

End 1131 

Method AAT/NAP 

End 1070 

Score 178 



1..129, 271. .372, 490. .627, 712. .768, 888. .1070 
(AC005171) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 



53322 



Seq. ID OJ990714_12.0419.C37 



54217 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



112326 Strand 
1 End 
OJ990714_12.0419.C37.ol.gs Method 
31 End 
none Score 

31. .358, 473. .594, 715. .809, 914. .1124 



1131 
GEN SCAN 
1124 
.71 



53322 

112326 

1 

OJ990714_12.0419.C37.ol.tm 

247 

none 



Seq. ID OJ990714_12.0419.C37 
Strand 

End 1131 

Method TBLASTX : Maize 

End 1131 

Score 160 



247. .360, 248. .361, 458.-544, 460. .597, 472. .594, 712. .804, 

712. .798, 713. .808, 930. .1073, 931. .1056, 990. .1076, 1035. .1130, 

1036. .1116, 1096. .1131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53323 

112327 

48 

OJ990714_12.0419.C38.ol.tm 
19 

none 



Seq.. ID OJ990714_12.0419.C38 
Strand 

End 750 

Method TBLASTX : Mai ze 

End 406 

Score 238 



19. .210, 37. .222, 38. .211, 39. .233, 238. .405, 290. .406 



53323 

112327 

48 

OJ990714_12.0419.C38.ol.tc 
45 

none 



Seq. ID OJ990714__12.0419.C38 
Strand 

End 750 

Method TBLASTX: Cress 

End 7 50 

Score 118 



45. .209, 46. .210, 58. .210, 328. .459, 328. .462, 678. .746, 
679. .750 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ990714_12.0419.C38 
Strand 

End 750 

Method AAT/NAP 

End 746 

Score 418 



53323 
112327 
48 

OJ990714_12.0419.C38.ol.np 
48 

7489032 
48. .210, 329. .470, 629. .746 

lycopene epsilon-cyclase (EC 5.5.1.-) - tomato 

gi I 3005983 | emb | CAA74745.il (Y14387) lycopene epsilon-cyclase 

[Lycopersicon esculentum] 



53323 

112327 

48 

OJ990714_12.0419.C38.ol.gs 

113 

none 

113. .290, 329. .461, 614. .745 

53324 

112328 

564 

OJ990714_12.0419.C40.ol.gs 



Seq. ID OJ990714_12.0419.C38 
Strand 

End 750 

Method GENSCAN 

End 745 

Score . 95 



Seq. ID OJ990714_12.0419.C40 

Strand + 

End 833 

Method GENSCAN 



54218 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



564 
none 

564. .711, 775. .833 

53325 

112329 

1855 

OJ990714_12.0419.C42.ol.gs 

1855 

none 

1855.. 2192, 3793..3883, 4002. 

53326 

112330 

107 

OJ990714_12.0419.C43.ol.gs 

107 

none 

107. .503, 2174. .2490 



End 
Score 



833 
.53 



Seq. ID OJ990714_12.0419.C42 
Strand + 

4234 
GENS CAN 
4234 
.59 



End 

Method 
End 
Score 
.4234 



Seq. ID OJ990714_12.0419.C43 

Strand + 

End 2543 

Method GENSCAN 

End 2490 

Score .92 



53326 
112330 
107 

OJ990714_12.0419.C43.ol.np 
936 

4191783 
936.. 956, 2278.. 2543 

(AC005917) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990714_12.0419.C43 

Strand + 

End 2543 

Method AAT/NAP 

End 2543 

Score 152 



Seq. ID OJ990714_12.0419.C43 

Strand + 

End 2543 

Method AAT/GAP 

End 2527 

Score 398 



53326 
112330 
107 

OJ990714_12.0419.C43.ol.gp 
2319 
2796433 
2319. .2527 

4191783 1.0e-14 (AC005917) hypothetical protein [Arabidopsis 
thaliana] 



Seq. No. 53326 

Gene No. 112331 

Start 3568 

Name OJ990714_12 . 04 19 . C43 . o2 . tm 

Start 442 

GI none 
Exons 



Seq. ID OJ990714_12.0419.C43 
Strand 

End 6325 

Method TBLASTX : Mai ze 

End 2571 

Score 85 



442. .501, 449. .502, 2163. .2219, 2171. .2224, 2172. .2219, 
2173. .2229, 2254. .2313, 2311. .2490, 2318. .2407, 2333. .2500, 
2344. .2490, 2498. .2551, 2500. .2571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53326 

112331 

3568 

OJ990714_12 .0419.C43.o2.gs 

3568 

none 



Seq. ID OJ990714_12.0419.C43 
Strand 

End 6325 

Method GENSCAN 

End 6230 

Score .85 



3568. .3591, 3711. .3885, 4075. .4168, 4297. .4461, 4858. .4922, 
5415. .5497, 6081. .6230 



54219 




Seq. No. 


53326 








Seq. ID 


OJ990714 


_12.0419.C43 


Gene No. 


112331 








Strand 






Start 


3568 








End 


6325 




Name 


OJ990714 12 


.0419. 


C43.o2 


.np 


Method 


AAT/NAP 




Start 


3699 








End 


6325 




GI 


6522542 








Score 


595 




Exons 


3699. .3885, 


4075. 


.4169, 


4304 


. .4460, 4756. .4878, 


5415. .5497, 




5664. .5782, 


6163. 


.6325 










GI Descrip. 


(AL132955) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


53326 








Seq. ID 


OJ990714 


12 0419 C43 


Gene No. 


112331 








Strand 








3568 








End 


6325 




Name 


OJ990714 12 


04 1 Q 


CA 3 nl 




Method 


TBLASTX: 


Cress 


Start 


3700 








End 


5777 




GI 


none 








Score 


144 




Exons 


3700. .3891, 


3793 


^ftP7 

• JOO / / 




..3889, 4074. .4169, 


407S 4173 




4241. .4342, 


4 310 


4 4 fifi 


4 311 


..4463, 4755. .4877, 


47S6 4fi7R 




5414. .5500, 


JOU1 • 


c >777 


R677 


. .5775 






Seq. No. 


53326 








Seq. ID 


OJ990714 


12 0419 C43 


VJ LIU • 


112331 








Strand 






Start, 


3568 








End 


6325 




Name 


OJ990714 12 


04 1 Q 


C43.ol 


tm 


Method 


TBLASTX: 


Ma i z e 


Start 


3709 








End 


4454 




GI 


none 








Score 


175 




Exons 


3709. .3843, 


371 1 


.3887, 


3711 


..3887, 3712. .3891, 


4 079 4 1 R R 




4072. .4176, 


4 074 


.4190, 


4290 


. .4454, 4292. .4453 




Seq. No. 


53326 








Seq. ID 


OJ990714 


_12.0419.C43 


Gene No. 


112331 








Strand 






Start 


3568 








End 


6325 




Name 


OJ990714 12 


041 9 


C43.o2 


gp 


Method 


AAT/GAP 




Start 


4796 








End 


4878 




GI 


LIB3433-007 




-F6 




Score 


136 




Exons 


4796. .4878 














GI Descrip. 


•4191785 9. 




(AC005917) 


putative hydrolase 






thaliana] ' 














Sea No 


53326 








Seq. ID 


OJ990714 


_12.0419.C43 


Gene No. 


112331 








Strand 






Start 


3568 








End 


6325 




Name 


OJ990714 12 


.0419. 


C43.o3 


gp 


Method 


AAT/GAP 




Start 


5456 








End 


6218 




GI 


1631574 








Score 


478 




Exons 


S456..5497, 


5664. 


.5782, 


6081 


. .6218 






Sea No 


53327 








Seq. ID 


OJ990714 


_12.0419.C44 


Gene No. 


112332 








Strand 






Start 


188 








End 


312 




Name 


OJ990714 12 


.0419. 


C44 .ol 


gs 


Method 


GENSCAN 




Start 


188 






End 


312 




GI 


none 








Score 


.45 




Exons 


188. .312 














Seq. No. 


53328 








Seq. ID 


OJ990714 


_12.0419.C45 



54220 




Gene No. 


112333 








Strand 


- 




Start 


1441 








End 


4748 




Name 


OJ990714 12 


.0419. 


C45.ol 


.gp 


Metnoa 


7\ TV T> / C 7\ "D 




Start 


1069 








End 


1638 




GI 


uC-osflcyp067f Hal 




Score 


893 




Exons 


1069. .1365, 


1441. 


.1638 










GI Descrip. 


•4191785 2. 


Oe-12 


(AC005917) ; 


putative ] 


hydrolase 


[Arabidopsis 




tnaj-iana j 














Seq. No. 


53328 








Seq. ID 


OJ990714 


_12.0419.C45 


Gene No. 


112333 








Strand 






Start 


1441 








End 


4748 




Name 


OJ990714 12 


.0419. 


C45.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1427 








End 


4056 




GI 


none 








Score 


133 




Exons 


1427. .1621, 


1453. 


.1617, 


1503 


..1619, l: 


B13. .1917, 


1817. .1918, 




2045. .2203, 


2046. 


.2204, 


2693 


..2821, 2694. .2819, 


3703. .3789, 






3931. 


.4056, 


3932 


. .4030 






Seq. No. 


53328 








Seq. ID 


OJ990714 


_12.0419.C45 


Gene No. 


112333 








Strand 






Start 


1441 








End t 


4748 




Name 


OJ990714 12 


.0419. 


C45.ol 


,np 


Method 


AAT/NAP 




Start 


1429 








End 


4748 




GI 


6522542 








Score 


602 




Exons 


1429. .1615, 


1817. 


.1899, 


2036 


..2202, 2695.. 2816, 


3704 . .3786, 






4713. 


.4748 










GI Descrip. 


(AL132955) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


53328 








Seq. ID 


OJ990714 


_12.0419.C45 


Gene No. 


112333 








Strand 






Start 


1441 








End 


4748 




Name 


OJ990714 12 


.0419. 


C45.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1429 








End 


2195 




GI 


none 








Score 


149 




Exons 




1444 . 


.1617, 


1445 


..1621, 1448. .1621, 


1814 . .1912, 




1816. .1911, 


2025. 


.2195, 


2033 


. .2194 






Seq. No. 


53328 








Seq. ID 


OJ990714 


_12.0419.C45 


Gene No. 


112333 








Strand 






otiart: 


1441 








End 


4748 




Name 


OJ990714 12 


.0419. 


C45.ol 


■ gs 


Method 


GENSCAN 




Start 


1441 








End 


4607 




GI 


none 








Score 


.73 




Exons 


1441. .1615, 


1817. 


.1910, 


2038 


..2202, 2695.. 2817, 


2972. .3022, 




3931. .4052, 


4347. 


.4607 










Seq. No. 


53328 








Seq. ID 


OJ990714 


_12.0419.C45 


Gene No. 


112333 








Strand 






Start 


1441 








End 


4748 




Name 


OJ990714 12 


.0419. 


C45.o2 


.gp 


Method 


AAT/GAP 




Start 


1874 






End 


4025 




GI 


26883 1.R1084 






Score 


872 




Exons 


1874. .1910, 


2038. 


.2202, 


2695 


..2832, 3721.. 3786,. 


3931. .4025 



GI Descrip. 1 4191783 1.0e-14 (AC005917) hypothetical protein [Arabidopsis 
thaliana] 1 



54221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53328 

112333 

1441 

OJ990714-_12.0419.C45.o2.tm 

2669 

none 



Seq. ID OJ990714_12.0419.C45 
Strand 

End 4748 

Method TBLASTX : Mai ze 

End 4041 

Score 7 6 



2669. .2812, 2693. .2821, 2694. .2819, 3699.-3788, 3703. .3810, 
3704. .3784, 3931. .4041, 3947. .4015 



53329 

112334 

547 

OJ990714_12.0419.C46.ol.gs 

547 

none 



Seq. ID OJ990714_12.0419.C46 

Strand + 

End 3834 

Method GENSCAN 

End 3447 

Score .51 



547. .710, 737. .801, 833. .1034, 1155. .1272, 1676. .1773, 
1941. .2201, 2892.. 3173, 3223.-3266, 3308.. 3447 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53329 

112334 

547 

OJ990714_12.0419.C4 6.ol.np 
728 

4758918 



Seq. ID OJ990714_12.0419.C46 

Strand + 

End 3834 

Method AAT/NAP 

End 3834 

Score 607 



728. .1034, 1155. .1272, 1676. .1780, 1879. .1979, 2029. .2201, 
2892.. 3173, 3267.. 3346, 3386.-3447, 3590.. 3834 
phosphatidylinositol glycan, class B gi | 1552169 | dbj | BAA07709 | 
(D42138) PIG-B [Homo sapiens] 



53329 

112334 

547 

OJ990714_12.0419.C46.ol.tc 

960 

none 



Seq. ID OJ990714_12.0419.C46 

Strand + 

End 3834 

Method TBLASTX : Cress 

End . 1275 

Score 121 



960.. 1037, 961.. 1035, 1155.. 1262, 1156.. 1275 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53329 

112334 

547 

OJ990714_12.0419.C4 6.o2.tc 

1873 

none 



Seq. ID OJ990714_12.0419.C46 

Strand + 

End 3834 

Method TBLASTX : Cres s 

End 2145 

Score 145 



1873. .1980, 1882. .1998, 1899. .2024, 2050. .2145, 2061. .2144 



Seq. No. 53329 

Gene No. 112334 

Start 547 

Name OJ990714_12 . 0419. C4 6. o2 . tm 

Start 1878 

GI none 

Exons 1878.. 2063, 1879.. 2067 

Seq. No. 53329 

Gene No. 112334 

Start 547 

Name OJ990714 12 . 0419.C46 . ol . tm 



Seq. ID OJ990714_12.0419.C46 

Strand + 

End 3834 

Method TBLASTX : Mai ze 

End 2067 

Score 264 



Seq. ID OJ990714_12.0419.C46 

Strand + 

End 3834 

Method TBLASTX: Maize 



54222 



Start 
GI 

Exons 



2898 ' End 3741 

none Score 4 42 

2898. .3173, 2899. .3180, 3264. .3446, 3264. .3446, 3265. .3456, 

3265. .3447, 3476. .3505, 3568. .3741, 3587. .3739 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53330 Seq. ID 

112335 Strand 

857 End 

OJ990714_12 . 04 19 . C47 . ol . np Method 

857 End 

6665543 Score 



OJ990714_12.0419.C47 

4944 
AAT/NAP 
4944 
599 



857. .1695, 2043. .2196, 4863. .4944 

(AC013289) putative protein kinase [Arabidopsis thaliana] 



53330 

112335 

857 

OJ990714_12.0419.C47.ol.tm 

858 

none 



Seq. ID OJ990714 12.0419.C47 



Strand 
End 

Method 

End 

Score 



4944 

TBLASTX: Maize 

1711 

36 



858. .977, 1049. .1177, 1057. .1188, 1188. .1445, 1198. .1380, 
1458. .1544, 1459. .1545, 1532. .1711, 1543. .1608', 1639. .1692 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53330 
112335 
857 

OJ990714_12.0419.C47.ol.ts 
1028 



none 

1028. 

1452. 



Seq.. ID OJ990714_12.0419.C47 
Strand ■ - ■ 
4944 

TBLASTX : Soybean 
2191 
79 



End 

_ Method 

End 
Score 

1057, 1057. .1176, 1058. .1174, 1192... 1377, 1197. .1424, 
1544, 1543. .1602, 1547. .1603, 1595. .1711, 1645. .1692, 



2105. .2191 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53330 

112335 

857 

OJ990714_12.0419.C47.ol.tc 

1054 

none 

1054. .1173, 1115. .1168, 1192. 
1221.. 1400, 1455.. 1517, 1455'. 
1543. .1602, 1642. .1692, 1643. 

53330 

112335 

857 

OJ990714_12.0419.C47.ol.tw 

1102 

none 

1102. .1176, 1103. .1174, 1182. 
1260. .1436, 1407. .1508 



Seq. ID OJ990714_12.0419.C47 
Strand 

End 4 94 4' 

Method TBLASTX: Cress 
End 1702 
Score 55 

.1335, 1197.. 1439, 1198.. 1380, 
.1544, 1457.. 1543, 1538.. 1603, 
.1702 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714_12.0419.C47 
4944 

TBLASTX: Wheat 

1508 

66 



,1235, 1195. .1233, 1249. .1380, 



Seq. No. 53331 Seq. ID 

Gene No. 112336 Strand 

Start 2301 End 

Name OJ990714_12 . 04 19 .C48 . ol . gs Method 

Start 2301 End 



OJ990714_12.0419.C48 
+ 

2843 
GENS CAN 
2843 



54223 



GI 

Exons 



none 

2301.. 2513, 2565.. 2843 



Score 



.85 



Seq. No. 53332 Seq. ID 

Gene No. 112337 Strand 

Start 627 End 

Name OJ9907 14_12 . 04 19 . C4 9 . ol . gs Method 

Start 627 End 

GI none Score 

Exons 627.. 636, 919.. 1019 



OJ990714_12.0419.C49 
+ 

1019 
GENSCAN 
1019 
.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

£3 Gene No. 

H Start 

?2 Name 

* !8 Start 

[y GI 

12 Exons 



OJ990714_12.0419.C50 
+ 



53333 Seq. ID 

112338 Strand 
1689 End 
OJ9907 14_12 .0419. C50 . ol . np Method 
1689 End 
4138137 Score 
1689. .1856, 2022. .2117, 2203. .2315, 2621 
2987. .3130, 3377. .3465, 3556. .3661, 3743 
4658.-4837 

(AJ012796) ss-galactosidase [Lycopersicon esculentum] 



4837 
AAT/NAP 
4837 
1452 

,2693, 2814, 



.2900, 



,3830, 4455.. 4573, 



53333 Seq. ID 

112338 Strand 

1689 End 

OJ990714_12 . 0419. C50 . ol . gs Method 

1692 End 

none Score 



OJ990714_12.0419.C50 
+ 

4837 . . 
GENSCAN 
4822 
.89 



1692. .1955, 2022. .2117, 2203. .2315, 2348. .2363, 2808. .2900, 
2987. .3162, 3556. .3661, 3743. .3830, 4455. .4573, 4658. .4822 



?H Se< 3- No - 

* ^ Gene No . 

s Start 

I j Name 

ij Start 

= I Exons 



is? 



53333 

112338 

1689 

OJ990714_12. 

1770 

none 

1770. .1856, 
2202. .2315, 
2984. .3133, 
3385. .3468, 
3727. .3831, 
4476. .4580, 



0419.C50.ol.tc 



1775.. 1855, 2019 

2621.. 2689, 2622 

2986.. 3129, 3377 

3551.. 3601, 3557 

3737.. 3832, 3742 

4655.. 4825, 4663 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2117, 2021 
.2696, 2805 
.3466, 3377 
.3661, 3568 
.3798, 4438 
.4824, 4751 



OJ990714_12.0419.C50 
+ 

4837 

TBLASTX: Cress 
4828 
126 

2116, 2200. .2316, 
2903, 2813.. 2896, 
3466, 3378. .3467, 
3660, 3623.. 3691, 
4563, 4439.. 4573, 
4828 



Seq. No. 53333 
Gene No. 112338 
Start 1689 

Name OJ990714_12.0419.C50.ol. tm 

Start 1770 
GI none 

Exons 1770.. 1856, 1772.. 1855, 1850. 

2053. .2160, 2190. .2315, 2199. 
2621. .2695, 2622. .2690, 2805. 
2984. .3139, 3376. .3465, 3377. 
3737. .3838, 3742. .3798, 4439. 
4664. .4825 



Seq. ID OJ990714_12.0419.C50 

Strand + 

End 4837 

Method TBLASTX : Mai ze 

End 4827 

Score 136 
.1891, 2016. .2138, 2019.. 2132, 
.2315, 2200. .2316, 2604. .2687, 
.2903, 2807. .2902, 2981. .3124, 
.3466, 3557. .3661, 3559. .3660, 
.4573, 4453.-4563, 4663.-4827, 



54224 



Seq. No. 53333 
Gene No. 112338 
Start 1689 

Name OJ990714_12 . 04 19 . C50 . o2 . ts 

Start 1770 
GI none 

Exons 1770. .1856, 1775.. 1852, 2019. 

2200. .2316, 2621. .2695, 2622. 
2807. .2839 



Seq. ID OJ990714_12.0419.C50 

Strand + 

End 4837 

Method TBLASTX : Soybean 

End 2849 

Score 131 

;2117, 2021. .2113, 2199. .2315, 
.2690, 2624.. 2695, 2805.. 2849, 



Seq. No. 53333 

Gene No. 112338 

Start 1689 

Name OJ990714_12 . 04 19 . C50 . ol . gp 

Start 2043 

GI 3766558 

Exons 2043.. 2117, 2203.. 2315, 
GI Descrip. 



Seq. ID OJ990714_12.0419.C50 
Strand + 
End 4837 
Method AAT/GAP 
End 3277 
Score 1104 
2621. .2687, 2808. .2900, 2987. .3277 
1352078 /sp | P4 8 981 1 BGAL_MALDO 2.0e-74 BETA-GALACTOS I DASE 
PRECURSOR (LACTASE) (EXO- ( 1— >4 ) - BE TA-D-GALAC TANAS E ) >gi_50727E 
(L29451) b-galactosidase-related protein; putative [Malus 
domestical 



Seq. No. 53333 

Gene No. 112338 

Start 1689 

Name OJ990714_12 . 04 19 . C50 . ol . ts 

Start 2850 

GI none 
Exons 



Seq. ID OJ990714_12.0419.C50 

Strand + 

End 4837 

Method TBLASTX : Soybean 

End 4 821 

Score 64 



2850. .2903, 2984. .3139, 2986. .3126, 3376. .3465, 3377. .3466, 

3377. .3466, 3379. .3468, 3387. .3467, 3529. .3660, 3557. .3661, 

3737. .3832, 3742. .3798, 3743. .3832, 4438. .4563, 4439. .4573, 

4462. .4578, 4464 . .4580, 4655. .4819, 4663. .4821 



Seq. No. 53333 

Gene No. 112338 

Start 1689 

Name OJ990714_12 .0419. C50 . ol . tw 

Start 3638 

GI none 

Exons 3638.. 3661, 3737.. 3832, 3742. 

4439. .4573, 4649. .4825, 4687. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3798, 3743 
.4824 



OJ990714_12.0419.C50 

+ 

4837 

TBLASTX: Wheat 
4825 
44 

3832, 4438.. 4560, 



Seq. No. 53333 Seq. ID 

Gene No. 112338 Strand 

Start 1689 End 

Name OJ990714_12 .0419. C50 . o2 . gp Method 

Start 4691 End 

GI 426057 Score 

Exons 4691.. 4837 

GI Descrip. 1 168 654 /sp | P4 5582 | BGAL_ASPOF 2.0e-28 BETA-GALACTOS I DASE 

PRECURSOR (LACTASE) >gi_542198_pir S41889 beta-galactosidase 

(EC 3.2.1.23) - garden asparagus >gi_452712_emb_CAA54525_ 
(X77319) beta-galactosidase [Asparagus officinalis] 



Seq. No. 
Gene No. 
Start 



OJ990714_12 .0419.C50 
+ 

4837 
AAT/GAP 
4837 
257 



53334 

112339 

1 



Seq. ID OJ990714_12.0419.C51 
Strand + 
End 1645 



54225 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990714_12.0419.C51.ol.np Method AAT/NAP 
1 End 14 64 

1168654 Score 1220 

1..165, 260. .370, 456. .557, 640. .845, 937. .1255, 



1346. .1464 



BE TA- GALAC TOS I DAS E PRECURSOR (LACTASE) gi I 542198 | pir | | S4 1889 

beta-galactosidase (EC 3.2.1.23) - garden asparagus 

gi | 452712 | emb I CAA54525 | (X77319) beta-galactosidase [Asparagus 

officinalis] 



53334 
112339 
1 

OJ990714_12 . 04 19 . C51 . ol . gs 

56 

none 

56. .165, 260. .370, 456. .557, 640 
1510. .1645 



Seq. ID OJ990714_12.0419.C51 

Strand + 

End 1645 

Method GENSCAN 

End 1645 

Score .94 



,845, 1190.. 1255, 1357.. 1383, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53334 Seq. ID OJ990714_12 . 0419 . C51 

112339 Strand + 

1 End 1645 

OJ990714_12 . 0419 . C51 . ol . gp Method AAT/GAP 

338 End- 866 

701771 Score 584 

338. .370, 456. .557, 640. .866 

1168654 /sp | P45582 | BGAL_ASPOF 9.0e-37 BETA-GALACTOSIDASE 

PRECURSOR (LACTASE) >gi_542198_pir S41889 beta-galactosidase 

(EC 3.2.1.23) - garden asparagus >gi_452712_emb_CAA54 525_ 
(X77319) beta-galactosidase [Asparagus officinalis] 



Seq. No. 


53334 








Seq. ID 


OJ990714 


_12 


.0419. 


C51 


Gene No. 


112340 








Strand 


+ 








Start 


1560. 








End 


1992 








Name 


OJ990714 12. 


0419. 


C51.o2 


.gp 


Method 


AAT/GAP 








Start 


1560 








End 


1992 








GI 


3768727 








Score 


784 








Exons 


1560. .1992 


















Seq. No. 


53334 








Seq. ID 


OJ990714 


_12 


.0419. 


C51 


Gene No. 


112341 








Strand 










Start 


2018 








End 


2850 








Name 


OJ990714 12. 


0419. 


C51.02 


.gs 


Method 


GENSCAN 








Start . 


2018 








End 


2850 








GI 


none 








Score 


.9 








Exons 


2018. .2355, 


2754. 


.2850 














Seq. No. 


53334 








Seq. ID 


OJ990714 


_12 


.0419. 


C51 


Gene No. 


112342 








Strand 










Start 


3208 








End 


5664 








Name 


OJ990714 12. 


0419. 


C51.o3 


. gs 


Method 


GENSCAN 








Start 


3208 








End 


5664 








GI 


none 








Score 


.41 








Exons 


3208. .3816, 


4441. 


.5664 














Seq. No. 


53334 








Seq. ID 


OJ990714 


_12 


.0419. 


C51 


Gene No. 


112342 








Strand 










Start 


3208 








End 


5664 









54226 



Name OJ990714_12 . 0419 .C51 . o2 . np Method AAT/NAP 

Start 5191 End 5617 

GI 5257260 Score . 215 

Exons 5191.. 5617 

GI Descrip. (AP000364) Similar to sequence of BAC F7G19 from Arabidopsis 
thaliana. (AC000106) [Oryza sativa] 



Seq. No. 53334 

Gene No. 112343 

Start 10079 

Name OJ990714_12 . 0419 . C51 . ol . ts 

Start 42 

GI none 
Exons 



Seq. ID OJ990714_12.0419.C51 
Strand 

End 10344 

Method TBLASTX : Soybean 

End 1466 

Score 79 



42. .158, 43. .165, 259. .360, 260. .373, 453. .518, 455. .517, 
531. .557, 645. .692, 646. .846, 651. .848, 670. .849, 936. .1028, 
937. .1032, 938. .1036, 1032. .1073, 1107. .1235, 1108. .1254, 
1112. .1255, 1338. .1466, 1339. .1461 



Seq. No. 53334 

Gene No. 112343 

Start 10079 

Name OJ990714_12 . 0419 . C51 . ol . tc 

Start 4 9 

?~ GI none 
^~ Exons 



Seq. ID OJ990714_12.0419.C51 
Strand 

End 10344 

Method TBLASTX : Cress 

End 1440 

Score 116 



49. .165, 259.-372, 259. .372, 260. .373, 260. .490, 453.-524, 
4S5..523, 466. .525, 467.-529, 530. .562, 531. .557, 645.-692, 
646. .846, 661. .855, 937. .1032, 938. .1039, 1032. .1073, 
1114. .1221, 1115. .1243, 1378. .1440 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53334 

112343 

10079 

OJ990714_12.0419.C51.ol.tm 
49 

none 



Seq. ID OJ990714_12.0419.C51 
•Strand 

End 10344 

Method TBLASTX : Mai ze 

End 14 61 

Score 101 



49. .165, 259. .372, 260. .373, 453. .518, 455. .517, 534. .557, 

640. .753, 640. .744, 757. .846, 937. .1005, 938. .1006, 1029. .1070, 

1046. .1069, 1082. .1255, 1120. .1236, 1348. .1461 



tj Seq. No. 


53334 








Seq. ID 


OJ990714_12.0419 


12 Gene No. 


112343 








Strand 




Start 


10079 








End 


10344 


Name 


OJ990714 12, 


.0419, 


.C51.o2, 


.tc 


Method 


TBLASTX: Cress 


Start 


5083 








End 


5625 


GI 


none 








Score 


105 


Exons 


5083. .5148, 


5263, 


, .5625, 


5303. 


.5608 




Seq. No. 


53334 








Seq. ID 


OJ990714_12.0419 


Gene No. 


112343 








Strand 




Start 


10079 








End 


10344 


Name 


OJ990714 12, 


.0419. 


.C51.02. 


. tm 


Method 


TBLASTX: Maize 


Start 


5290 








End 


5625 


GI 


none 








Score 


90 


Exons 


5290. .5373, 


5369, 


. .5608, 


5383. 


.5625 




Seq. No. 


53334 








Seq. ID 


OJ990714_12.0419 


Gene No. 


112343 








Strand 





54227 




Start 


10079 








End 


10344 






Name 


OJ990714 12 


. 0419 


.C51.o2 


. ts 


Method 


TBLASTX : 


Soybean 




Start 


5290 ~~ 








End 


5625 






GI 


none 








Score 


112 






Exons 


5290. .5625, 


5312 


. . 5608 












Seq. No. 


53334 








Seq. ID 


OJ990714 


_12.0419 


.C51 


Gene No. 


112343 








Strand 








Start 


10079 








End 


10344 






Name 


OJ990714 12 


.0419 


.C51.o4 


. C[S 


Method 


GEN SCAN 






Start 


10079 








End 


10344 






GI 


none 








Score 


.79 






Exons 


10079. .10344 














Seq. No. 


53335 








Seq. ID 


OJ990714 


_12.0419 


.C52 


Gene No. 


112344 








Strand 








Start 


717 








End 


834 






Name 


OJ990714 12 


.0419 


.C52 .ol 


. as 


Method 


GEN SCAN 






Start 


717 








End 


834 






GI 


none 








Score 


.46 






Exons 


717. .834 
















Seq. No. 


53336 








Seq. ID 


OJ990714 


12 . 0419 


.C53 


Gene No. 


112345 








Strand 


+ 






Start 


1 








End 


1000 






Name 


OJ990714 12 


.0419 


,C53.ol 


. np 


Method • 


AAT/NAP 






Start 


1 








End 


1000 






GI 


7340868 








Score 


82 






Exons 


1..32, 853. 


.1000 














GI Descrip. 


(AP001551) 


hypothetical 


protein [Oryza 


sat i va 1 






Seq. No. 


53336 








Seq. ID 


OJ990714 


_12.0419 


.C53 


Gene No. 


112345 








Strand 


+ 






Start 


1 








End 


1000 






Name 


OJ990714 12 


.0419 


.C53.ol 


.gs 


Method 


GENS CAN 






Start 


853 








End 


999 






GI 


none 








Score 


. 58 






Exons 


853. .999 
















Seq. No. 


53337 








Seq. ID 


OJ990714 


_12.0419 


C58 


Gene No. 


112346 








Strand 








Start 


501 








End 


639 






Name 


OJ990714 12 


.0419 


,C58.ol 


.gs 


Method 


GENSCAN 






Start 


501 








End 


639 






GI 


none 








Score 


. 65 






Exons 


501. .639 
















Seq. No. 


53338 








Seq. ID 


OJ990714 


_12.0419 


C59 


Gene No. 


112347 








Strand 


+ 






Start 


1023 








End 


1499 






Name 


OJ990714 12 


.0419 


.C59.ol 


.gs 


Method 


GENSCAN 






Start 


1023 








End 


1499 






GI 


none 








Score 


.63 






Exons 


1023. .1157, 


1338 


. .1499 












Seq. No. 


53339 








Seq. ID 


OJ990714 


JL2.0419. 


C61 


Gene No. 


112348 








Strand 


+ 







54228 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

U 
\J 

m Seq. No. 
r Li Gene No. 
U Start 
; "! Name 
^ Start 
Q GI 
fll Exons 



785 



Seq. No. 
Gene No. 
Start 



■~ j Name 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



End 

Method 
End 
Score 



1174 
AAT/GAP 
1174 
735 



OJ990714_12.0419.C61.ol.gp 
785 

LIB3475-008-P1-K1-D5 
785. .1174 

'5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



53339 

112349 

2564 

OJ990714_12.0419.C61.ol.gs 

2564 

none 



Seq. ID OJ990714_12.0419.C61 

Strand + 

End 4200 

Method GENSCAN 

End 4200 

Score .55 



2564. .2631, 2744. .2906, 3177. .3291, 3293. .4200 



53339 
112349 
2564 

OJ990714_12.0419.C61.o2.gp 
3212 

61948_1.R1084 
3212. .3611 

'1669599/dbj |BAA13687| 1.0e-16 (D88746) AR791 [Arabidopsis 
thaliana] ' 



Seq. ID OJ990714_12.0419.C61 

Strand + 

End 4200 

Method AAT/GAP 

End 3611 

Score 753 



53339 

112349 

2564 

OJ990714_12.0419.C61.ol.tm 

3224 

none 



Seq. ID OJ990714_12.0419.C61 

Strand + 

End 4200 

Method TBLASTX: Maize 

End 34 35 

Score 82 



3224. .3271, 3225. .3272, 3225. .3272, 3275.. 3298, 3278.-3349, 
3280.. 3306, 3344.. 3433, 3359.. 3430, 3409.. 3435 



53340 
112350 
260 

OJ990714_12.0419.C62.ol.np 
260 

7248407 
260. .408, 1157. .1233 

(AP001389) Similar to Escherichia coli thermosensitive 
gluconokinase (P39208) [Oryza sativa] 



Seq. ID OJ990714_12.0419.C62 

Strand + 

End 1233 

Method AAT/NAP 

End 1233 

Score 52 



53340 
112351 
1416 

OJ990714_12.0419.C62.o2.np 
1416 
6069668 
1416. .1658, 1694. .1901 

(AP000616) hypothetical protein [Oryza sativa] 



Seq. ID OJ990714_12.0419.C62 
Strand 

End 1901 

Method AAT/NAP 

End 1901 

Score 650 



53340 

112352 

2983 



Seq. ID OJ990714_12.0419.C62 
Strand 

End 3437 



54229 



C3 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
"Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ990714_12 .0419. C62 . o3 . np Method AAT/NAP 
2974 End 3437 

4191788 Score 405 

2974. .3437 

(AC005917) 1-aminocyclopropane-l-carboxylate oxidase 
[Arabidopsis thaliana] 



Seq. ID OJ990714_12.0419.C62 
Strand 

End 3437 

Method GENSCAN 

End 3330 

Score 1 



53340 
112352 
2983 

OJ990714_12.0419.C62.o2.gs 
2983 
none 

2983. .3330 

53340 
112352 
2983 

OJ990714_12.0419.C62.ol.tc 
2992 
none 

2992. .3039, 3130. .3288, 3131. .3286, 3289. .3378, 3293.-3379, 
3402.. 3431 



Seq. ID OJ990714_12.0419.C62 
Strand 

End 3437 

Method TBLASTX : Cress 

End 3431 

Score 80 



53340 

112352 

2983 

OJ990714_12.0419.C62.ol.tm 

2992 

none 



Seq. ID OJ990714_12.0419.C62 
Strand 

End 3437 

Method TBLASTX : Mai ze 

End 3385 

Score 93 



2992. .3039, 3130. .3288, 3131. .3286, 3289. .3384, 3293. .3385 



53340 

112352 

2983 

OJ990714_12.0419.C62.ol.ts 

2992 

none 



Seq. ID OJ990714_12.0419.C62 
Strand 

End 3437 

Method TBLASTX : Soybean 

End 3385 

Score 93 



2992. .3039, 3130.. 3288, 3131.. 3286, 3289.. 3384, 3293.. 3385 



53341 
112353 
1 

OJ990714_12.0419.C63.ol.gp 
1 

69959_1.R1084 
1..74, 364. .584 

'4191788 3.0e-13 (AC005917) putative 

1-aminocyclopropane-l-carboxylate oxidase [Arabidopsis 
thaliana] ' 



Seq. ID OJ990714_12.0419.C63 
Strand 

End 584 

Method AAT/GAP 

End 584 

Score 550 



Seq. No. 53341 

Gene No. 112353 

Start 1 

Name OJ990714_12. 0419 . C63 . ol . np 

Start 1 

GI 2129503 



Seq. ID OJ990714_12.0419.C63 

Strand 

End 584 

Method AAT/NAP 

End 471 

Score 109 



54230 



Exons 1..74, 364.. 471 

GI Descrip. ACC oxidase (clone AC02) oxidase - muskmelon 

gi|1183898|emb|CAA64798| (X95552) ACC oxidase [Cucumis melo] 





Seq. No. 


53341 




Seq. ID 


OJ990714 




Gene No. 


112353 




Strand 


- 




Start 


1 




End 


584 




Name 


OJ990714 12.0419.C63. 


ol . gs 


Method 


GENSCAN 




Start 


364 




End 


471 




GI 


none 




Score 


H C 
. / D 




Exons 


364. .471 










Seq. No. 


53341 




Seq. ID 


OJ990714 




Gene No. 


112354 




Strand 


- 




Start 


996 




End 


1084 




Name 


OJ990714 12.0419.C63. 


o2 . gs 


Method 


GENSCAN 




Start 


996 




- End 


1084 




GI 


none 




Score 


.55 




Exons 


996. .1084 










Seq. No. 


53342 




Seq. ID 


OJ990714 




Gene No. 


112355 




Strand 


+ 




Start 


1 




End 


1607 




Name 


OJ990714 12.0419.C66. 


ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1607 


5 


GI 


5042447 




Score 


1689 




Exons 


1. .1607 








!l 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


53342 




Seq. ID 


OJ990714 


y 


Gene No. 


112355 




Strand 


+ 


j 


Start 


1 




End 


1607 


u 


Name 


OJ990714 12.0419.C66. 


ol . gs 


Method 


GENSCAN 




Start 


29 




End 


1605 


si 


GI 


none 




Score 


. 6 


s 

'4 


Exons 


29. .1262, 1454. .1605 










Seq. No. 


53342 




Seq. ID 


OJ990714 


57 


Gene No. 


112355 




Strand 


+ 




Start 


1 




End 


1607 




Name 


OJ990714 12.0419.C66. 


o2.tw 


Method 


TBLASTX: 




Start 


506 




End 


859 




GI 


none 




Score 


o o n 




Exons 


506. .859 










Seq. No. 


53342 




Seq. ID 


OJ990714 




Gene No. 


112355 




Strand 


+ 




Start 


1 




End 


1607 




Name 


OJ990714 12.0419.C66. 


ol . tw 


Method 


TBLASTX: 




Start 


991 




End 


1422 




GI 


none 




Score 


471 




Exons 


991. .1401, 992. .1396, 


1102. 


.1422 






Seq. No. 


53342 




Seq. ID 


OJ990714 




Gene No. 


112355 




Strand 


+ 




Start 


1 




End 


1607 




Name 


OJ990714 12.0419.C66. 


ol . tm 


Method 


TBLASTX: 



54231 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



f ~ Seq. No. 
%2 Gene No. 
11 Start 
£"3 Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



E3 



1001 End 

none Score 
1001. .1291, 1003. .1293 

53342 Seq. ID 

112355 Strand 
1 End 
OJ990714_12.0419.C66.ol. ts Method 
1028 End 
none Score 
1028. .1342 

53343 Seq. ID 

112356 Strand 
1 End 
OJ990714_12 . 0419 . C67 . ol . np Method 
1 End 
4680179 Score 
1..2170 

(AF111709) polyprotein [Oryza 

53343 Seq. ID 

112356 Strand 

1 End 

OJ990714_12 . 04 19 . C67 . o4 . tw Method 

3 ^ End 
none Score 
3. .206, 4. .219, 70. .219 

53343 Seq. ID 

112356 Strand 

1 End 

OJ990714_12 . 0419 . C67 . o2 . ts Method 

4 End 
none Score 
4. .204, 6. .194, 52. .201 

53343 Seq. ID 

112356 Strand 

1 End 

OJ990714_12 . 0419 . C67 . o4 . tm Method 

30 End 

none Score 
30. .284, 31.. 285 

53343 Seq. ID 

112356 Strand 

1 End 

OJ990714_12.0419.C67 .o3.tw Method 

220 End 

none Score 
220. .645, 222. .638 

53343 Seq. ID 

112356 Strand 

1 End 

OJ990714 12.0419.C67.o3.ts Method 



1293 
328 



OJ990714_12.0419, 
+ 

1607 

TBLASTX: Soybean 

1342 

194 



OJ990714_12.0419, 
+ 

2170 
AAT/NAP 
2170 
3174 



C66 



C67 



sativa subsp. indica] 



OJ990714_12.0419, 
+ 

2170 

TBLASTX: Wheat 

219 

294 



OJ990714_12.0419. 
+ 

2170 

TBLASTX : Soybean 

204 

265 



OJ990714_12.0419, 
+ 

2170 

TBLASTX: Maize 

285 

283 



OJ990714_12.0419, 
+ 

2170 

TBLASTX: Wheat 

645 

599 



OJ990714_12.0419 
+ 

2170 

TBLASTX : Soybean 



C67 



C67 



C67 



C67 



,C67 



54232 



Start 
GI 

Exons 



229 
none 

229. .474 



End 
Score 



474 
204 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 



53343 

112356 

1 



Seq. ID 

Strand 

End 



OJ9907 14_12 . 04 1 9 . C67 . o2 . tm Method 

292 End 

none Score 
292. .645, 292. .630, 297. .638 

53343 Seq. ID 

112356 Strand 

1 End 

OJ9907 14_12 . 04 19 . C67 . o2 . tw Method 

692 End 

none Score 
692. .1213, 856. .1209, 960. .1214 



OJ990714_12.0419.C67 
+ 

2170 

TBLASTX: Maize 

645 

459 



OJ990714_12.0419.C67 
+ 

2170 

TBLASTX: Wheat 

1214 

600 



Seq. No. 
Gene No. 
Start 
Name 
3 Start 

3 GI 

f% Exons 

;? Seq. No. 

=? Gene No. 

j Start 

j Name 

i] Start 

" GI 
Exons 

4 Seq. No. 
i Gene No . 
3 Start 

z Name 
f Start 
3 GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53343 Seq. ID 

112356 Strand 

1 End 
OJ990714_12.0419.C67.ol.tc Method 

911 End 

none Score 

911. .1093, 1094. .1237, 1096. .1236 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



53343 
112356 
1 

OJ990714_12.0419.C67.ol.ts 
1001 
none 

1001. .1261, 1012. .1260 

53343 
112356 
1 

OJ9907 14_12 . 04 1 9 . C67 . o3 . tm Method 
1060 End 
none Score 
1060. .1347, 1061. .1351 

53343 Seq. ID 

112356 Strand 

1 End 
OJ990714_12 . 0419 . C67 .ol . tw Method 

1220 End 

none Score 

1220. .1846, 1279. .1728, 1786. .1845 



OJ990714_12.0419.C67 
+ 

2170 

TBLASTX: Cress 

1237 

90 



OJ990714_12.0419.C67 
+ 

2170 

TBLASTX : Soybean 

1261 

294 



OJ990714_12.0419.C67 
+ 

2170 

TBLASTX: Maize 

1351 

408 



OJ990714_12.0419.C67 
+ 

2170 

TBLASTX: Wheat 

1846 

723 



Seq. No. 53343 Seq. ID 

Gene No. 112356 Strand 

Start 1 End 

Name OJ9907 14_12 .0419. C67 . ol . tm Method 

Start 1399 End 



OJ990714_12.0419.C67 
+ 

2170 

TBLASTX: Maize 
1984 



54233 



GI 

Exons 



none Score 22 9 

1399. .1554, 1400. .1561, 1558. .1731, 1559. .1984, 1718. .1963, 
1786.. 1983 



Seq. No. 53343 

Gene No. 112356 

Start 1 

Name OJ990714_12 . 0419 . C67 . o5 . tw 

Start 1846 

GI none 

Exons 1846.. 1971, 1847.. 1972 

Seq. No. 53344 

Gene No. 112357 

Start 208 

Name OJ990714_12 . 04 19 . C68 . ol . gs 

Start 208 

GI none 
Exons 



Seq. ID OJ990714_12. 0419.C67 



Strand 
End 

Method 

End 

Score 



+ 

2170 

TBLASTX: Wheat 

1972 

186 



Seq. ID . OJ990714_12.0419.C68 

Strand + 

End 6290 

Method GENSCAN 

End 6241 

Score .66 



208. .300, 2447. .2489, 2539. .2867, 2905. .3108, 3162. .3335, 
5627. .6241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990714_12.0419.C68 
Strand + 
End 6290 
Method AAT/NAP 
End 4451 
Score 174 
2510.. 2759, 2883.. 3124, 4276.. 4451 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



53344 

112357 

208 

OJ990714_12.0419.C68.o2.np 

2510 

6063554 



53344 
112357 
208 

OJ990714_12.0419.C68.o3.np 
5627 
6983861 
5627. .6290 

(AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 
internal region (AB014741) [Oryza sativa] 



Seq. ID OJ990714_12.0419.C68 

Strand + 

End 62 90 

Method AAT/NAP 

End 6290 

Score 1134 



Seq. No. 


53344 


Seq. ID 


OJ990714 


Gene No. 


112358 


Strand 




Start 


1386 


End 


3376 


Name 


OJ990714 12 


.0419. C68 . ol . np Method 


AAT/NAP 


Start 


1386 


End 


3376 


GI 


5852179 


Score 


233 


Exons 


1386. .1424, 


2732.. 3059, 3134.. 3376 




GI Descrip. 


(AL117265) 


zhb0009.1 [Oryza sativa] 




Seq. No. 


53345 


Seq. ID 


OJ990714 


Gene No. 


112359 


Strand 


+ 


Start 


617 


End 


867 


Name 


OJ990714 12 


.0419.C69.ol.np Method 


AAT/NAP 


Start 


617 


End 


867 


GI 


7228441 


Score 


130 



54234 



Exons 617.. 8 67 

GI Descrip. (AP001366) hypothetical protein [Oryza sativa] 



tn 



Seq. No. 


53346 




Seq. ID 


OJ990714_12.0419.C70 


Gene No. 


112360 




Strand 


- 


Start 


785 




End 


907 


Name 


OJ990714 12.0419.C70.ol, 


,gs 


Method 


GENSCAN 


Start 


785 




End 


907 


GI 


none 




Score 


.7 


Exons 


785.. 907 








Seq. No. 


53347 




Seq. ID 


OJ990714_12.0419.C71 


Gene No. 


112361 




Strand 


- 


Start 


434 




End 


1223 


Name 


OJ990714 12.0419.C71.ol, 


.np 


Method 


AAT/NAP 


Start 


434 




End 


1223 


GI 


6815099 




Score 


74 


Exons 


434. .565, 1151. .1223 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


53348 




Seq. ID 


OJ990714 12.0419.C76 


Gene No. 


112362 




Strand 


+ 


Start 


4022 




End 


8948 


Name 


OJ990714 12.0419.C76.o3. 


.np 


Method 


AAT/NAP 


Start 


4012 




End 


6173 


GI 


6721561 




Score 


845 


Exons 


4012. .4080, 5017. .5202, 


5273. 


.5331, 54 


12. . 6173 


GI Descrip. 


(AP001073) EST AU082058 


(C12976) corresponds to a region of ■ 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gi| 6815086 |dbj IBAA90372. 


.11 (AP001081) 


EST AU082058 (C12976) 




corresponds to a region 


of the predicted gene.; hypothetica. 




protein [Oryza sativa] 










53348 




Seq. ID 


OJ990714_12.0419.C76 


Gene No. 


112362 




Strand 


+ 


Start 


4022 




End 


8948 


Name 


OJ990714 12.0419.C76.o2, 


.gs 


Method 


GENSCAN 


Start 


4022 




End 


8948 


GI 


none 




Score 


.77 


Exons 


4022. .4655, 4824. .4948, 


5017. 


.5202, 5273. .5331, 5391. .5634, 




5718. .6148, 6307.. 6452, 


6557. 


.6734, 6747. .6904, 7236. .7307, 




7721. .7825, 8214. .8447, 


8622. 


.8682, 8762. .8948 


Seq. No. 


53348 




Seq. ID 


OJ990714_12.0419.C76 




112362 




Strand 


+ 


Start 


4022 




End 


8948 


Name 


OJ990714 12.0419.C76.o2, 


.np 


Method 


AAT/NAP 


Start 


4022 




End 


5671 


GI 


6721558 




Score 


218 


Exons 


4022. .4121, 4824.. 5057, 


5568. 


.5671 




GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 




gi| 6815083 |dbj IBAA90369, 


,11 (AP001081) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


53348 




Seq. ID 


OJ990714_12.0419.C76 


Gene No. 


112363 




Strand 




Start 


2225 




End 


3564 



54235 




Name 


OJ990714 12 


.0419. 


C76.ol 


.np 


Method 


AAT/NAP 




Start 


1457 








End 


3564 




GI 


7523517 








Score 


183 




Exons 


1457. .1496, 


3060. 


.3098, 


3249. 


.3564 






GI Descrip. 


(AP001633) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


53348 








Seq. ID 


OJ990714_12.0419. 


C76 


Gene No. 


112363 








Strand 






Start 


2225 








End 


3564 




Name 


OJ990714 12 


.0419. 


C76.ol 


. gs 


Method 


GENSCAN 




Start 


2225 








End 


2953 




GI 


none 








Score 


.78 




Exons 


2225. .2249, 


2862. 


.2953 










Seq. No. 


53348 








Seq. ID 


OJ990714_12.0419. 


C76 


Gene No. 


112364 








Strand 






Start 


7589 








End 


9020 




Name 


OJ990714 12 


.0419. 


C76.o4 


..np. 


Me.thod 


AAT/NAP 




Start 


7589 








End 


9020 




GI 


5902445 








Score 


1182 




Exons 


7589. .9020 














GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


53348 








Seq. ID 


OJ990714_12.0419. 


C76 


Gene No. 


112364 








Strand 






Start 


7589 








End 


9020 




Name 


OJ990714 12 


.0419. 


C76.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


7598 








End 


8194 




GI 


none 








Score 


61 




Exons 


7598. .7729, 


7599. 


.7724, 


7754. 


.8194, 7950. .8057, 8103. .8192 


Seq. No. 


53348 








Seq. ID 


OJ990714_12.0419. 


C76 


Gene No. 


112364 








Strand 






Start 


7589 








End 


9020 




Name 


OJ990714 12 


.0419. 


C76.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


7640 








End 


7885 




GI 


none 








Score 


51 




Exons 


7640. .7717, 


7668. 


.7727, 


7712. 


.7831, 7718.. 7885 




Seq. No. 


53348 








Seq. ID 


OJ990714_12.0419. 


C76 


Gene No. 


112364 








Strand 






Start 


7589 








End 


9020 




Name 


OJ990714 12 


.0419. 


C76.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


8228 








End 


8582 




GI 


none 








Score 


173 




Exons 


8228. .8581, 


8238. 


.8480, 


8339. 


.8581, 8526. .8582 




Seq. No. 


53348 








Seq. ID 


OJ990714_12.0419. 


C76 


Gene No. 


112364 








Strand 






Start 


7589 








End 


9020 




Name 


OJ990714 12 


.0419. 


C76.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


8408 








End 


8701 




GI 


none 








Score 


171 




Exons 


8408. .8701, 


8409. 


.8675 










Seq. No. 


53349 








Seq. ID 


OJ990714_12.0419. 


C77 


Gene No. 


112365 








Strand 







54236 



Start 


1 


End 


3101 


Name 


OJ990714 12.0419.C77.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3101 


GI 


7228457 


Score 


1484 


Exons 


1.-188, 255. .1923, 1978. .3101 




GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryz 




sativa] 






Seq. No. 


53349 


Seq. ID 


OJ990714_12.0419. 


Gene No m 


112365 


Strand 




Start 


1 


End 


3101 


Name 


OJ990714 12 0419 C77 o5 tw 


Mp1~ hod 


TBLASTX: Wheat 


Start 


3 


End 


272 


GI 


none 


Score 


84 


Exons 


3. .272, 52. .243 






Seq. No. 


53349 


Seq. ID 


OJ990714JL2.0419. 


Gene No . 


112365 


Strand 




Start 


1 


End 


3101 


Name 


OJ990714 12.0419.C77.ol.gs 


Method 


GENSCAN 


Start 


47 


End 


665 


GI 


none 


Score 


.76 


Exons 


.47. .665 






Seq. No. 


53349 


Seq. ID 


OJ990714_12.0419. 


fjpnp No 


112365 


Strand 




Start 


1 


End 


3101 


Name 


OJ990714 12.0419.C77.o4.tw 


Method 


TBLASTX: Wheat 


Start 


276 


End 


687 


GI 


none 


Score 


107 


Exons 


276. .329, 336. .452, 460. .687, 462. .686 




Seq. No. 


53349 


Seq. ID 


OJ990714_12.0419. 




112365 


Strand 




Start 


1 


End 


3101 


Name 


OJ990714 12.0419.C77.ol.ts 


Method 


TBLASTX: Soybean 


Start 


777 


End 


1203 


GI 


none 


Score 


134 


Exons 


777. .1076, 1081. .1203 






Seq. No. 


53349 


Seq. ID 


OJ990714_12.0419. 


Gene No. 


112365 


Strand 




Start 


1 


End 


3101 


Name 


OJ990714 12.0419.C77.o2.tw 


Method 


TBLASTX: Wheat 


Start 


832 


End 


1257 


GI 


none 


Score 


126 


Exons 


832. .1089, 834. .1076, 1078. 


.1257, 1079 


..1147, 1084. .1152 




1116. .1256 






Seq. No. 


53349 


Seq. ID 


OJ990714_12.0419. 


Gene No. 


112365 


Strand 




Start 


1 


End 


3101 


Name 


OJ990714 12.0419.C77.o2.tm 


Method 


TBLASTX: Maize 


Start 


930 


End 


1338 


GI 


none 


Score 


226 


Exons 


930. .1076, 1081. .1338 







54237 



Seq. No. 


53349 








Seq. ID 


OJ990714 


Gene No. 


112365 








Strand 




Start 


1 








End 


3101 


Name 


OJ990714 12 


. 0419. 


C77 ,o2 


-gs 


Method 


GEN SCAN 


Start 


970 








End 


2585 


GI 


none 








Score 


. 56 


Exons 


970. . 1512, 


1582. . 


1782, 


1951. . 


2585 




Seq. No. 


53349 








Seq. ID 


OJ990714 


Gene No. 


112365 








Strand 




Start 


1 








End 


3101 


Name 


OJ990714_12 


. 0419. 


C77 .ol 


. tm 


Method 


TBLASTX: 


Start 


1342 








End 


1698 


GI 


none 








Score 


204 


Exons 


1342. .1698, 


1343 . 


.1663 








Seq. .No. 


53349 








Seq.. ID 


OJ990714 


Gene No. 


112365 








Strand 




Start 


1 








End 


3101 


Name 


OJ990714_12 


. 0419. 


C77 .ol 


. tw 


Method 


TBLASTX: 


Start 


1373 








End 


1827 


GI 


none 








Score 


342 


Exons 


1373. . 1720, 


1375 . 


. 1827, 


1385. 


.1819, 1390. .1827 


Seq. No. 


53349 








Seq. ID 


OJ990714 


Gene No. 


112365 








Strand 




Start 


1 








End 


3101 


Name 


OJ990714_12 


.0419. 


C77.o2 


.ts 


Method 


TBLASTX: 


Start 


1423 








End 


1788 


GI 


none 








Score 


103 


Exons 


1423. . 1560, 


1564 . 


. 1788 








Seq. No. 


53349 








Seq. ID 


OJ990714 


Gene No. 


112365 








Strand 




Start 


1 








End 


3101 


Name 


OJ990714_12 


. 0419. 


C77.o3 


. tw 


Method 


TBLASTX :1 


Start 


2020 








End 


2475 


GI 


none 








Score 


45 


Exons 


2020 . . 2256, 


2030. 


.2095, 


2168 . 


.2254, 2293.-2475, 


Seq. No. 


53350 








Seq. ID 


OJ990714 


Gene No. 


112366 








Strand 




Start 


1 








End 


1024 


Name 


OJ990714 12 


.0419. 


C78.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


1024 


GI 


5042454 








Score 


136 


Exons 


1..277, 527 


. .642, 


944. . 


1024 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


53350 








Seq. ID 


OJ990714_ 


Gene No. 


112366 








Strand 




Start 


1 








End 


1024 


Name 


OJ990714 12 


.0419. 


C78.ol 


. gs 


Method 


GENSCAN 


Start 


120 








End 


578 


GI 


none 








Score 


.81 


Exons 


120. .578 













54238 




Seq. No. 


53351 








Seq. ID 


OJ990714 


_12.0419 


.C79 


Gene No . 


112367 








Strand 








Start 


1 








End 


466 






Name 


OJ990714 12 


.0419 


.C79.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


466 






GI 


7523517 








Score 


181 






Exons 


1,-94, 151. 


.466 














GI Descrip. 


(AP001633) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


53352 








Seq. ID 


OJ990714 


_12.0419 


.C80 


Gene No . 


112368 








Strand 


+ 






Start 


872 








End 


3545 






Name 


OJ990714 12 


.0419 


.C80.ol 


.np 


Method 


AAT/NAP 






Start 


872 








End 


3545 






GI 


5902445 








Score 


1844 






Exons 


872. .1013, 


1568. 


.3221, 


3261. . 


3545 








GI Descrip. 


(AB030283) 


GAG- POL precursor 


[Oryza sativa] 






Sea. No. 


53352 








Sea ID 


OJ990714 


12 . 0419 


.C80 


Gene No. 


112368 








O I— -L CLL1\J. 


+ 






Start 


872 








£jLL\JL 


-J *J *3 *J 






Name 


OJ990714 12 


D41 Q 
• \j *i ±. y 


ran ni 






TRT.A^TY • 


Maize 




Start 


1561 








End 


18 60 






GI 


none 










j *j j 






Exons 


1561. .I860, 


1563 


. .1859, 


1570. 


.1860 








Seq. No. 


53352 








Seq. ID 


OJ990714 


12.0419 


. C80 


Gene No. 


112368 








Strand 


+ 






Start 


872 








End 


3545 






Name 


OJ990714 12 


0419 






Method 


TBLASTX: 


Wheat 




Start 


1566 








End 


1830 






GI 


none 








Score 


351 






Exons 


1566. .1829, 


1567 


. .1830 












Sea No 


53352 








Seq. ID 


OJ990714 


12.0419 


. C80 


Gene No. 


112368 








Strand 


+ 






Start 


872 








End 


3545 






Name 


OJ990714 12 


.0419 


,C80.o2 


.tm 


Method 


TBLASTX: 


Maize 




Start 


1888 








End 


2271 






GI 


none 








Score 


329 






Exons 


1888. .2271, 


1937 


. .2017, 


2055. 


.2270 








Seq. No. 


53352 








Seq. ID 


OJ990714 


12 . 0419 


C80 


Gene No. 


112368 








Strand 


+ 






Start 


872 








End 


3545 






Name 


OJ990714 12 


.0419 


.C80.ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


1945 








End 


2369 






GI 


none 








Score 


471 






Exons 


1945. .2367, 


1946 


. .2101, 


1948. 


.2349, 2055.. 2369 






Seq. No. 


53352 








Seq. ID 


OJ990714 


_12.0419 


C80 


Gene No. 


112368 








Strand 


+ 






Start 


872 








End 


3545 






Name 


OJ990714 12 


.0419 


.C80.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


1999 








End 


2424 






GI 


none 








Score 


322 







54239 



Exons 



1999. .2424, 2058. .2183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53352 

112368 

872 

OJ990714_12 . 04 1 9 . C8 0 . o3 . tw 

2514 

none 



Seq. ID OJ990714_12.0419.C80 

Strand + 

End 3545 

Method TBLASTX : Wheat 

End 2922 

Score 210 



2514. .2741, 2515. .2739, 2749.-2922, 2857. .2922 



53352 

112368 

872 

OJ990714_12 . 0419.C80 .o4 . tw 

2961 

none 

2961. .3215, 2983. .3282 



Seq. ID OJ990714_12.0419.C80- 

Strand + 

End 3545 

Method TBLASTX : Wheat 

End 3282 

Score 179 



53353 
112369 
1 

OJ990714_12 . 04 19 . C81 . ol . np 
1 

7228457 
1. .855 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq, ID OJ990714_12.0419.C81 

Strand + 

End 2716 

Method AAT/NAP 

End 855 

Score 841 



Seq. No. 53353 

Gene No. 112369 

Start 1 

Name OJ990714_12 . 0419 . C81 . ol . gs 

Start 77 

GI none 
Exons 



Seq. ID OJ990714_12.0419.C81 

Strand + 

End 2716 

Method GEN SCAN 

End 2716 

Score .78 



77. .255, 292. .464, 510. .837, 1406. .1513, 1518. .1743, 1764. .2138, 
2274. .2716 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 
Gene No. 



53353 

112370 

4735 

0 J9907 1 4_12 . 04 1 9 . C8 1 . o3 . gs 

4735 

none 



Seq. ID OJ990714_12.0419.C81 

Strand + 

End 7020 

Method GENSCAN 

End 6191 

Score .74 



4735. .4882, 5563'.. 5608, 5814. .5943, 6180. .6191 



53353 

112370 

4735 

OJ990714_12.0419.C81.o4.np 

4926 

7523517 

4926. .5226, 5371. .5420, 6963. 



Seq. ID OJ990714_12.0419.C81 

Strand + 

End 7020 

Method AAT/NAP 

End 7020 

Score 289 
.7020 



(AP001633) hypothetical protein [Oryza sativa] 



53353 
112371 



Seq. ID OJ990714_12.0419.C81 
Strand + 



54240 



Start 8829 End 9133 

Name OJ990714_12. 04 19 . C81 . o2 . gp Method AAT/GAP 

Start . 8829 End 9133 

GI LIB3432-059-P1-K1-D8 Score 586 

Exons 8829.. 9133 

GI Descrip. 1 5734 616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53353 Seq. ID OJ990714_12 . 0419 . C81 

112372 Strand 

2339 End 4522 

OJ990714_12.0419.C81.o2.np Method AAT/NAP 

2339 End 4522 

6721561 Score 1193 

2339.. 3104, 3170. .3228, 3299.. 3519, 4483.. 4522 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 68150861 dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Sea No 


53353 




Seq. ID 


OJ990714_12.0419.C81 






112372 




Strand 




•J 


ij Lai L. 


2339 




End 


4522 




Name 


OJ990714 12 0419 C81 o3 


. np. 


Method 


AAT/NAP 






2591 _ 




End 


4481 


fl 




U / JJU 




Score 


256 


Ls 


Exons 


2591.. 2796, 3552. .3682, 


4382. 


.4481 




tx 


GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 






gi | 6815083 | dbj | BAA90369 


.11 (AP001081) hypothetical protein 






[Oryza sativa] 










Seq. No. 


53353 




Seq. ID 


OJ990714_12.0419.C81 




Gene No. 


112372 




Strand 






Start 


2339 




End 


4522 




Name 


OJ990714 12.0419.C81.o2 


.gs 


Method 


GENSCAN 




Start 


2741 




End 


4481 




GI 


none 




Score 


.87 


^3 


Exons 


2741.. 3104, 3170.. 3228, 


3299. 


.3490, 3558. .3682, 3848. .4481 


*^ 


Seq. No. 


53353 




Seq. ID 


OJ990714_12.0419.C81 




Gene No. 


112373 




Strand 






Start 


7088 




End 


8575 




Name 


OJ990714 12.0419.C81.o2 


-tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


216 




GI 


none 




Score 


195 




Exons 


1..216, 15. .206 










Seq. No. 


53353 




Seq. ID 


OJ990714_12.0419.C81 




Gene No. 


112373 




Strand 






Start 


7088 




End 


8575 




Name 


OJ990714 12.0419.C81.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


238 




End 


846 




GI 


none 




Score 


371 




Exons 


238. .690, 270. .341, 387 


. .494, 


715. .846, 


720. .845 




Seq. No. 


53353 




Seq. ID 


OJ990714_12.0419.C81 



54241 



Gene No . 


112373 


Start 


7088 


Name 


OJ990714 12 


Start 


4 60 


GI 


none 


Exons 


460. .723 


Seq. No. 


53353 


Gene No. 


112373 


Start 


7088 


Name 


OJ990714 12 


Start 


7088 


GI 


none 


Exons 


7088. .7539, 


Seq. No. 


53354 


Gene No . 


112374 


Start 


1207 


Name 


OJ990714 12 


Start 


1207 


GI 


none 


Exons 


1207. .1358, 


Seq. No. 


53354 


Gene No . 


112374 


Start 


1207 


Name 


OJ990714 12 


Start 


1980 


GI 


none 


Exons 


1980. .2366, 


Seq. No. 


53354 


Gene No. 


112374 


Start 


1207 


Name 


OJ990714 12 


Start 


1986 


GI 


6539553 


Exons 


1986. .3499 


GI Descrip. 


(AP000836) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 



Strand 
End 

Method 

End 

Score 



8575 

TBLASTX: Maize 

723 

201 



Seq. ID OJ990714_12.0419.C81 
Strand 

End 8575 

19.C81.o4.gs Method GEN SCAN 

End 8575 

Score .72 

7088. .7539, 7683. .7846, 8094. .8169, 8237. .8292, 8298. .8575 

Seq. ID OJ990714_12.0419.C82 

Strand + 

End 3499 

19.C82.ol.gs Method GENSCAN 

End 3277 

Score . 7 5 . 

1207. .1358, 1551. .1750, 1846. .2028, 2077. .2576, 2615. .3277 

Seq. ID OJ990714_12.0419.C82 

Strand + 

End 34 99 

19.C82.ol.tw Method TBLASTX: Wheat 

End 2367 

Score 316 



Seq. ID OJ990714_12.0419.C82 

Strand + 

End 3499 

Method AAT/NAP 

End 3499 

Score 2476 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



53354 

112374 

1207 

OJ990714_12 . 04 19 . C82 . o2 . tm 

2115 

none 

2115. .2426, 2123. .2428 

53354 

112374 

1207 

OJ990714_12.0419.C82.ol.tm 

2926 

none 



Seq. ID OJ990714_12.0419.C82 

Strand + 

End 3499 

Method TBLASTX : Mai ze 

End 2428 

Score 341 



Seq. ID OJ990714_12.0419.C82 

Strand + 

End 3499 

Method TBLASTX: Maize 

End 3248 

Score 245 



54242 



Exons 



2926. .3180, 2933.-3247, 2946. .3248, 2953. .3243 



Seq. No. 53355 Seq. ID OJ990714_12 . 0419 . C83 

Gene No. 112375 Strand + 

Start 1 End 1937 

Name OJ990714_12 . 0419 .C83 . ol . np Method AAT/NAP 

Start 1 End 18 98 

GI 6539553 Score 2893 

Exons 1..1898 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj I BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


53355 






Seq. ID 


OJ990714_12.0419.C83 


Gene No. 


112375 






Strand 


+ 


Start 


1 






End 


1937 


Name 


OJ990714 


12 . 0419.C83.ol. 


gs 


Method 


GEN SCAN 


Start 


56 






End 


1937 


GI 


none 






Score 


.41 


Exons 


56. .275, 


646. .978, 1059. 


.1415 


, 1613.. 1937 


Seq. No. 


53355 






Seq. ID 


OJ990714_12.0419.C83 


Gene No. 


112375 






Strand 


+ 


Start 


1 






End 


1937 


Name 


OJ990714 


12.0419.C83.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


58 






End 


505 


GI 


none 






Score 


179 


Exons 


58. .279, 


102. .251, 365.. 


505 






Seq. No. 


53355 






Seq. ID 


OJ990714_12.0419.C83 


Gene No. 


112375 






Strand 


+ 


Start 


1 






End 


1937 


Name 


OJ990714 


12.0419.C83.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


109 






End 


505 


GI 


none 






Score 


155 


Exons 


109. .279, 


117. .275, 124. 


.279, 


321. .368, 


365. .505 


Seq. No. 


53355 






Seq. ID 


OJ990714_12.0419.C83 


Gene No. 


112375 






Strand 


+ 


Start 


1 






End 


1937 


Name 


OJ990714 


12.0419.C83.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


157 






End 


910 


GI 


none 






Score 


178 


Exons 


157. .282, 


164. .280, 165. 


.281, 


277. .369, 


279. .368, 368. .604, 




376. .642, 


662.. 910, 663. 


.893, 


671. . 910 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53355 

112375 

1 

OJ990714_12.0419.C83.ol.ts 
830 

5509260 



Seq. ID OJ990714_12.0419.C83 

Strand + 

End 1937 

Method TBLASTX : Soybean 

End 1293 

Score 112 



830. .1003, 1003. .1293, 1047. .1142, 1215. .1274 



Seq. No. 53355 Seq. ID OJ990714_12 . 04 19 . C83 

54243 



Gene No. 112375 Strand 

Start 1 End 

Name OJ9907 14_12 . 04 19 . C83 . ol . tc Method TBLASTX : Cress 

Start 923 End 1182 

GI none Score 

Exons 923.. 1021, 1003.. 1182 



+ 

1937 



101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990714_12.0419.C83 
Strand + 

1937 



53355 
112375 

1 End 
OJ9907 14_12 . 04 19 . C83 . o2 . tw Method TBLASTX : Wheat 

980 End 1730 

none Score 38 

980. .1003, 1003. .1308, 1111. .1284, 1324. .1413, 1659. .1730 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53355 

112375 

1 



Seq. ID OJ990714_12.0419.C83 
Strand + 
End 1937 



OJ990714 12.0419.C83.ol.tm Method TBLASTX: Maize 



1003 
none 



End 
Score 



1395 
296 



1003.. 1395, 1047.. 1145, 1099.. 1281, 1215.. 1325 



Seq. No. 
''Z Gene No. 
^3 Start 
Eil Name 
ry Start 

Exons 



53355 

112375 

1 



Seq. ID OJ990714_12.0419.C83 
Strand + 
End 1937 



OJ990714_12 . 04 19 . C83 . o2 . ts Method TBLASTX : Soybean 



1362 
none 



End 
Score 



1706 
67 



1362.. 1403, 1363.. 1404, 1407.. 1706, 1418.. 1561 



'j=f Seq. No. 

fy Gene No. 

£ Start 

r=% Name 

:1 Start 

y gi 

?~ Exons 



53355 Seq. ID OJ990714_12 . 0419.C83 

112375 Strand + 

1 End 1937 

OJ990714_12 .0419. C83 . o2 . tm Method TBLASTX : Maize 

1518 End 1856 

none Score 286 

1518. .1841, 1524. .1856, 1628. .1855 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990714_12.0419.C83 
Strand + 
End 1937 



53355 
112375 
1 

OJ990714_12 . 0419 . C83 . o3 . tw Method TBLASTX: Wheat 
1731 End 1898 

none Score 74 

1731. .1787, 1733. .1780, 1793. ,1897V 1802. .1897, 1803. .1898, 
1803. .1898 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53356 

112376 

1 



Seq. ID OJ990714_12.0419.C84 
Strand + 
End 2102 



OJ990714_12 . 04 19 . C84 . ol . np Method AAT/NAP 



End 
Score 



766 
661 



6539553 
1..34, 335. .766 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 



54244 



Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 







53356 


Seq. ID 


OJ990714_12. 


0419 


.C84 




OC11C LiW • 


112376 


Strand 


+ 










1 


End 


2102 








Naine 


OJ990714 12 .0419.C84.ol.tw 


Method 


TBLASTX: Wheat 






Start 


334 ~~ 


End 


630 








GI 


none 


Score 


381 








Exons 


334. .630, 335. .592, 337. .630 














53356 


Seq. ID 


OJ990714 12. 


0419 


.C84 






112376 


Strand 


+ ~ 








Cf art 


1 


End 


2102 








Name 


OJ990714 12 0419.C84 .ol .as 


Method 


GEN SCAN 










428 ~ 


End 


2102 








GI 


none 


Score 


.61 








Exons 


428. .764, 1555. .1702, 1895.. 


2102 












53357 


Seq. ID 


OJ990714_12. 


0419 


.C85 






112377 


Strand 










o Lai L 


873 

O / J 


End 


3271 










OJ990714 12 0419 C85 ol.as 


Method 


GENSCAN 






_ _ 




873 _ 

O / J 


End 


3271 






is. 


GI 


none 


Score 


.41 






Jj 

£n 


Exons 


873. .1022, 1401. .1451, 1497. 


.1587, 1621. .1714, 3052 


. .3271 




OClji IN • 


S3358 

J JJ JO 


Seq. ID 


OJ990714_12. 


0419 


.C86 






112378 


Strand 


+ 








O Lai U 


2627 


End 


7586 








1MCUUC 


OJ990714 12 0419 C86 o2 as 


Method 


GENSCAN 








O Lai L. 


2627 ~~ 


End 


4965 






E 


GI 


none 


Score 


.58 






r " 


Exons 


2627.. 2925, 3043.. 3153, 4791 


. .4965 








""J 


Seq. No. 


53358 


Seq. ID 


OJ990714_12. 


0419 


.C86 




UC11C IM\J ■ 


112378 


Strand 


+ 






pi 

. 


O LAI L. 


2627 


End 


7586 






t _ s 


Name 


OJ990714 12.0419.C86.ol.np 


Method 


AAT/NAP 






~ ~. 


Start 


2633 


End 


7586 






-C sr. 
^ J 




6554175 


Score 


87 








Pvnn<? 


2633.. 2925, 3043.. 3100, 7494 


. .7586 










GI Descrip. 


(AC006072) unknown protein [Arabidopsis thaliana] 








Sea No 


53358 


Seq. ID 


OJ990714_12. 


0419 


.C86 




UC11C V*\J . 


112378 


Strand 


+ 








Qf art- 

j tax l. 


2627 


End 


7586 








Name 


OJ990714 12.0419.C86.o2.np 


Method 


AAT/NAP 








Start 


3006 


End 


5919 








GI 


6006367 


Score 


85 








Exons 


3006.. 3035, 4539.. 4725, 4849 


..5055, 5810. .5919 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 








Seq. No. 


53358 


Seq. ID 


OJ990714_12. 


0419 


.C86 




Gene No. 


112379 


Strand 










Start 


6008 


End 


6377 








Name 


OJ990714 12.0419.C86.o3.gs 


Method 


GENSCAN 







54245 



C3 



Start 


6008 






End 


6377 


GI 


none 






Score 


. 6 


Exons 


6008. .6150, 


6290. .6377 








Seq. No. 


53359 






Seq. ID 


OJ990714_12.0419.C87 


Gene No. 


112380 






Strand 


+ 


Start 


1 






End 


5197 


Name 


OJ990714 12 


. 04 19 . C87 . ol . np 




Method 


AAT/NAP 


Start 


1 






End 


5197 


GI 


6554175 






Score 


738 


Exons 


1.-74, 210. 


.640, 874. .953, 


1062. .1176, 


1614. .2277, 4175. .4384, 




5166. .5197 










GI Descrip. 


(AC006072) 


unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


53359 






Seq. ID 


OJ990714_12. 0419.C87 


Gene No. 


112380 






Strand 


+ 


Start 


1 






End 


5197 


Name 


OJ990714 12 


.0419.C87.o2.tm 




Method 


TBLASTX: Maize 


Start 


170 






End 


565 


GI 


none 






Score 


110 


Exons 


170. .262, 171. .278, 173. .286, 


352. .447 


, 353.-445, 485. .565 


Seq. No. 


53359 






Seq. ID 


OJ990714_12.0419.C87 


Gene No. 


112380 






Strand 


+ 


Start 


1 






End 


5197 


Name 


OJ990714 12 


.0419.C87.ol.gs 




Method 


GENSCAN 


Start 


338 






End 


4384 


GI 


none 






Score 


.66 


Exons 


338. .620, 851. .953, 1062..: 


L176, 1338.. 


1496, 3821.. 3865, 




4105. .4384 










Seq. No. 


53359 






Seq. ID 


OJ990714_12.0419.C87 


Gene No. 


112380 






Strand 


+ 


Start 


1 






End 


5197 


Name 


OJ990714 12 


.0419.C87.ol.ts 




Method 


TBLASTX : Soybean 


Start 


1059 






End 


2006 


GI 


none 






Score 


141 


Exons 


1059. .1172, 


1060.. 1176, 1401. 


.1499, 1614. .1664, 1692. .1790, 




1809. .1859, 


1923. .2006 








Seq. No. 


53359 






Seq. ID 


OJ990714_12.0419.C87 


Gene No. 


112380 






Strand 


+ 


Start 


1 






End 


5197 


Name 


OJ990714 12 


.0419.C87.ol.tm 




Method 


TBLASTX: Maize 


Start 


1691 






End 


2243 


GI 


none 






Score 


177 


Exons 


1691. .1819, 


1701.. 1898, 1869. 


.2087, 1928.. 1996, 1929.. 2084, 




2078. .2242, 


2079. .2243 









Seq. No. 53359 

Gene No. 112380 

Start 1 

Name OJ990714_12 . 04 19 . C87 . o3 . tm 

Start 4159 

GI none 
Exons 



Seq. ID OJ990714_12.0419.C87 

Strand + 

End 5197 

Method TBLASTX : Mai ze 

End 4350 

Score 127 



4159. .4347, 4170. .4304, 4170. .4349, 4171. .4350 



54246 



Seq. No. 53360 

Gene No. 112381 

Start 1 

Name OJ990714_12 . 0419. C88 . ol .np 

Start 1 

GI 6554175 

Exons 1 . .54 9 

GI Descrip. (AC006072) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990714_12.0419.C88 

Strand + 

End 1514 . 

Method AAT/NAP 

End 54 9 

Score 278 



Seq. No. 53360 

Gene No. 112381 

Start 1 

Name OJ990714_12 . 0419 . C88 . ol . gs 

Start 97 

GI none 

Exons 97.. 307, 975.. 1097, 1384.. 1514 



Seq. ID OJ990714_12.0419.C88 

Strand + 

End 1514 

Method GENSCAN 

End 1514 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53360 

112382 

724 

OJ990714_12.0419.C88.ol.tc 
4 

none 



Seq. ID OJ990714_12..,0419.C88 
Strand 

End 1108 

Method TBLASTX : Cress 

End 531 

Score 65 



4. .108, 136. .228, 247. .531, 264. .527 



Seq. No. 53360 

Gene No. 112382 

Start 724 

Name OJ990714_12 . 04 19 . C88 . ol . tm 

Start 188 

GI none 
Exons 



End 

Method 
End 
Score 

188. .379, 192. .458, 192. .494, 193. .459, 426. .545, 460. .564, 
462. .563, 463. .567 



Seq. ID OJ990714_12.0419.C88 
Strand 

1108 

TBLASTX: Maize 
567 
102 



Seq. No. 53360 

Gene No. 112382 

Start 724 

Name OJ990714JL2 . 0419 .C88 . ol . ts 

Start 235 

GI none 

Exons 235.. 531, 263.. 376 



Seq. ID OJ990714_12.0419.C88 
Strand 

End 1108 

Method TBLASTX : Soybean 

End 531 

Score 203. 



Seq. No. 53360 

Gene No. 112382 

Start 724 

Name OJ990714_12 . 0419 .C88 . ol . gp 

Start 724 

GI uC-osflM202064b07al 

Exons 724.. 1108 

GI Descrip. ' 4 176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. ID OJ990714_12.0419.C88 
Strand 

End 1108 

Method AAT/GAP 

End 1108 

Score 754 



Seq. No. 53361 

Gene No. 112383 

Start 100 

Name OJ990714_12 . 0419.C89 .ol .gp 

Start 100 



Seq. ID OJ990714_12.0419.C89 
Strand 

End 180 

Method AAT/GAP 

End 180 



54247 



GI 38012_1.R1084 Score 107 

Exons 100.. 180 

GI Descrip. ' 4097947/gb | U72255 | OSU72255 2.0e-23 Oryza sativa 

beta-1, 3-glucanase precursor (Gns9) gene, complete cds f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53362 Seq. ID 

112384 Strand 

1 End 
OJ990714_12 . 0419 . C90 . ol . np Method 

1 End 

4680179 Score 
1. .2726 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990714_12.0419.C90 
+ 

6003 
AAT/NAP 
2726 
4096 



53362 Seq. ID 

112384 Strand 

1 End 

OJ990714_X2 . 0419 . C90 . o2 . np Method 

1 End 

5852175 Score 



OJ990714_12.0419.C90 
+ 

6003 
AAT/NAP 
6003 
155 



1..36, 3583.-3762, 4666. .4770, 5951. .6003 
(AL117265) zhbOOOS.l [Oryza sativa] 



Seq. No. 


53362 




Seq. ID 


OJ990714 


_12. 


0419 


.C90 


Gene No. 


112384 




Strand 


+ 








Start 


1 




End 


6003 








Name 


OJ990714 12.0419.C90.ol. 


.gs 


Method 


GENS CAN 








Start 


73 




End 


2729 








GI 


none 




Score 


.97 








Exons 


73. .1154, 1256. .2729 














Seq. No. 


53362 




Seq. ID 


OJ990714 


_12. 


0419 


.C90 


Gene No. 


112385 




Strand 










Start 


3397 




End 


3918 








Name 


OJ990714 12.0419.C90.o2, 


.gs 


Method 


GENSCAN 








Start 


3397 




End 


3918 








GI 


none 




Score 


.73 








Exons 


3397. .3918 














Seq. No. 


53362 




Seq. ID 


OJ990714 


_12. 


0419 


.C90 


Gene No. 


112386 




Strand 










Start 


4083 




End 


4153 








Name 


OJ990714 12.0419.C90.ol, 


• gp 


Method 


AAT/GAP 








Start 


4083 




End 


4153 








GI 


uC-osroM202024h08al 




Score 


81 








Exons 


4083. .4153 














GI Descrip. 


' , 5852170/emb|AL117265.1| 


IOST17804 5.0e-i 


84 Oryza 


sativa 





indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17 804 ' 



Seq. No. 53362 Seq. ID 

Gene No. 112387 Strand 

Start 4294 End 

Name OJ9907 14_12 .0419. C90 . o2 . gp Method 

Start 4294 End 

GI uC-osflM202048cl2bl Score 

Exons 4294.. 4820 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 



OJ990714_12.0419.C90 

4820 
AAT/GAP 
4820 
889 



54248 



DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 53362 Seq. ID 

Gene No. 112388 Strand 

Start 5291 End 

Name OJ990714_12 . 0419 .C90 . o5 . tm Method 

Start 1 End 

GI none Score 

Exons 1..192, 3.. 194 



OJ990714_12.0419.C90 
5518 

TBLASTX: Maize 

194 

232 



Seq. No. 53362 Seq. ID 

Gene No. 112388 Strand 

Start 5291 End 

Name OJ990714_12 . 0419 . C90 . o4 . tw Method 

Start 3 End 

GI none Score 

Exons 3. .332, 3. .332, 4. .375 



OJ990714_12.0419.C90 
5518 

TBLASTX : Wheat 

375 

138 



==a? 



Seq. No. 53362 Seq. ID 

Gene No. 112388 Strand 

Start 5291 End 

Name OJ9907 14_12 .0419. C90 . o4 . tm Method 

Start 262 End 

GI none Score 

Exons 262.. 405, 460.. 762, 513.. 641 



OJ990714_12.0419.C90 
5518 

TBLASTX: Maize 

762 

117 



Seq. No. 53362 Seq. ID 

Gene No. 112388 Strand 

Start 5291 End 

Name OJ9907 14_12 .0419. C90 . ol . ts Method 

Start 316 End 

GI none Score 
Exons 



OJ990714_12.0419.C90 
5518 

TBLASTX : Soybean 

711 

57 



316. .348, 316. .348, 352. .432, 353. .496, 354. .497, 456. .701, 
460. .711 



r= Seq. No. 53362 

Gene No. 112388 

^ Start 5291 

Q Name OJ990714_12 . 0419.C90.o6. tw 

ri Start 451 

?=§ GI none 
Exons 



Seq. ID OJ990714_12.0419.C90 
Strand 

End 5518 

Method TBLASTX : Wheat 

End 723 

Score 104 



451. .669, 455. .667, 456. .722, 463. .723 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53362 

112388 

5291 

OJ990714_12.0419.C90.o2.tw 

726 

none 



Seq. ID OJ990714_12.0419.C90 
Strand 

End 5518 

Method TBLASTX : Wheat 

End 1152 

Score 51 



726.-884, 726. .1145, 727. .1152, 802. .1152 



Seq. No. 53362 

Gene No. 112388 

Start 5291 

Name OJ990714_12 . 0419 .C90 . o3 . ts 

Start 733 

GI none 



Seq. ID OJ990714_12.0419.C90 
Strand 

End 5518 

Method TBLASTX : Soybean 

End 981 

Score 207 



54249 




Exons 733. .981 



Seq. No. 


53362 








Seq. ID 


OJ990714 12.0419 


.C90 


Gene No. 


112388 








Strand 






Start 


5291 








End 


5518 




Name . 


OJ990714 12 


.0419 


.C90.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


799 








End 


1152 




GI 


none 








Score 


467 




Exons 


799. .1152, 


804. . 


1067, 805. .1137, 1113. 


.1145 




Seq. No. 


53362 








Seq. ID 


OJ990714_12.0419 


.C90 


Gene No. 


112388 








Strand 






Start 


5291 








End 


5518 




Name 


OJ990714 12 


.0419 


.C90.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1242 








End 


1715 




GI 


none 








Score 


550 




Exons 


1242. .1715, 


1265 


. . 1714 










Seq. No. 


53362 








Seq. ID 


.OJ990714_12.0419 


.C90 


Gene No. 


112388 








Strand 






Start 


5291 








End 


5518 




Name 


OJ990714 12 


.0419 


.C90.O1 


.tc 


Method 


TBLASTX: Cress 




Start 


1413 








End 


1739 




GI 


none 








Score 


82 




Exons 


1413. .1595, 


1596 


. . 1739, 


1598. 


. 1720 






Seq. No. 


53362 








Seq. ID 


OJ990714 12.0419 


.C90 


Gene No. 


112388 








Strand 






Start 


5291 








End 


5518 




Name 


OJ990714 12 


. 0419 


.C90.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1503 








End 


1763 




GI 


none 








Score 


297 




Exons 


1503. .1763, 


1505 


. .1762 










Seq. No. 


53362 








Seq. ID 


OJ990714JL2.0419 


.C90 


Gene No. 


112388 








Strand 






Start 


5291 








End 


5518 




Name 


OJ990714 12 


.0419 


.C90.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


1561 








End 


1853 




GI 


none 








Score 


404 




Exons 


1561. .1833, 


1562 


. .1849, 


1563. 


.1853 






Seq. No. 


53362 








Seq. ID 


OJ990714_12.0419 


.C90 


Gene No. 


112388 








Strand 






Start 


5291 








End 


5518 




Name 


OJ990714 12 


. 0419 


.C90.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1722 








End 


2348 




GI 


none 








Score 


720 




Exons 


1722. .2348, 


1724 


. .2227, 


2097. 


.2342, 2264. .2347 




Seq. No. 


53362 , 








Seq. ID 


OJ990714_12.0419 


.C90 


Gene No. 


112388 








Strand 






Start 


5291 








End 


5518 




Name 


OJ990714 12 


.0419 


.C90.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1902 








End 


2486 




GI 


none 








Score 


225 




Exons 


1902. .2063, 


1908 


. .2054, 


1910. 


.2065, 1910.. 2056, 2060.. 2224, 



54250 




2061. .2486, 2273. .2362 



Seq. No. 


53362 




Seq. ID 


OJ990714 


_12.0419 


.C90 


Gene No. 


112388 




Strand 


- 






Start 


5291 




End 


5518 






Name 


OJ990714 12.0419.C90.o5. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


2348 




End 


2681 






GI 


none 




Score 


377 






Exons 


2348.-2422, 2349. .2681, 


2441. 


.2458 








Seq. No. 


53362 




Seq. ID 


OJ990714 


_12.0419 


.C90 


Gene No. 


112388 




Strand 








Start 


5291 




End 


5518 






Name 


OJ990714 12.0419.C90.o6. 


tm 


Method 


TBLASTX: 


Maize 




Start 


2490 




End 


2736 






GI 


none 




Score 


177 






Exons 


2490. .2702, 2520. .2702, 


2704. 


.2736, 2710.. 2736 






Seq. No. 


53362 




Seq. ID 


OJ990714 


_12.0419 


.C90 


Gene No. 


112388 




Strand 








Start 


5291 




End 


5518 






Name 


OJ990714 12.0419.C90.o3. 


gp 


Method 


AAT/GAP 






Start 


5291 




End 


5518 






GI 


uC-osroM202024h08al 




Score 


335 






Exons 


5291. .5518 












GI Descrip. 


, 5852170/emb|AL1172 65.1|OST17804 5.0e- 


84 Oryza 


sativa 





indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 


53363 


Seq. ID 


OJ990714_12.0419 


.C91 


Gene No. 


112389 


Strand 


+ 




Start 


1 


End 


2181 




Name 


OJ990714 12.0419.C91.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


735 




GI 


4512229 


Score 


1211 




Exons 


1. .735 








GI Descrip. 


(AB014740) ORF0 protein [Oryza sativa] 






Seq. No. 


53363 


Seq. ID 


OJ990714JL2.0419 


.C91 


Gene No. 


112389 


Strand 


+ 




Start 


1 


End 


2181 




Name 


OJ990714 12.0419.C91.ol.gs 


Method 


GENSCAN 




Start 


37 


End 


2143 




GI 


none 


Score 


.5 




Exons 


37. .734, 1251. .2143 








Seq. No. 


53363 


Seq. ID 


OJ990714_12.0419 


C91 


Gene No. 


112389 


Strand 


+ 




Start 


1 


End 


2181 




Name 


OJ990714 12.0419.C91.o2.np 


Method 


AAT/NAP 




Start 


1025 


End 


2181 




GI 


6983860 


Score 


1448 




Exons 


1025. .2181 








GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Seq. No. 


53363 


Seq. ID 


OJ990714_12.0419 


C91 


Gene No. 


112389 


Strand 


+ 





54251 




Start 


1 




End 


2181 




Name 


OJ990714 12.0419.C91.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1191 




End 


1392 




GI 


none 




Score 


215 




Exons 


1191.. 1391, 1192.. 1392 










Seq. No. 


53363 




Seq. ID 


OJ990714_12.0419 


.C91 


Gene No . 


li^oo y 




Strand 


+ 




Start 


1 




End 


2181 




Name 


OJ990714 12.0419.C91.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1444 




End 


1743 




GI 


none 




Score 


245 




Exons 


1444. .1743, 1470. .1574, 


1562. 


.1600, 1662. .1742 




Seq. No. 


53363 




Seq. ID 


OJ990714_12.0419 


.C91 


Gene No . 






Strand 


+ 




Start 


1 




End 


2181 




Name 


OJ990714 12.0419.C91.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1444 




End 


1788 




GI 


none 




Score 


320 




Exons 


1444. .1788, 1470. .1574, 


1547. 


.1639 






Seq. No. 


53364 




Seq. ID 


OJ990714_12.0419 


.C96 


Gene No. 


112390 




Strand 


+ 




Start 


1 




End 


6149 




Name 


OJ990714 12.0419.C96.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


6149 




GI 


6466937 




Score 


1553 




Exons 


1..2033, 5072. .6149 










GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidops 




thaliana] 










Seq. No. 


53364 




Seq. ID 


OJ990714_12.0419 


.C96 


Gene No . 


112390 




Strand 


+ 




Start 


1 




End 


6149 




Name 


OJ990714 12.0419.C96.ol 


.gs 


Method 


GEN SCAN 




Start 


1461 




End 


3466 




GI 


none 




Score 


.58 




Exons 


1461. .1623, 2104. .2384, 


2816. 


.2961, 3385. .3466 




Seq. No. 


53364 




Seq. ID 


OJ990714JL2.0419 


.C96 


Gene No . 


112391 




Strand 






Start . 


3701 




End 


6827 




Name 


OJ990714 12.0419.C96.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


458 




End 


867 




GI 


none 




Score 


34 




Exons 


4S8..649, 518. .550, 561 


. . 650, 


649. .867, 


665. .853 . 




Seq. No. 


53364 




Seq. ID 


OJ990714_12.0419 


.C96 


Gene No. 


112391 




Strand 






Start 


3701 




End 


6827 




Name 


OJ990714 12.0419.C96.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


561 




End 


932 




GI 


none 




Score 


100 




Exons 


561. .662, 656. .871, 664 


. .858, 


749. .859, 


882. .932 




Seq. No. 


53364 




Seq. ID 


OJ990714_12.0419 


.C96 



54252 




Gene No. 


iiz 391 








Strand 








Start 


3701 








End 


6827 






Name 


OJ990714 12 


.0419 


.C96.ol 


. ts 


Method 


TBLASTX : 


Soybean 




Start 


837 








End 


1211 






GI 


none 








Score 


268 






Exons 


837. .1211 
















Seq. No. 


53364 








Seq. ID 


OJ990714 


_12.0419. 


C96 


Gene No . 


liz jyi 








Strand 








Start 


3701 








End 


6827 






Name 


OJ990714 12 


.0419 


.C96.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


960 








End 


1487 






GI 


none 








Score 


447 






Exons 


960. .1487, 


968. . 


1210, 1328.. 


1471 








Seq. No. 


53364 








Seq. ID 


OJ990714 


_12.0419. 


C96 


Gene No . 


llz391 








Strand 








Start 


3701 








End 


6827 






Name 


OJ990714 12 


.0419 


,C96.o3 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


960 








End 


1337 






GI 


none 








Score 


232 






Exons 


960. .1337 
















Seq. No. 


53364 








Seq. ID 


OJ990714 


_12.0419. 


C96 


Gene No. 


1 1 O *5 ft 1 

112391 








Strand 








Start 


3701 








End 


6827 






Name 


OJ990714 12 


.0419 


.C96.o5 


.tm 


Method 


TBLASTX: 


Maize 




Start 


1488 








End 


1900 






GI 


none 








Score 


108 






Exons 


1488. .1619, 


1490 


i /• ft ft 
. . 1609, 


1658 


. .1900 








Seq. No. 


53364 








Seq. ID 


OJ990714 


_12.0419. 


C96 


Gene No. 


1 1 O O ft 1 

112391 








Strand 








Start 


3701 








End 


6827 






Name 


OJ990714 12 


.0419 


.C96.ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


1673 








End 


2020 






GI 


none 








Score 


255 






Exons 


1673. .2020, 


1805 


. .2020 












Seq. No. 


53364 








Seq. ID 


OJ990714 


_12.0419. 


C96 


Gene No. 


T T O O ft T 

112391 








Strand 








Start 


3701 








End 


6827 






Name 


OJ990714 12 


.0419 


.C96.o3 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1901 








End 


5499 






GI 


none 








Score 


81 






Exons 


1901. .2017, 


5079 


. .5144, 


5123 


..5323, 5319. .5426, 


5437. .5499 


Seq. No. 


53364 








Seq. ID 


OJ990714 


JL2.0419. 


C96 


Gene No. 


1 T O O ft T 

112391 








Strand 








Start 


3701 








End 


6827 






Name 


OJ990714 12 


.0419 


.C96.02 


. gs 


Method 


GENSCAN 






Start 


3701 








End 


6827 






GI 


none 








Score 


.67 






Exons 


3701. .3915, 


3975 


. .4057, 


4148 


..4248, 6573.. 6827 






Seq. No. 


53364 








Seq. ID 


OJ990714 


_12.0419. 


C96 


Gene No. 


112391 








Strand 









54253 




Start 


3701 






End 


6827 


Name 


OJ990714 12 


.0419.C96.o2. 


. tm 


Method 


TBLASTX: Maize 


Start 


5500 






End 


6151 


GI 


none 






Score 


292 


Exons 


5500. .5910, 


5610. .5768, 


5978. 


.6151 




Seq. No. 


53364 






Seq. ID 


OJ990714_12.0419.C96 


t^ene wo . 








oLranu 




Start 


3701 






End 


6827 


Name 


OJ990714 12 


.0419.C96.o2. 


.tw 


Method 


TBLASTX: Wheat 


Start 


5632 






End 


5946 


GI 


none 






Score 


251 


Exons 


5632. .5946, 


5640. .5759, 


5662. 


.5922 




Seq. No. 


53365 






Seq. ID 


OJ990714_12.0419.C97 


Gene No. 


112392 






Strand 




Start 


925 






End 


1431 


Name 


r\ TQQm 1/1 19 


.0419.C97.ol. 


. tm 


Method 


TBLASTX: Maize . 


Start 


925 






End 


1431 


GI 


none 






Score 


69 


Exons 


925. .1023, 


927. .1025, 927. .1052, 1004 


..1261, 1076. .1126, 




1116. .1265, 


1123. .1275, 


1124. 


.1279, 1266. .1340, 1271.. 1357, 




1295. .1348, 


1348. .1431 








Seq. No. 


53366 






Seq. ID 


OJ990714_12.0419.C98 


Gene No . 








Strand 


+ 


Start 


2464 






End 


7074 


Name 


OJ990714 12 


.0419.C98.ol. 


,gs 


Method 


GENSCAN 


Start 


2464 






End 


5401 


GI 


none 






Score 


.48 


Exons 


2464. .2646, 


3175. .3232, 


3263. 


.3374, 4006. .4113, 5295. .5401 


Seq. No. 


53366 






Seq. ID 


OJ990714_12.0419.C98 


Gene No. 


112393 






Strand 


+ 


Start 


2464 






End 


7074 


Name 


C\ TQQm 1/1 19 
UJ y y\) 1 X XZ 


.0419.C98.ol, 


.np 


Method 


AAT/NAP 


Start 


5301 






End 


. 6903 


GI 


6553935 






Score 


410 


Exons 


5301. .5455, 


6036. .6903 








GI Descrip. 


(AC011915) ; 


putative tRNA isopentenyl transferase [Arabidops. 




thaliana] 










Seq. No. 


53366 






Seq. ID 


OJ990714_12.0419.C98 


Gene No . 


1 1 9^Q^ 






Strand 


+ 


Start 


2464 






End 


7074 


Name 


OJ990714 12 


.0419.C98.o2. 


.gs 


Method 


GENSCAN 


Start 


6050 






End 


7074 


GI 


none 






Score 


.78 


Exons 


6050. .6526, 


6580. .7074 








Seq. No. 


53366 






Seq. ID 


OJ990714_12.0419.C98 


Gene No. 


112394 






Strand 


+ 


Start 


9887 






End 


9996 


Name 


OJ990714 12 


.0419.C98.o2. 


■ gp 


Method 


AAT/GAP 


Start 


9887 






End 


9996 


GI 


uC-osflcyp088bl2bl 




Score 


158 


Exons 


9887. .9996 











54254 




GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 


53366 


Seq. ID 


OJ990714 


_12 


0419 


C98 


Gene No . 


112395 


Strand 


+ 








Start 


10525 


End 


12725 








Name 


OJ990714 12.0419.C98.o2 


. np Method 


AAT/NAP 








Start 


10525 


End 


12725 








GI 


6815109 


Score 


253 








Exons 


10525. .10587, 114 41 .. 12187 , 12359. .12725 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


53366 


Seq. ID 


OJ990714 


_12 


0419 


C98 


Gene No. 


112396 


Strand 










Start 


4962 


End 


5045 








Name 


OJ990714 12.0419.C98.ol 


. gp Method 


AAT/GAP 








Start 


4962 


End 


5045 








GI 


LIB3477-003-P1-K1-E9 


Score 


115. 








Exons 


4962. .5045 












GI Descrip. 


'24 9858 6/sp|Q40638 IMP01 


_0RYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 53366 Seq. ID 

Gene No. 112397 Strand 

Start 7357 End 

Name OJ990714_12 . 0419.C98 . ol . ts Method 

Start 6071 End 

GI none Score 

Exons 6071.. 6283, 6350.. 6394 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990714_12.0419.C98 
17562 

TBLASTX : Soybean 

6394 

193 



53366 Seq. ID 

112397 Strand 
7357 End 
OJ990714JL2 . 0419 . C98 . o3 . gs Method 
7357 End 
none Score 
7357. .7464, 8042. .8246, 9613. .9694, 11135 .. 11195, 11427. 

12437. .12691, 13305 .. 13613, 14322 .. 14 4 10 , 15959 .. 16197, 

16406. .16531, 16627. .16675, 17172 .. 17301 , 17498. .17562 



OJ990714_12.0419.C98 

17562 
GEN SCAN 
17562 
.47 



,12357, 



53366 

112397 

7357 

OJ990714_12.0419.C98.o3.np 

9063 

4063770 



Seq. ID OJ990714_12.0419.C98 



Strand 
End 

Method 

End 

Score 



17562 
AAT/NAP 
15792 
691 



9063. .9111, 13135. .13613, 13731 .. 14 173, 15572. .15792 
(AB004906) transposase [Ipomoea purpurea] 



53367 Seq. ID 

112398 Strand 

3214 End 
OJ990714_12.0419.C99.ol.gp Method 

3214 End 

none Score 
3214. .3794 



OJ990714_12.0419.C99 
+ 

3794 
AAT/GAP 
3794 
1023 



54255 



Seq. No. 


53367 








Seq. ID 


OJ990714 


Gene No . 


112399 








Strand 




Start 


1221 








End 


1769 


Name 


OJ990714 12 


.0419. 


C99.ol 


. as 


Method 


GENSCAN 


Start 


1221 ~ 








End 


1769 


GI 


none 








Score 


.83 


Exons 


1221 . . 1388, 


1764 . 


. 1769 








Seq. No. 


53367 








Seq. ID 


OJ990714 


Gene No. 


112400 








Strand 




Start 


3763 








End 


4587 


Name 


OJ990714 12 


.0419. 


C99.ol 


np 


Method 


AAT/NAP 


Start 


3763 








End 


4514 


GI 


3786008 








Score 


261 


Exons 


3763. .3976, 


4028. 


.4170, 


4275. 


.4514 





GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



(AC0054 99) unknown protein [Arabidopsis thaliana] 

OJ990714 12.0419.C99 



53367 Seq. ID 

112400 Strand 

3763 End 
OJ9907 14_12 .0419. C99 . o2 . gs Method 

3763 End 

none Score 

3763.. 4170, 4275. .4514 



4587 
GENSCAN 
4514 
.99 



OJ990714 12.0419.C99 



53367 Seq. ID 

112400 Strand 

3763 End 4587 

OJ990714_12.0419.C99.o2.gp Method AAT/GAP 

3869 End 4587 

11323_1.R1084 Score 1180 
3869. .4170, 4275. .4587 

f 3786008 8.0e-16 (AC005499) unknown protein [Arabidopsis 
thaliana] ' 



53367 Seq. ID 

112401 Strand 

6864 End 
OJ990714_12 . 0419 . C99 . o3 . gs Method 

6864 End 

none Score 
6864. .7021 



OJ990714_12.0419.C99 

7021 
GENSCAN 
7021 
.45 



53368 Seq. ID 

112402 Strand 

1 End 

OJ990714_12 .0419. C103 . ol . np Method 

1 End 

4755191 Score 
1. .1103 

(AC007018) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ990714_12.0419.C103 
+ 

1103 
AAT/NAP 
1103 
472 



53368 

112402 

1 



Seq. ID OJ990714_12.0419.C103 
Strand + 
End 1103 



54256 



Name 

Start 

GI 

Exons 



OJ990714_12.0419.C103.o2.tm Method 

159 End 

none Score 
159. .287, 169. .342 



TBLASTX: Maize 
342 

192 . . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53368 

112402 

1 

OJ990714_12.0419.C103.ol.tm 

427 

none 



Seq. ID OJ990714_12.0419.C103 

Strand + 

End 1103 

Method TBLASTX : Mai ze 

End 1101 

Score 410 



427. .864, 441. .647, 448. .657, 678. .836, 907. .1101, 915. .1076 



pi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 

E^d 

Score 



53368 
112402 
1 

OJ990714_12.0419.C103.ol.tw 
493 
none 

493. .789, 507. .641, 757. .792 

53368 
112402 
1 

OJ990714_12.0419.C103.o2.tw 
793 
none 

793. .864, 795. .863, 913. .1062, 981. .1061 



Seq. ID OJ990714_12.0419.C103 
Strand + 

1103 

TBLASTX: Wheat 
792 
237 



Seq. ID OJ990714_12.0419.C103 
Strand + 

1103 

TBLASTX: Wheat 
1062 
69 



End 

Method 

End 

Score 



Seq. ID OJ990714_12.0419.C104 

Strand + 

End 2360 

Method AAT/NAP 

End 2360 

Score 342 



f T 



53369 
112403 
1 

OJ990714_12.0419.C104.ol.np 
1 

6069646 
1..163, 1652. .2360 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


53369 






Seq. ID 


OJ990714 


Gene No. 


112403 






Strand 


+ 


Start 


1 






End 


2360 


Name 


OJ990714 12. 


0419. 


.C104 .ol.gs 


Method 


GENSCAN 


Start 


58 






End 


939 


GI 


none 






Score 


.45 


Exons 


58. .939 










Seq. No. 


53369 






Seq. ID 


OJ990714 


Gene No. 


112404 






Strand 




Start 


1435 






End 


6811 


Name 


OJ990714 12. 


0419, 


,C104 .o2.gs 


Method 


GENSCAN 


Start 


1435 






End 


6811 


GI 


none 






Score 


.88 


Exons 


1435. .1947, 


2050, 


,.2186, 4420. 


.4483, 5460.. 5551, 



54257 



6583. .6682, 6684. .6811 



Seq. No. 53369 

Gene No. 112405 

Start 7409 

Name OJ990714_12 . 0419.C104 . o3 .gs 

Start 7409 

GI none 

Exons 7409.. 7774 



Seq. ID OJ990714_12.0419.C104 
Strand 

End 7774 

Method GENSCAN 

End 7774 

Score .46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53369 

112406 

8374 

OJ990714_12.0419.C104 .ol.tm 
1 

none 



Seq. ID OJ990714_12.0419.C104 
Strand 

End 9771 

Method TBLASTX : Mai ze 

End 1851 

Score 207 



1..312, 60. .254, 297. .365, 301. .366, 403. .468, 1522. .1695, 
17 6.5... 1851 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



I J Seq. No. 

lj Gene No. 

'* 8 Start 

if. Name 

Iy Start 

* GI 

12 Exons 



53369 

112406 

8374 

OJ990714_12.0419.C104.ol.tw 

205 

none 



Seq. ID OJ990714_12.0419.C104 
Strand 

End 9771 

Method TBLASTX : Wheat 

End 2055 

Score 4 6 



205. .312, 301. .357, 306. .359, 394. .498, 402. .497, 517. .564, 
1897. .2055 



53369 

112406 

8374 

OJ990714_12.0419.C104 .o2.tm 

1858 

none 

1858. .2073 



Seq. ID OJ990714_12.0419.C104 
Strand 

End 9771 

Method TBLASTX : Mai ze 

End 2073 

Score 188 



Seq. No. 53369 

? I Gene No. 112406 

Start 8374 

C3 Name OJ990714_12 . 04 19 . C104 . o4 . gs 

p Start 8374 

GI none 

Exons 



Seq. ID OJ990714_12.0419.C104 
Strand 

End 9771 

Method GENSCAN 

End 9771 

Score .69 



8374. .8466, 8676. .8995, 9534. .9771 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



Seq. ID OJ990714_12.0419.C105 
Strand + 

2635 
AAT/GAP 
2635 
177 



53370 
112407 
2484 

OJ990714_12.0419.C105.ol.gp 
2484 

21474_1.R1084 
2484. .2635 

'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 



End 

Method 

End 

Score 



53370 

112408 

3093 



Seq. ID OJ990714_12.0419.C105 
Strand 

End 4248 



54258 



Name 

Start 

GI 

Exons 



OJ990714_12 .0419. C105 . ol . gs Method GENS CAN 

3093 End 4063 

none Score .64 

3093.. 3242, 3322.. 3420, 3902.. 4063 



Corf Mo 
O cr 14 . IN yJ • 


JJJ / u 


Seq. ID 


OJ990714_12.0419.C105 




112408 


Strand 




Start 


3093 


End 


4248 


IN culler 


OJ990714 12 0419 C105 ol tw 


Method 


TBLASTX: Wheat 


Start 


3724 


End 


4248 




none 


Score 


70 


Exons 


3724. .3795, 3895. .4077, 3902. 


.4027, 4168. .4248 


Cpn Mo 

OC^i LNk^ • 


53371 


Seq. ID 


OJ990714_12.0419.C106 


UCllC LNU • 


112409 


Strand 




OLdl L 


1 


End 


1483 


LN cLiUC 


OJ990714 12.0419.C106.ol.gp 


Method 


AAT/GAP 


O 4- -a r-+- 


1. 


End 


173 


PT 
UJ. 


uC-osflcypl76fl0bl 


Score 


294 


Exons 


1. .173 






GI Descrip. 


1 6041757/gb| AC011806. 1 IAC011806 0.0e+00 Genomic Sequence For 


Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 1 






oeq . lno . 


53371 


Seq. ID 


OJ990714_12.0419.C106 


bene lno . 


112409 


Strand 




otart 


1 


End 


1483 


Name 


OJ990714 12.0419.C106.ol..np 


Method 


AAT/NAP 


Start 


1 


End 


1483 


GI 


4680204 


Score 


551 


Exons 


1..694, 790. .1483 








(AF114171) hypothetical protein [Sorghum bicolor] 


C ort Mn 


53371 


Seq. ID 


OJ990714_12.0419.C106 


VJJ Cll™ IM\J • 


112409 


Strand 






1 


End 


1483 


Name 


OJ990714 12.0419.C106.ol.gs 


Method 


GENSCAN 


Start 


73 


End 


1234 




none 


Score 


.88 


IT 1 von q 


73. .280,. 282. .427, 553. .694, 


790. .909, 


955. .1234 


Q oo- Mo 
O C • LN U . 


53371 


Seq. ID 


OJ990714_12.0419.C106 


f^OTlO Mo 


112409 


Strand 




O Lai L. 


1 


End 


1483 


LN altlc 


OJ990714 12.0419.C106.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1138 


End 


1477 


GI 


none 


Score 


36 


Exons 


1138. .1170, 1174. .1311, 1175. 


.1255, 1315. .1476, 1328. .1477 


Seq. No. 


53372 


Seq. ID 


OJ990304_07.0419.C3 


Gene No. 


112410 


Strand 




Start 


1 


End 


547 


Name 


OJ990304 07.0419.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


501 


GI 


2583123 


Score 


260 


Exons 


1. .501 






GI Descrip. 


(AC002387) putative nucleotide sugar epimerase [Arabidopsis 



54259 



thaliana] 



Seq. No. 


53372 




Seq. ID 


OJ990304 


Gene No. 


112410 




Strand 


- 


Start 


1 




End 


547 


Name 


OJ990304 07. 0419. C3. 


ol .gs 


Method 


GENSCAN 


Start 


34 




End 


547 


GI 


none 




Score 


.54 


Exons 


34 . .212, 236. .547 








Seq. No. 


53373 




Seq. ID 


OJ990304 


Gene No. 


112411 




Strand 


+ 


Start 


4299 




End 


4935 


Name 


OJ990304 07. 0419. C4. 


ol .gp 


Method 


AAT/GAP 


Start 


4299 




End 


4935 


GI 


none 




Score 


1206 


Exons 


4299. .4935 








Seq. No. 


53373 




Seq. ID 


OJ990304 


Gene No. 


112412 




Strand 


+ 


Start 


10468 




End 


15214 


Name 


OJ990304 07. 0419. C4. 


ol .np 


Method 


AAT/NAP 


Start 


10468 




End 


15214 


GI 


5915832 




Score 


649 


Exons 


10468. .11371, 14603. 


.15214 






GI Descrip. 


CYTOCHROME P450 76C2 


gi I 2 97 954 9 1 gb | AAC0 61 58 . 1 1 




putative cytochrome 


P450 [Arabidopsis 


thaliana] 



Seq. No. 


53373 




Seq. ID 


Gene No. 


112412 




Strand 


Start 


10468 




End 


Name 


OJ990304 07. 


0419.C4.o5.gs 


Method 


Start 


13260 




End 


GI 


none 




Score 


Exons 


13260. .13298 


, 14603.. 15205 




Seq. No. 


53373 




Seq. ID 


Gene No. 


112413 




Strand 


Start 


42 




End 


Name 


OJ990304 07. 


0419.C4.ol.gs 


Method 


Start 


42 




End 


GI 


none 




Score 


Exons 


42. .371 






Seq. No. 


53373 




Seq. ID 


Gene No. 


112414 




Strand 


Start 


8033 




End 


Name 


OJ990304 07. 


0419.C4.o3.gs 


Method 


Start 


8033 




End 


GI 


none 




Score 


Exons 


8033. .8147, 


8551. .8651 




Seq. No. 


53373 




Seq. ID 


Gene No. 


112415 




Strand 


Start 


10456 




End 


Name 


OJ990304 07. 


0419.C4.o4.gs 


Method 


Start 


10456 




End 



OJ990304_07.0419.C4 
+ 

15214 
GENSCAN 
15205 
.93 



OJ990304 07. 0419. C4 



371 

GENSCAN 

371 

.78 



OJ990304_07.0419.C4 

8651 
GENSCAN 
8651 
.95 



OJ990304_07.0419.C4 

11760 

GENSCAN 

11760 



54260 



GI 

Exons 



none Score . 9 

10456. .10911, 11127. .11282, 11755. .11760 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



lU Start 
C3 GI 
1:1 Exons 



53373 
112416 
16253 

OJ990304_07.0419.C4 .o2.np 
16253 
3201610 
16253.. 16434 

(AC004 669) putative gibberellin-regulated protein [Arabidopsis 
thaliana] 



Seq. ID OJ990304_07.0419.C4 
Strand 

End 16434 

Method AAT/NAP 

End 16434 

Score 232 



Seq. ID OJ990304_07.0419.C4 
Strand 

End 18725 

Method AAT/GAP 

End 18725 

Score 119 



53373 
112417 
18638 

OJ990304_07.0419.C4.o2.gp 
18638 

69953JL.R1084 
18638. .18725 

'5295936/dbj | AB026295 . 2 | AB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



53373 

112418 

21343 

OJ990304_07.0419.C4.o3.ts 

4489 

none 



Seq. ID OJ990304_07.0419.C4 
Strand 

End 21810 

Method TBLASTX : Soybean 

End 4872 

Score 237 



4489.-4872, 4512. .4724, 4779. .4805 



Seq. No. 
Gene No. 
Start 
il Name 
vf start 

^ Exons 



53373 

112418 

21343 

OJ990304_07.0419.C4.o2.tm 

4501 

none 



Seq. ID OJ990304_07.0419.C4 
Strand 

End 21810 

Method TBLASTX : Mai ze 

End 4884 

Score 258 



4501. .4761, 4512. .4763, 4764. .4877, 4765. .4884 



Seq. No. 53373 

Gene No. 112418 

Start 21343 

Name OJ990304_07 . 0419.C4 .ol . tc 

Start 10624 

GI none 
Exons 



Seq. ID OJ990304_07.0419.C4 
Strand 

End 21810 

Method TBLASTX: Cress 

End 15130 

Score 177 



10624. .10875, 14603 .. 14821, 14614 .. 14790, 14 816 .. 15130, 
14830. .15066 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53373 

112418 

21343 

OJ990304_07 . 04 19 . C4 . ol . tm 

14603 

none 



Seq. ID OJ990304_07.0419.C4 
Strand 

End 21810 

Method TBLASTX : Maize 

End 15195 

Score 185 



14603. .14821, 14614. .14787, 14816 .. 15193, 14827. .15195 



Seq. No. 



53373 



Seq. ID OJ990304_07.0419.C4 



54261 






Gene No. 


112418 




Strand 






Start 


21343 




End 


21810 




Name 


OJ990304 07. 0419. C4 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


14603 




End 


15190 




GI 


none 




Score 


176 




Exons 


14603. .14821, 14614 


. .14787, 


14816. .15190, 14830. .15177 




Seq. No. 


53373 




Seq. ID 


OJ990304 07. 0419. C4 




Gene No. 


112418 




Strand 






Start 


21343 




End 


21810 




Name 


OJ990304 07. 0419. C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


14603 




End 


14 905 




GI 


none 




Score 


158 




Exons 


14603. .14830, 14804 


. .14905 








Seq. No. 


53373 




Seq. ID 


/-\ -r O A A O A A A 1 A /I T A A 

OJ990304 07. 0419. C4 




Gene No. 


112418 




Strand 






Start 


21343 




End 


21810 




Name 


OJ990304 07. 0419. C4 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


14932 




End 


15181 




GI 


none 




Score 


55 




Exons 


14932. .15039, 14933 


. .15181 








Seq. No. 


53373 




Seq. ID 


OJ990304_07.0419.C4 


Si 


Gene No. 


112418 




Strand 






Start 


21343 




End 


21810 




Name 


OJ990304 07. 0419. C4 


. o5 . tm 


Method 


TBLASTX: Maize 


f u 


Start 


16196 




End 


16435 




GI 


none 




Score 


37 




Exons 


16196. .16225, 16249 


. .16365, 


16250. .16435, 16299. .16430 




Seq. No. 


53373 




Seq. ID 


OJ990304_07.0419.C4 




Gene No. 


112418 




Strand 






Start 


21343 




End 


21810 


r ~?, 


Name 


OJ990304 07. 0419. C4 


.o2 .tw 


Method 


TBLASTX: Wheat 




Start 


16248 




End 


16429 




GI 


none 




Score 


188 


Si 


Exons 


16248. .16373, 16250 


. .16429 






f T 
2. ^: 


Seq. No. 


53373 




Seq. ID 


OJ990304_07.0419.C4 


r sj- 


Gene No. 


112418 




Strand 






Start 


21343 




End 


21810 




Name 


OJ990304 07. 0419. C4 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


16250 




End 


16448 




GI 


none 




Score 


87 




Exons 


16250. .16432, 16250 


. .16432, 


16299.. 16448 




Seq. No. 


53373 




Seq. ID 


OJ990304_07.0419.C4 




Gene No. 


112418 




Strand 






Start 


21343 




End 


21810 




Name 


OJ990304 07. 0419. C4 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


16250 




End 


16435 




GI 


none 




Score 


68 




Exons 


16250. .16435, 16256 


. .16411, 


16299. . 16421 




Seq. No. 


53373 




Seq. ID 


OJ990304_07.0419.C4 




Gene No. 


112418 




Strand 





54262 



Start 
Name 
Start 
GI 

Exons 



21343 

OJ990304_07.0419.C4 .o6.tm 

17444 

none 

17444. .17596, 17445 17633, 



End 

Method 

End 

Score 



21810 

TBLASTX: Maize 

17633 

190 



17448. .17618 



Seq. No. 53373 

Gene No. 112418 

Start 21343 

Name OJ990304_07 . 04 1 9 . C4 . o3 . tm 

Start 21199 

GI none 

Exons 21199. .21249, 21205 .. 2124 9, 
21356. .21508 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990304_07.0419.C4 
21810 

TBLASTX: Maize 

21510 

62 



21250. .21510, 21255. .21455, 



Seq. No. 


53373 




Seq. ID 


OJ990304 


_07.0419. 


C4 


Gene No. 


112418 




Strand 








Start 


21343 




End 


21810 






Name 


OJ990304 07. 0419. C4. 


o4 . np 


Method 


AAT/NAP 






Start 


21343 




- End 


21810 












Score 


496 






Exons 


21343. .21810 












GI Descrip. 


(AC002387) putative 


nucleotide sugar epimerase 


[Arabidopsi 




thaliana] 












Seq. No. 


53373 




Seq. ID 


OJ990304 


_07.0419. 


C4 


Gene No. 


112418 




Strand 








Start 


21343 




End 


21810 






Name 




o2.tc 


Method 


TBLASTX: 


Cress 




Start 


21370 




End 


21735 






GI 


none 




Score 


105 






Exons 


21370. .21531, 21370. 


.21507, 


21380. .21613, 21381 


. .21662, 






21571. .21735, 21659. 


.21712 










Seq. No. 


53373 




Seq. ID 


OJ990304 


_07.0419. 


C4 


Gene No. 


112418 




Strand 








Start 


21343 




End 


21810 






Name 


OJ990304 07. 0419. C4 . 


o2 .ts 


Method 


TBLASTX: 


Soybean 




Start 


21370 




End 


21717 






GI 


none 




Score 


65 






Exons 


21370. .21513, 21370. 


.21717, 


21380. .21616, 21653 


. .21712 




Seq. No. 


53373 




Seq. ID 


OJ990304 


_07.0419. 


C4 


Gene No. 


112418 




Strand 








Start 


21343 




End 


21810 






Name 


OJ990304 07. 0419. C4 . 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


21551 




End 


21790 






GI 


none 




Score 


229 






Exons 


21551. .21772, 21552. 


.21776, 


21568. .21774, 21653 


. .21790 




Seq. No. 


53374 




Seq. ID 


OJ990304 


_07.0419. 


C5 


Gene No. 


112419 




Strand 








Start 


2957 




End 


3114 






Name 


OJ990304 07. 0419. C5. 


ol.gp 


Method 


AAT/GAP 






Start 


2944 




End 


3114 






GI 


57774 1.R1084 




Score 


283 






Exons 


2944. .3114 













54263 




GI Descrip. 1 6094168/sp | 074893 | RS20_SCHPO 6.0e-33 40S RIB0S0MAL PROTEIN S20 
>gi_36874 64_emb_CAA21188_ (AL031798) 40s ribosomal protein s20. 
[Schizosaccharomyces pombe] ' 



Seq. No. 


53374 








Seq. ID 


OJ990304_07 . 0419.C5 


Gene No. 


112419 








Strand 


— 


Start 


2957 








End 


3114 


Name 


OJ990304_07 


. 0419 


.CS.ol. 


tw 


Method 


TBLASTX : Wheat 


Start 


2945 








End 


3101 


GI 


none 








Score 


107 


Exons 


2945. .3094, 


2951 


. .3100, 


2952. 


.3101 




Seq. No. 


53374 








Seq. ID 


OJ990304_07 .0419.C5 


Gene No. 


112419 








Strand 


~ 


Start 


2957 








End 


3114 


Name 


OJ990304_07 


. 0419 


.CS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2946 








End 


3101 


GI 


none 








Scores.. 


165 . ...... . 


Exons 


2946. .3101, 


2957 


. .3100 








Seq. No. 


53374 








Seq. ID 


OJ990304_07.0419.C5 


Gene No. 


112419 








Strand 




Start 


2957 








End 


3114 


Name 


OJ990304 07 


.0419 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2953 








End 


3111 


GI 


none 








Score 


66 


Exons 


2953. .3021, 


2957 


. .3100, 


2958. 


.3101, 3019.. 3111, 3073.. 3102 


Seq. No. 


53374 








Seq. ID 


OJ990304_07.0419.C5 


Gene No. 


112419 








Strand 




Start 


2957 








End 


3114 


Name 


OJ990304 07 


.0419 


. C5 . o2 . 


gs 


Method 


GEN SCAN 


Start 


2957 








End 


3099 


GI 


none 








Score 


.94 


Exons 


2957. .3099 












Seq. No. 


53374 








Seq. ID 


OJ990304_07.0419.C5 


Gene No. 


112419 








Strand 




Start 


2957 








End 


3114 


Name 


OJ990304_07 


.0419 


.CS.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2958 








End 


3101 


GI 


none 








Score 


160 


Exons 


2958. .3101, 


2963 


. .3100 








Seq. No. 


53374 








Seq. ID 


OJ990304_07.0419.C5 


Gene No. 


112419 








Strand 




Start 


2957 








End 


3114 


Name 


OJ990304 07 


.0419 


.CS.ol. 


np 


Method 


AAT/NAP 


Start 


2960 








End 


3101 


GI . 


7440305 








Score 


191 



Exons 2960.. 3101 

GI Descrip. ribosomal protein S20, cytosolic - Arabidopsis thaliana 

gi|5541704 | emb | CAB51209 . 1 | (AL096860) 40S RIBOSOMAL PROTEIN S20 
homolog [Arabidopsis thaliana] 

Seq. No. 53375 Seq. ID OJ990304_07 . 0419 . C6 

Gene No. 112420 Strand 



54264 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



End 

Method 
End 
Score 



1118 
AAT/NAP 
1044 
238 



OJ990304_07.0419.C6.ol.np 
1 

548851 
1..208, 945. .1044 

40S RIBOSOMAL PROTEIN S20 gi | 481226 | pir | | S38356 ribosomal 
protein S20 - rice gi | 391875 | dbj I BAA02157 | (D12632) 40S subunit 
ribosomal protein [Oryza sativa] 



Seq.. ID OJ990304JD7. 0419. C6 
Strand 

End 1118 

Method AAT/GAP 

End 1118 

Score 515 



53375 
112420 
1 

OJ990304_07.0419.C6.ol.gp 

92 

57774_1.R1084 
92. .208, 945. .1118 

, 6094168/sp|O74893|RS20_SCHPO 6.0e-33 40S RIBOSOMAL PROTEIN S20 
>gi_36a7464_emb^.CAA211SB8_ ■(jtt0£fr7 9'8")' 40s ribosomal protein s20. 
[Schizosaccharomyces pombe] 1 



Seq. ID OJ990304_07.0419.C6 
Strand 

End 1118 

Method GENSCAN 

End 1071" 

Score .93 



Seq. ID OJ990304_07.0419.C6 
Strand 

End 4570 

Method GENSCAN 

End 4570 

Score .83 



53375 
112420 
1 

OJ990304_07.0419.C6.ol.gs 
95 

none 

95. .208, 945. .1071 

53375 
112421 
2093 

OJ990304_07.0419.C6.o2.gs 
2093 
none 

2093. .2161, 2508. .2590, 2662. .2745, 2828. .2914, 3449..3S66, 
4185. .4308, 4410. .4570 



53375 

112422 

6231 

OJ990304_07.0419.C6.ol.tw 
91 

none 



Seq. ID OJ990304_07.0419.C6 
Strand 

End 6522 

Method TBLASTX : Wheat 

End 1072 

Score 155 



91. .210, 91. .147, 92. .202, 93. .209, 947. .1006, 947. .1072 



53375 
112422 
6231 

OJ990304_07.0419.C6.o2.ts 
91 

none 

91. .210, 91. .147, 93. .209, 946. .1002 



Seq. ID OJ990304_07.0419.C6 
Strand 

6522 

TBLASTX : Soybean 
1002 
135 



End 

Method 

End 

Score 



53375 

112422 

6231 

OJ990304 07.0419.C6.o2.tm 



Seq. ID OJ990304_07.0419.C6 
Strand 

End 6522 

Method TBLASTX : Mai ze 



54265 



Start 
GI 

Exons 



91 

none 

91. .210, 93. 
1046. .1156 



End 1156 
Score 187 

,209, 95. .211, 946. .1065, 946. .1065, 1036. .1089, 



Seq. No. 


53375 








Seq. ID 


OJ990304 


_07.0419.C6 


Gene No. 


112422 








Strand 






Start 


6231 








End 


6522 




Name 


OJ990304 07 


.0419, 


,C6.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1803 








End 


2167 




GI 


none 








Score 


142 




Exons 


1803. . 1937, 


1806. 


, . 1940, 


1807 . 


.1938, 1808. .1942, 


1964 . .2146, 




2002. .2064, 


2078. 


, .2167 










Seq. No. 


53375 








Seq. ID 


OJ990304 


_07.0419.C6 


Gene No. 


112422 








Strand 






Start 


6231 








End 


6522 




Name 


OJ990304 07 


. 0419. 


,C6.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2663 








End 


4571 




GI 


none 








Score 


65 




Exons 


2663. .2737, 


2824. 


.2886, 


2829. 


.2906, 3450. .3569, 


3450. .3569, 




4159. .4290, 


4164. 


.4286, 


4397. 


.4570, 4404. .4571 




Seq. No. 


53375 








Seq. ID 


OJ990304 


_07.0419.C6 


Gene No. 


112422 








Strand 






Start 


6231 








End 


6522 




Name 


OJ990304 07 


.0419. 


C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2823 








End 


4543 




GI 


none 








Score 


82 




Exons 


2823. .2912, 


4182. 


, .4310, 


4198. 


.4311, 4397. .4543 




Seq. No. 


53375 








Seq. ID 


OJ990304 


_07.0419.C6 


Gene No. 


112422 








Strand 






Start 


6231 








End 


6522 




Name 


OJ990304 07 


.0419. 


C6.o3. 


gs 


Method 


GENSCAN 




Start 


6231 








End 


6522 




GI 


none 








Score 


.45 




Exons 


6231. . 6522 














Seq. No. 


53376 








Seq. ID 


OJ990304 


_07.0419.C7 


Gene No. 


112423 








Strand 


+ 




Start 


6424 








End 


6765 




Name . 


OJ990304 07 


.0419. 


C7.ol. 


gp 


Method 


AAT/GAP 




Start 


6424 








End 


6765 




GI 


3762778 








Score 


680 




Exons 


6424 . . 6765 














Seq. No. 


53376 








Seq. ID 


OJ990304 


_07.0419.C7 


Gene No. 


112424 








Strand 






Start 


1401 








End 


16277 




Name 


OJ990304 07 


.0419. 


C7.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1386 








End 


2445 




GI 


none 








Score 


69 




Exons 


1386. .1430, 


1954. 


.1986, 


1955. 


.2026, 1963.. 2025, 


1964. .2053, 




2123. .2158, 


2125. 


.2160, 


2126. 


.2158, 2224.. 2289, 


2225. .2290, 




2226. .2291, 


2374. 


.2445, 


2381. 


.2440, 2385.-2444 





54266 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53376 Seq. ID 

112424 Strand 

1401 End 

OJ990304_07.0419.C7.ol.np Method 

1401 End 

6630453 Score 

1401. .1491, 2225. .2289, 2382. .2497, 



OJ990304_07.0419.C7 

16277 
AAT/NAP 
3187 
299 
3070. .3187 



(AC007190) F23N19.20 [Arabidopsis thaliana] 



53376 

112424 

1401 

OJ990304_07, 

1844 

none 

1844. .1900, 
4492. .4906 



0419.C7.o2.gs 



1953.. 2021, 2125 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2183, 



OJ990304 07. 0419. C7 



16277 
GENSCAN 
4906 
.48 

2414. .2464, 



4193. .4228, 



Seq. No. 

Gene No. 

Start 

Name 

Start 
□ GI 
. » Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53376 
112424 
1401 

OJ990304_07.0419.C7.ol.ts 
2122 
none 

2122. .2160, 2201.. 2332, 2224. 
3067. .3135, 3071.. 3130, 3072, 

53376 
112424 
1401 

OJ990304_07.0419.C7.o3.tm 
4520 
none 

4520. .4771, 4553. .4771, 4784. .4852 



Seq. ID OJ990304_07.0419.C7 
Strand 

End 16277 
Method TBLASTX : Soybean 
End 4591 
Score 105 

.2289, 2374..2466, 2382.. 2465, 
.3131, 4493. .4591 

Seq. ID OJ990304_07.0419.C7 
Strand 
End 

Method 
End 
Score 



16277 

TBLASTX: Maize 

4852 

147 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53376 Seq. ID OJ990304_07 . 04 19 . C7 

112424 Strand 

1401 End 16277 

OJ990304_07 . 04 19 . C7 . o2 . np Method AAT/NAP 

4542 End 14849 

6523547 Score 362 

4542. .4899, 5690. .5763, 6784. .6957, 7738. .7809, 14576. .14849 
(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 53376 

Gene No. 112424 

Start 1401 

Name OJ990304_07 . 04 19 . C7 . ol . tc 

Start 6067 

GI none 

Exons 6067.. 6087, 6127.. 6153, 6178. 

6308. .6388, 6355. .6405, 6388, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990304 07. 0419. C7 



16277 

TBLASTX: Cress 
6565 
36 

6249, 6178.. 6306, 6179.. 6256, 
6564, 6403.. 6552, 6431.. 6565 



Seq. No. 
Gene No. 
Start 



53376 

112424 

1401 



Seq. ID 

Strand 

End 



OJ990304 07. 0419. C7 



16277 



54267 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990304 J)7 . 04 19 . C7 . ol . tm 

6335 

none 

6335.. 6565, 6355.. 6567, 6358. 

53376 

112424 

1401 

OJ990304_07 . 04 19 . C7 . o2 . ts 

.6355 

none 

6355. .6573, 6358. .6567 



Method 
End 
Score 
,6567 



TBLASTX: Maize 

6567 

231 



Seq. ID OJ990304_07.0419.C7 
Strand 

End 16277 

Method TBLASTX : Soybean 

End 6573 

Score 71 



53376 
112424 
1401 

OJ990304_07 . 04 19 . C7 . o2 . gp 
7138 

uC-osflcyp033b06bl 
7138. .7440, 7519. .7654 

1 20255 /emb | Z11920 | OSHSP82A 1.0e-17 O.sativa gene for heat shock 
protein 82 HSP82 1 



Seq. ID OJ990304_07.0419.C7 
Strand 

End 16277 

Method AAT/GAP 

End 7654 

Score 798 



53376 

112424 

1401 

OJ990304_07.0419.C7.o4.gs 

12879 

none 



Seq. ID OJ990304_07.0419.C7 
Strand 

End 16277 

Method GENSCAN 

End 16277 

Score .86 



12879. .13262, 13343 .. 13567, 13643 138 90, 14587 .. 14857 , 
16023. .16057, 16160. .16277 



ij Seq. No. 

Gene No. 

Start 
-[ Name 
J Start 
* GI 
j Exons 
=~ 

t Seq. No. 
~" Gene No. 

Start 

Name 

Start 

GI 

Exons 



53377 

112425 

634 

OJ990304_07.0419.C8.ol.gs 

634 

none 

634. .1037, 1062. .1896 



53377 
112425 
634 

OJ990304_07 . 0419 ,C8 .ol . tw 
688 
none 



Seq. ID OJ990304_07.0419.C8 
Strand 

End 1964 

Method GENSCAN 

End 1896 

Score .99 



Seq. ID OJ990304_07.0419.C8 
Strand 

1964 

TBLASTX: Wheat 
1926 
71 



End 

Method 
End 
Score 

688. .807, 808. .912, 809. .913, 931. .984, 984. .1028, 985. .1035, 
1050. .1142, 1051. .1191, 1052. .1177, 1053. .1193, 1189. .1389, 
1229. .1336, 1394. .1894, 1396. .1926 



Seq. No. 53377 

Gene No. 112425 

Start 634 

Name OJ990304_07 . 0419 . C8 . ol . ts 

Start 751 

GI none 

Exons 751. .999, 815.. 997 



Seq. ID OJ990304_07.0419.C8 
Strand 

End 1964 

Method TBLASTX: Soybean 

End 999 

Score 102 



54268 




Seq- No. 


53377 


Seq. ID 


OJ990304_07.0419 


.C8 


Gene No. 


112425 


Strand 






Start 


634 


End 


1964 




Name 


OJ990304 07.0419.C8.ol.np 


Method 


AAT/NAP 




Start 


1106 


End 


1964 




GI 


6742729 


Score 


705 




Exons 


1106. .1964 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


53377 


Seq. ID 


OJ990304_07.0419 


. Co 


Gene No. 


112425 


Strand 






Start 


634 


End 


1964 




Name 


OJ990304_07 . 0419 . C8 . ol . tc 


Method 


TBLASTX: Cress 




Start 


1225 


End 


1647 




GI 


none 


Score 


44 




Exons 


1225. .1389, 1229. .1336, 1394. 


.1639, 1396.. 1647 




Seq. No. 


53377 


Seq. ID 


OJ990304_07.0419 


. Co 


Gene No. 


112425 


Strand 






Start 


634 


End 






Name 


OJ990304_07 . 0419 . C8 . ol . tm 


Method 


TBLASTX : Maize 




Start 


1582 


End 


189 / 




GI 


none 


Score 


T A C\ 

14 9 




Exons 


1582 . . 1896, 1601 .. 1897 








Seq. No. 


53378 


Seq. ID 


OJ990304_07.0419 


.C9 


Gene No. 


112426 


Strand 






Start 


1 


End 


o o a o 

z3oo 




Name 


OJ990304 07 . 0419.C9. ol .np 


Method 


AAT/NAP 




Start 


1 


End 


o o o 




GI 


4680203 


Score 


lz4 D 




Exons 


1..165, 325. .1958, 2338. .2368 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor ] 




Seq. No. 


53378 


Seq. ID 


OJ990304_07.0419 


. cy 


Gene No. 


112426 


Strand 






Start 


1 


End 


2368 




Name 


OJ990304 07 . 0419 .C9.o2 . tm 


Method 


TBLASTX: Maize 




Start 


174 


End 


389 




GI 


none 


Score 


89 




Exons 


174 . .365, 189. .389 








Seq. No. 


53378 


Seq. ID 


OJ990304_07.0419 


. cy 


Gene No. 


112426 


Strand 






Start 


1 


End 


2368 




Name 


OJ990304 07.0419.C9.o2.ts 


Method 


TBLASTX: Soybean 




Start 


480 


End 


719 




GI 


none 


Score 


77 




Exons 


480. .713, 489. .719 








Seq. No. 


53378 


Seq. ID 


OJ990304_07.0419 


.C9 


Gene No. 


112426 


Strand 






Start 


1 


End 


2368 




Name 


OJ990304 07.0419.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


549 


End 


941 




GI 


none 


Score 


98 





54269 






Exons 


549..743 f 565. .768, 750. .941, 


766. . 939 






Seq. No. 


53378 


Seq. ID 


OJ990304_07.0419.C9 




bene ino . 


1 1Z ft Z 0 








Start 


1 


End 


2368 




Name 


OJ990304 07.0419.C9.o2.tw 


Method 


TBLASTX : Wheat 




Start 


589 


End 


951 




GI 


none 


Score 


85 




Exons 


589. .837, 594. .776, 771. ,884, 


787. .882, 


891. .950, 898. .951 




Seq. No. 


53378 


Seq. ID 


OJ990304_07.0419.C9 




Gene No . 


112426 


Strand 






Start 


1 


End 


2368 




Name 


OJ990304 07.0419.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


837 


End 


1186 




GI 


none 


Score 


81 




Exons 


837. .956, 838. .957, 965. .1186, 1029. .1178 




Seq. No. 


53378 


Seq. ID 


OJ990304_07.0419.C9 




bene wo . 


112426 


Strand 






Start 


1 


End 


2368 




Name 


OJ990304 07.0419.C9.o3.ts 


Method 


TBLASTX: Soybean 




Start 


918 


End 


1186 


(3 


GI 


none 


Score 


100 


-= ts. 


Exons 


918. .950, 965. .1186, 966. .1172 




: : 5 
(= : a 

s ; 3 


Seq. No. 


53378 


Seq. ID 


OJ990304_07.0419.C9 




Gene No. 


112426 


Strand 






btart 


1 


End 


2368 


= . 3 


Name 


OJ990304 07.0419.C9.ol.tw 


Method 


TBLASTX: Wheat 


t ^ 


Start 


968 


End 


1612 


i u 


GI 


none 


Score 


94 




Exons 


968. .1057, 1059. .1166, 1064.. 


1183, 1076.. 1174, 1196.. 1612, 






1197. .1523 








Seq. No. 


53378 


Seq. ID 


OJ990304_07.0419.C9 




bene wo . 


112426 


Strand 




y 


Start 


1 


End 


2368 




Name 


OJ990304 07.0419.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1203 


End 


1535 




GI 


none 


Score 


191 




Exons 


1203. .1487, 1205. .1486, 1254. 


.1508, 1485. .1535, 1493.. 1522 




Seq. No. 


53379 


Seq. ID 


OJ990304_07.0419.C1( 




Gene No. 


112427 


Strand 


+ 




Start 


191 


End 


11026 




Name 


OJ990304 07.0419.C10.ol.gs 


Method 


GENSCAN 




Start 


191 


End 


10830 




GI 


none 


Score 


.54 




Exons 


191. .322, 1644. .1832, 2068. .2 


176, 3466. 


.3600, 3983.. 4145, 



4591. .4699, 4721. .4818, 6181. .6313, 6456. .6542, 7167. .7230, 
7415. .7479, 8067. .8114, 8194. .8280, 8916. .8967, 9494. .9624, 
9702. .9896, 9942. .10034, 10118 .. 10206, 10304 .. 10355, 
10750. .10830 



Seq. No. 53379 Seq. ID OJ990304_07 . 04 19 . C10 

Gene No. 112427 Strand + 



54270 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



191 End 

OJ990304_07. 0419. CIO. ol.gp Method 

6403 End 

31157 1.R1084 Score 



11026 
AAT/GAP 
8810 
1118 



6403. .6542, 7167. .7230, 7415. .7479, 8067. .8114, 8194. .8280, 
8387. .8467, 8569. .8670, 8758. .8810 

, 3023713/sp|Q42971|ENO_ORYSA 7.0e-98 ENOLASE (2-PHOSPHOGLYCERATE 
DEHYDRATASE) (2-PHOSPHO-D-GLYCERATE HYDRO-LYASE) (OSE1) 
>gi_780372 (U09450) enolase [Oryza sativa] ' 



53379 Seq. ID 

112427 Strand 
191 End 11026 

OJ990304_07.0419.C10.ol.np Method AAT/NAP 
6474 End 10827 

1169528 Score 1685 

6474..6S42, 7167. .7230, 7415. .7479, 8067. .8114, 

8387. .8467, 8569. .8670, 8758.-8838, 8916. .8990, 



OJ990304JD7. 0419. C10 
+ 



8194. 
9381, 



,8280, 
,9443, 



9547. .9624, 9702. .9896, 9984. .10034, 10118 .. 10206, 10304 .. 10355, 
10488. . 10544, 10750. .10827 

ENOLASE 2 (2-PHOSPHOGLYCERATE DEHYDRATASE 2) 

(2-PHOSPHO-D-GLYCERATE HYDRO-LYASE 2) gi | 602253 (U17973) enolase 
[Zea mays] 



Seq. No. 


53379 


Seq. ID 


OJ990304_ 


_07. 0419. C10 


Gene No. 


112427 


Strand 


+ 




Start 


191 


End 


11026 




Name 


OJ990304 07.0419.C10.o3.gp 


Method 


AAT/GAP 




Start 


9708 


End 


11026 




GI 


426 3.R1084 


Score 


1282 




Exons 


9708. .9896, 9984. .10034, 1011E 


i. .10206, 


10304. .10355, 




10488. .10544, 10750. .11026 








GI Descrip. 


'1169528/sp|P42895|EN02 MAIZE 


2.0e-92 


ENOLASE 2 






(2-PHOSPHOGLYCERATE DEHYDRATASE 2) (2- 


PHOSPHO-D 


-GLYCERATE 




HYDRO-LYASE 2) >gi_602253 (U17973) enolase [Zea 


mays] ' 


Seq. No. 


■ 53379 


Seq. ID 


OJ990304_ 


_07. 0419. C10 


Gene No. 


112428 


Strand 


+ 




Start 


15882 


End 


18044 




Name 


OJ990304 07.0419.C10.o3.gs 


Method 


GENSCAN 




Start 


15882 


End 


18044 




GI 


none 


Score 


.96 




Exons 


15882. . 16778, 17439. .18044 








Seq. No. 


53379 


Seq. ID 


OJ990304 


_07. 0419. C10 


Gene No. 


112429 


Strand 


+ 




Start 


25283 


End 


40606 




Name 


OJ990304 07.0419.C10.o3.np 


Method 


AAT/NAP 




Start 


25260 


End 


26929 




GI 


5921185 


Score 


988 




Exons 


25260. .26165, 26301.. 26929 








GI Descrip. 


CYTOCHROME P450 76C1 gi I 2979548 | gb | AAC06157 . 1 1 


(AC003680) 




putative cytochrome P450 [Arabidopsis 


thaliana] 




Seq. No. 


53379 


Seq. ID 


OJ990304 


_07. 0419. C10 


Gene No. 


112429 


Strand 






Start 


25283 


End 


40606 





54271 



Name 

Start 

GI 

Exons 



OJ990304_07 .0419. CIO . o5 . gs 
25283 
none 

25283. .26182, 26312 .. 26842, 27348 

29709. .29808, 29960 .. 30036, 30209 

32796. .33258, 33343.-33436, 34750 

37959. .38865, 39618 .. 39621, 39886 

40369. .40389, 40442.. 40606 



Method GEN SCAN 
End 40606 
Score .51 

27420, 29560. .29600, 
30299, 31997. .32077, 
34929, 35026. .35174, 
40097, 40207. .40314, 



Seq. No. 53379 Seq. ID 

Gene No. 112429 Strand 

Start 25283 End 

Name OJ990304_07 . 04 19 . C10 . o4 . gp Method 

Start 25943 End 

GI 6930J..R1084 Score 

Exons 25943. .26182, 26312.. 26757 

GI Descrip. 1 5921 18 5 /sp I 064 636 | C7C1_ARATH 4.0e-57 CYTOCHROME P450 76C1 

>gi_2979548 (AC003680) putative 7-ethoxycoumarin O-deethylase 
[Arabidopsis thaliana] ' 



OJ990304_07. 0419. C10 
+ 

40606 
AAT/GAP 
26757 
1313 



Seq. No. 


53379 




Seq. ID 


OJ990304 


_07.0419. 


C10 


Gene No. 


112429 




Strand 


+ 






Start 


25283 




End 


40606 






Name 


OJ990304 07. 0419. C10. 


, o5.gp 


Method 


AAT/GAP 






Start 


27101 




End 


27578 






GI 


none 




Score 


885 






Exons 


27101. .27578 












Seq. No. 


53379 




Seq. ID 


OJ990304_ 


_07.0419. 


C10 


Gene No. 


112429 




Strand 


+ 






Start 


25283 




End 


40606 






Name 


OJ990304 07. 0419. C10, 


. o 6 . gp 


Method 


AAT/GAP 






Start 


31728 




End 


32922 






GI 


none 




Score 


906 






Exons 


31728. .31916, 32628., 


.32922 










Seq. No. 


53379 




Seq. ID 


OJ990304 


_07.0419. 


C10 


Gene No. 


112429 




Strand 


+ 






Start 


25283 




End 


40606 






Name 


OJ990304 07. 0419. C10, 


. o4 .np 


Method 


AAT/NAP 






Start 


32687 




End 


38844 






GI 


4432821 




Score 


1859 






Exons 


32687. .33258, 33343.. 


.33663, 


34325.-34547, 34750 


. .34929, 






35026. .35232, 36137.. 


.36214, 


36289. .36359, 36459 


. .36569, 






37959. .38161, 38198.. 


.38263, 


38318. .38844 







GI Descrip. (AC006593) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53379 Seq. ID 

112430 Strand 

43850 End 

OJ990304_07 .0419. C10 . 06 . np Method 

43850 End 

6539571 Score 



OJ990304_07. 0419. C10 
+ 

45395 
AAT/NAP 
45395 
72 



43850. .43988, 44947 .. 45057, 45300. .45395 
(AP000836) hypothetical protein [Oryza sativa] 



Seq. No. 



53379 



Seq. ID OJ990304_07. 0419. C10 



54272 



IS ES 1 



bene no . 




Strand 


+ 








Start 


46553 


End 


47952 








Name 


OJ990304 07.0419.C10.o7.gs 


Method 


GENSCAN 








Start 


46553 


End 


47952 








GI 


none 


Score 


.43 








Exons 


46553. .47198, 47602 .. 47671, 


47832. .47952 








Seq. No. 


53379 


Seq. ID 


OJ990304 


_07 


0419. 


C10 


Gene No . 




Strand 










Start 


13603 


End 


15377 








Name 


OJ990304 07.0419.C10.o2.gs 


Method 


GENSCAN 








Start 


13603 


End 


15377 








GI 


none 


Score 


.47 








Exons 


13603. .14201, 14824. .14996, 


15205. .15377 








Seq. No. 


53379 


Seq. ID 


OJ990304 


_07 


0419. 


C10 


Gene No. 


112433 


Strand 










Start 


20192 


End 


24500 








Name 


OJ990304 07.0419.C10.o2.np 


Method 


AAT/NAP 








Start 


20192 


End 


24500 








GI 


7444451 


Score 


4348 








Exons 


20192. .24500 












GI Descrip. 


probable gag/pol polyprotein 


- long-staminate rice 








retrotransposon retrofit gi I 


2586082 |gb|AAB82754 


.11 


(U72725) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



retrofit [Oryza longistaminata] 



OJ990304 07. 0419. C10 



53379 Seq. ID 

112434 Strand 

38771 End 39140 

OJ990304_07. 0419. C10. o7.gp Method AAT/GAP 

38771 End 39140 

uC-osf lcypl73allal Score 617' 

38771. .39140 

' 6016845/dbj IAP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53379 

112435 

41601 

OJ990304_07. 
6470 
none 

6470. . 6544, 
7414. .7479, 
8064. .8114, 
8191. .8292, 
8560. .8670, 
8883. .8990, 
9379. . 9447, 
9591. .9623, 
10116. .10253 
10302. .10355 
10487. .10546 
10880. .10942 



0419. C10. ol.tm 



6471.. 6545, 7164 
7414.. 7482, 7415 
8066.. 8116, 8066 
8193.. 8282, 8384 
8566.. 8670, 8568 
8900.. 8992, 8909 
9380.. 9445, 9530 
9654.. 9896, 9678 
, 10118. .10204, 
, 10303. .10356, 
, 10554. .10595, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990304 07. 0419. C10 



44274 
TBLASTX: 
10942 
120 



Maize 



..7232, 7166.. 7234, 
..7483, 7416. .7481, 
..8116, 8182. .8280, 
..8467, 8385. .8456, 
..8672, 8749. .8838, 
..8986, 8913. .8990, 
..9586, 9544. .9591, 
..9896, 9983. .10036 
10120. .10254, 10301 
10310. .10357, 10479 
10732. .10836, 10738 



7410. .7478, 
8064. .8114, 
8186. .8278, 
8386. .8463, 
8754. .8822, 
9377. .9445, 
9546. .9590, 

, 9984. .10046, 

. .10354, 

. .10544, 

. .10836, 



Seq. No. 
Gene No. 



53379 
112435 



Seq. ID 
Strand 



OJ990304 07. 0419. C10 



54273 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41601 

OJ990304_07.0419.C10.o3.tc 
6479 
none 
6479. 
7414. 
8191. 



.6544, 6480. .6545, 7164. 
.7479, 8064. .8114, 8064. 
.8292, 8193.. 8282, 8384, 



8566. .8670, 8568.-8672 

53379 

112435 

41601 

OJ990304_07.0419.C10.o6.ts 

6479 

none 

6479.. 6550, 6480 
7414. .7479, 8064 
8186.. 8278, 8191 
8560.. 8637, 8568 



End 

Method 

End 

Score 



44274 

TBLASTX: Cress 

8672 

95" 



.7232, 7166. .7231, 7410. .7478, 
.8114, 8066. .8116, 8182. .8280, 
.8467, 8386. .8463, 8560. .8670, 



Seq. ID OJ990304_07. 0419. C10 
Strand 

End 44274 

Method TBLASTX : Soybean 

End 8637 

Score 99 



6545, 7164. .7232, 7166. .7231, 7410. .7472, 

8114, 8066. .8116, 8066. .8116, 8182. .8280, 

8292, 8193. .8291, 8384. .8467, 8386. .8457, 
8636 



Seq. No. 53379 

Gene No. 112435 

Start 41601 

Name OJ990304_07 . 04 19 . C10 . o2 . tw 

Start 8237 

GI none 
Exons 



Seq. ID OJ990304_07. 0419. C10 
Strand 

End ■ 44274 

Method TBLASTX : Wheat 

End 8838 

Score 67 



8237. .8278, 8247. .8282, 8248. .8283, 8384. .8467, 8385.-8462, 
8386. .8463, 8557. .8670, 8560. .8670, 8568. .8672, 8637. .8672, 
8749.-8838, 8754. .8837 



Seq. No. 53379 
Gene No. 112435 
Start 41601 

Name OJ990304_07 . 04 1 9 . C10 . o2 . ts 

Start 8638 
GI none 
Exons 8638.. 

8797. . 

9411. . 

9678. . 

10116. 

10302. 

10732. 



8670, 8640. 

8838, 8898. 

9446, 9542. 

9893, 9678. 



.8672, 8749. 

.8981, 8909. 

.9622, 9544. 

.9890, 9703. 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990304 07. 0419. C10 



,10202, 10118. .10204, 1 
.10355, 10407. .10484, 1 
,10830 



44274 

TBLASTX : Soybean 
10830 
49 

.8799, 8754. .8789, 8796. .8837, 
.8959, 9377.-9445, 9380. .9442, 
.9630, 9546.. 9623, 9548.. 9631, 
.9912, 9975.. 10061, 9981.. 10046, 
0120.. 10230, 10301. .10354, 
0445. .10546, 10488 .. 10544 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53379 

112435 

41601 

OJ990304_07.0419.C10.o2.tc 
8773 



OJ990304 07.0419-C10 



44274 

TBLASTX: Cress 

10833 

88 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
8773. .8832, 8781. .8837, 8782. .8838, 8883. .8990, 8913. .8990, 
8915. .8992, 8915. .8992, 9380. .9445, 9380. .9445, 9537. .9623, 
9541. .9630, 9544. .9630, 9678.-9893, 9678. .9890, 9981. .10046, 
9983.. 10036, 10115 .. 10201, 10118 .. 10204 , 10120 .. 10206, 
10301. .10354, 10302. .10355, 10303 .. 10362, 10479 .. 1054 4 , 
10487. .10546, 10732.. 10833 



54274 



Seq. No. 53379 Seq. ID 

Gene No. 112435 Strand 

Start 41601 End 

Name OJ990304_07 . 04 19. CIO ,o3. tw Method 

Start 9720 End 

GI none Score 
Exons 



OJ990304_07. 0419. CIO 
44274 

TBLASTX: Wheat 

10194 

290 



9720. .9896, 9721. .9894, 9723. .9896, 9724. .9897, 9983. 
9984. .10046, 9993. .10046, 10093 .. 10194 , 10115 .. 101 92 , 
10120. .10194 



10036, 



Seq. No. 53379 Seq. ID 

Gene No. 112435 Strand 

Start 41601 End 

Name OJ990304_07 . 04 19. C10 .o4 . tw Method 

Start 15882 End 

GI none Score 

Exons 15882. .16067, 16020 .. 16187, 16025 .. 1618 6, 16193 

16218. .16247, 16233 .. 16274 , 25268 .. 25588 , 25367 



OJ990304 07. 0419. C10 



44274 

TBLASTX : Wheat 
25675 
221 

16246, 
25468, 



25399. .25587, 25588 .. 25674 , 25592. .25675 



Seq. No. 53379 

Gene No. 112435 

Start 41601 

^ Name OJ990304JD7 . 0419 .C10 . ol . tc 

Z Start 16020 

4 GI none 
H Exons 



Seq. ID OJ990304_07. 0419. C10 
Strand 

End 44274 

Method TBLASTX : Cress 

End 26842 

Score 327 



16020. .16457, 16485 .. 16694 , 17430 .. 17498, 17439 17 945, 
17444. .17944, 17576 .. 17947 , 17583 .. 17948 , 25373 25900, 
25862. .26098, 26300 .. 26842, 26300 .. 26797 , 26566. .26817 



2 Seq. No. 
=J Gene No. 
U Start 

Name 
n Start 

1 GI 
" 4 . Exons 



53379 Seq. ID 

112435 Strand 

41601 End 

OJ990304JD7 .0419. C10 . ol . ts Method 

16020 End 

none Score 



OJ990304_07. 0419. C10 
44274 

TBLASTX : Soybean 

26911 

116 



16020. .16178, 16245. .16376, 17427.. 18032, 17439 18038, 
17453. .18040, 25364 25597, 25652 .. 25759, 26302 264 60, 
26303. .26911, 26342 .. 26905, 26563.. 26910 



Seq. No. 53379 
Gene No. 112435 
Start 41601 

Name OJ990304_07 . 04 19 . C10 . o2 . tm 

Start 16038 
GI none 
Exons 16038. . 16178, 16245 

17535. .18029, 25373 

26312. .26866 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990304_07. 0419. C10 
44274 

TBLASTX: Maize 

26911 

85 



16304, 17439. .18038, 17447 .. 17938, 
25576, 26305. .26490, 26306 26911, 



Seq. No. 53379 

Gene No. 112435 Strand 

Start 41601 End 

Name OJ990304_07 . 04 1 9 . C10 . ol3 . tm Method 

Start 16377 End 

GI none Score 

Exons 16377. .16472, 16488 .. 16718, 25778 .. 25873, 25790 .. 25882, 



Seq. ID OJ990304_07. 0419. C10 



44274 

TBLASTX: Maize 

26122 

90 



54275 




25897. .26121, 25898.. 26122 



Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419. 


C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. CIO 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


17439 




End 


26620 




GI 


none 




Score 


255 




Exons 


17439. .17747, 17601. 


.17747, 


26312. .26620, 26342.. 26617 




Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419. 


C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. CIO 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


17771 




End 


26875 




GI 


none 




Score 


196 




Exons 


17771. .18001, 17772. 


.18002, 


26644 . .26871, 26645.-26875 




Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419. 


C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10 


.08. ts 


Method 


TBLASTX : Soybean 




Start 


19566 




End 


19955 




GI 


none 




Score 


53 




Exons 


19566. .19604, 19570. 


. 19614, 


19615. .19731, 19724. .19774, 






19729. .19773, 19785. 


. 19955, 


19797. .19952 




Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419. 


C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10 


. 0 1 6 . tm 


Method 


TBLASTX: Maize 




Start 


19788 




End 


44274 




GI 


none 




Score 


186 




Exons 


19788. .19985, 19788. 


. 19973, 


43829..43945, 43832 .. 4 38 64 , 






43859. .43972, 44031. 


. 44090, 


44068. .44118, 44212. .44274 




Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419. 


C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10 


. o7 . tc 


Method 


TBLASTX: Cress 




Start 


20216 




End 


20665 




GI 


none 




Score 


44 




Exons . 


20216. .20410, 20223. 


.20411, 


20450. .20566, 20451 .. 20537 , 






20576. .20665 










Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419. 


C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10 


. o3 . t s 


Method 


TBLASTX : Soybean 




Start 


20243 




End 


20839 




GI 


none 




Score 


223 




Exons 


20243. .20839, 20244. 


.20645, 


20450. .20650, 20685.. 20837 




Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419. 


C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10 


. o4 . tm 


Method 


TBLASTX: Maize 





54276 



Start 20249 End 20672 

GI none Score 67 

Exons 20249. .20371, 2024 9 20536, 20316 . . 20537, 20538 .. 20672, 

20543. .20671 



Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419 


Gene No. 


112435 




Strand 


- 


Start 


41601 




End 


44274 


Name 


OJ990304 07. 0419. C10 


.ol. tw 


Method 


TBLASTX: Wheat 


Start 


20603 




End 


21040 


GI 


none 




Score 


142 


Exons 


20603. .21040, 20606. 


.21040 






Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419 


Gene No. 


112435 




Strand 




Start 


41601 




End 


44274 


Name 


OJ990304 07. 0419. C10 


.08. tm 


Method 


TBLASTX: Maize 


Start 


20675 




End 


20926 


GI 


none 




Score 


118 


Exons 


20675. .20926, 20712. 


.20921 







Seq. No. 


53379 






Seq. ID 


OJ990304JD7.0419 


Gene No. 


112435 






Strand 




Start 


41601 






End 


44274 


Name 


OJ990304 07. 


0419. C10 


. o5 . tc 


Method 


TBLASTX: Cress 


Start 


20906 






End 


21157 


GI 


none 






Score 


68 


Exons 


20906. .21091 


, 20912. 


.21157 






Seq. No. 


53379 






Seq. ID 


OJ990304_07.0419 


Gene No. 


112435 






Strand 




Start 


41601 






End 


44274 


Name 


OJ990304 07. 


0419. C10 


. o5 . tm 


Method 


TBLASTX: Maize 


Start 


20981 






End 


21417 


GI 


none 






Score 


105 


Exons 


20981. .21217 


, 21220. 


.21417, 


21242. .21403 


Seq. No. 


53379 






Seq. ID 


OJ990304_07.0419 


Gene No. 


112435 






Strand 




Start 


41601 






End 


44274 


Name 


OJ990304 07. 


0419. C10 


. o5 . tw 


Method 


TBLASTX: Wheat 


Start 


21041 






End 


21496 


GI 


none 






Score 


61 


Exons 


21041. .21217 


, 21232. 


.21390, 


21235. .21492, 21242.. 21496 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53379 

112435 

41601 

OJ990304_07.0419.C10.o7.ts 

21217 

5509260 



Seq. ID OJ990304_07. 0419. C10 
Strand 

End 44274 

Method TBLASTX : Soybean 

End 21704 

Score 128 



21217. .21492, 21227 .. 21391, 21431 .. 214 93, 21474 21704 , 
21522. .21677 



Seq. No. 
Gene No. 



53379 
112435 



Seq. ID OJ990304_07. 0419. C10 
Strand 



54277 




Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. CIO. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


22264 




End 


22728 




GI 


none 




Score 


113 




Exons 


22264. .22728, 22438.. 


22716 








Seq. No. 


53379 




Seq. ID 


OJ990304JD7.0419 


.C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. CIO. 


oil . tm 


Method 


TBLASTX: Maize 




Start 


22279 




End 


22911 




GI 


none 




Score 


66 




Exons 


22279. .22728, 22565.. 


22717, 


22843. .22911 




Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419 


.C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10. 


o9. ts 


Method 


TBLASTX: Soybean 




Start 


22282 




End 


22701 




GI 


none 




Score 


273 




Exons 


22282. .22701 










Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419 


.C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


22300 




End 


22905 




GI 


none 




Score 


101 




Exons 


22300. .22440, 22444 . . 


22509, 


22513. .22707, 22732 22905, 






22733. .22885 










Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419 


.C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10. 


olO. ts 


Method 


TBLASTX : Soybean 




Start 


22723 




End 


23136 




GI 


none 




Score 


92 




Exons 


22723. .22902, 22918. . 


23025, 


23035. .23136 




Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419 


.C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10. 


08. tw 


Method 


TBLASTX: Wheat 




Start 


23222 




End 


23607 




GI 


none 




Score 


92 




Exons 


23222. .23407, 23227.. 


23502, 


23346. .23459, 23460 .. 23576, 






23505. .23564, 23506.. 


23607 








Seq. No. 


53379 




Seq. ID 


OJ990304JD7.0419 


.C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10. 


ol5 . tm 


Method 


TBLASTX: Maize 




Start 


23227 




End 


23502 




GI 


none 




Score 


208 




Exons 


23227. .23502 










Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419 


.C10 



54278 




Gene No . 






btrano 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. CIO 


.oll.tw 


Method 


TBLASTX: Wheat 




Start 


23922 




End 


24155 




GI 


none 




Score 


89 




Exons 


23922. .24155, 23935. 


.24129 








Seq. No. 


53379 




Seq. ID 


OJ990304JD7.0419 


.C10 


Gene no. 


1 1^4 OD 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. CIO 


.06. tm 


Method 


TBLASTX: Maize 




Start 


23977 




End 


24404 




GI 


none 




Score 


174 




Exons 


23977. .24261, 24000. 


.24272, 


24297. .24404, 24298. .24402 




Seq. No. 


53379 




Seq. ID 


OJ990304JD7.0419 


.C10 


Gene No. 


112435 




Strand 






Start 


4 1 DUl 




End 


44274 




Name 


OJ990304 07. 0419. C10 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


34379 




End 


34932 




GI 


none 




Score 


295 




Exons 


34379. .34558, 34380. 


.34559, 


34701. .34925, 34722 .. 34 922, 






34747. .34932, 34753. 


.34929 








Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419 


.C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


34749 




End 


36348 




GI 


none 




Score 


179 




Exons 


34749. .34925, 34750. 


.34932, 


34750. .34932, 35025 .. 35180, 






35026. .35232, 35029. 


.35232, 


36134. .36214, 36139 .. 3624 9, 






36286. .36348 










Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419 


.C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 




. o7 . tm 


Method 


TBLASTX: Maize 




Start 


35059 




End 


36573 




GI 


none 




Score 


265 




Exons 


35059. .35229, 35059. 


.35229, 


35060. .35230, 36137 .. 362 14 , 






36143. .36214, 36284. 


.36358, 


36286. .36369, 36288 .. 36380, 






36456.-36569, 36457. 


.36573 








Seq. No. 


53379 




Seq. ID 


OJ990304JD7.0419 


.C10 


Gene No . 






Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10 


.ol8.tm 


Method 


TBLASTX: Maize 




Start 


37935 




End 


38129 




GI 


none 




Score 


193 




Exons 


37935. .38129, 37942. 


.38124 








Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419 


.C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10 


.ol4 . tm 


Method 


TBLASTX: Maize 




Start 


38133 




End 


38286 





54279 





GI 


none 




Score 


222 








Exons 


38133. .38285, 38134.. 


38286, 


38140. .38286 








Seq. No. 


53379 




Seq. ID 


OJ990304 


_07.0419. 


C10 




Gene No. 


112435 




Strand 












ff X DU X 




End 


44274 








Name 


OJ990304 07. 0419. CIO. 


o3 . tm 


Method 


TBLASTX : 


Maize 






Start 


38290 




End 


'38910 








GI 


none 




Score 


,84 








Exons 


38290. .38397, 38405.. 


38545, 


38441. .38527, 38506 


. .38901, 








38522. .38905, 38529.. 


38657, 


38536. .38910 








Seq. No. 


53379 




Seq. ID 


OJ990304 


_07.0419. 


C10 




Gene No. 


112435 




Strand 










Start 


41601 




End 


44274 








Name 


nTQQfi^rM m 041 q pin 

UU j^UOUfi U / • yJH ±2 ■ V^X U . 


oiu . cm 


Method 


TBLASTX: 


Mai *7 o 






Start 


41400 




End 


41838 








GI 


none 




Score 


50 








Exons 


41400. .41426, 41469.. 


41489, 


41503. .41550, 41520 


. .41555, 








41522. .41551, 41553.. 


41579, 


41596. .41646, 41597 


. .41626, 








41601. .41807, 41601.. 


41834, 


41710. .41838 








Seq. No. 


53379 




Seq. ID 


OJ990304 


_07.0419. 


C10 




Gene No. 


1 1 O A T e; 
X XZfl OD 




Strand 










Start 


41601 




End . 


44274 






•- s 


Name 


OJ990304 07. 0419. C10. 


o6.gs 


Method 


GENS CAN 






5-i ! 


Start 


41601 




End 


43728 






?: 3 

i y 


GI 


none 




Score 


.94 






L J 


Exons 


41601. .41960, 42178.. 


42282, 


42755. .43556, 43667 


. .43728 




few 


Seq. No. 


53379 




Seq. ID 


OJ990304 


_07.0419. 


C10 




Gene No. 


112435 




Strand 










o tdit 


41601 




End 


44274 








Name 


OJ990304 07. 0419. C10. 


oS.np 


Method 


AAT/NAP 








Start 


41604 




End 


43713 






3 C? 


GI 


6730631 




Score 


748 








Exons 


41604. .41960, 42178.. 


42282, 


42755. .43556, 43667 


. .43713 




^3 


GI Descrip. 


(AC008262) F4N2.2 [Arabidopsis thaliana] 






S3 


Seq. No. 


53379 




Seq. ID 


OJ990304 


_07.0419. 


C10 


£3 


Gene No. 


112435 




Strand 










O Lai L 


41601 




End 


44274 








Name 


OJ990304 07. 0419. C10. 


o5. ts 


Method 


TBLASTX: 


Soybean 






Start 


41763 




End 


43559 








GI 


none 




Score 


105 








Exons 


41763. .41930, 42914.. 


43237, 


43041. .43229, 43358 


. .43420, 








43380. .43421, 43415.. 


43558, 


43416. .43559 








Seq. No. 


53379 




Seq. ID 


OJ990304 


_07.0419. 


C10 




Gene No. 


112435 




Strand 










Start 


41601 




End 


44274 








Name 


OJ990304 07. 0419. C10. 


olO. tw 


Method 


TBLASTX: Wheat 






Start 


41838 




End 


42288 








GI 


none 




Score 


168 








Exons 


41838. .41963, 41850.. 


41963, 


42177. .42284, 42178 


. .42288, 





42178. .42285 



54280 



Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419 


.C10 


Gene No. 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. CIO 


.ol2.tm 


Method 


TBLASTX: Maize 




Start 


42173 




End 


42920 




GI 


none 




Score 


127 




Exons 


42173. .42283, 42177. 


.42293, 


42178. .42294, 42178 .. 42294 , 






42755. .42904, 42755. 


.42919, 


42762. .42920 




Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419 


C10 




112435 




Strand 






Start . 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10 


.oll.ts 


Method 


TBLASTX : Soybean 




Start 


42184 




End 


42913 




GI 


none 




Score 


195 




Exons 


42184. .42282, 42761. 


.42913 








Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419 


C10 


flpnp Mo 


112435 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10 


.ol2.tw 


Method 


TBLASTX: Wheat 




Start 


42722 




End 


42913 




GI 


none 




Score 


115 




Exons 


42722. .42901, 42755. 


.42913 








Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419 


C10 


Cono M 
UcUc 1NU • 


1 1 94 




Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10 


.06. tc 


Method 


TBLASTX: Cress 




Start 


42755 




End 


42985 




GI 


none 




Score 


77 




Exons 


42755. .42904, 42755. 


.42913, 


42771. .42917, 42935. .42985 




Seq. No. 


53379 




Seq. ID 


OJ990304_07.0419 


C10 








Strand 






Start 


41601 




End 


44274 




Name 


OJ990304 07. 0419. C10 


.ol7 . tm 


Method 


TBLASTX: Maize 




Start 


43028 




End 


43243 




GI 


none 




Score 


103 




Exons 


43028. .43240, 43041. 


.43229, 


43145. .43243 




Seq. No. 


53380 




Seq. ID 


OJ990524_01.0421 


C3 


cpnp no 


112436 




Strand 


+ 




Start 


103 




End 


1010 




Name 


OJ990524 01. 0421. C3 . 


ol . gs 


Method 


GENSCAN 




Start 


103 




End 


832 




GI 


none 




Score 


.47 




Exons 


103. .129, 793. .832 










Seq. No. 


53380 




Seq. ID 


OJ990524_01.0421 


C3 


Gene No. 


112436 




Strand 


+ 




Start 


103 




End 


1010 




Name 


OJ990524 01. 0421. C3. 


ol.gp 


Method 


AAT/GAP 




Start 


655 




End 


1010 




GI 


572104 




Score 


327 




Exons 


655. .839, 990. .1010 











54281 



Seq. No. 53381 

Gene No. 112437 

Start 59 

Name OJ990524_01 . 0421 .C6. ol . gs 

Start 59 

GI none 
Exons 



Seq. ID OJ990524_01. 0421. C6 
Strand 

End 1521 

Method GENSCAN 

End 1521 

Score . 64 



59. .193, 1025. .1133, 1466. .1521 



Seq. No. 53382 Seq. ID OJ990524_01 . 0421 . C7 

Gene No. 112438 Strand + 

Start 1 End 2255 

Name OJ990524_01 . 0421 . C7 . ol . gp Method AAT/GAP 

Start 1 End 2255 

GI 2878J..R1084 Score 2518 

Exons 1..82, 182.. 456, 1317.. 2255 

GI Descrip. 1 4325282/gb | AAD17313 | 6.0e-49 (AF123310) NAC domain protein NAM 
[Arabidopsis thaliana] >gi_432528 6_gb_AAD17314_ (AF123311) NAC 
domain protein NAM [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 
Name 
?2 Start 

"*i gi 

Exons 



53382 

112438 

1 

OJ990524_01.0421.C7.ol;ts 
1 

none 

1..81, 21. .68, 145. .225, 168. 
1311. .1370, 1318. .1350, 1524, 
1749. .1784, 1751. .1780 



Seq. ID OJ990524_01.0421.C7 

Strand + 

End 2255 

Method TBLASTX : Soybean 

End 1784 

Score 116 
.431, 169. .459, 346.-456, 
.1571, 1562. .1630, 1563. .1628, 



Seq. No. 53382 

Gene No. 112438 

Start 1 

Name OJ990524_01 . 042 1 . C7 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..84, 3. .77, 49. .78, 145. .459, 169. .225, 179. .241, 183. .434, 
346. .456, 1150. .1224, 1311. .1361, 1315. .1350, 1316. .1354, 
1439. .1492, 1440. .1493, 1466. .1564, 1497. .1571, 1565. .1597, 
1566. .1598, 1586. .1654, 1608. .1658, 1677. .1769 



OJ990524_01.0421.C7 
+ 

2255 

TBLASTX: Maize 

1769 

153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53382 
112438 



Seq. ID OJ990524_01.0421.C7 



OJ990524_01.0421.C7.ol.np 
1 

6730942 

1..82, 182. .456, 1317. .1784 

(AB028185) OsNAC6 protein [Oryza sativa] 



Strand 
End 

Method 
End 
Score 



2255 
AAT/NAP 
1784 
1409 



53382 

112438 

1 

OJ990524_01.0421.C7.ol.tc 
1 

none 



Seq. ID OJ990524_01.0421.C7 



Strand 
End 

Method 

End 

Score 



+ 

2255 

TBLASTX: Cress 

1784 

119 



1..81, 21. .77, 169. .450, 180. .431, 346. .447, 1311. .1370, 
1318. .1350, 1518. .1640, 1562. .1636, 1749. .1784 



54282 



Seq. No. 53382 Seq. ID 

Gene No. 112438 Strand 

Start 1 End 

Name OJ990524_01 . 0421 . C7 . ol . gs Method 

Start 184 End 

GI none Score 

Exons 184. .456, 1317.. 1787 



OJ990524_01.0421.C7 
+ 

2255 
GENS CAN 
1787 
.9 



Seq. No. 53382 

Gene No. 112438 

Start 1 

Name OJ990524_01 . 0421 . C7 . ol . tw 

Start 188 

GI none 
Exons 



188. .241, 189. .311, 190. .312, 297. .407 
346. .465, 1150. .1230, 1311. .1340 



.Seq. ID OJ990524_01.0421.C7 

Strand + 

End 2255 

Method TBLASTX : Wheat 

End 1340 

Score 205 

322. .465, 327. .428, 



Seq. No. 
Gene No. 
Start 
Name 
?a Start 

*i gi 

W Exons 



?l 5 



fli 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53382 
112438 
1 

OJ990524_01 . 0421 . C7 . o2 . tw 
1341 
none 



Seq. ID OJ990524JU.0421.C7 
Strand + 

2255 

TBLASTX: Wheat 
1904 
45 



End 

Method 
End 
Score 

1341. .1373, 1449. .1508, 1451. .1507, 1515. .1592, 1532. .1588, 
1607. .1666, 1608. .1667, 1689. .1823, 1739. .1783, 1753. .1794, 
1878. .1904, 1879. .1899 



53383 
112439 
1 

OJ990524_01. 0421. C10. ol.np 
1 

6850884 
1..725, 831. .1136 

(AL137898) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990524_01. 0421. C10 

Strand + 

End 1136 

Method AAT/NAP 

End 1136 

Score 592 



53383 Seq. ID 

112439 Strand 

1 End 
OJ990524_01 . 0421 . C10 . ol . gs Method 

54 End 

none Score 
54. .1102 



OJ990524_01.0421.C10 
+ 

1136 
GENS CAN 
1102 



Seq. No. 53383 

Gene No. 112439 

Start 1 

Name OJ990524_01 . 0421 . C10 . o2 . ts 

Start 287 

GI none 

Exons 287.. 451, 468.. 752, 593.. 658 



Seq. ID OJ990524_01. 0421. C10 

Strand + 

End 1136 

Method TBLASTX : Soybean 

End 7 52 

Score 104 



Seq. No. 53383 Seq. ID 

Gene No. 112439 Strand 

Start 1 End 

Name - OJ990524 01 . 0421 . C10 . ol . tm Method 



OJ990524JU. 0421. C10 
+ 

1136 

TBLASTX: Maize 



54283 



Start 
GI 

Exons 



290 End 1136 

none Score 66 

290. .457, 296. .457, 296. .457, 380. .457, 464. .724, 474. .797, 

477. .977, 507. .773, 509. .913, 681. .848, 993. .1136 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53383 

112439 

1 

OJ990524_01.04 21.C10.ol. tw 

290 

none 



Seq. ID OJ990524_01. 0421. C10 

Strand + 

End 1136 

Method TBLASTX : Wheat 

End 905 

Score 91 



290. .457, 477. .905, 596. .736, 788. .889 



53383 
112439 
1 

OJ990524_01. 0421. C10. ol.tc 
686 
none 

686. .913, 687. .965, 759. .968 

53383 

112439 

1 

OJ990524_01. 0421. C10. ol.ts 

765 

none 

76S..977, 767. .880, 990. .1136 

53384 
112440 
540 

OJ990524_01.0421.Cll.ol.gp 
540 

3768633 
540. .684 



Seq. ID OJ990524_01. 0421. C10 

Strand + 

End 1136 

Method TBLASTX : Cress 

End 968 

Score 275 



Seq. ID OJ990524_01. 0421. C10 

Strand + 

End 1136 

Method TBLASTX : Soybean 

End 1136 

Score 191 



Seq. ID OJ990524_01.0421.C11 

Strand + 

End 684 

Method AAT/GAP 

End 684 

Score 223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53385 
112441 
414 

OJ990524_01.0421.C23.ol.gp 
414 

1632536 
414. .508 

5777618/emb|CAB53479.1| 5.0e-17 (AJ245900) CAA30376.1 protein 
[Oryza sativa] 



Seq. ID OJ990524JD1. 0421. C23 

Strand + - 

End 508 

Method AAT/GAP 

End 508 

Score 139 



53385 
112442 
409 

OJ990524_01.0421.C23.ol.np 
409 

5777618 
409. .561, 848. .955 

(AJ245900) CAA30376.1 protein [Oryza sativa] 



Seq. ID OJ990524_01.0421.C23 
Strand 

End 955 

Method • AAT/NAP 

End 955 

Score 103 



Seq. No. 



53385 



Seq. ID OJ990524_01.0421.C23 



54284 




J 



Gene No . 


112442 


Strand 




Start 


409 


End 


955 


Name 


OJ990524 01.0421.C23.ol.gs 


Method 


GENSCAN 


Start 


428 


End 


643 


GI 


none 


Score 


.82 


Exons 


428. .643 






Seq. No. 


53386 


Seq. ID 


OJ990524_01 .04 21.C25 


Gene No. 


112443 


Strand 




Start 


1 


End 


2379 


Name 


OJ990524 01.0421.C25.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2379 


GI 


5295955 


Score 


200 


Exons 


1..22, 917. .1031, 1574. .1694, 


2140. .2379 


GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 






Seq. No. 


53386 


Seq. ID 


OJ990524_01.0421.C25 


Gene No . 


112443 


Strand 




Start 


1 


End 


2379 


Name 


OJ990524 01.0421. C25.ol.gs 


Method 


GENSCAN 


Start 


382 


End 


1788 


GI 


none 


Score 


.66 


Exons 


382.. 501, 908.. 1031, 1506. .1788 




Seq. No. 


53387 


Seq. ID 


OJ990524_01.0421.C28 


Gene No . 


112444 


Strand 


- 


Start 


42 


End 


1024 


Name 


OJ990524 01.0421.C28.ol.gs 


Method 


GENSCAN 


Start 


42 


End 


649 


GI 


none 


Score 


.58 


Exons 


42. .473, 557. .649 






Seq. No. 


53387 


Seq. ID 


OJ990524_01.0421.C28 


Gene No . 


112444 


Strand 


- 


Start 


42 


End 


1024 


Name 


OJ990524 01.0421.C28.ol.tm 


Method 


TBLASTX: Maize 


Start 


238 


End 


658 


GI 


none 


Score 


344 


Exons 


238. .474, 252. .473, 539. .655, 


555. .650, 


557. .658 


Seq. No. 


53387 


Seq. ID 


OJ990524_01.0421.C28 


Gene No. 


112444 


Strand 




Start 


42 


End 


1024 


Name 


OJ990524 01.0421.C28.ol.np 


Method 


AAT/NAP 


Start 


250 


End 


1024 


GI 


2462839 


Score 


402 


Exons 


250. .473, 557. .657, 986. .1024 






GI Descrip. 


(AF000657) unknown protein [Arabidopsis 


thaliana] 


Seq. No. 


53387 


Seq. ID 


OJ990524_01.0421.C28 


Gene No. 


112444 


Strand 




Start 


42 


End 


1024 


Name 


OJ990524 01.0421.C28.ol.ts 


Method 


TBLASTX : Soybean 


Start 


304 


End 


655 


GI 


none 


Score 


37 


Exons 


304. .327, 307. .375, 324. .461, 


342. .398, 


361. .474, 372. .473, 



54285 



463. .492, 539. .655, 555. .647 



Seq. No. 53388 
Gene No. 112445 
Start 1 

Name 0 J99052 4_0 1 . 04 2 1 . C3 6 . ol . np 

Start 1 
GI 5091617 
Exons 1..33, 357.. 1315 

GI. Descrip. (AC007454) Contains similarity to gi|479356 protein kinase PK1 
from Zea mays, is a member of the PF| 00954 S-locus glycoprotein 
family and contains a PF| 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



Seq. ID OJ990524_01.0421.C36 
Strand 

End 1315 

Method AAT/NAP 

End 1315 

Score 476 



C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53388 

112445 

1 

OJ990524_01.0421.C36.ol.tm 

337 

none 



Seq. ID OJ990524_01.0421.C36 
Strand 

End 1315 

Method TBLASTX : Mai ze 

End 1070 

Score 84 



337. .492, 366. .518, 522. .716, 604. .705, 723. .773, 795. .926, 
796.. 915, 960.. 1070 



53388 

112445 

1 

OJ990524_01.0421.C36.ol.ts 

357 

none 

357. .704, 373. .705, 720. .773 



Seq. ID OJ990524_01.0421.C36 

Strand ' - 

End 1315 

Method TBLASTX : Soybean 

End 773 

Score 195 



£3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53388 

112445 

1 

OJ990524_01.0421.C36.ol.tc 

367 

none 



Seq. ID OJ990524_01.0421.C36 
Strand 

End 1315 

Method TBLASTX : Cress 

End 1044 

Score 96 



367. .501, 369. .500, 537. .701, 789. .1040, 796. .1044 



53388 

112445 

1 

OJ990524_01.0421.C36.ol.tw 

435 

none 



Seq. ID OJ990524_01.0421.C36 
Strand 

End 1315 

Method TBLASTX : Wheat 

End 855 

Score 143 



435. .497, 528. .704, 540. .704, 702. .773, 712. .744, 759. .854, 
793. .855 



Seq. No. 53389 

Gene No. 112446 

Start 1 

Name OJ990524_01 . 0421 . C37 . ol . np 

Start 1 

GI 1346396 

Exons 1..1105 

GI Descrip. PUTATIVE RECEPTOR PROTEIN KINASE ZMPK1 PRECURSOR 

gi 1 100913 Ipir M S10930 probable receptor protein kinase (EC 



Seq. ID OJ990524_01.0421.C37 
Strand 

End 1105 

Method AAT/NAP 

End 1105 

Score 775 



54286 



2.7.1.-) precursor - maize gi | 22432 | emb | CAA36611 | (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase . 
[Zea mays] gi | 226927 | prf | | 1611404A receptor protein kinase [Zea 
mays] 



Seq. No. 53389 Seq. ID 

Gene No. 112446 Strand 

Start 1- End 

Name OJ990524_01 . 0421 . C37.. ol . gs Method 

Start 9 End 

GI none Score 

Exons 9.. 1099 



OJ990524_01.0421.C37 

1105 
GEN SCAN. 
1099 
.99 



Seq. No. 53389 Seq. ID 

Gene No. 112446 Strand 

Start 1 End 

Name OJ990524_01 . 0421 . C37 . ol . tm Method 

Start 44 9 End 

GI none Score 
Exons 



OJ990524_01.0421.C37 
1105 

TBLASTX: Maize 

772 

55 



449. .619, 483.-545, 623. .715, 624. .698, 716. .772 



Seq. No. 53389 Seq. ID 

Gene No. 112446 Strand 

t Start 1 End 

Name OJ990524_01 . 0421 . C37 . ol . tc Method 

f| Start 596 End 

LI GI none Score 

1 Exons 596.. 841 



OJ990524_01.0421.C37 
1105 

TBLASTX: Cress 

841 

185 



Seq. No. 53390 Seq. ID 

Gene No. 112447 Strand 

Start 1 End 

Name OJ990524_01 . 0421 . C38 . o2 . np Method 

Start 1 End 

GI 7487731 Score 

Exons 1..57, 416. .471, 573. .626, 1409. .1511, 
GI Descrip. hypothetical protein 



. 626, 
T5L19 

gi | 4539006 | emb | CAB39627 . 1 1 

[Arabidopsis thaliana] gi | 7267699 | emb I CAB78126 . 1 | 
putative protein [Arabidopsis thaliana] 



OJ990524_01.0421.C38 

1708 
AAT/NAP 
1708 
232 

1596. .1708 



160 Arabidopsis thaliana 
(AL049481) putative protein 

AL161516) 



OJ990524 01.0421.C38 



Seq. No. 53390 Seq. ID 

Gene No. 112447 Strand 

Start 1 End 1708 

Name OJ990524_01 . 0421 . C38 . ol . np Method AAT/NAP 

Start 106 End 372 

GI 6850884 Score 138 

Exons 106.. 372 

GI Descrip. (AL137898) putative protein [Arabidopsis thaliana] 



Seq. No. 53390 Seq. ID 

Gene No. 112447 Strand 

Start 1 End 

Name OJ990524J31 . 0421 .C38 . ol . tm Method 

Start 1413 End 

GI none Score 



OJ990524_01.0421.C38 
1708 

TBLASTX: Maize 

1641 

103 



54287 



Exons 



1413. .1514, 1414. .1515, 1414. .1515, 1431. .1520, 1583. .1639, 
1587. .1640, 1588. .1641 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53391 

112448 

58 

OJ990524_01.0421.C40.ol.gs 
58 

none 

58. .148, .180. .268, 843. .909 



Seq. ID OJ990524_01.0421.C40 
Strand 

End 909 

Method GENSCAN 

End 909 

Score .46 



53392 
112449 
927 

OJ990524_01.0421.C51.ol.gp 
927 

16011_1.R1084 
927. .1083 

'229737/pdbl 1CCRI 2.0e-43 Cytochrome c f 



Seq. ID OJ990524_01.0421.C51 

Strand + 

End 1083 

Method AAT/GAP 

End 1083 

Score 2 67 



53392 
112449 
927 

OJ990524_01.0421.C51.ol.np 
971 

2641197 
971. .1082 

(AF031540) cytochrome C [Fritillaria agrestis] 



Seq. ID OJ990524_01.0421.C51 

Strand + 

End 1083 

Method AAT/NAP 

End 1082 

Score 135 



53393 

112450 

407 

OJ990524_01.0421.C52.ol.gs 

407 

none 

407. .494, 896. .915 



Seq. ID OJ990524_01.0421.C52 
Strand 

End 915 

Method GENSCAN 

End 915 

Score .69 



a Seq. No. 53393 

i Gene No. 112451 

J Start 1721 

3 Name OJ990524_01 . 0421 . C52 . ol . gp 

Start 1566 

GI none 

Exons 1566.. 1991 



Seq. ID OJ990524_01.0421.C52 
Strand 

End 1993 

Method AAT/GAP 

End 1991 

Score 832 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



53393 

112451 

1721 

OJ990524_01.0421.C52.ol.tm 

1610 

none 



Seq. ID OJ990524_01.0421.C52 
Strand 

End 1993 

Method TBLASTX : Mai ze 

End 1961 

Score 4 4 



1610. .1639, 1610. .1639, 1611. .1643, 1694. .1762, 1703. .1741, 
1705. .1824, 1707. .1832, 1713. .1826, 1786. .1947, 1841. .1960, 
1844. .1957, 1866. .1961 



53393 
112451 



Seq. ID OJ990524_01.0421.C52 
Strand 



54288 



Start 
Name 
Start 
GI 

Exons 



1721 End 1993 

OJ990524_01 . 0421 . C52 . o2 . gs Method GENSCAN 

1721 End .1993 

none Score .85 
1721. .1993 



Seq. No. 53394 

Gene No. 112452 

Start 222 

Name OJ990524_01 . 0421 . C53 . ol . gs 

Start 222 

GI none 

Exons 222. .299 



Seq. ID OJ990524_01.0421.C53 

Strand + 

End 299 

Method GENSCAN 

End 299 

Score 1 



1.3. 



1J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
r% Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990524_01.0421.C57 
Strand + 

282 

AAT/NAP 
282 
288 



53395 
112453 
1 

OJ990524_01.0421.C57.ol.np 
1 

7486443 
1. .282 

hypothetical protein F4I10.100 - Arabidopsis thaliana 
gi I 4455331 1 emb | CAB36791.il (AL035525) putative protein 
[Arabidopsis thaliana] gi | 7270265 | emb | CAB80034 . 1 | (AL161583) 
putative protein [Arabidopsis thaliana] 



End 

Method 

End 

Score 



53395 

112453 

1 

OJ990524_01 . 0421 . C57 . ol . gs 
61 

none 
61. .281 

53395 

112454 

395 

OJ990524_01.0421.C57.ol.ts 
57 

none 

57. .284, 58. .285 

53395 

112454 

395 

OJ990524_01.0421.C57.ol.tm 
58 

none 

58. .297, 70. .282, 81. .335 



Seq. ID OJ990524_01.0421.C57 

Strand + 

End 282 

Method GENSCAN 

End 281 

Score . 66 



Seq. ID OJ990524_01.0421.C57 
Strand 

End 830 

Method TBLASTX: Soybean 

End 285 

Score 282 



Seq. ID OJ990524_01.0421.C57 
Strand 

End 830 

Method TBLASTX: Maize 

End 335 

Score 284 



Seq. No. 53395 

Gene No. 112454 

Start 395 

Name OJ990524_01 . 0421 . C57 . ol . tc 

Start 67 

GI none 

Exons 67.. 297, 139.. 282, 144.. 296 



Seq. ID OJ990524_01.0421.C57 
Strand 

End 830 

Method TBLASTX: Cress 

End 297 

Score 273 



54289 



• 



Seq. No. 53395 

Gene No. 112454 

Start 395 

Name OJ990524JD1 . 0421 . C57 . ol . gp 

Start 395 

GI 50988_1.R1084 

Exons 395.. 551, 702.. 830 

GI Descrip. '2462839 1.0e-12 (AF000657) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990524_01.0421.C57 
Strand 

End 830 

Method AAT/GAP 

End 830 

Score 465 



Seq. No. 53395 

Gene No. 112454 

Start 395 

Name OJ990524_01 . 0421 . C57 . o2 . np 

Start 507 

GI 2462839 

Exons 507.. 551, 702.. 809 

GI Descrip. (AF000657) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990524_01.0421.C57 
Strand 

End 830 

Method AAT/NAP 

End 809 

Score 82 



Seq. No. 53396 

Gene No. 1124 55 

Start 817 

ss& . Name OJ990524_01 . 0421 .C60 . ol . gs 

*f s Start 817 

Q ,GI none 

[ft Exons 817.. 865, 1755.. 1919 



Seq. ID OJ990524_01.0421.C60 

Strand + 

End 1919 

Method GENSCAN 

End 1919 

Score .52 



Seq. No. 53397 

Gene No. 112456 

Start 1317 

Name OJ990524_01 . 0421 . C61 . ol . gp 

Start 1317 

GI none 

Exons 1317.. 17 65 



Seq. ID OJ990524_01.0421.C61 

Strand + 

End 1765 

Method AAT/GAP 

End 1765 

Score 861 



Seq. No. 53397 

Gene No. 112457 

Start 24 

Name OJ990524JU . 0421 .C61 . ol . gs 

Start 24 

GI none 

Exons 24.. 188, 633.. 713, 802.. 831 



Seq. ID OJ990524_01.0421.C61 

Strand 

End 831 

Method GENSCAN 

End 831 

Score .44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53397 

112458 

1565 

OJ990524_01.0421.C61.ol.tc 

1565 

none 



Seq. ID OJ990524_01.0421.C61 
Strand 

End 1784 

Method TBLASTX: Cress 

End 1780 

Score 63 



1565. .1633, 1566. .1634, 1664. .1780, 1665. .1778 



Seq. No. 53397 

Gene No. 112458 

Start 1565 

Name OJ990524_01 . 0421 . C61 . ol . tm 

Start 1565 



Seq. ID OJ990524_01.0421.C61 
Strand 

End 1784 

Method TBLASTX : Mai ze 

End 1784 



54290 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Zf Seq. No. 
^ Gene No. 
U Start 

Name 
=3 Start 

J ? 
; . Exons 

3 Seq. No. 
3 Gene No. 
% Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



none 

1565.. 1783, 1568. .1783, 1587, 

53397 

112458 

1565 

OJ990524_01.0421.C61.ol.ts 

1565 

none 

1565.. 1780, 1566. .1778 

53398 

112459 

176 

OJ990324_03.0419.Cl.ol.gs 

176 

none 

176. .280, 684. .776 



Score 
.1784 



149 



Seq. ID OJ990524_01.0421.C61 
Strand 

End 1784 

Method TBLASTX : Soybean 

End 1780 

Score 72 



Seq. ID OJ990324_03.0419.C1 

Strand + 

End 776 

Method GENSCAN 

End 776 

Score .47 



Seq. ID OJ990324_03.0419.C2 
Strand 

1867 
AAT/GAP 
357 
137 



53399 
112460 
521 

OJ990324_03.0419.C2.ol.gp 
260 

LIB3477-003-P1-K1-E9 
260. .357 

? 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



End 

Method 

End 

Score 



53399 

112460 

521 

OJ990324_03.0419.C2.ol.gs 

521 

none 



Seq. ID OJ990324_03.0419.C2 
Strand 

End 1867 

Method GENSCAN 

End 1867 

Score .69 



521. .706, 755. .884, 1136. .1246, 1343. .1516, 1626. .1867 



53399 

112460 

521 

O J990 32 4_03 . 04 1 9 . C2 . ol . tw 

1177 

none 



Seq. ID OJ990324_03.0419.C2 
Strand 

End 1867 

Method TBLASTX : Wheat 

End 1699 

Score 68 



1177. .1248, 1348. .1530, 1355. .1480, 1619. .1699 



53400 
112461 
1 

OJ990324_03.0419.C3.ol.np 
1 

4680204 
1..19, 389. .919, 994. .2430 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990324_03.0419.C3 
Strand 

End 2430 

Method AAT/NAP 

End 2430 

Score 921 



53400 
112461 



Seq. ID OJ990324_03.0419.C3 
Strand 



54291 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990324_03.0419.C3.ol.gs 
52 

none 



End 

Method 

End 

Score 



2430 
GENS CAN 
2415 
.63 



52. .508, 510. .652, 778. .919, 994. .2415 



53400 

112461 

1 

OJ990324_03.0419.C3.ol.tw 

1384 

none 



Seq. ID OJ990324_03.0419.C3 
Strand 

End 2430 

Method TBLASTX : Wheat 

End 1787 

Score 91 



1384. .1479, 1517. .1684, 1549. .1785, 1636. .1785, 1647. .1787, 
1677. .1787 



C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53401 
112462 
1 

OJ990324_03.0419.C7.ol.np 
1 

7228457 
1..716, 780. .930 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ990324_03.0419.C7 

Strand + 

End 930 

Method AAT/NAP 

End 930 

Score 1034 



53401 

112463 

44 

OJ990324_03.0419.C7.ol.gs 
44 

none 

44. .121, 143. .476, 528. .800 

53401 

112463 

44 

OJ990324_03.0419.C7.ol.tw 

188 

none 



Seq. ID OJ990324_03.0419.C7 

Strand 

End 908 

Method GENSCAN 

End 800 

Score .72 



Seq. ID OJ990324_03.0419.C7 
Strand 

End 908 

Method TBLASTX : Wheat 

End 908 

Score 401 



188. .322, 189. .680, 344. .661, 657. .908, 711. .908 



53402 

112464 

32 

OJ990324_03.0419.C10.ol.gs 
32 

none 
32. .92 



Seq. ID OJ990324_03. 0419. C10 

Strand 

End 92 

Method GENSCAN 

End 92 

Score .75 



Seq. No. 53403 

Gene No. 112465 

Start 1 

Name OJ990324_03 .0419. C12 . ol . np 

Start 1 

GI 7228457 

Exons 1..846 



Seq. ID OJ990324_03.0419.C12 

Strand + 

End 846 

Method AAT/NAP 

End 846 

Score 920 



54292 




GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


53403 




Seq. ID 


OJ990324_03.0419 


.C12 


Gene No. 


112465 




Strand 


+ 




Start 


1 




End 


846 




Name 


OJ990324 03.0419.C12.ol 


.gs 


Method 


GENSCAN 




Start 


74 




End 


836 




Vj J. 


none 




OLUl \Z 


A 1 




Exons 


74. .252, 466. .836 










Seq. No. 


53403 




Seq. ID 


OJ990324_03.0419 


.C12 


Gene No. 


112465 




Strand 


+ 




Start 


1 




End 


846 




Name 


OJ990324 03.0419.C12.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


107 




End 


455 




GI 


none 




Score 


116 






107. .214, 108. .215, 182 


. .421, 


183. .455 






Seq. No. 


53404 




Seq. ID 


OJ990324_03.0419 


.C15 


Gene No. 


112466 




Strand 






Start 


1 




End 


942 




Name 


OJ990324 03.0419.C15.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


942 




GI 


4586045 




Score 


4 09 




Exons 


1..351, 759. .942 










GI Descrip. 


(AC007020) unknown protein [Arabidopsis thaliana] 




Seq. No. 


53404 




Seq. ID 


OJ990324_03.0419 


.C15 


Gene No. 


112466 




Strand 






Start 


1 




End 


942 




Name 


OJ990324 03.0419.C15.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


181 




End 


368 






none 




Score 


194 




Exons 


181. .357, 202. .363, 203 


. .358, 


213. .368 






Seq. No. 


53404 




Seq. ID 


OJ990324_03.0419 


.C15 


Gene No. 


112466 




Strand 






Start 


1 




End 


942 




Name 


OJ990324 03.0419.C15.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


181 




End ■ 


818 




CI 


none 




Score 


127 




Exons 


181. .354, 202. .354, 228 


. .356, 


756. .818 






Seq. No. 


53404 




Seq. ID 


OJ990324_03.0419 


.C15 


Gene No. 


112466 




Strand 






Start 


1 




End 


942 




Name 


OJ990324 03.0419.C15.ol 


.gs 


Method 


GENSCAN 




Start 


202 




End 


902 




GI 


none 




Score 


.96 




Exons 


202. .351, 759. .902 










Seq. No. 


53404 




Seq. ID 


OJ990324_03.0419, 


.C15 


Gene No. 


112466 




Strand 






Start 


1 




End 


942 




Name 


OJ990324 03.0419.C15.ol 


.tc 


Method 


TBLASTX: Cress 





54293 



Start 
GI 

Exons 



202 End 927 

none Score 71 

202. .354, 202. .354, 219. .362, 756. .827, 835. .927, 840. .926 



Seq. No. 53405 

Gene No. 112467 

Start 110 

Name OJ990324_03 . 04 19 . C16 . ol . gs 

Start 110 

GI none 

Exons 110.. 926, 1158.. 1390 



Seq. ID OJ990324_03.0419.C16 

Strand + 

End 1390 

Method GEN SCAN 

End 1390 

Score .78 



Seq. No. 53405 

Gene No. 112468 

Start 1 

Name OJ990324_03 . 04 19 . C16 . ol . np 

Start 1 

GI 4586045 

Exons 1. .62, 182. .402 

GI Descrip. (AC007020) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990324_03.0419.C16 
Strand 

402 

AAT/NAP 
402 
177 



End 

Method 

End 

Score 





Seq. No. 


53406 


Seq. ID 


OJ990324 




Gene No. 


112469 


Strand 


+ 




Start 


1 


End 


320 




Name 


OJ990324 03.0419.C18.ol 


. np Method 


AAT/NAP 


3 


Start 


1 


End 


320 


n 


GI 


6907089 


Score 


347 




Exons 


1. .320 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


53406 


Seq. ID 


OJ990324 




Gene No. 


112470 


Strand 






Start 


1 


End 


703 




Name 


OJ990324 03.0419.C18.o2 


. np Method 


AAT/NAP 




Start 


1 


End 


703 




GI 


7228457 


Score 


564 




Exons 


1..20, 328. .703 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 


sc. 




retrotransposon RetroSorl, polyprotein 


. (AF0988 


.Ji 




sativa] 








Seq. No. 


53406 


Seq. ID 


OJ990324 




Gene No. 


112470 


Strand 






Start 


1 


End 


703 




Name 


OJ990324 03.0419.C18.ol 


. gs Method 


GENSCAN 




Start 


91 


End 


644 




GI 


none 


Score 


.83 




Exons 


91. .216, 337. .546, 575. 


.644 






Seq. No. 


53406 


Seq. ID 


OJ990324 




Gene No. 


112470 


Strand 






Start 


1 


End 


703 




Name 


OJ990324 03.0419.C18.ol 


. tw Method 


TBLASTX: 




Start 


312 


End 


695 




GI 


none 


Score 


201 




Exons 


312. .695, 341. .694 







54294 



Seq. No. 53406 

Gene No. 112470 

Start 1 

Name OJ990324_03. 0419.C18 ,ol . tm 

Start 470 

GI none 

Exons 470.. 517, 509.. 703, 522.. 701 



Seq. ID OJ990324_03.0419.C18 
Strand 

End 703 

Method TBLASTX : Mai ze 

End 703 

Score 164 



Seq. No. 53407 
Gene No. 112471 
Start 1 

Name OJ990324_03 . 0419 .C19 . ol . np 

Start 1 
GI 7228457 
Exons 1..79, 355.. 476, 599.. 1539 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ990324_03.0419.C19 
Strand 

End * 1539 

Method AAT/NAP 

End 1539 

Score 1357 



Seq. No. 53407 

Gene No. 112471 

Start 1 

Name OJ990324_03 . 0419.C19 . ol . gs 

Start 71 

GI none 

Exons 71. .440, 658. .799, 833. .1013, 1060. .1370 



Seq. ID OJ990324_03.0419.C19 
Strand 

End 1539 

Method GENSCAN 

End 1370 

Score . 5 



Seq. No. 53407 

Gene No. 112471 

Start 1 

Name OJ990324_03 . 0419 . C19 . ol . ts 

Start 453 

GI none 

Exons 453.. 635, 632.. 799, 633.. 761 



Seq. ID OJ990324_03.0419.C19 
Strand 

End 1539 

Method TBLASTX : Soybean 

End 7 99 

Score 77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53407 

112471 

1 

OJ990324_03.0419.C19.o2.tw 

453 

none 



Seq. ID OJ990324_03.0419.C19 
Strand 

End 1539 

Method TBLASTX: Wheat 

End 853 

Score 101 



453. .641, 487. .615, 623. .853, 624. .848 



Seq. No. 53407 

Gene No. 112471 

Start 1 

Name OJ990324_03 . 0419.C19 . o2 . tm 

Start 528 

GI none 

Exons 528.. 638, 626.. 910, 627.. 911 



Seq. ID OJ990324_03.0419.C19 
Strand 

End 1539 

Method TBLASTX : Maize 

End 911 

Score 159 



Seq. No. 53407 

Gene No. 112471 

Start 1 

Name OJ990324_03 . 0419 .C19 . ol . tm 

Start 938 

GI none 



Seq. ID OJ990324_03.0419.C19 
Strand 

End 1539 

Method TBLASTX : Maize 

End 1295 

Score 131 



54295 



Exons 



938. .982, 990.. 1295, 1036.. 1209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53407 

112471 

1 

OJ990324_03.0419.C19.ol.tw 

983 

none 



Seq. ID OJ990324 03.0419.C19 



Strand 
End 

Method 

End 

Score 



1539 

TBLASTX: Wheat 

1426 

211 



983. .1210, 984. .1424, 990. .1424, 1003. .1425, 1289. .1426 



53407 

112471 

1 

OJ990324_03.0419.C19.o2.ts 

1020 

none 

1020. .1154, 1161. .1385 

53408 

112472 

320 

OJ990324_03 . 0419 . C20 . ol . gs 

320 

none 

320. .380, 413. .563 



Seq. ID OJ990324_03.0419.C19 
Strand 

End 1539 

Method TBLASTX : Soybean 

End 1385 

Score 116 



Seq. ID OJ990324_03.0419.C20 

Strand + 

End 563 

Method GEN SCAN 

End 563 

Score .74 



OJ990324 03.0419.C20 



53408 Seq. ID 

112473 Strand 
1 End 406 

OJ990324_03 . 0419 . C20 . ol . np Method AAT/NAP 
1 End 406 

6721562 Score 255 

1. .406 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj |BAA90373.1| (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53409 Seq. ID 

112474 Strand 

118 End 
OJ990324_03 .0419. C22 . ol . gs Method 

118 End 

none Score 

118. .158, 197. .242 



OJ990324_03.0419.C22 
242 

GEN SCAN 

242 

.62 



OJ990324 03.0419.C24 



53410 Seq. ID _ 

112475 Strand 
1 End 1778 

OJ990324_03 . 04 19 . C24 . ol . np Method AAT/NAP 
1 End 1778 

5091503 Score 140 

1..202, 1313. .1405, 1673. .1778 

(AB023482) EST AU05577 6 (S20048 ) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana AP2 domain 
containing protein RAP2.10 mRNA, partial cds . (AF003103) [Oryza 



54296 



sativa] 



Seq. No, 


53411 






Seq. ID 


OJ990324 


_03 


.0419. 


.C29 


Gene No. 


1 1 0 A*7 £ 
± ±Z4 / t> 






o urana 










pi. - „ 4- 

btart 


4 4 






n n j 
bna 










Name 


r\ TQon "30/1 

uj y yu 4 


uj. U4iy.uzy.o± 


. gs 


Method 










Pi. - ~.+- 

b tart 


4 4 






fcina 












none 






Score 


Q Q 

. o y 








Exons 


4 4.. ± yu / 


d f z . . o4 o , / 1 y . 


i n c, ^ 












Seq. No. 


53412 






Seq. ID 


OJ990324_ 


_03 


.0419, 


.C30 


Gene No. 


112477 






Strand 


+ 








Start 


4 60 






End 


904 








Name 


OJ990324 


03.0419.C30.ol 


. gs 


Method 


GEN SCAN 








Start 


460 






End 


904 








GI 


none 






Score 


.79 








Exons 


460. .594, 


711. .904 















Seq. No. 53413 Seq. ID 

Gene No. 112478 Strand 

Start 1 End 741 

Name OJ990324JD3. 04 19 . C33 . ol . np Method AAT/NAP 

Start 1 End 741 

GI 6692096 Score 379 

Exons 1 . .741 

GI Descrip. . (AC007764) F22C12.7 [Arabidopsis thaliana] 



OJ990324 03.0419.C33 



Seq. No. 53413 Seq. ID 

Gene No. 112478 Strand 

Start 1 End 

Name OJ990324_03 . 0419 . C33 . ol . gs Method 

Start 66 End 

GI none Score 

Exons 66. .668 



OJ990324_03.0419.C33 
741 

GENSCAN 

668 

.95 



Seq. No. 53414 Seq. ID 

Gene No. 112479 Strand 

Start 98 End 

Name 0 J990324_03 . 04 19 . C36 . ol . gs Method 

Start 98 End 

GI none Score 

Exons 98.. 116 



OJ990324_03.0419.C36 
+ 

116 

GENSCAN 

116 

.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53415 Seq. ID 

112480 Strand 

87 End 

OJ990324_03.0419.C37.ol.gs Method 

87 End 

none Score 



OJ990324_03.0419.C37 

1664 
GENSCAN 
1664 
.76 



87. .194, 269. .422, 607. .856, 1006. .1273, 1358. .1414, 1506. .1664 



Seq. No. 53416 Seq. ID 

Gene No. 112481 Strand 

Start 929 End 

Name OJ990324_03 .0419. C38 . ol . gp Method 

Start 929 End 

GI LIB3477-003-P1-K1-E9 Score 



OJ990324_03.0419.C38 
+ 

1001 
AAT/GAP 
1001 
75 



54297 



Exons 929.. 1001 

GI Descrip. ' 2498586/sp I Q40638 I MP01 

S 1 PRECURSOR (ORY S I)" 

sativa] ' 



ORYSA 2.0e~24 MAJOR POLLEN ALLERGEN ORY 
>gi_1173557 (U31771) Ory s 1 [Oryza 





Seq. No. 


53416 




Seq. ID 


OJ990324_03.0419.C38 




Gene No. 


112482 




Strand 


- 




Start 


31 




End 


1165 




Name 


OJ990324 03.0419.C38.ol. 


gs 


Method 


GENSCAN 




Start 


31 




End 


1165 




GI 


none 




Score 


.85 






?1 ?m 4 4 1110 


.1165 








Seq. No. 


53417 




Seq. ID 


OJ990324_03.0419.C41 




Gene No. 


112483 




Strand 


+ 




Start 


1 




End 


1673 




Name 


OJ990324 03.0419.C41.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


605 




GI 


4588002 




Score 


390 






1 ^91 4D7 fifm 










GI Descrip. 


(AF08527 9) hypothetical 


ankyrin-like protein [Arabidopsis 






thaliana] 










Seq. No. 


53417 




Seq. ID 


OJ990324_03.0419.C41 




Gene No. 


112483 




Strand 


+ 




Start 


1 




End 


1673 


\\ 


Name 


OJ990324_03.0419.C41.ol. 


ts 


Method 


TBLASTX : Soybean 






1 




End 


533 




GI 


none 




Score 


248 




Exons 


125. .322, 128. .322, 130. 


.324, 


405. .533 






Seq. No. 


53417 




Seq. ID 


OJ990324_03.0419.C41 




Gene No. 


112483 




Strand 


+ 




Start 


1 




End 


1673 


3 


Name 


OJ990324 03.0419.C41.ol. 


tc 


Method 


TBLASTX: Cress 


^= 


OLalL 






End 


530 




GI 


none 




Score 


74 


=3. 

=r 


Exons 


126. .302, 127. .279, 128. 


.322, 


234. .305, 


405. .530, 405. .494 




Seq. No. 


53417 




Seq. ID 


OJ990324_03.0419.C41 




Gene No. 


112483 




Strand 


+ 




Start 


1 




End 


1673 




Name 


OJ990324_03.0419.C41.ol. 


gs 


Method 


GENSCAN 




O Ldl L 


1 9*7 




End 


1673 




GI 


none 




Score 


.58 




Exons 


127. .321, 407. .592, 124E 


..1327, 1578. .1673 




Seq. No. 


53417 




Seq. ID 


OJ990324_03.0419.C41 




Gene No. 


112483 




Strand 


+ 




Start 


1 




End 


1673 




Name 


OJ990324 03.0419.C41.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


127 




End 


458 




GI 


none 




Score 


55 




Exons 


127 . . 177 , 128. .178, 185. 


.304/ 


194. .322, 


404. .457, 405. .458 




Seq. No. 


53417 




Seq. ID 


OJ990324_03.0419.C41 




Gene No. 


112483 




Strand 


+ 



54298 



Start 


1 




End 


1673 


Name 


OJ990324_03.0419.C41.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


128 




End 


675. 


GI 


none 




Score 


320 


Exons 


128. .322, 128.. 322, 129 


. . 326, 


130 . . 333, 


404. .613, 405. .602, 




406. .615, 406. .621, 407 


. . 667 , 


622 . . 666, 


626 . . 667 , 637 . . 675 


Seq. No. 


534 18 




Seq. ID 


OJ990324 03.0419.C42 


Gene No. 


112484 




Strand 




Start 


i r ft 

159 




End 


358 


Name 


ojyyuj24 u J . U4 iy . . oi 


• gp . 


Method 


AAT/GAP 


Start 


159 




End 


358 


GI 


LIB3477-003-P1-K1-E9 




Score 


94 


Exons 


159. . 181, 285 . . 358 








GI Descrip. 


1 24 98586/sp | Q40638 | MP01 


ORYSA 


2.0e-24 MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi_1173557 (U31771) Ory s 1 [Oryza 




sativa] f 








Seq. No. 


53419 




Seq. ID 


OJ990324_03. 0419.C4 4 


Gene No. 


112485 




Strand 




Start 


73 




End 


1144 


Name 


OJ990324 03 . 04 19 . C44 . ol 


.gs 


Method 


GENSCAN 


Start 


73 




End 


835 


GI 


none 




Score 


.77 


Exons 


73. .82, 301. .369, 573.. 


835 






Seq. No. 


53419 




Seq. ID 


OJ990324_03.0419.C44 


Gene No. 


112485 




Strand 




Start 


73 




End 


1144 


Name 


OJ990324 03 . 0419 .C44 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


300 




End 


820 


GI 


none 




Score 


80 


Exons 


300. .365, 300. .371, 557 


. .820, 


564. .794, 


571. .816 


Seq. No. 


53419 




Seq. ID 


OJ990324_03.0419.C44 


Gene No . 


112485 




Strand 




Start 


73 




End 


1144 


Name 


OJ990324 03.0419.C44.ol 


. np 


Method 


AAT/NAP 


Start 


301 




End 


1144 


GI 


3763928 




Score 


120 


Exons 


301. .369, 573. .810, 1068. .1144 




GI Descrip. 


(AC004450) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


53419 




Seq. ID 


OJ990324_03.0419.C44 


Gene No. 


112485 




Strand 




Start 


73 




End 


1144 


Name 


OJ990324 03.0419.C44.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


333 




End 


793 


GI 


none 




Score 


85 


Exons 


333. .371, 557.. 793, 588 


. .674, 


705. .788 




Seq. No. 


53419 




Seq. ID 


OJ990324_03.0419.C44 


Gene No. 


112485 




Strand 




Start 


73 




End 


1144 


Name 


OJ990324 03.0419.C44.ol 


.gp 


Method 


AAT/GAP 


Start 


729 




End 


1144 


GI 


none 




Score 


343 



54299 



Exons 729.-835, 928.. 1001, 1080.. 1144 



Seq. No. 


53420 








Seq. ID 


OJ990324 


_03. 


0419 


.C45 


Gene No . 


1 1 O A O C 

llz4oo 








Strand 


+ 








Start 


1 0*7 
1 J / 








End 


"7 *7 O 

11 2. 








Name 


OJyy0i^4_ 


Oo.04iy.C4b, 


. ol . 


.gs 


Method 


GENSCAN 








Start 


lo / 








End 


"7 1 O 








GI 


none 








Score 










Exons 




OlO . .11 1 
















Seq. No. 


53421 








Seq. ID 


OJ990324 


_03. 


0419 


.C47 


Gene No. 


112487 








Strand 


+ 








Start 


204 








End 


290 








Name 


OJ990324 


03.0419.C47. 


.ol. 


.gs 


Method 


GENSCAN 








Start 


204 








End 


290 








GI 


none 








Score 


.46 








Exons 


204. .290 



















Seq. No. 
Gene No. 
Start 
Name 
Start 

n GI 

"Z Exons 

M 

CH Seq. No. 
fU Gene No. 
n Start 
Name 
Start 

fy Exons 

= GI Descrip. 



hi 



53422 Seq. ID 

112488 Strand 

813 End 
OJ990324_03 . 04 1 9 . C4 8 . ol . gs Method 

813 End 

none Score 
813. .887 



OJ990324_03.0419.C48 
887 

GENSCAN 

887 

.78 



53423 Seq. ID 

112489 Strand 
1 End 
OJ990324_03 . 04 1 9 . C53 . ol . np Method 
1 End 
7228457 Score 
1..593 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ990324_03.0419.C53 
+ 

1510 
AAT/NAP 
593 
688 



Seq. No. 53423 Seq. ID 

U Gene No. 112489 Strand 

[3 Start 1 End 

n Name OJ990324_03 . 0419 . C53 . ol . gs Method 

* w Start 90 End 

GI none Score 

Exons 



OJ990324_03.0419.C53 

+ ■ 

1510 

GENSCAN 

1510 

.54 



90. .182, 375. .431, 519. .584, 705. .786, 919. .1510 



Seq. No. 53423 Seq. ID 

Gene No. 112490 Strand 

Start 1 End 

Name OJ990324_03 . 04 19 . C53 . o2 . np Method 

Start 1 End 

GI 6907089 Score 

Exons 1..23, 597.. 1453 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ990324_03.0419.C53 

1453 
AAT/NAP 
1453 
769 



Seq. No. 
Gene No. 
Start 



53423 

112490 

1 



Seq. ID 

Strand 

End 



OJ990324 03.0419.C53 



1453 



54300 





Name 


OJ990324 03.0419.C53.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


89 




End 


400 








GI 


none 




Score 


335 








Exons 


89. .400, 208. .399 














Seg. No. 


53423 




Seq. ID 


OJ990324JD3. 


0419. 


C53 




fjpnp Mo 


112490 




Strand 










Start 


1 




End ■ 


1453 








Name 


OJ990324 03.0419.C53.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


92 




End 


471 








GI 


none 




Score 


285 








Exons 


92. .406, 134. .397, 208. 


.405, 


424 . .471 










Seq. No. 


53424 




Seq. ID 


OJ990324_03. 


0419. 


C54 




Gene No. 


112491 




Strand 










Start 


14 




End 


262 








Name 


OJ990324 03.0419.C54.ol 


. np 


Method 


AAT/NAP 








Start 


14 




End 


262 








GI 


6539585 




Score 


85 








Exons 


14. .262 














GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


53424 




Seq. ID 


OJ990324JD3. 


0419. 


C54 






112492 




Strand 










Start 


335 




End 


722 






f n 


Name 


OJ990324 03.0419.C54.ol 


. gs 


Method 


GENSCAN 








Start 


335 




End 


722 








GI 


none 




Score 


.78 






l J 


Exons 


335. .501, 560. .722 














Seq. No. 


53425 




Seq. ID 


OJ990324_03. 


0419. 


C56 


? j 5 


Gene No. 


112493 




Strand 


+ 








Start 


1477 




End 


1563 








Name 


OJ990324 03.0419.C56.ol 


.gp 


Method 


AAT/GAP 








Start 


1477 




End 


1563 






"■^ 


GI 


LIB3477-003-P1-K1-E9 




Score 


132 








Exons 


1477. .1563 














GI Descrip. 


'24 98586/sp|Q40638|MPOl 


ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 


f=i 




S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 (U31771) Ory s 


1 [Oryza 


-I 
H _§ 




sativa] 1 














Seq. No. 


53425 




Seq. ID 


OJ990324_03. 


0419. 


C56 




Gene No. 


112494 




Strand 


+ 








Start 


1566 




End 


1655 








Name 


OJ990324 03.0419.C56.o2 


.gp 


Method 


AAT/GAP 








Start 


1566 




End 


1655 








GI 


LIB3432-059-P1-K1-D8 




Score 


153 








Exons 


1566. .1655 














GI Descrip. 


, 5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomi 






DNA, chromosome 6, clone : P0538C01 1 










Seq. No. 


53425 




Seq. ID 


OJ990324_03. 


0419. 


C56 




Gene No. 


112495 




Strand 










Start 


1 




End 


1388 








Name 


OJ990324 03.0419.C56.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


1382 








GI 


6751686 




Score 


139 







54301 



Exons 1..45, 1233.. 1382 

GI Descrip. (AC018908) putative iron-regulated transporter [Arabidopsis 
t ha liana] 





Seq. No. 


53425 




Seq. ID 


OJ990324 




Gene No. 


112495 




Strand 


- 




Start 


1 




End 


1388 




Name 


OJ990324 03.0419.C56 


.ol .gs 


Method 


GENSCAN 




Start 


1095 




End 


1388 




GI 


none 




Score 


.62 




Exons 


1 HQS 1 ^ft a 










Seq. No. 


53426 




Seq. ID 


OJ990324 




Gene No. 


112496 




Strand 






Start 


1 




End 


442 




Name 


OJ990324 03.0419.C59 


. o 1 . np 


Method 


AAT/NAP 




Start 


1 




End 


413 




GI 


6692096 




Score 


100 




Exons 


J.. . / / / IDj. . 41j 










GI Descrip. 


(AC007764) F22C12.7 


[Arabidopsis thaliana] 




Seq. No. 


53426 




Seq. ID 


OJ990324 




Gene No. 


112496 




Strand 




f 1 


Start 


1 




End 


442 


"S 


Name 


OJ990324 03.0419.C59 


. ol . gs 


Method 


GENSCAN 


i» 


Start 


202 




End 


442 




bl 


none 




Score 


.62 


t: : 


Exons 


202. .442 










Seq. No. 


53427 




Seq. ID 


OJ990324 




Gene No. 


112497 




Strand 




? : : 


Start 


164 




End 


751 




Name 


OJ990324 03.0419.C60 


. ol . gs 


Method 


GENSCAN 


5 


Start 


164 




End 


706 


f i 


GI 


none 




Score 


.99 


~ '4 


Exons 


164. .706 








?~ 


Seq. No. 


53427 




Seq. ID 


OJ990324 


si 


Gene No. 


112497 




Strand 




iJ 


Start 


164 




End 


751 




Name 


OJ990324 03.0419.C60 


. ol .np 


Method 


AAT/NAP 




Start 


482 




End 


751 




GI 


6942018 




Score 


122 




Exons 


482. .751 










\j± uescrip. 


(AF216581) AP2/EREBP 


-like 


transcription factor 






[Arabidopsis thaliana] 








Seq. No. 


53428 




Seq. ID 


OJ990324 




Gene No. 


112498 




Strand 


+ 




Start 


160 




End 


238 




Name 


OJ990324 03.0419.C61 


.ol .gs 


Method 


GENSCAN 




Start 


160 




End 


238 




GI 


none 




Score 


.74 




Exons 


160. .238 










Seq. No. 


53429 




Seq. ID 


OJ990324 




Gene No. 


112499 




Strand 


+ 



54302 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



712 

AAT/NAP 
712 
119 



OJ990324_03.0419.C63.ol.np 
1 

113595 

1..83, 404. .504, 579. .712 

ALDOSE REDUCTASE (AR) (ALDEHYDE REDUCTASE) gi I 100562 | pir | | S15024 
aldose reductase-related protein - barley 

gi 1 18891 1 embl CAA40747.il (X57526) aldose reductase-related 
protein [Hordeum vulgare] 



53429 Seq. ID 

112499 Strand 

I End 
OJ990324_03.0419.C63.ol.gs Method 

II End 
none Score 
11. .70, 454. .504, 579. .652 



OJ990324_03.0419.C63 
+ 

712 

GEN SCAN 

652 

.64 



53429 Seq. ID 

112499 Strand 
1 End 
OJ990324_03.0419.C63.ol.gp Method 
447 End 
73236_1.R1084 Score 
447. .504, 579. .654 

1 113595/sp | P23901 | ALDR_HORVU 1.0e-46 ALDOSE REDUCTASE (AR) 

(ALDEHYDE REDUCTASE) >gi_100562_pir S15024 aldose 

reductase-related protein - barley >gi_18891_emb_CAA4 07 4 7_ 
(X57526) aldose reductase-related protein [Hordeum vulgare 



OJ990324_03.0419.C63 
+ 

712 

AAT/GAP 
654 
191 



53430 Seq. ID 

112500 Strand 

2299 End 
OJ990324_03.0419.C70.o2.gp Method 

2299 End 

2798337 Score 
2299. .2851 

1931645 1.0e-10 (U95973) Fe(II) transporter isolog [Arabidopsis 
thaliana] 



OJ990324_03.0419.C70 
+ 

2851 
AAT/GAP 
2851 
917 



53430 Seq. ID 

112501 Strand 

1220 End 
OJ990324_03.0419.C70.ol.gp Method 

714 End 

3763057 Score 
714. .1194 



OJ990324_03.0419.C70 

3349 
AAT/GAP 
1194 
806 



Seq. No. 53430 Seq. ID 

Gene No. 112501 Strand 

Start 1220 End 

Name OJ990324_03 .0419. C70 . ol . tm Method 

Start 1212 End 

GI none Score 

Exons 1212.. 1526, 1220.. 1531, 2441.. 2494 



OJ990324_03.0419.C70 
3349 

TBLASTX: Maize 

2494 

254 



Seq. No. 



53430 



Seq. ID OJ990324_03.0419.C70 



54303 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



112501 Strand 
1220 End 
OJ990324_03 .0419. C70 . ol . gs Method 
1220 End 
none Score 
1220. .1525, 2441. .2590, 2738. .3328 



53430 

112501 

1220 

OJ990324_03.0419.C70.ol.ts 

1220 

none 



3349 
GENSCAN 
3328 
.92 



Seq. ID OJ990324_03.0419.C70 
Strand 

End 3349 

Method TBLASTX : Soybean 

End 2566 

Score 158 



1220. .1528, 1224.. 1526, 2390.. 2566, 2475.-2558 



53430 

112501 

1220 

OJ990324_03.0419.C70.ol.tc 

1220 

none 



Seq. ID OJ990324_03.0419.C70 
Strand 

End 3349 

Method TBLASTX : Cress 

End 3227 

Score 98 



1220. .1402, 1220. .1462, 1433. .1525, 1437. .1508, 2447. .2566, 
2732. .2776, 2804. .2863, 2897. .3217, 2907. .3227 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53430 

112501 

1220 

OJ990324_03.0419.C70.ol.np 

1223 

6692132 



Seq. ID OJ990324_03.0419.C70 
Strand 

End 3349 

Method AAT/NAP 

End 3349 

Score 674 



1223. .1525, 2441. .2590, 2719. .3349 
(AC007654) T19E23.6 [Arabidopsis thaliana] 



53430 

112501 

1220 

OJ990324_03 . 04 19 . C70 . o2 . tm 

2897 

none 

2897. .3226, 2910.. 3215 

53430 

112501 

1220 

OJ990324_03.0419.C70.o2.ts 

2897 

none 

2897. .3226, 2910. .3164 



Seq. ID OJ990324_03.0419.C70 
Strand 

End 334 9 

Method TBLASTX : Maize 

End 3226 

Score 216 



Seq. ID OJ990324_03.0419.C70 
Strand 

End 3349 

Method TBLASTX : Soybean 

End 3226 

Score 175 



53431 
112502 
1 

OJ990324_03.0419.C72.o2.np 
1 

4680183 
1..201, 946. .1035 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990324_03.0419.C72 
Strand + 

1035 
AAT/NAP 
1035 
108 



End 

Method 

End 

Score 



54304 



Seq. No. 


53431 


Seq. ID 


OJ990324_03. 


0419. C72 


CJpne No 


112502 


Strand 


+ 




Start 


1 


End 


1035 




Name 


OJ990324 03.0419.C72.ol.np 


Method 


AAT/NAP 




Start 


77 


End 


600 




GI 


6539585 


Score 


96 




Exons 


77. .255, 536. .600 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




O C • U * 


53431 


Seq. ID 


OJ990324 03 


0419 C72 


Gene No. 


112502 


Strand 


+ ~ 




Start 




End 


1035 




Name 


n.TQQfn?4 0419 CI? nl rrc; 


Mo t" Vi nH 

I JC C 1 1 \Ji 


GENS CAN 




Start 


•J ~J Zf 


End 


991 




GI 


none 




.69 




Exons 


D Jj . .DUO/ O J- O • • 331 








Con Mo 


53432 


Seq. ID 


OJ990324 03 


0419 C73 


Gene No. 


112503 


Strand 


+ _ 




Start 


317 


End 


919 




Name 




Method 


GENSCAN 




Start 


O J. / 


End 


919 




GI 


none 


Score 


.46 




Exons 


t t 7 qi q 








Seq. No. 


/ "JO 
J j4 J6 


Seq. ID 


OJ990324_03. 


0419. C73 


Gene No. 


1 T oqf|4 


Strand 






91"^ T*t* 
O L. dl L, 


253 


End 


1895 




Name 


OJ990324 03-0419. C73.ol.np 


Method 


AAT/NAP 




Start 


253 


End 


1895 




GI 


6523547 


Score 


275 




Exons 


253. .651, 854. .1417, 1779. 


.1895 






GI Descrip. 


(AJ242540) hydroxyproline- 


rich glycoprotein DZ-HRGP 


[Volvox 




carteri f. nagariensis] 








Seq. No. 


53433 


Seq. ID 


OJ990324_03. 


0419. C75 


Gene No . 


112505 


Strand 






Start 


1 


End 


3423 




Name 


OJ990324 03.0419.C75.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3423 




GI 


3980411 


Score 


121 




Exons 


1..228, 2422. .2738, 2979.. 


3256, 3356.. 


3423 




GI Descrip. 


(AC004561) putative proline-rich protein [Arabidopsis thaliana] 


Seq. No. 


53433 


Seq. ID 


OJ990324_03. 


0419. C75 


Gene No. 


112505 


Strand 






Start 


1 


End 


3423 




Name 


OJ990324 03.0419.C75.ol.gp 


Method 


AAT/GAP 




Start 


128 


End 


2602 




GI 


35197 1.R1084 


Score 


659 




Exons 


128. .228, 1006. .1064, 1892 


..1945, 2438 


. .2602 




GI Descrip. 


■1931645 1.0e-10 (U95973) 


Fe(II) transporter isolog 


[Arabidopsi 




thaliana] 1 








Seq. No. 


53433 


Seq. ID 


OJ990324_03. 


0419. C75 


Gene No. 


112505 


Strand 







54305 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990324_03.0419.C75.ol.gs 

713 

none 

713.. 748, 1006.. 1036, 2438. 



End 3423 
Method GENSCAN 
End 3173 
Score . 8 
.2704, 2759.-2829, 2976.. 3173 



53434 Seq. ID OJ990324_03 . 04 19 . C8 1 

112506 Strand + 

1 End 2 64 

OJ990324_03 . 0419 . C81 . ol . hp Method AAT/NAP 

1 End 264 

6069646 Score 340 

1. .264 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



O m IN \J • 


53435 


Seq. ID 


OJ990324_03.0419.C82 


Gene No. 


112507 


Strand 


+ 


Start 


418 


End 


997 


Name 


OJ990324 03.0419.C82.ol.gs 


Method 


GENSCAN 


Start 


418 


End 


997 


GI 


none 


Score 


.85 


Exons 


418. .504, 919. .997 






UCU • LN \J « 


53436 


Seq. ID 


OJ990324_03.0419.C83 


Gene No. 


112508 


Strand 


+ 


Start 


1 


End 


1072 


Name 


OJ990324 03-0419. C83.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1072 


GI 


4586056 


Score 


577 


Exons 


1..560, 1001. .1072 






GI Descrip. 


(AC007020) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


53436 


Seq. ID 


OJ990324_03.0419.C83 


Gene No. 


112508 


Strand 


+ 


Start 


1 


End 


1072 


Name 


OJ990324 03.0419.C83.ol.ts 


Method 


TBLASTX : Soybean 


Start 


57 


End 


560 


GI 


none 


Score 


68 


Exons 


57. .158, 62. .163, 164. .253, 


169. .534, 


173. .379, 183. .560, 




288. .533, 307. .540, 440. .550 




Seq. No. 


53436 


Seq. ID 


OJ990324_03.0419.C83 


Gene No. 


112508 


Strand 


+ 


Start 


1 


End 


1072 


Name 


OJ990324 03.0419.C83.ol.tc 


Method 


TBLASTX: Cress 


Start 


86 


End 


482 


GI 


none 


Score 


399 


Exons 


86. .481, 90. .482 






Seq. No. 


53436 


Seq. ID 


OJ990324_03.0419.C83 


Gene No. 


112508 


Strand 


+ 


Start 


1 


End 


1072 


Name 


OJ990324 03.0419.C83.ol.tm 


Method 


TBLASTX: Maize 



54306 



Start 
GI 

Exons 



101 End 533 

none Score 175 

101. .379, 106. .423, 107. .262, 144. .416, 416. .532, 417. .533, 
437. .532 



Seq. No. 53436 

Gene No. 112508 

Start 1 

Name OJ990324_03 . 04 19 . C83 . ol . gs 

Start 142 

GI none 

Exons 142.. 680 



Seq. ID OJ990324_03.0419.C83 

Strand + 

End 1072 

Method GENS CAN 

End 680 

Score .4 



Seq. No. 53437 

Gene No. 112509 

Start 1 

Name OJ990324JD3 . 04 19 . C84 . ol . np 

Start 1 

GI 4586056 

Exons 1..151, 566. .613, 674. .769 

GI Descrip. (AC007020) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990324_03.0419.C84 
Strand + 

787 

AAT/NAP 
769 
143 



End 

Method 

End 

Score 



Seq. No. 53437 

Gene No. 112509 

Start 1 

Name OJ990324_03 . 04 1 9 . C8 4 . ol . tm 

Start 4 

GI none 
Exons 



Seq. ID OJ990324_03.0419.C84 

Strand + 

End 787 

Method TBLASTX : Maize 

End 787 ' 

Score 115 

4. .150, 8. .151, 26. .151, 31. .165, 553. .609, 563. .607, 704. .787, 
705. .779, 706. .783 



Seq. No. 53437 

Gene No. 112509 

Start 1 

Name OJ990324_03 . 04 19 . C84 . ol . gs 

Start 566 

GI none 

Exons 566.. 781 



Seq. ID OJ990324_03.0419.C84 

Strand + 

End 787 

Method GENS CAN 

End 781 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53438 
112510 
1 

OJ990324_03.0419.C85.ol.np 
1 

2130022 



Seq. ID OJ990324_03.0419.C85 
Strand + 

1510 
AAT/NAP 
1253 
580 



End 

Method 
End 
Score 

1..87, 226. .285, 386. .562, 1167. .1253 

aldose reductase homolog - wild oat gi 11155213 (U21747) aldose 
reductase-related protein [Avena fatua] gi 1 1587923 | prf | | 2207360A 
aldose reductase [Avena fatua] 



53438 

112510 

1 

OJ990324_03.0419.C85.ol.ts 
13 

none 



Seq. ID OJ990324_03.0419.C85 

Strand + 

End 1510 

Method TBLASTX : Soybean 

End 538 

Score 114 



13. .87, 13. .87, 226. .252, 383. .538, 384. .497, 385. .534, 386. .538 



54307 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53438 

112510 

1 

OJ990324_03.0419.C85.ol.gs 
22 

none 



Seq. ID OJ990324_03.0419.C85 

Strand + 

End 1510 

Method GENSCAN 

End 1256 

Score .86 



22. .87, 226. .285, 386.-562, 955. .1029, 1167. .1256 



53438 

112510 

1 

OJ990324_03.0419.C85.ol.tm 

219 

none 



Seq. ID OJ990324_03.0419.C85 

Strand + 

End 1510 

Method TBLASTX: Maize 

End 567 

Score 109 



219. .287, 223. .288, 382. .567, 383. .565, 384. .566, 388. .567 



53438 

112510 

1 

OJ990324_03.0419.C85.ol.tc 

383 
none 



Seq. ID OJ990324_03.0419.C85 

Strand + 

End 1510 

Method TBLASTX : Cress 

End 1261 

Score 227 



383. .571, 385. .558, 386. .562, 1164. .1256, 1166. .1261 



Seq. ID OJ990324_03.0419.C85 

Strand + 

End 1510 

Method AAT/GAP 

End 1510 

Score 888 



53438 
112510 
1 

OJ990324_03.0419.C85.ol.gp 
453 

LIB347 9-009-Q6-K1-E3 
453. .562, 1167. .1510 

' 543632/pir | | JQ2253 8.0e-31 aldehyde reductase (EC 1.1.1.21), 
NADPH-dependent - bromegrass >gi_167113 (L12042) aldose 
reductase-related protein [Bromus inermis] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



53439 

112511 

3329 

OJ990324_03.0419.C87.ol.gs 

3329 

none 

3329.. 3493, 3502.. 3995 



Seq. ID OJ990324_03.0419.C87 

Strand + 

End 3995 

Method GENSCAN 

End 3995 

Score .73 



53439 
112512 
1210 

OJ990324_03.0419.C87.ol.gp 
1210 

8022JL.R1084 
1210. .1450 

, 5091496/dbj | AB023482 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. ID OJ990324_03. 0419.C87 
Strand 

End 1450 

Method AAT/GAP 

End 1450 

Score 326 



53439 

112513 

3306 



Seq. ID OJ990324_03.0419.C87 
Strand 

End 624 3 



54308 



# 



Name OJ990324_03 . 0419 .C87 . ol . np. Method AAT/NAP 

Start 3306 End 6243 

GI 6069646 Score 836 

Exons 3306.. 3977, 6171.. 6243 

GI Descrip. (AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


53439 






Seq. ID 


OJ990324_03.0419. 


C87 


Gene No. 


112513 






Strand 


— 




Start 


3306 






End 


6243 




Name 


OJ990324 03 


.0419. 


C87.ol.tm 


Method 


TBLASTX: Maize 




Start 


3321 






End 


3809 




GI 


none 






Score 


72 




Exons 


3321. .3530, 


3565. 


.3759, 3588. 


.3809 






Seq. No. 


53439 






Seq. ID 


OJ990324_03.0419. 


C87 


Gene No. 


112513 






Strand 


- 




Start 


3306 






End 


6243 




Name 


OJ990324 03 


.0419. 


C87.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3432 






End 


3785 




GI 


none 






Score 


189 




Exons • 


3432. .3467, 


3588. 


.3785 








Seq. No. 


53439 






Seq. ID 


OJ990324_03.0419. 


C87 


Gene No. 


112513 






Strand 






Start 


3306 






End 


6243 




Name 


OJ990324 03 


.0419. 


C87.o2.gs 


Method 


GENSCAN 




Start 


4206 






End 


6037 




GI 


none 






Score 


.65 




Exons 


4206. .4378, 


5129. 


.5223, 5897. 


.6037 






Seq. No. 


53440 






Seq. ID 


OJ990324_03.0419. 


C90 


Gene No. 


112514 






Strand 


+ 




Start 


1 






End 


730 




Name 


OJ990324 03 


.0419. 


C90.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


730 




GI 


7523707 






Score 


113 




Exons 


1..169, 242 


. .430, 


698. .730 








GI Descrip. 


(AC011001) 


Putative membrane protein 


[Arabidopsis thaliana] 


Seq. No. 


53440 






Seq. ID 


OJ990324_03.0419. 


C90 


Gene No. 


112514 






Strand 


+ 




Start 


1 






End 


730 




Name 


OJ990324 03 


.0419. 


C90.ol. tw 


Method 


TBLASTX: Wheat 




Start 


35 






End 


174 




GI 


none 






Score 


186 




Exons 


35. .172, 42 


. .173, 


43. .174, 44 


. .172 






Seq. No. 


53440 






Seq. ID 


OJ990324_03.0419. 


C90 


Gene No. 


112514 






Strand 


+ 




Start 


1 






End 


730 




Name 


OJ990324 03 


.0419. 


C90.ol.gs 


Method 


GENSCAN 




Start 


45 






End 


460 




GI 


none 






Score 


.9 





54309 



Exons 



45. .460 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53441 

112515 

1 

OJ990324_03.0419.C94 .ol.np 
1 

7523707 



Seq.. ID OJ990324_03.0419.C94 
Strand 

End 1707 

Method AAT/NAP 

End 1707 

Score 864 



1..216, 687. .877, 1171. .1289, 1403. .1493, 1561. .1707 
(AC011001) Putative membrane protein [Arabidopsis thaliana] 



53441 

112515 

1 

OJ990324_03.0419.C94 .ol.ts 
3 

none 

3. .200, 4. .195 



Seq. ID OJ990324_03.0419.C94 
Strand 

End 1707 

Method TBLASTX : Soybean 

End 200 

Score 138 



Seq. No. 53441 

Gene No. 112515 

Start 1 

Name OJ990324_03 . 04 19 . C94 . ol . tw 

Start 3 

GI none 

Exons 3. .110, 3. .110, 4. .111 



Seq. ID OJ990324_03.0419.C94 
Strand 

End 1707 

Method TBLASTX : Wheat 

End 111 

Score 137 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53441 

112515 

1 

OJ990324_03.0419.C94.ol.gs 
87 

none 



Seq. ID OJ990324_03.0419.C94 
Strand 

End 1707 

Method GEN SCAN 

End 1707 

Score .81 



87. .216, 687. .877, 1171. .1289, 1403. .1493, 1561. .1707 



53442 

112516 

144 

OJ990324_03.0419.C95.ol.gs 

144 

none 



Seq. ID OJ990324_03.0419.C95 

Strand + 

End 4219 

Method GENSCAN 

End 4038 

Score .87 



144. .551, 1071. .1148, 1742. .1804, 1981. .2043, 2605. .2667, 
2778..2837, 3163. .3300, 3659. .4038 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



53442 
112516 
144 

OJ990324_03.0419.C95.ol.np 
1939 
3786014 
1939. .1974, 3889. .4072 

(AC005499) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990324_03.0419.C95 

Strand + 

End 4219 

Method AAT/NAP 

End 4072 

Score 101 



53442 

112516 

144 

OJ990324 03.0419.C95.ol.tm 



Seq. ID OJ990324_03.0419.C95 

Strand + 

End 4219 

Method TBLASTX : Maize 



54310 



Start 
GI 

Exons 



3716 End 4219 

none Score 94 

3716. .3853, 3772. .3849, 3862. .3912, 3869. .4081, 3869. .4078, 

3982. .4080, 4187. .4219, 4187. .4219 



Seq. No. 53443 

Gene No. 112517 

Start 60 

Name OJ990324_03 . 04 19 . C96 . ol . gs 

Start 60 

GI none 

Exons 60.. 124 



Seq. ID OJ990324_03.0419.C96 

Strand + 

End 124 

Method GENSCAN . 

End 124 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53443 
112518 
300 

OJ990324_03.0419.C96.ol.ts 
283 
none 



Seq. ID OJ990324_03.0419.C96 
Strand 

1674 

TBLASTX : Soybean 
1670 
181 



End 

Method 
End 
Score 

283. .447, 286. .735, 288. .932, 450. .932, 532.-939, 1106. .1483, 
1107. .1319, 1109. .1441, 1306. .1482, 1448. .1552, 1492. .1554, 
1572.. 1670, 1575.. 1646 



_ Seq. No. 53443 

□ Gene No. 112518 

Q Start 300 

rfl Name OJ990324_03 . 04 19 . C96 . ol . tm 

h\ Start 300 

'zZ GI none 
Exons 



Seq. ID OJ990324_03.0419.C96 
Strand 

End 1674 

Method TBLASTX : Mai ze 

End 1219 

Score 140 



300. .932, 304. .447, 434. .712, 447. .932, 532. .942, 1106. .1219, 
1108. .1215, 1109. .1216 



Seq. No. 53443 

Gene No. 112518 

Start 300 

Name OJ990324_03 . 04 19 . C96 . o2 . gs 

Start 300 

GI none 

Exons 300.. 931, 1111.. 1572 



Seq. ID OJ990324_03.0419.C96 
Strand 

End 1674 

Method GENSCAN 

End 1572 

Score .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53443 
112518 
300 

OJ990324_03.0419.C96.ol.np 
306 

6714369 
306. .923, 1106. .1674 

(AC012562) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ990324_03.0419.C96 
Strand 

End 1674 

Method AAT/NAP 

End 1674 

Score 1010 



53443 

112518 

300 

OJ990324_03.0419.C96.o3.tw 

315 

none 

315. .557, 372. .554 



Seq. ID OJ990324_03.0419.C96 
Strand 

End 1674 

Method TBLASTX : Wheat 

End 557 

Score 64 



54311 



Seq. No. 53443 

Gene No. 112518 

Start 300 

Name OJ990324_03 . 0419 ,C96.ol . tc 

Start 357 

GI none 

Exons 357.. 482, 376. .447, 443.. 565, 
535. .903 



Seq. ID OJ990324_03.0419.C96 
Strand 

End 1674 

Method TBLASTX : Cress 

End 911 

Score 54 

462. .698, 472. .738, 489. .911, 



Seq. No. 53443 

Gene No. 112518 

Start 300 

Name OJ990324_03 . 0419 .C96.ol . tw 

Start 591 

GI none 

Exons 591.. 701, 595.. 699, 732.. 902 

Seq. No. 53443 

Gene No. 112518 

Start 300 

Name OJ990324_03 . 0419.C96 . o2 . tc 

Start 1109 

GI none 

n Exons 1109.. 1213, 1110.. 1139, 1148. 

Seq. No. 53443 

Gene No. 112518 

Start 300 

Name OJ990324_03 . 0419.C96.o2. tm 

Start 1220 

GI none 

Exons 1220.. 1534, 1220.. 1540, 1306. 
1545. .1667 



Seq. ID OJ990324_03.0419.C96 
Strand 

End 1674 

Method TBLASTX : Wheat 

End 902 

Score 61 



Seq. ID OJ990324_03.0419.C96 
Strand 

End 167 4 

Method TBLASTX : Cress 

End 1426 

Score 4 0 
.1213, 1226. .1426, 1227. .1370 

Seq. ID OJ990324_03.0419".C96 
Strand 

End 1674 

Method TBLASTX : Maize 

End 1667 

Score 224 

.1539, 1508. .1660, 1524. .1661, 



Seq. No. 53443 

Gene No. 112518 
Start * 300 

Name OJ990324_03 . 0419 .C96.o2 . tw 

Start 1220 

GI none 

Exons 1220.. 1393 



Seq. ID OJ990324_03.0419.C96 
Strand 

End 167 4 

Method TBLASTX : Wheat 

End 1393 

Score 190 



Seq. No. 53444 

Gene No. 112519 

Start 439 

Name OJ990324_03 . 0419.C98 ,ol .gs 

Start 439 

GI none 

Exons 439.. 600, 1034.. 1151 



Seq. ID OJ990324_03.0419.C98 
Strand 

End 1151 

Method GENSCAN 

End 1151 

Score .82 



Seq. No. 53445 

Gene No. 112520 

Start 1152 

Name OJ990324_03. 0419.C99.ol.gs 

Start 1152 

GI none 

Exons 1152.. 1337 



Seq. ID OJ990324_03.0419.C99 
Strand 

End 1337 

Method GENSCAN 

End 1337 

Score .56 



54312 



Seq. No. 53446 Seq. ID OJ990324_03 . 0419 . C100 

Gene No. .112521 Strand + 

Start 1 End 5157 

Name OJ990324_03.0419.C100.ol.np Method AAT/NAP 

Start 1 End 2048 

GI 4323298 Score 61 

Exons 1..75, 302.. 498, 1997.. 2048 

GI Descrip. (AF099096) pulvinus outward-rectifying channel for potassium 
SPOCK1 [Samanea saman] 



Seq. No. 53446 Seq. ID 

Gene No. 112521 Strand 

Start 1 End 

Name OJ990324_03 .0419. C100 . ol . gs Method 

Start 535 End 

GI none Score 

Exons 535.. 748 



OJ990324_03.0419.C100 
+ 

5157 
GEN SCAN 
748 
.5 



S3 



?. : 3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



53446 Seq. ID OJ990324_03 . 04 19 . C100 

112521 Strand + 

1 End 5157 

OJ990324_03 . 04 19 .C100 . ol . gp Method AAT/GAP 

1206 End 2563 

41121_1.R1084 Score 817 

1206. .1538, 1644. .1692, 2485. .2563 

'1351834/sp|P48255|ABCX_CYAPA 6.0e-17 PROBABLE AT P-DE PENDENT 
TRANSPORTER YCF16 >gi_1016162 (U30821) ABC transporter subunit 
[Cyanophora paradoxal ' 



Seq. No. 53446 Seq. ID 

Gene No. 112521 Strand 

Start 1 End 

Name OJ990324_03 .0419. C100 . o2 . gs Method 

Start 1264 End 

. GI none Score 
Exons 



OJ990324_03.0419.C100 
+ 

5157 
GENSCAN 
4505 
.85 



1264. .1305, 2487. .2708, 3077. .3199, 3651. .3827, 4419. .4505 



Seq. No. 53446 Seq. ID OJ990324 

Gene No. 112521 Strand + 

Start 1 End 5157 

Name OJ990324_03 . 0419 .C100 . o2 . np Method AAT/NAP 

Start 1445 End 4499 

GI 6119518 Score 714 

Exons 1445.. 1538, 1644.. 1688, 2481 

4419. .4499 

GI Descrip. (AC011560) putative ABC transporter ATPase 
thaliana] 



03.0419.C100 



2708, 3077. .3199, 3651. .3827, 



[Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53446 Seq. ID 

112521 Strand 

1 End 

OJ990324_03.0419.C100.o2.gp Method 

3063 End 

28437 1.R1084 Score 



OJ990324_03.0419.C100 
+ 

5157 
AAT/GAP 
5157 
1893 



3063. .3199, 3421. .3827, 4419. .4523, 4740. .5157 
, 267152/sp|Q00830|ABCX ODOSI 2.0e-15 PROBABLE ATP- DEPENDENT 
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TRANSPORTER YCF16 >gi_11938_emb_CAA43151_ (X60752) ORF 756 
[Odontella sinensis] >gi_1194 5_emb_CAA4 3158_ (X60752) ORF 252 
[Odontella sinensis] >gi_1185205_emb_CAA91688_ (Z67753) ORF251 
[Odontella sinensis] 1 



Seq. No. 53446 Seq. ID 

Gene No. 112522 Strand 

Start 7710 End 

Name OJ990324_03 .0419. C100 . o3 . gp Method 

Start 7710 End 

GI 427756 Score 

Exons 7710.. 7955 



OJ990324_03.0419.C100 
+ 

7955 
AAT/GAP 
7955 
466 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53446 

112523 

7165 

OJ990324 
1442 
none 
1442 
2481 
3100 
3781 



03.0419.C100.ol.tm 



1537, 
2708, 
3204, 
3861, 



1449. 
2486. 
3650. 
4362. 



.1547, 
.2704, 
.3808, 
.4520, 



1449. 
3074. 
3651. 
4417. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1547, 
.3196, 
.3839, 
.4509 



OJ990324_03.0419.C100 
7839 

TBLASTX: Maize 
4520 
109 

1641. .1688, 1644. .1688, 
3078. .3194, 3080. .3202, 
3681. .3827, 3734. .3832, 



Seq. No. 53446 

Gene No. 112523 

Start 7165 

Name OJ990324_03 . 04 19 . C100 . ol . ts 

Start 2525 

GI 4294569 

Exons 2525.. 2701, 2526.. 2708, 3083. 
GI Descrip. 267152/sp_Q00830_ABCX_ODOSI 5 



OJ990324 03.0419.C100 



7839 

TBLASTX: Soybean 

3202 

207 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3202, 3094.. 3201 
Oe-28 PROBABLE ATP- DEPENDENT 
TRANSPORTER YCF16 >gi_11938_emb_CAA43151_ (X60752) ORF 756 
[Odontella sinensis] >gi_11945_emb_CAA43158_ (X60752) ORF 252 
[Odontella sinensis] >gi_1185205_emb_CAA91688_ (Z67753) ORF251 
[Odontella sinensis] 



Seq. No. 


53446 




Seq. ID 


OJ990324_03.0419.C100 


Gene No. 


112523 




Strand 




Start 


7165 




End 


7839 


Name 


OJ990324 03.0419.C100. 


. o3 . gs 


Method 


GENSCAN 


Start 


7165 




End 


7839 


GI 


none 




Score 


.51 


Exons 


7165. .7839 








Seq. No. 


53447 




Seq. ID 


OJ990324_03.0419.C101 


Gene No. 


112524 




Strand 


+ 


Start 


1 




End 


901 


Name 


OJ990324 03.0419.C101, 


.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


207 


GI 


uC-osroM202023a02bl 




Score 


388 


Exons 


1. .20,7 








GI Descrip. 


1 4539330/emb|CAB38831, 


.11 l.Oe 


-22 (AL035679) putative 




receptor-like protein 


kinase 


(fragment) 


[Arabidopsis thaliam 


Seq. No. 


53447 




Seq. ID 


OJ990324_03.0419.C101 


Gene No. 


112524 




Strand 


+ 
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Start 


1 


End 


901 




Name 


OJ990324 03.0419.C101.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


901 




GI 


3786012 


Score 


343 




Exons 


1..219, 695. .901 








GI Descrip. 


(AC005499) putative acid phosphatase [Arabidops 




Seq. No. 


■ S*^447 


Seq. ID 


OJ990324 

v_/ u j y \j ~j ~ 






1 1 9S94 

J. J. C *J£. *4 


Oil CLllVj. 






Start 


1 


End 


901 




Name 


OJ990324 03.0419.C101.ol.gs 


Method 


GENSCAN 




Start 


50 


End 


901 




GI 


none 




ft fi 




Exons 


919 490 4^9 fiQ^ Q01 








Seq. No. 


^4 4fi 

JJ140 




\JU Z/ J \J ~J ^ 




Con d Mo 


1 1 9^9^ 


Oil a.1 IU 






Start 


U V -L 


Hi I 1U. 


7ft 4 




Name 


OJ990324 03.0419.C102.ol.gs 


Method 


GENSCAN 




Start 


661 


End 


784 




GI 


none 


Score 


ft R 

. O -J 




Exons 


661. .784 








Seq. No. 


53449 


Seq. ID 


n TQQ0^9 4 


3 


Gene No. 


112526 


Strand 








1 


End 


1U j!7 


ii 


Name 


OJ990324 03.0419.C103.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1039 




GI 


6907105 


Score 


9Q1 


y 


Exons 


1..21, 812. .1039 






3 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sat i va j 


if 


Seq. No. 


53449 


Seq. ID 


\JU y J \J J Z, *i 




Cono Mo 


112526 


Strand 




3 


Start 


1 


End 


i rnq 




Name 


OJ990324 03.0419.C103.ol.gs 


Method 


GENSCAN 




Start 


811 


End 


1039 




GI 


none 


Score 


.99 




Exons 


811. .1039 






as. 


Seq. No. 


53450 


Seq. ID 


OJ990324 




Gene No. 


112527 


Strand 


+ 




Start 


1 


End 


1180 




Name 


OJ990324 03.0419.C104.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1139 




GI 


6572076 


Score 


1588 




Exons 


1. .1139 








GI Descrip. 


(AL133452) receptor-protein 


kinase-like protein 






thaliana] 








Seq. No. 


53450 


Seq. ID 


OJ990324 




Gene No. 


112527 


Strand 


+ 




Start 


1 


End 


1180 




Name 


OJ990324 03.0419.C104.ol.tm 


Method 


TBLASTX: 




Start 


3 


End 


1180 




GI 


none 


Score 


1845 




Exons 


3. .1145, 3. .1172, 4. .1176, 8 


..1180, 317 


. .1177 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53450 

112527 

1 

OJ990324_03.0419.C104.ol.ts 

3 

none 



Seq. ID OJ990324_03.0419.C104 

Strand + 

End 1180 

Method TBLASTX : Soybean 

End 1148 

Score 1511 



3. .938, 7. .438, 311. .937, 1043. .1144, 1047. .1148, 1053. . 1145 



Seq. No. 53450 

Gene No. 112527 

Start 1 

Name OJ990324_03 . 04 19 . C104 . ol . tc 

Start 57 

GI none 

Exons 57.. 602, 57.. 578, 311.. 613 

Seq. No. 53450 

Gene No. 112527 

Start 1 

Name OJ990324_03. 0419.C104 .ol.tw 

Start 75 

GI none 

£3 Exons 75.. 515, 93.. 515, 317.. 517 

IZ Seq. No. 53450 

Gene No. 112527 

^ Start 1 

U Name OJ990324_03 . 0419 . C104 . o2 . tw 

Ly Start 540 

z % GI none 

In- Exons 540.. 725, 545.. 667, 756.. 965 

s ^ Seq. No. 53450 

U Gene No. 112527 

M Start 1 

U Name OJ990324_03 . 04 19 . C104 . o2 . tc 

' n Start 614 

;f GI none 
^ Exons 



Seq. ID OJ990324_03.0419.C104 

Strand + 

End 1180 

Method TBLASTX : Cress 

End 613 

Score 837 



Seq. ID OJ990324_03.0419.C104 

Strand + 

End 1180 

Method TBLASTX : Wheat 

End 517 

Score 719 



Seq. ID OJ990324_03.0419.C104 

Strand + 

End 1180 

Method TBLASTX : Wheat 

End 965 

Score 155 



Seq. ID OJ990324_03.0419.C104 

Strand + 

End 1180 

Method TBLASTX : Cress 

End 1142 

Score 501 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



614. .949, 615. .959, 1046. .1138, 1053. .1142 

53450 Seq. ID OJ990324_03 . 04 19 . C104 

112527 Strand + 

1 End 1180 

OJ990324_03.0419.C104.ol.gp Method AAT/GAP 

708 End 1093 

427857 Score 749 
708. .1093 

4539330/emb|CAB38831.1| 1.0e-22 (AL035679) putative 

receptor-like protein kinase (fragment) [Arabidopsis thaliana] 

53451 Seq. ID OJ990324_03 . 04 19 . C105 

112528 Strand + 

1 End 1343 

OJ990324_03.0419.C105.ol.np Method "AAT/NAP 

1 End 1343 

6572076 Score 1328 
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Exons 1..1343 

GI Descrip. (AL133452) receptor-protein kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 


53451 




Seq. ID 


OJ990324_03. 041 


Gene No. 


112528 




Strand 


+ 


Start 


1 




End 


1343 


Name 


OJ990324 


03.0419.C105.o3.ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


364 


GI 


none 




Score 


73 


Exons 


1..75, 2 


..88, 155. .310, 157. 


.246, 317. 


.364 


Seq. No. 


53451 




Seq. ID 


OJ990324 03.041 


Gene No. 


112528 




Strand 


+ 


Start 


1 




End 


1343 


Name 


OJ990324 


_03.0419.C105.ol.gs 


Method 


GENS CAN 


Start 


98 




End 


1190 


GI 


none 




Score 


.57 


Exons 


98. .1190 









Seq. No. 


53451 




Gene No. 


112528 




Start 


1 




Name 


OJ990324 


03.0419.C105.o2 


Start 


143 




GI 


none 




Exons 


143. .469, 


149. .241, 157. 


Seq. No. 


53451 




Gene No. 


112528 




Start 


1 




Name 


OJ990324 


03.0419.C105.ol 


Start 


278 




GI 


none 




Exons 


278. .607, 


310. .606, 595. 


Seq. No. 


53451 




Gene No. 


112528 




Start 


1 




Name 


OJ990324 


03.0419.C105.o2 


Start 


425 




GI 


none 




Exons 


425. .562, 


442. .555, 572. 




630. .761 





Seq. ID OJ990324_03.0419.C105 

Strand + 

End 1343 

.tm Method TBLASTX : Maize 

End 4 69 

Score 322 
.426, 327. .461 

Seq. ID OJ990324_03.0419.C105 

Strand +" 

End 1343 

.tc Method TBLASTX : Cress 

End 772 

Score 372 
.753, .605. .772 

Seq. ID OJ990324_03.0419.C105 

Strand +- 

End 1343 

.ts Method TBLASTX: Soybean 

End 763 

Score 167 
.622, 595. .753, 596. .754, 626.-763, 



Seq. No. 53451 Seq. ID 

Gene No. 112528 Strand 

Start 1 End 

Name OJ990324_03 .0419. C105 . o3 . tm Method 

Start 470 End 

GI none Score 
Exons 



OJ990324_03.0419.C105 
+ 

1343 

TBLASTX: Maize 

762 

112 



470. .574, 478. .573, 541. .756, 542. .760, 571. .762, 572. .760 



Seq. No. 53451 Seq. ID OJ990324_03 . 04 19 . C105 

Gene No. 112528 Strand + 

Start 1 End 1343 

Name OJ990324 03 . 04 19 . C105 . ol . tm Method TBLASTX : Mai ze 
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Start 
GI 

Exons 



799 End 1287 

none Score 95 

799. .900, 836. .889, 847. .900, 866. .940, 904. .1086, 911. .1285, 
913. .1287, 915. .1283 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53451 

112528 

1 



Seq. ID OJ990324_03.0419.C105 
Strand + 
End 1343 



OJ990324 03.0419.C105.ol.ts Method TBLASTX : Soybean 



866 
none 

866. .1285, 884. .1279 



End 
Score 



1285 
555 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53451 
112528 
1 

OJ990324 03.0419.C105.o2.tc Method TBLASTX : Cress 



Seq. ID OJ990324_03.0419.C105 
Strand + 
End 1343 



1055 
none 

1055.. 1285, 1055.. 1279 



End 
Score 



1285 
356 



e3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990324_03.0419.C105 
Strand + 
End 1343 



53451 
112528 
1 

OJ990324_03 . 04 19 . C105 . ol . tw Method TBLASTX : Wheat 
1073 End 
none Score 



1287 
323 



1073.. 1285, 1091.. 1285, 1093.. 1287 



Seq. ID OJ990324_03.0419.C108 
Strand 

End 1058 



53452 
112529 
354 

OJ990324_03 .0419. C108 . ol . gs Method GENSCAN 
354 End 1058 

none Score . 6 

354. .1058 



r Seq. No. 
%J Gene No. 
□ Start 
?=l Name 
Ba * Start 
GI 

Exons 



53453 
112530 
213 

OJ990324 03.0419.Clll.ol.gs Method GENSCAN 



Seq. ID OJ990324_03.0419.C111 
Strand + 
End 1327 



213 
none 

213. .218, 1142. .1327 



End 
Score 



1327 
.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53454 
112531 
1 

OJ990324_03.0419.C117.ol.np Method AAT/NAP 



Seq. ID OJ990324_03.0419.C117 
Strand + 
End 1132 



End 
Score 



1132 
1070 



7228457 
1..509, 576. .1132 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 



53454 



Seq. ID OJ990324_03.0419.C117 
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Gene No. 


112531 


Strand 


+ 




Start 


1 


End 


1132 




Name 


OJ990324 03.0419.C117.ol.tw 


Method 


TBLASTX: Wheat 




Start 


68 


End 


487 




GI 


none 


Score 


201 




Exons 


68. .262, 106. .279, 314. .487, 


346. .486 






Seq. No. 


53454 . 


Seq. ID 


OJ990324_03.0419 


.C117 


Gene No. 


112531 


Strand 


+ 




Start 


1 


End 


1132 




Name 


OJ990324 03.0419.C117.ol.gs 


Method 


GENSCAN 




Start 


113 


End 


1088 




GI 


none 


Score 


.9 




Exons 


113. .886, 896. .1088 








Seq. No. 


53454 


Seq. ID 


OJ990324_03.0419 


.C117 


Gene No. 


112531 


Strand 


+ 




Start 


1 


End 


1132 




Name 


OJ990324 03.0419.C117.ol.ts 


Method 


TBLASTX : Soybean 




Start 


161 


End 


724 




GI 


5666795 


Score 


. 52 




Exons 


161. .259, 353. .487, 524. .724 








GI Descrip. 


4206306 2.0e-10 (AF049110) prpol [Zea 


mays] 




Seq. No. 


53454 


Seq. ID 


OJ990324_03.0419 


.C117 


Gene No. 


112531 


Strand 


+ 




Start 


1 


End 


1132 




Name 


OJ990324 03.0419.C117.o2.tw 


Method 


TBLASTX: Wheat 




Start 


490 


End 


829 




GI 


none 


Score 


206 




Exons 


490. .816, 521. .829 








Seq. No. 


53455 


Seq. ID 


OJ990324 03.0419 


.C118 


Gene No. 


112532 


Strand 






Start 


576 


End 


1111 




Name 


OJ990324 03.0419. C118.ol.np 


Method 


AAT/NAP 




Start 


576 


End 


1111 




GI 


5777617 


Score 


85 




Exons 


576. .678, 1023. .1111 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


53456 


Seq. ID 


OJ990324_03.0419 


.C120 


Gene No. 


112533 


Strand 






Start 


1 


End 


1800 




Name 


OJ990324 03.0419.C120.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1800 




GI 


6539581 


Score 


1852 




Exons 


1..1562, 1668.. 1800 








GI Descrip. 


(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, 




clone F20D10; hypothetical protein (AL035538) [Oryza sativa 


Seq. No. 


53456 


Seq. ID 


OJ990324_03.0419 


.C120 


Gene No. 


112533 


Strand 






Start 


1 


End 


1800 




Name 


OJ990324 03.0419.C120.ol.gs 


Method 


GENSCAN 




Start 


324 


End 


1541 




GI 


none 


Score 


.5 
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Exons 



324. .1541 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53456 
112534 
2471 

0 J99032 4_03 . 04 19 . C120 . o2 . tw 
681 
none 

681. .1112, 682. .876 

53456 
112534 
2471 

OJ990324_03.0419.C120.ol.ts 
744 
none 

744. .1286, 951. .1286, 1135. .1287 

53456 Seq. ID 

112534 Strand 

2471 End 
OJ990324_03 . 0419. C120 . ol . tm Method 

963 End 

none Score 

963. .1346, 984. .1343 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



53456 

112534 

2471 

OJ990324_03.0419.C120.ol.tc 

1032 

none 

1032. .1352, 1131. .1325 

53456 

112534 

2471 

OJ990324_03. 04 19 . C120 . ol . tw 

1179 

none 

1179. .1469, 1473. .1571 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_03.0419.C120 
3890 

TBLASTX: Wheat 

1112 

66 



OJ990324_03.0419.C120 
3890 

TBLASTX: Soybean 

1287 

145 



OJ990324_03.0419.C120 
■3890 

TBLASTX: Maize 

1346 

161 



OJ990324_03.0419.C120 
3890 

TBLASTX: Cress 

1352 

66 



OJ990324_03. 0419.C120 
3890 

TBLASTX: Wheat 

1571 

66 



Seq. No. 53456 Seq. ID 

Gene No. 112534 Strand 

Start 2471 End 

Name OJ990324_03 . 04 19 . C120 . o2 . tm Method 

Start 1347 End 

GI none Score 

Exons 1347.. 1568 

Seq. No. 53456 Seq. ID 

Gene No. 112534 Strand 

Start 2471 End 

Name OJ990324_03 .0419. C120 . o2 . np Method 

Start 2471 End 

GI 6063554 Score 

Exons 2471.. 2644, 3773.. 3890 



OJ990324_03.0419.C120 
3890 

TBLASTX: Maize 

1568 

231 



OJ990324_03.0419.C120 

3890 
AAT/NAP 
3890 
122 
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GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



53456 
112534 
2471 

OJ990324_03.0419.C120.ol.gp 
2711 
2427387 
2711. .3093 

5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324 03.0419.C120 



3890 
AAT/GAP 
3093 
508 



Seq. No. 


53456 






Seq. ID 


OJ990324_03. 0419.C120 


Gene No. 


112534 






Strand 




Start 


2471 






End 


3890 


Name 


OJ990324_03 


.0419. 


C120.o2.gs 


Method 


GENSCAN 


Start 


3616 






End 


3865 


GI 


none 






Score 


.55 


Exons 


3616. .3724, 


3798. 


.3865 






Seq. No. 


53457 






Seq. ID 


OJ990324_03.0419.C121 


Gene No. 


112535 






Strand 


+ 


Start 


61 






End 


156 


Name 


OJ990324_03 


.0419. 


C121.ol.gs 


Method 


GENSCAN 


Start 


61 






End 


156 


GI 


none 






Score 


.97 


Exons 


61. .156 










Seq. No. 


53457 






Seq. ID 


OJ990324_03.0419.C121 


Gene No . 


112536 






Strand 




Start 


912 






End 


2464 


Name 


OJ990324 03 


.0419. 


C121.ol.np 


Method 


AAT/NAP 


Start 


912 




End 


2464 


GI 


6983860 






Score 


2415 


Exons 


Q 1 O O A a A 

yiz . . 24 o4 










GI Descrip. 


(AP001168) 


Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy type 




(AF061282) 


[Oryza 


sativa] 






Seq. No. 


53457 






Seq. ID 


OJ990324_03.0419.C121 


Gene No. 


112536 






Strand 




Start 


912 






End 


2464 


Name 


OJ990324 03 


.0419. 


C121.o3.tw 


Method 


TBLASTX: Wheat 


Start 


983 






End 


1289 


GI 


none 






Score 


137 


Exons 


983. .1195, 


1012. . 


1215, 1217.. 


1288, 1218 


. .1289 


Seq. No. 


53457 






Seq. ID 


OJ990324_03.0419.C121 


Gene No. 


112536 






Strand 




Start 


912 






End 


2464 


Name 


OJ990324 03 


.0419. 


C121.ol.tm 


Method 


TBLASTX: Maize 


Start 


1153 






End 


1734 


GI 


none 






Score 


68 


Exons 


1153. .1215, 


1214. 


.1531, 1218. 


.1358, 1278. .1553, 1416.. 1532, 




1531. .1575, 


1532. 


.1576, 1573. 


.1689, 1580. .1690, 1689. .1733, 



1690. .1734 



54321 



Seq. No. 


53457 














Start 


912 






Name 


OJ990324 03. 


0419.C121.o2 


.tw 


Start 


1289 






GI 


none 






Exons 


1289. .1531, 


1404. .1532, 


1531 




1689. .1757, 


1808. .1921, 


1818 




S^4 S7 






Gene No. 


112536 






Start 


912 






Name 


OJ990324 03. 


0419.C121.o2 


. tm 


Start 


1805 






GI 


none 






Exons 


1805. .2080, 


1806. .2081, 


1830 




^4 S7 






Gene No. 


112536 






Start 


912 






Name 


OJ990324 03. 


0419.C121.ol 


.ts 


Start 


1880 






GI 


none 






Exons 


1880. .2140, 


1881. .2129 




o6q • 1NO • 


R7 






Gene No. 


112536 






Start 


912 






Name 


OJ990324 03. 


0419.C121.ol 


.tc 


Start 


1904 






GI 


none 






Exons 


1904. .2047, 


1905. .2045, 


2048 




^4^7 






Gene No. 


112536 






Start 


912 






Name 


OJ990324 03. 


0419.C121.ol 


.tw 


Start 


1928 






GI 


none 






Exons 


1928. .2398, 


1932. .2279 




Seq. No. 


53458 






Gene No. 


112537 






Start 


1 






Name 


OJ990324 03. 


0419.C122.ol 


.np 


Start 


1 






GI 


4680179 






Exons 


1..2461, 2489. .2715 





Seq. ID OJ990324_03.0419.C121 
Strand 

End 24 64 

Method TBLASTX : Wheat 

End 1921 

Score 92 
.1686, 1535. .1687, 1601. .1690, 
.1919 

Seq. ID OJ990324_03.0419.C121 
Strand 

End 2464 

Method TBLASTX : Maize 

End 2082 

Score 275 
.2081, 1831. .2082 

Seq. ID OJ990324_03.0419.C121 
Strand 

End 24 64 

Method TBLASTX : Soybean 

End 2140 

Score 197 



Seq. ID OJ990324_03.0419.C121 
Strand 

2464 

TBLASTX: Cress 
2230 
85 



End 

Method 
End 
Score 
.2230 



Seq. ID OJ990324_03.0419.C121 
Strand 

End 2464 

Method TBLASTX : Wheat 

End 2398 

Score 296 



Seq. ID OJ990324_03.0419.C122 
Strand 

End 2715 

Method AAT/NAP 

End 2715 

Score 3420 



GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 53458 

Gene No. 112537 

Start 1 

Name OJ990324_03 . 04 19 .C122 . o3 . tm 

Start 57 

GI none 



Seq. ID OJ990324_03.0419.C122 
Strand 

End 2715 

Method TBLASTX: Maize 

End 305 

Score 235 



54322 



Exons 



57. .302, 67. .300, 81. .305 



Seq. No. 53458 

Gene No. 112537 

Start 1 

Name OJ990324_03 . 0419.C122 , 

Start 66 

GI none 

Exons 66.. 326, 67.. 315 



o2.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_03.0419.C122 
2715 

TBLASTX: Soybean 

326 

197 



Seq. No. 53458 

Gene No. 112537 

Start 1 

Name OJ990324_03 . 04 19 . C122 . ol . tc 

Start 90 

GI none 

Exons 90.. 233, 91.. 231, 234.. 416 

Seq. No. 53458 

Gene No. 112537 

Start 1 

Name OJ990324_03 . 04 19 . C122 . ol . tw 

Start 114 

GI none 

Exons 114.. 653, 118.. 471 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_03.0419.C122 
2715 

TBLASTX: Cress 

416 

85 



OJ990324_03.0419.C122 
2715 

TBLASTX: Wheat 

653 

302 



f\ Seq. No. 

Is Gene No. 

!? Start 

=1 Name 

J Start 

17 Exons 

Seq. No. 
~ 3 Gene No. 
4 Start 
& Name 
*t Start 

i gi 

!? Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53458 

112537 

1 

OJ990324_03.0419.C122.ol.gs 

176 

none 

176.. 574, 652.. 2619 

53458 

112537 

1 

OJ990324_03.0419.C122.ol.tm 

656 

none 

656. .1012, 657. .1007 



53458 

112537 

1 

OJ990324_03.0419.C122, 

659 

none 

659. .1084, 662. .1009, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

o2.tw Method 
End 
Score 

666. .1082 



OJ990324_03.0419.C122 

2715 
GENSCAN 
2619 
.77 



OJ990324_03.0419.C122 
2715 

TBLASTX: Maize 

1012 

212 



OJ990324_03.0419.C122 
2715 

TBLASTX: Wheat 

1084 

221 



Seq. No. 53458 Seq. ID 

Gene No. 112537 Strand 

Start 1 End 

Name OJ990324_03 . 04 19 . C122 . o3 . ts Method 

Start 830 End 

GI none Score 

Exons 830.. 1078 



OJ990324_03.0419.C122 
2715 

TBLASTX: Soybean 

1078 

206 



54323 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

^ Exons 

3. -J 

W Seq. No. 

Cfl Gene No. 

fij Start 

Name 

':i Start 

^ GI 

^3 Exons 

s Seq. No. 

Gene No. 
H Start 

Name 
M Start 
Q GI 

Exons 

ktS Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53458 

112537 

1 

OJ990324JD3. 

1049 

none 

1049. .1369, 

53458 

112537 

1 

OJ990324_03. 

1085 

none 

1085. .1387, 

53458 

112537 

1 

OJ990324JD3. 

1100 

none 

1100. .1459, 

53458 

112537 

1 

OJ990324_03. 

1436 

none 

1436. .1918, 

53458 

112537 

1 

OJ990324_03. 

1568 

none 

1568. .1882 

53458 

112537 

1 

OJ990324_03. 

1617 

none 

1617. .1859, 

53458 

112537 

1 

OJ990324_03. 

2051 

none 

2051. .2404 



0419.C122.o2.tm 
1170.. 1298, 1370, 

0419.C122.o4.tw 
1086. .1346 

0419.C122.ol.ts 
1110. .1343, 1416. 

0419.C122.o3.tw 
1439. .1894, 1479. 

0419.C122.o4.ts 



Seq. ID OJ990324_03.0419.C122 
Strand 

End 2715 

Method TBLASTX : Maize 

End 1549 

Score 100 
.1549 

Seq. ID ■ OJ990324_03.0419.C122 
Strand 

End 2715 

Method TBLASTX : Wheat 

End 1387 

Score 255 



Seq. ID OJ990324_03.0419.C122 
Strand 

End 2715 

Method TBLASTX : Soybean 

End 14 95 

Score 186 

.1457, 1463. .1495, 1463. .1495 

Seq. ID OJ990324_03.0419.C122 
Strand 

End 2715 

Method TBLASTX : Wheat 

End 1919 
197 



0419.C122.o4.tm 
1619. .1909 

0419.C122.o5.tw 



Score 
.1919 



Seq. ID OJ990324_03.0419.C122 
Strand 

End 2715 

Method TBLASTX : Soybean 

End 1882 

Score 190 



Seq. ID OJ990324_03.0419.C122 
Strand 

End 2715 

Method TBLASTX : Maize 

End 1909 

Score 14 9 



Seq. ID OJ990324_03.0419.C122 
Strand 

End 2715 

Method TBLASTX : Wheat 

End 2404 

Score 223 



54324 



Seq. No. 53459 

Gene No. 112538 

Start 1 

Name OJ990324_03 . 04 19 . C123 . ol . np 

Start 1 

GI 6983860 

Exons 1. .253 

GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. ID OJ990324_03.0419.C123 
Strand 

End 253 

Method AAT/NAP 

End 253 

Score 335 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53459 Seq. ID 

112539 Strand 

525 End 
OJ990324_03.0419.C123.o2.np Method 

523 End 

4512231 Score 
523. .1319 

(AB014741) ORF0 protein [Oryza sativa] 

53459 Seq. ID 

112539 Strand 

525 End 
OJ990324_03.0419.C123.ol.gs Method 

525 End 

none Score 
525. .1319 



OJ990324__03.0419.C123 

1319 
AAT/NAP 
1319 
1276 



OJ990324_03.0419.C123 

1319 
GENS CAN 
1319 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53460 

112540 

74 

OJ990324_03.0419.C124 .ol.gs 
74 

none 

74. .124, 779. .872 

53461 

112541 

1 

OJ990324_03.0419.C125.ol.np 
1 

7523707 



Seq. ID OJ990324_03.0419.C124 

Strand + 

End 872 

Method GENSCAN 

End 872 

Score .74 



Seq. ID OJ990324_03.0419.C125 



Strand 
End 

Method 

End 

Score 



+ 

2783 
AAT/NAP 
2783 
960 



1..22, 371. .666, 1121. .1339, 2068. .2307, 2547. .2783 
(AC011001) Putative membrane protein [Arabidopsis thaliana] 



53461 

112541 

1 

OJ990324_03.0419.C125.ol.gs 

331 

none 



Seq. ID OJ990324_03.0419.C125 

Strand + 

End 2783 

Method GENSCAN 

End 2756 

Score .85 



331. .561, 970. .1035, 1121. .1339, 2068. .2307, 2547. .2756 



Seq. No. 53461 Seq. ID 

Gene No. 112541 Strand 

Start 1 End 

Name OJ990324_03 .0419. C125 . o2 . ts Method 

Start 1118 End 



OJ990324_03.0419.C125 
+ 

2783 

TBLASTX : Soybean 
1333 



54325 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 130 

1118. .1216, 1120. .1215, 1220. .1333, 1228. .1332 



53461 

112541 

1 

OJ990324_03.0419.C125.ol.tm 

1255 

none 



Seq. ID OJ990324_03.0419.C125 

Strand + 

End 2783 

Method TBLASTX : Mai ze 

End 2297 

Score 14 8 



1255. .1344, 1256. .1345, 2059. .2256, 2061. .2249,. 2087. .2254, 
2244. .2297, 2248. .2295 



in 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53461 

112541 

1 

OJ990324_03.0419.C125.ol.ts 

2086 

none 



Seq. ID OJ990324_03.0419.C125 

Strand + 

End 2783 

Method TBLASTX : Soybean 

End 2768 

Score 137 

2086.. 2259, 2087.. 2260, 2088.. 2321, 2089.. 2307, 2541.. 2768, 
2541. .2756, 2552. .2767 



53461 

112541 

1 

OJ990324_03.0419.C125.o2.tm 

2549 

none 



Seq. ID OJ990324_03.0419.C125 

Strand + 

End 2783 

Method TBLASTX: Maize 

End 2775 

Score 317 

2549. .2755, 2550. .2756, 2550. .2756, 2551. .2757, 2563. .2775, 
2564. .2761 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53462 

112542 

221 

OJ990324_03.0419.C126.ol.gs 

221 

none 

221. .487, 564. .1001 



Seq. ID OJ990324_03.0419.C126 

Strand + 

End 1007 

Method GENSCAN 

End 1001 

Score .66 



53462 
112542 
221 

OJ990324_03 . 04 19 . C126 . ol . np 
221 

7523707 

221. .487, 564. .767, 849. .1007 

(AC011001) Putative membrane protein [Arabidopsis thaliana] 



Seq. ID OJ990324_03.0419.C126 
Strand + 

1007 
AAT/NAP 
1007 
531 



End 

Method 

End 

Score 



53462 
112542 
221 

OJ990324_03.0419.C126.ol.gp 
239 

LIB3479-005-Q6-K1-F3 
239. .487, 564. .767, 848. .878 

' 1136434/dbj | BAA11504 | 2.0e-31 (D80009) KIAA0187 [Homo sapiens] 1 



Seq. ID OJ990324_03.0419.C126 

Strand + 

End 1007 

Method AAT/GAP 

End 878 

Score 915 



Seq. No. 



53462 



Seq. ID OJ990324_03.0419.C126 



54326 




Gene No . 


1 i OR/IT 




o trana 






Start 


1599 




End 


1835 




Name 


OJ990324 03.0419.C126.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


218 




End 


345 




GI 


none 




Score 


187 




Exons 


218. .343, 218. .343, 220. 


.345, 


220. .345 






Seq. No. 


53462 




Seq. ID 


OJ990324_03.0419 


-C126 


Gene No. 


112543 




Strand 






btart: 


xo y y 




End 


1835 




Name 


OJ990324 03.0419.C126.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


346 




End 


1001 




GI 


none 




Score 


214 




Exons 


346.-486, 347. .487, 552. 


.674, 


561. .671, 


S63..685, 575.. 


766, 




666.-767, 666. .767, 667. 


.768, 


912. .1001 




Seq. No. 


53462 




octj • XL/ 




-C126 


bene wo . 


1 1 9 R4 
X X £. D *i J 




Strand 






Start 


1599 




End 


1835 




Name 


OJ990324 03.0419.C126.ol 


.tc 


L v Jc LllUva 


1 ID linO 1A. L-I COD 




Start 


455 




Hi 11 LI 


/ox 




GI 


none 




S core 






Exons 


455. .493, 552. .761, 566. 


.760 








Seq. No. 


53462 








.C126 


Gene No. 


X x£ 0 4 O 




Strand 






Start 


1599 




End 


1835 




Name 


OJ990324 03.0419.C126.o2 


-gs 


\A /~\ 4— Vk i^/H 

i v Je Liiou. 






Start 


1599 




iitnci 


1 ft ^ 
X O JJ 




GI 


none 




Score 






Exons 


1599. .1835 










Seq. No. 


53463 




JC^( X U 


O,TQQ0^94 fn D41Q 


.C127 


Gene No . 


T 1 O ^ A A 




Strand 






Start 


596 




End 


736 




Name 


OJ990324 03.0419.C127.ol 


.gs 


Method 


GEN SCAN 




Start 


596 




End 


736 




GI 


none 




Score 


.6 




Exons 


596.-736 










Seq. No. 


53464 




Seq. ID 


OJ990324_03.0419 


.C132 


Gene No . 






Strand 






Start . 


2346 




End 


2582 




Name 


OJ990324 03.0419.C132.o2 


.gs 


Method 


GENSCAN 




Start 


2346 




End 


2582 




GI 


none 




Score 


.48 




Exons 


2346. .2582 










Seq. No. 


53465 




Seq. ID 


OJ990324_03.0419 


.C134 


bene wo . 


1 lOUfi 

1 I^Dh O 




Strand 


+ 




Start 


1841 




End 


2508 




Name 


OJ990324 03.0419.C134.ol 


. gs 


Method 


GENSCAN 




Start 


1841 




End 


2508 




GI 


none 




Score 


.56 




Exons 


1841. .2018, 2111. .2165, 


2280. 


.2343, 2466.. 2508 




Seq. No. 


53466 




Seq. ID 


OJ990324_03.0419 


-C136 



54327 




Gene No. 


112547 






Strand 




Start 


642 






End 


740 


Name 


OJ990324 


03.0419.C136.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


395 






End 


740 


GI 


none 






Score 


65 


Exons 


395. .460, 
634. .738, 


402. .461, 402., 
636. .740 


,461, 


495. .527, 


495.. 527, 633 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Q Seq. No. 

|:i Gene No. 

;5 Start 

Name 

^ Start 

s GI 

C3 Exons 

= 7 Seq. No. 

Gene No. 
\i Start 
C3 Name 
fj Start 

GI 

Exons 



53466 
112547 
642 

OJ990324_03.0419.C136.ol.np 
642 

3786014 
642. .740 

(AC005499) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990324_03.0419.C136 
Strand 

End 74 0 

Method AAT/NAP 

End 740 

Score 129 



53467 Seq. ID OJ990324_03 . 04 19 . C138 

112548 Strand 

1 End 455 

OJ990324_03.0419.C138.ol.gp Method AAT/GAP 

1 End 455 

4254_1.R1084 Score 882 

1. .455 

' 1651865/dbj | BAA167 92 | 4.0e-14 (D90900) hypothetical protein 
[Synechocystis sp.] ■ 



53467 

112548 

1 

OJ990324_03.0419.C138.ol.tm 
2 

none 



Seq. ID OJ990324_03.0419.C138 

Strand 

End 455 

Method TBLASTX : Mai ze 

End 325 

Score 184 



2. .217, 2. .223, 3. .221, 243. .323, 244. .312, 257. .325 



53467 

112548 

1 

OJ990324_03.0419.C138.ol.tc 
3 

none 



Seq. ID OJ990324_03.0419.C138 

Strand 

End 455 

Method TBLASTX: Cress 

End 173 

Score 186 



3. .146, 22. .150, 23. .145, 48. .173 



Seq. No. 53467 Seq. ID 

Gene No. 112548 Strand 

Start 1 End 

Name OJ990324_03 .0419. C138 . ol . ts Method 

Start 3 End 

GI none Score 

Exons 3.. 149, 5.. 148 



OJ990324_03.0419.C138 
455 

TBLASTX: Soybean 

149 

223 



Seq. No. 53468 Seq. ID 

Gene No. 112549 Strand 

-Start 1 End 

Name OJ990324_03 . 04 19 . C139 . ol . gp Method 

Start 1 End 

GI 56410 1.R1084 Score 



OJ990324_03.0419.C139 
334 

AAT/GAP 

334 

553 



54328 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .334 

, 5852170/emb|AL117265.1 IOST17804 3.0e-94 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17 8.04 ' 



53469 

112550 

485 

OJ990324_03.0419.C140.ol.gs 

485 

none 

485. .603, 737. .1070 

53470 

112551 

37 

OJ990324_03.0419.C141.ol.gs 
37 

none 
37. .360 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_03.0419.C14 0 
+ 

1070 
GENSCAN 
1070 
.68 



OJ990324_ 
+ 

360 

GENSCAN 

360 

.99 



03.0419.C141 



Seq. No. 

Gene No. 
fa§ Start 

Name 
Q Start 
Cn GI 
fit Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53470 
112552 
782 

OJ990324_03.0419.C141.ol.tm 
617 
none 
617 
782 



OJ990324 03.0419.C141 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

697, 622. .702, 630. .698, 699. .725, 700. .756, 779.-859, 
856, 789. .857, 1076. .1252, 1078. .1257, 1079. .1255, 



2608 

TBLASTX: Maize 

2607 

52 



1814. .1927, 1814. .1927, 1815. .1928, 1816. .1929, 1854. .1931, 
1996. .2079, 2001. .2087, 2001. .2075, 2003. .2080, 2420. .2605, 
2421. .2585, 2452. .2607 



53470 

112552 

782 

OJ990324_03.0419.C141.ol.tc 

779 

none 



Seq. ID OJ990324_03.0419.C141 
Strand 

End 2608 

Method TBLASTX : Cress 

End 2605 

Score 65 

1256, 1078.. 1257, 



779. .880, 788. .856, 1076. .1255, 1077 
1814. .1927, 1815. .1922, 2001. .2048, 2005. .2028, 2022. .2075, 
2420. .2605, 2448. .2585 



53470 

112552 

782 

OJ990324_03.0419.C141.ol.np 
782 

3913733 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_03.0419.C141 

2608 
AAT/NAP 
2606 
689 

782. .853, 1078. .1254, 1814. .1927, 2001. .2079, 2445. .2606 
H YDROX YAC YLGLUTATH I ONE HYDROLASE CYTOPLASMIC (GLYOXALASE II) 
(GLX II) gi | 1924921 | emb | CAA69644 | (Y08357) 
hydroxyacylglutathione hydrolase [Arabidopsis thaliana] 
gi I 6630545 | gb | AAF19564.il AC011708_7 (AC011708) 
hydroxyacylglutathione hydrolase cytoplasmic (glyoxalase II) 
(GLX II) [Arabidopsis thaliana] 



Seq. No. 



53470 



Seq. ID OJ990324_03.0419.C141 



54329 



Gene No. 112552 Strand 

Start 782 End 

Name OJ990324_03 . 0419 . C141 . o2 . ts Method 

Start 806 End 

GI none Score 

Exons 806.. 859, 1078.. 1257, 1082.. 1255 



2608 

TBLASTX : Soybean 

1257 

142 



Seq. No. 


53470 


Seq. ID 


OJ990324_03.0419.C141 


Gene No. 


112552 


Strand 




Start 


782 


End 


2608 


Name 


OJ990324 03.0419.C141.o2.gs 


Method 


GENSCAN 


Start 


940 


End 


2581 


GI 


none 


Score 


.63 


Exons 


940. .1272, 1814. .1927, 2001.. 


2079, 2445 


. .2581 


Seq. No. 


53470 


Seq. ID 


OJ990324_03.0419.C141 


Gene No. 


112552 


Strand 




Start 


782 


End 


2608 


Name 


OJ990324 03.0419.C141.ol.gp 


Method 


AAT/GAP 


Start 


1130 


End 


2497 


GI 


2443021 


Score 


667 


Exons 


1130. .1254, 1814. .1927, 2001. 


.2079, 2445. .2497 


GI Descrip. 


3913733/sp|024496|GL2C ARATH 


9.0e-50 HYDROXYACYLGLUTATHIONE 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



HYDROLASE CYTOPLASMIC ISOZYME (GLYOXALASE II) (GLX II) 
>gi_1924921_emb_CAA69644_ (Y08357) hydroxyacylglutathione 
hydrolase [Arabidopsis thaliana] 



53470 

112552 

782 

OJ990324_03.0419.C141.ol.ts 

1829 

none 



Seq. ID OJ990324_03.0419.C141 
Strand 

End 2608 

Method TBLASTX : Soybean 

End 2608 

Score 111 



1829. .1927, 1830. .1928, 1860. .1928, 2001. .2081, 2001. .2075, 
2005.. 2082, 2555.. 2608 



Seq. No. 53471 Seq. ID 

Gene No. 112553 Strand 

Start 1137 End 

Name OJ990324_03 . 0419 . C142 . ol . gp Method 

Start 1137 End 

GI 3760334 Score 

Exons 1137.. 1449 

GI Descrip. 2500354/sp I P93847 | RL10_SOLME 1.0e-35 60S RIBOSOMAL PROTEIN L10 
(EQM) >gi_1902894_dbj_BAA194 62_ (AB001891) QM family protein 
[Solanum melongena] 



OJ990324_03.0419.C142 
+ 

1449 
AAT/GAP 
1449 
575 



Seq. No. 


53472 




Seq. ID 


OJ990324 


_03. 


0419 


.C143 


Gene No. 


112554 




Strand 


+ 








Start 


118 




End 


551 








Name 


OJ990324 03.0419.C143.ol 


. gs 


Method 


GENSCAN 








Start 


118 




End 


551 








GI 


none 




Score 


.68 








Exons 


118. .252, 258. .352, 474. 


.551 












Seq. No. 


53472 




Seq. ID 


OJ990324 


_03. 


0419 


C143 


Gene No. 


112555 




Strand 











54330 



Start 1 End 365 

Name OJ990324_03 . 0419 . C143 . ol . gp Method AAT/GAP 

Start 1 End 365 

GI 2312091 Score 679 

Exons 1. .365 

GI Descrip. 6093994/sp | 022431 | RL10_PINTA 1.0e-12 60S RIBOSOMAL PROTEIN L10 
(WILM'S TUMOR SUPRESSOR HOMOLOG) >gi_2317762 (AF013804) Wilm's 
tumor supressor homolog [Pinus taeda] 



Seq. No. 53472 
Gene No. 112555 
Start 1 

Name OJ990324_03.0419.C14 3.ol.np 

Start 1 
GI 6093994 
Exons 1. . 140 

GI Descrip. 60S RIBOSOMAL PROTEIN L10 (WILM'S TUMOR SUPRESSOR HOMOLOG) 
gi I 7447295 | pir | IT07957 probable ribosomal protein LlO.e - 
loblolly pine gi | 2317762 | gb IAAB66347 . 1 | (AF013804) Wilm's tumor 
supressor homolog [Pinus taeda] 



Seq. ID OJ990324_03.0419.C143 
Strand 

End 365 

Method AAT/NAP 

End 140 

Score 194 



Seq. No. 53472 

Gene No. 112555 

Start 1 

Name OJ990324_03 . 0419 . C143 . ol . tc 

Start 1 

GI none 

Exons 1..129, 3.. 146, 37 . . 150 



Seq. ID OJ990324_03.0419.C143 
Strand 

End 365 

Method TBLASTX : Cres s 

End 150 

Score 136 



Seq. No. 53472 

Gene No. 112555 

Start 1 

Name OJ990324_03 . 0419 . C143 . ol . tm 

Start 1 

GI none 

Exons 1..129, 3.. 128, 37.. 132 



Seq. ID OJ990324_03.0419.C143 
Strand 

End 365 

Method TBLASTX : Mai ze 

End 132 

Score 117 



Seq. No. 53472 

Gene No. 112555 

Start 1 

Name OJ990324_03 . 0419 . C143 . ol . ts 

Start 1 

GI none 

Exons 1..129, 3.. 128 



Seq. ID OJ990324_03.0419.C143 
Strand 

End 365 

Method TBLASTX : Soybean 

End 129 

Score 123 



Seq. No. 53473 

Gene No. 112556 

Start 711 

Name OJ990324_03.0419.C147 .ol.gs 

Start 711 

GI none 

Exons 711. .882, 1109.. 1140 



Seq. ID OJ990324_03.0419.C147 

Strand + 

End 1140 

Method GENSCAN 

End 1140 

Score . 64 



Seq. No. 53474 

Gene No. 112557 

Start 57 

Name OJ990324_03 . 0419 . C14 9 . ol . gp 



Seq. ID OJ990324_03.0419.C149 

Strand + 

End 119 

Method AAT/GAP 



54331 



Start 


57 






End 


119 


GI 


287160 






Score 


74 


Exons 


57. .119 










Seq. No. 
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Seq. ID 


OJ990324_03.0419.C149 




IIZj JO 






Strand 


+ 


Start 


113 






End 


324 


Name 


OJ990324 03 


.0419. 


C149.ol.ts 


Method 


TBLASTX: Soybean 


Start 


57 






End 


265 


GI 


none 






Score 


81 


Exons 


57.. 122, 61 


. .123, 


62.. 139, 90 


..140, 143. .265, 144. .263 
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T\Jl s-\ +- /~\ sA 
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TRT ZiQTV • Ma -1-70 


Start 


62 






JjUQ 




GI 


none 






Score 


270 


Exons 


62. .262, 90 


. .263, 


274. .324 






Seq. No. 
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rnQQCi^OA HAIQ P14Q 


bene jno . 








Strand 


1 

T 


Start 


113 






End 


"39 A 


Name 


OJ990324 03 


.0419. 


C149.ol.gs 


Method 


tatlilNoU/ilN 


Start 


113 






End 


9 £ "3 
Z. DO 


GI 


none 






Score 


.59 


Exons 


113. .263 










Seq. No. 


53475 






Seq. ID 


OJ990324_03.0419.C150 


bene ino . 


112559 






Strand 




Start 


752 






End 


3331 


Name 


OJ990324 03 


.0419. 


C150.ol.gs 


Method 


GENS CAN 


Start 


752 






End 


3309 


GI 


none 






Score 


.47 


Exons 


752. .927, 1120. .1534, 1760. .1931, 2181 


..2428, 3103. .3309 


Seq. No. 


53475 






Seq. ID 


OJ990324_03.0419.C150 


Gene No. 


112559 






Strand 




Start 


752 






End 


3331 


Name 


OJ990324 03 


.0419. 


C150.ol.tm 


Method 


TBLASTX: Maize 


Start 


1106 






End 


1925 


GI 


none 






Score 


181 


Exons 


1106. .1246, 


1111. 


.1197, 1113. 


.1232, 1121.. 1276, 1122.. 1277, 




1239. .1532, 


1241. 


.1534, 1242. 


.1538, 1243. .1569, 1706. .1918, 




1708. .1920, 


1710. 


.1895, 1710. 


.1925, 1714. .1920 


Seq. No. 


53475 






Seq. ID 


OJ990324_03.0419.C150 


Gene No. 


112559 






Strand 




Q+- a 


752 






End 


3331 


Name 


OJ990324 03 


.0419. 


C150.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1124 






End 


3195 


GI 


none 






Score 


66 


Exons 


1124. .1348, 


1125. 


.1316, 1337. 


.1534, 1338.. 1517, 1706.. 1888, 




3100. .3195 










Seq. No. 


53475 






Seq. ID 


OJ990324_03.0419.C150 


Gene No. 


112559 






Strand 





54332 




Start 


752 








End 


3331 






Name 


OJ990324 03 


0419. 


C150.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


1145 








End 


1528 






GI 


none 








Score 


93 






Exons 


1145. . 1339, 


1322 . 


. 1528, 


1350 . 


. 1517 








Seq. No. 


53475 








Seq. ID 


OJ990324 


03 .0419. 


C150 


Gene No. 


112559 








Strand 








Start 


752 








End 


3331 






Name 


OJ990324 03. 


0419 . 


C150 . ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


1454 








End 


1900 






GI 


none 








Score 


63 






Exons 


1454 . . 1534, 


1455. 


. 1547, 


1745 . 


.1900, 1749. .1892 






Seq. No. 


53475 








Seq. ID 


OJ990324 


03 .0419. 


C150 


Gene No. 


112559 








Strand 








Start 


752 








End 


3331 






Name 


OJ990324 03. 


0419. 


C150 . o3 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1928 








End 


2086 






GI 


none 








Score 


128 






Exons 


1928 . .2086, 


1936 . 


.2055 












Seq. No. 


53475 








Seq. ID 


OJ990324 


03 . 04 19 . 


C150 


Gene No. 


112559 








Strand 








Start 


752 








End 


3331 






Name 


OJ990324_03. 


0419. 


C150.O2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2291 








End 


3331 






GI 


none 








Score 


175 






Exons 


2291 . . 2320, 


2292. 


.2429, 


2293. 


.2430, 2304. .2429, 


2372. .2446, 




3103. .3330, 


3104 . 


.3331 












Seq. No. 


53476 








Seq. ID 


OJ990324 


_03.0419. 


C151 


Gene No. 


112560 








Strand 


+ 






Start 


284 








End 


478 






Name 


OJ990324_03 . 


0419. 


C151.ol 


.gs 


Method 


GENSCAN 






Start 


284 








End 


478 






GI 


none 








Score 


.86 






■Exons 


284 . . 478 
















Seq. No. 


53476 








Seq. ID 


OJ990324 


_03.0419. 


C151 


Gene No. 


112561 








Strand 








Start 


914 








End 


976 






Name 


OJ990324 03. 


0419. 


C151 . o2 


.gs 


Method 


GENSCAN 






Start 


914 








End 


976 






GI 


none 








Score 


.49 






Exons 


914 . . 976 
















Seq. No. 


53477 








Seq. ID 


OJ990324 


_03.0419. 


C154 


Gene No. 


112562 








Strand 








Start 


206 








End 


361 






Name 


OJ990324 03. 


0419. 


C154.ol 


• gp 


Method 


AAT/GAP 






Start 


206 








End 


361 






GI 


533 1.R1084 








Score 


162 







Exons 206.. 259, 282.. 361 

GI Descrip. 1 113172/sp | P15543 | ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 



54333 



vulgare] 1 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53478 

112563 

645 

OJ990324_03.0419.C156.o2.tw 

154 

none 

154. .258, 171,. 257, 284. .358, 
292. .360, 362. .433, 363. .425, 



Seq. ID OJ990324_03.0419.C156 
Strand 
End 

Method 
End 
Score 
285. .362, 



1402 

TBLASTX: Wheat 

506 

74 

288.-359, 289, 



,363, 



434. .505, 435. .506 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324 03.0419.C156 



53478 
112563 
645 

OJ990324_03.0419.C156.ol.np 
645 

6630696 
645. .1402 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



1402 
AAT/NAP 
1402 
1105 



53478 Seq. ID 

112563 Strand 

645 End 

OJ990324_03.0419.C156.ol.tw Method 

781 End 

none Score 



OJ990324_03.0419.C156 
1402 

TBLASTX: Wheat 

1276 

229 



781. .1029, 782. .919, 786. .1028, 814. .1032, 971. .1057, 
1011.. 1091, 1030.. 1092, 1030.. 1086, 1032.. 1088, 1055.. 1195, 
1056. .1187, 1092. .1196, 1188. .1271, 1202. .1276, 1203. .1271, 
1207. .1275 



3 Seq. No. 53478 Seq. ID 

Gene No. 112563 Strand 

Start 645 End 

y Name OJ990324_03 . 0419 .C156 .ol . gs Method 

r* Start 1078 End 

^3 GI none Score 

n Exons 1078.. 1177 



OJ990324_03.0419.C156 

1402 
GEN SCAN 
1177 
.71 



Seq. No. 

Gene No. 
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Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53478 Seq. ID 

112563 Strand 

645 End 
OJ990324_03.0419.C156.ol.tm Method 

1133 End 

none Score 
1133. .1399, 1134. .1400 



OJ990324_03.0419.C156 
1402 

TBLASTX: Maize 

1400 

240 



OJ990324 03.0419.C157 



53479 Seq. ID 

112564 Strand 
1 End 1932 

OJ990324_03 . 0419 . C157 . ol . np Method AAT/NAP 
1 End 1932 

6630696 Score 3093 

1. .1932 

(AP000969) ESTs D22-114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 



54334 



m • 

region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 
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TBLASTX: Wheat 
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End 
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none 






Score 
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621. .779, 
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TBLASTX: Cress 
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none Score 
915. .998, 1002. .1190, 1206. .1409 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 
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53479 Seq. ID 

112564 Strand 

1 End 
OJ990324_03 . 04 1 9 . C157 . o2 . ts Method 

1026 End 

none Score 

1026. .1199, 1203. .1409, 1204. .1410 

53479 Seq. ID 

112564 Strand 

1 End 
OJ990324_03 . 04 19 . C157 . o2 . tm Method 

1212 End 

none Score 

1212. .1397, 1285. .1395, 1403. .1675 



OJ990324_03.0419.C157 
1932 

TBLASTX : Soybean 

1410 

99 



OJ990324_03.0419.C157 
1932 

TBLASTX: Maize 

1675 

75 



Seq. No, 

Gene No. 

Start 

Name 
^ Start 
~Z GI 
'•^ Exons 



53479 Seq. ID 

112564 Strand 

1 End 
OJ990324_03.0419.C157.o3.tw Method 

1388 End 

none Score 
1388. .1714 



OJ990324_03.0419.C157 
1932 

TBLASTX: Wheat 

1714 

238 



fij Seq. No. 53479 

Gene No. 112564 

H Start 1 

^ Name OJ990324_03 . 04 19 . C157 . o3 . ts 

^ Start 1415 

FU GI none 

s Exons 1415. .1591, 1418.. 1582, 1509.. 1592 



Seq. ID OJ990324_03.0419.C157 
Strand 

End 1932 

Method TBLASTX : Soybean 

End 1592 

Score 109 



03.0419.C159 



Seq. No. 53480 Seq. ID OJ990324_ 

Gene No. 112565 Strand + 

Start 1 End 1031 

Name OJ990324_03. 0419.C159.ol .np Method AAT/NAP 

Start 1 End 1031 

GI 1362152 Score 890 

Exons 1..121, 224. .306, 385. .505, 603. .776, 886. .1031 

GI Descrip. ribosomal protein S6 kinase homolog (clone Aspkll) - oat 

gi|871986|emb|CAA56313| (X79992) putative pp70 ribosomal protein 

S6 kinase [Avena sativa] 



Seq. No. 53480 

Gene No. 112565 

Start 1 

Name OJ990324_03. 0419.C159.ol . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ990324_03.0419.C159 

Strand + 

End 1031 

Method TBLASTX : Soybean 

End 996 

Score 124 



1..120, 1..120, 2. .121, 6. .125, 211. .288, 212. .307, 216. .284, 
221. .310, 368. .505, 369. .506, 369. .506, 382. .507, 382. .510, 
383. .514, 605. .775, 605. .775, 606. .776, 876. .992, 883. .996, 
885. .995 



54336 



Seq. No. 53480 Seq. ID 

Gene No. 112565 Strand 

Start 1 End 

Name OJ990324_03 .0419. C15 9 . ol . tc Method 

Start 1 End 

GI none Score 
Exons 



1..120, 1..120, 2. .121, 211. .288, 212 
368. .508, 370. .507, 381. .509, 382. .510, 383 
606. .794, 888. .995 



OJ990324_03.0419.C159 
+ 

1031 

TBLASTX: Cress 

995 

79 

307, 216. .287, 221. .310, 
514, 605. .775, 



Seq. No. 53480 

Gene No. 112565 

Start 1 

Name OJ990324_03 . 04 19 . C15 9 . ol . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ990324_03.0419.C159 

Strand + 

End 1031 

Method TBLASTX : Mai ze 

End 996 

Score 203 

299, 222. .308, 223. .306, 



2. .121, 2. .121, 3. .122, 212. .307, 216 
382. .501, 383. .514, 577. .774, 600. .776, 603. .788, 876. .992, 
883. .996, 884. .964, 885. .992 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53480 

112565 

1 

OJ990324_03.0419.C159.ol.gs 
8 

none 



Seq. ID OJ990324_03.0419.C159 

Strand + 

End 1031 

Method GENSCAN 

End 993 

Score .96 



8. .108, 385. .505, 603. .776, 886. .993 



53480 
112565 

1 End 
OJ990324_03.0419.C159.ol.gp Method 
888 End 
uC-osflM202081g05bl Score 
888. .993 

1 1362152/pir | | S56639 9.0e-66 ribosomal protein S6 kinase homolog 
(clone Aspkll) - oat >gi_871986_emb_CAA56313_ (X79992) putative 
pp70 ribosomal protein S6 kinase [Avena sativa] 1 



Seq. ID OJ990324_03.0419.C159 
Strand + 

1031 
AAT/GAP 
993 
181 



53481 

112566 

119 

OJ990324_03.0419.C160.ol.tm 

109 

none 



Seq. ID OJ990324_03.0419.C160 

Strand + 

End 1639 

Method TBLASTX : Maize 

End 667 

Score 97 



109. .225, 116. .229, 117. .197, 118. .225, 348. .605, 349. .651, 

349. .405, 350. .655, 405. .596, 454. .636, 485. .667 

53481 Seq. ID OJ990324_03 . 04 19 . C160 

112566 Strand + 

119 End 1639 

OJ990324_03 . 04 19 . C160 . ol . ts Method TBLASTX : Soybean 

109 End 615 

none Score 77 

109. .225, -116. .229, 118. .228, 337. .567, 417. .566, 586. .615 



Seq. No. 



53481 



Seq. ID OJ990324_03.0419.C160 



54337 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



112566 Strand + 

119 End 1639 

OJ990324_03 . 0419 .C160 . ol . gs Method GENSCAN 
119 End 1639 

none Score .83 

119. .226, 349. .603, 1257. .1517, 1559. .1639 



53481 Seq. ID 

112566 Strand 
119 . End 

OJ990324_03 . 041 9 . C160 . ol . np Method 
119 End 
1362152 Score 
119. .226, 349. .645 

ribosomal protein S6 kinase homolog (clone Aspkll) - oat 

gi I 871986 |emb|CAA56313| (X79992) putative pp70 ribosomal protein 

S6 kinase [Avena sativa] 



OJ990324_03.0419.C160 
+ 

1639 
AAT/NAP 
645 
591 



rii 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



53481 Seq. ID 

112566 Strand 
119 End 
OJ990324_03.0419.C160.ol.gp Method 
121 End 
uC-osflM202081g05bl Score 
121. .226, 349. .760 

1 1362152/pir | | S56639 9.0e-66 ribosomal protein S6 kinase homolog 
(clone Aspkll) - oat >gi_871986_emb_CAA56313_ (X79992) putative 
pp70 ribosomal protein S6 kinase [Avena sativa] ' 



OJ990324_03.0419.C160 
+ 

1639 
AAT/GAP 
760 
991 



53481 Seq. ID 

112566 Strand 

119 End 

OJ990324_03.0419.C160.ol.tc Method 

121 End 

none Score 



OJ990324_03.0419.C160 
+ 

1639 

TBLASTX: Cress 

612 

47 



121. .228, 182. .229, 337. .567, 348. .581, 586. .612 



53481 Seq. ID 

112566 Strand 

119 End 
OJ990324_03.0419.C160.ol.tw Method 

391 End 

none Score 

391. .651, 393. .656, 405. .596, 457. .651 



OJ990324_03.0419.C160 
+ 

1639 

TBLASTX: Wheat 

656 

432 



53482 Seq. ID 

112567 Strand 

1 End 

OJ990324_03.0419.C161.ol.np Method 

1 End 

5042438 Score 
1..30, 1297. .1877 

(AC007789) hypothetical protein [Oryza sativa] 



OJ990324_03.0419.C161 
+ 

3398 
AAT/NAP 
1877 
225 



53482 

112567 

1 



Seq. ID OJ990324_03.0419.C161 
Strand + 
End 3398 



54338 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990324_03 . 04 1 9 . CI 61 . ol . gs Method GEN SCAN 

808 End 3398 

none Score . 97 

808. .1897, 2653. .2710, 2826. .2860, 3109. .3187, 3362. .3398 



53482 
112567 
1 

OJ990324_03.0419.C161.ol.gp 
1011 

LIB3432-044-P1-K1-F3 
1011. .1480 

'5042438/gb|AAD38275. 1 |AC007789_1 5.0e-12 (AC007789) 
hypothetical protein [Oryza sativa] ' 



Seq. ID OJ990324_03.0419.C161 

Strand + 

End 3398 

Method AAT/GAP 

End 1480 

Score 882 



53482 
112568 
7024 

OJ990324_03.0419.C161.o2.np 
7024 
6721547 
7024. .7117, 9316. .9350 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990324_03.0419.C161 

Strand + 

End 9350 

Method AAT/NAP 

End • 9350 

Score 89' 



53482 
112568 
7024 

OJ990324_03.0419.C161.o3.np 
7998 
6721547 
7998. .8091, 9316.. 9350 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990324_03.0419.C161 

Strand + 

End 9350 

Method AAT/NAP 

End 9350 

Score 84 



53482 Seq. ID OJ990324_03 . 04 19 . C161 

112568 Strand + 

7024 End 9350 

OJ990324_03 . 04 19 . C161 . o4 . gp Method AAT/GAP 

8924 End 9350 

7392_1.R1084 Score 406 

8924. .9058, 9133.. 9200, 9281. .9350 

'2500354/spl P93847 |RL10_SOLME 1.0e-35 60S RIBOSOMAL PROTEIN L10 
(EQM) >gi_1902894_dbj_BAA194 62_ (AB001891) QM family protein 
[Solanum melongena] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53482 

112569 

2811 

OJ990324_03.0419.C161.o2.gp 

2811 

none 

2811. .3469 



Seq. ID OJ990324_03.0419.C161 
Strand 

End 3469 

Method AAT/GAP 

End 3469 

Score 1214 



Seq. No. 53482 

Gene No. 112570 

Start 4525 

Name OJ990324_03 . 0419 . C161 . o2 . gs 

Start 4525 



Seq. ID OJ990324_03.0419.C161 
Strand 

End 9254 

Method GEN SCAN 

End 9254 



54339 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
4525. .4551, 8787. .8897, 9105. .9254 



53483 
112571 
280 

OJ990324_03.0419.C162.ol.gp 
280 

7392_1.R1084 
280.. .664 

•2500354/spl P93847|RL10_SOLME 1 
(EQM) >gi_1902894_dbj_BAA19462_ 
[Solanum melongena] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



,46 



OJ990324_ 
+ 

1976 
AAT/GAP 
664 
731 



03.0419.C162 



, Oe-35 60S RIBOSOMAL PROTEIN L10 
(AB001891) QM family protein 



53483 

112571 

280 

OJ990324_03.0419.C162.ol.gs 

280 

none 



Seq. ID OJ990324_03.0419.C162 

Strand + 

End 1976 

Method GENS CAN 

End 1976 

Score .72 



280. .429, 589. .953, 1566. .1582, 1708. .1976 



03.0419.C162 



53483 Seq. ID OJ990324_ 

112571 ' Strand + 

280 End 1976 

OJ990324_03 . 04 19 . C162 . o2 . gp Method AAT/GAP 

765 End 1164 

LIB3432-040-P1-K1-C12 Score 596 
765. .790, 852. .1164 

1 6015437/dbj IAB008112. 1 IAB008112 4.0e-10 Homo sapiens PEX1 mRNA, 
complete cds * 



|j Seq. No. 

Gene No. 
& Start 

c 

~ Name 

'4 Start 

* GI 

1 Exons 

Z, Seq. No. 
^ Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53483 Seq. ID 

112572 Strand 

2456 End 
OJ990324_03 . 04 19 . C162 . o2 . gs Method 

2456 End 

none Score 

2456. .2606, 3000. .3094 



OJ990324_03.0419.C162 

3094 
GENSCAN 
3094 
.6 



03.0419.C163 



53484 Seq. ID OJ990324_ 

112573 Strand + 

194 End 561 

OJ990324_03.0419.C163.ol.gp Method AAT/GAP 
194 End 496 

uC-osflM202081g05bl Score 545 

194. .496 

1 1362152/pir | | S56639 9.0e-66 ribosomal protein S6 kinase homolog 
(clone Aspkll) - oat >gi_87198 6_emb_CAA56313_ (X79992) putative 
pp70 ribosomal protein S6 kinase [Avena sativa] 1 



Seq. No. 53484 Seq. ID 

Gene No. 112573 Strand 

Start 194 End 

Name OJ990324_03 . 0419.C163.ol .gs Method 

Start 198 End 

GI none Score 



OJ990324_03.0419.C163 
+ 

561 

GENSCAN 

561 

.82 



54340 



Exons 


198. .339, 529. .561 






Seq. No. 


53484 


Seq. .ID 


OJ990324_03.0419.C163 


Gene No. 


112573 


Strand 


+ 


Start 


194 


End 


561 


Name 


OJ990324 03.0419.C163.ol.np 


Method 


AAT/NAP 


olai i. 


211 


End 


381 


GI 


1362152 


Score 


264 


Exons 


211. .381 






GI Descrip. 


ribosomal protein S6 kinase 


homolog (clone Aspkll) - oat 




gil 871986 | emb | CAA56313 | (X79992) putative pp70 ribosomal prot 




OU Mlldoc [nvclla oaLl Vaj 






Seq. No. 


53484 


Seq. ID 


OJ990324_03.0419.C163 


CZ. o n o NT c\ 


112574 


Strand 


+ 


Start 


1180 


End 


1559 


Name 


OJ990324 03.0419.C163.ol.tm 


Method 


TBLASTX: Maize 


Start . 


197 


End 


403 


GI 


none 


Score 


147 


Exons 


i Q7 /n^ 904 'ZA'] 911 






Seq. No. 


53484 


Seq. ID 


OJ990324_03.0419.C163 




112574 


Strand 


+ 


Start 


1180 


End 


1559 


Name 


OJ990324 03.0419.C163.ol.tw 


Method 


TBLASTX: Wheat 


Start 


207 


End 


388 


GI 


none 


Score 


295 


Exons 


207. .332, 211. .387, 217. .387 


, 218. .388 




Seq. No. 


53484 


Seq. ID 


OJ990324_03.0419.C163 




112574 


Strand 


+ 


Start 


1180 


End 


1559 


Name 


OJ990324 03.0419.C163.o2.gs 


Method 


GENSCAN 


Start 


1180 


End 


1559 


GI 


none 


Score 


.72 


Exons 


1180. .1196, 1325. .1559 






Seq. No. 


53485 


Seq. ID 


OJ990324_03.0419.C166 


Gene No. 


112575 


Strand 


+ 


Start 


1 


End 


568 


Name 


OJ990324 03.0419.C166.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


568 


GI 


6539581 


Score 


221 


Exons 


1..347, 422. .568 






GI Descrip. 


(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, 




clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 


Seq. No. 


53485 


Seq. ID 


OJ990324_03.0419.C166 


ucllt: IN U . 


112576 


Strand 


4- 


Start 


662 


End 


955 


Name 


OJ990324 03-0419. C166.ol.gs 


Method 


GENSCAN 


Start 


662 


End 


955 


GI 


none 


Score 


.63 


Exons 


662. .770, 867. .955 






Seq. No. 


53485 


Seq. ID 


OJ990324_03.0419.C166 


Gene No. 


112577 


Strand 


+ 



54341 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



874 



OJ990324_03.0419.C166.o2.np 
874 

4680186 
874. .1110 

(AF111709) unknown [Oryza sativa subsp. indica] 



End 

Method 
End 
Score 



1110 
AAT/NAP 
1110 
210 



Seq. ID OJ990324_03.0419.C167 
Strand 

End 787 

Method AAT/NAP 

End 787 

Score 170 



53486 
112578 
441 

OJ990324_03.0419.C167.ol.np 
441 

2500354 
441. .586, 683. .787 

60S RIBOSOMAL PROTEIN L10 (EQM) gi | 1902894 | dbj | BAA194 62 | 
(AB001891) QM family protein [Solanum melongena] 

53486 Seq. ID OJ990324_03 . 04 19 . C167 

112578 Strand 

441 End 787 

OJ990324_03.0419.C167.ol.gp Method AAT/GAP 

505 End 787 

3760334 Score 297 

505. .586, 683. .787 

2500354/sp| P93847 |RL10_SOLME 1.0e-35 60S RIBOSOMAL PROTEIN L10 
(EQM) >gi_1902894_dbj_BAA194 62_ (AB001891) QM family protein 
[Solanum melongena] 



53486 

112578 

441 

OJ990324_03.0419.C167.ol.gs 

505 
none 

505. .586, 683. .777 

53487 

112579 

283 

OJ990324_03.0419.C172.ol.gs 

283 
none 

283. .462, 694. .802 

53488 

112580 

100 

OJ990324_03.0419.C173.ol.gs 

100 

none 



Seq. ID OJ990324_03.0419.C167 
Strand 

End 787 

Method GENSCAN 

End 777 

Score .7 



Seq. ID OJ990324_03.0419.C172 

Strand + 

End 802 

Method GENSCAN 

End 802 

Score .87 



Seq. ID OJ990324_03.0419.C173. 

Strand + 

End 2076 

Method GENSCAN 

End 2029 

Score . 68 



100. .153, 708. .813, 899. .954, 1055. .1106, 1175. .1275, 1884. .2029 



53488 

112580 

100 

OJ990324_03.0419.C173.ol.np 
663 



Seq. ID OJ990324_03.0419.C173 

Strand + 

End 2076 

Method AAT/NAP 

End 2076 



54342 



GI 3122234 Score 570 

Exons 663.. 813, 899.. 954, 1055.. 1106, 1175.. 1275, 1884.. 2076 

GI Descrip. EUKARYOTIC TRANSLATION INITIATION FACTOR 2 BETA SUBUNIT 

(EIF-2-BETA) (P38) gi 12306768 (U87163) eIF-2 beta subunit 

[Triticum aestivum] 



Seq. No. 53488 

Gene No. 112580 Strand 

Start 100 End 

Name OJ990324_03.0419.C173.ol .tm Method 

Start 683 End 

GI none Score 
Exons 



Seq. ID OJ990324_03.0419.C173 
+ 

2076 

TBLASTX: Maize 
2037 
115 



683. .829, 708. .809, 760. .810, 904. .957, 911. .955, 912. .956, 
1172. .1231, 1174. .1290, 1221. .1274, 1225. .1278, 1879. .1953, 
1881. .2030, 1881. .2027, 1883. .2029, 1987. .2037 



Seq. No. 53488 

Gene No. 112580 

Start 100 

Name OJ990324_03 . 04 19 . C173 . ol . gp 

Start 696 

GI 28160_1.R1084 

Exons 696.. 810, 896.. 954, 1055 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1106, 1175. 

' 3122234 /sp | 024 473 | IF2B_WHEAT 2.0e-30 EUKARYOTIC TRANSLATION 
INITIATION FACTOR 2 BETA SUBUNIT (EIF-2-BETA) (P38) >gi_2306768 
(U87163) eIF-2 beta subunit [Triticum aestivum] 1 



OJ990324__03.0419.C173 
+ 

2076 
AAT/GAP 
1928 
589 

,1275, 1884.. 1928 



Seq. No. 


53488 






Seq. ID 


OJ990324_03.0419 


-C173 


Gene No. 


112580 






Strand 


+ 




Start 


100 






End 


2076 




Name 


OJ990324 03. 


0419.C173.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


708 






End 


2038 




GI 


none 






Score 


56 




Exons 


708. .776, 712. .774, 753. 


.812, 


770. .808, 


909.. 956, 1195. 


.1275, 




1231. .1278, 


1881. .2030, 


1881. 


.2030, 1883.. 2038 




Seq. No. 


53488 






Seq. ID 


OJ990324_03.0419 


.C173 


Gene No. 


112580 






Strand 


+ 




Start 


100 






End 


2076 




Name 


OJ990324 03. 


0419.C173.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1231 






End 


2038 




GI 


none 






Score 


74 




Exons 


1231. .1278, 


1872. .2030, 


1881. 


.2030, 1883.. 2038 




Seq. No. 


53489 






Seq. ID 


OJ990324_03.0419 


.C174 


Gene No. 


112581 






Strand 


+ 




Start 


400 






End 


1913 




Name 


OJ990324 03. 


0419.C174 .ol 


.gs 


Method 


GENSCAN 




Start 


400 






End 


1913 




GI 


none 






Score 


.83 




Exons 


400. .485, 1836. .1913 










Seq. No. 


53489 






Seq. ID 


OJ990324_03.0419 


.C174 


Gene No. 


112581 






Strand 


+ 




Start 


400 






End 


1913 




Name 


OJ990324 03. 


0419.C174 .ol 


.np 


Method 


AAT/NAP 




Start 


400 






End 


1910 





54343 



GI 3122234 Score 219 

Exons 400.. 485, 1836.. 1910 

GI Descrip. EUKARYOTIC TRANSLATION INITIATION FACTOR 2 BETA SUBUNIT 

(EIF-2-BETA) (P38) gi 12306768 (U87163) eIF-2 beta subunit 
[Triticum aestivum] 



Seq. No. 53490 
Gene No. 112582 
Start 1 

Name OJ990324_03.0419.C175.ol.np 
Start 1 
GI 7485907 
Exons 1 . . 14 7 

GI Descrip. hypothetical protein F21B7.14 - Arabidopsis thaliana 

gi|2809245|gb|AAB97705.1| (AC002560) F21B7.14 [Arabidopsis 
thaliana] 



Seq. ID OJ990324_03.0419.C175 

Strand + 

End 813 

Method AAT/NAP 

End 147 

Score 214 



Seq. No. 53490 

Gene No.. 112582 

Start 1 

Name OJ990324_03. 0419.C175 .ol .gs 

Start 16 

GI none 

Exons 16.. 146, 441.. 813 



Seq. ID OJ990324_03.0419.C175 

Strand + 

End 813 

Method GEN SCAN 

End 813 

Score .52 



E3 



J Seq. No. 

i Gene No. 

j Start 

Z. Name 

i Start 

i GI 

3 Exons 

j GI Descrip. 

=5 Seq. No. 
* Gene No. 
i Start 
h Name 
3 Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. ID OJ990324_03.0419.C175 
Strand 

377 

AAT/GAP 
377 
695 



53490 
112583 
1 

OJ990324_03.0419.C175.ol.gp 
1 

3266_1.R1084 
1. .377 

•2809245 1.0e-41 (AC002560) F21B7.14 [Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



53490 

112584 

1087 

OJ990324_03.0419.C175.ol.tm 
1 

none 

1..156, 1..147, 3. .179 

53490 

112584 

1087 

OJ990324_03.0419.C175.ol.ts 

3 

none 

3. .143, 4. .150 

53490 

112584 

1087 

OJ990324_03.0419.C175.o2.gs 

1087 

none 

1087. .1553 



Seq. ID OJ990324_03.0419.C175 
Strand 

End 1553 

Method TBLASTX: Maize 

End 179 

Score 238 



Seq. ID OJ990324_03.0419.C175 
Strand 

End 1553 

Method TBLASTX : Soybean 

End 150 

Score 229 



Seq. ID OJ990324_03.0419.C175 
Strand 

End 1553 

Method GENSCAN 

End 1553 

Score .99 



54344 



Seq. No. 53491 

Gene No. 112585 

Start 2882 

Name OJ990324_03.0419.C176.ol.gs 

Start 2882 

GI none 

Exons 2882.. 3277 



Seq. ID OJ990324_03.0419.C176 

Strand + 

End 3277 

Method GEN SCAN 

End 3277 

Score .79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53492 
112586 
1 

OJ990324_03.0419.C17 9.ol.np 
1 

4558666 
1..699, 775. .1338 

(AC007063) putative Na/H antiporter [Arabidopsis thaliana] 



Seq. ID OJ990324_03.0419.C179 

Strand + 

End 1362 

Method AAT/NAP 

End 1338 

Score 515 



53492 

112586 

1 

OJ990324_03.0419.C17 9.ol.ts 
58 

none 

58. .351, 90. .356 



Seq. ID OJ990324_03.0419.C179 

Strand + 

End 1362 

Method TBLASTX : Soybean 

End 356 

Score 185 



Seq. No. 

jf Gene No. 

3 Start 

d Name 

1 Start 

jj GI 

^ Exons 



53492 

112586 

1 

OJ990324_03.0419.C179.ol.gs 

160 

none 

160.. 1362 



Seq. ID OJ990324_03.0419.C179 

Strand + 

End 1362 

Method GENS CAN 

End 1362 

Score . 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



Seq. ID OJ990324_03.0419.C180 
Strand 

1020 
AAT/GAP 
775 
1410 



53493 
112587 
1 

OJ990324_03.0419.C180.ol.gp 
1 

13564_1.R1084 
1. .775 

•100226/pir | | S21495 7.0e-35 hypothetical protein - tomato 
>gi_1927 5_emb_CAA7 8112_ (Z12127J protein of unknown function 

[Lycopersicon esculentum] >gi_4 45619_prf 1909366A Leu zipper 

protein [Lycopersicon esculentum] 1 



End 

Method 

End 

Score 



53493 

112587 

1 

OJ990324_03.0419.C180.ol.tm 

168 

none 

168. .1019, 177.. 1019 

53493 

112587 

1 



Seq. ID OJ990324_03.0419.C180 
Strand 

End 1020 

Method TBLASTX : Mai ze 

End 1019 

Score 795 



Seq. ID OJ990324_03.0419.C180 
Strand 

End 1020 



54345 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990324_03.0419.C180.ol.np Method AAT/NAP 
201 End 1020 

100226 Score 594 

201. .1020 

hypothetical protein - tomato gi | 19275 | emb | CAA78112 | (Z12127) 

protein of unknown function [Lycopersicon esculentum] 

gi I 445619 |prf| 1 1909366A Leu zipper protein [Lycopersicon 

esculentum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

=s Exons 

3 Seq. No. 

n Gene No. 

y Start 

2 Name 

."i Start 

i gi 

^ Exons 



53493 
112587 
1 

OJ990324_03.0419.C180.ol.gs 
216 
none 
216. .968 

53493 
112587 
1 

OJ990324_03.0419.C180.ol.ts 
222 
none 

222. .290, 300. ,479, 381. .470, 495. .773, 528.-776 



Seq. ID OJ990324_03.0419,C180 
Strand 

End 1020 

Method GENSCAN 

End 968 

Score .92 



Seq. ID OJ990324_03.0419.C180 
Strand 

End 1020 

Method TBLASTX : Soybean 

End 776 

Score 42 



53493 

112587 

1 

OJ990324_03.0419.C180.ol.tc 

318 

none 



Seq. ID OJ990324_03.0419.C180 
Strand 

End 1020 

Method TBLASTX : Cress 

End 995 

Score 94 



318. .455, 513. .638, 642. .770, 873. .995 



1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53493 

112587 

1 

OJ990324_03.0419.C180.ol.tw 

336 

none 

336. .695, 336. .695, 403. .696 



Seq. ID OJ990324_03.0419.C180 
Strand 

End 1020 

Method TBLASTX : Wheat 

End 696 

Score 37 6 



Seq. ID OJ990324_03.0419.C180 
Strand 

End 1020 

Method AAT/GAP 

End 1020 

Score 532 



53493 
112587 
1 

OJ990324_03.0419.C180.o2.gp 
747 

15245_1.R1084 
747. .1020 

'100226/pir | IS21495 1.0e-37 hypothetical protein - tomato 
>gi_19275_emb_CAA78112_ (Z12127) protein of unknown function 

[Lycopersicon esculentum] >gi_44 5619_prf 1909366A Leu zipper 

protein [Lycopersicon esculentum] ' 



Seq. No. 
Gene No. 
Start 
Name 



53493 

112587 

1 

OJ990324 03.0419.C180.o2.ts 



Seq. ID OJ990324_03.0419.C180 
Strand 

End 1020 

Method TBLASTX : Soybean 



54346 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

A fti 

,g Seq. No. 

Gene No. 
=!! Start 
! y Name 
Cl Start 
Ly GI 
I n Exons 

GI Descrip. 



822 End 
none Score 
822. .1010, 828. .1019, 847. .1020 



1020 
116 



53494 
112588 
1 

OJ990324_03.0419.C181.ol.np 
1 

100226 
1..1105, 1270. .1415 

hypothetical protein - tomato gi 1 19275 | emb | CAA78112 | (Z12127) 

protein of unknown function [Lycopersicon esculentum] 

gi I 445619 | prf M 1909366A Leu zipper protein [Lycopersicon 

esculentum] 



Seq. ID OJ990324_03.0419.C181 
Strand 

End 2335 

Method AAT/NAP 

End 1415 

Score 905 . 



53494 

112588 

1 

OJ990324_03.0419.C181.ol.tm 
58 

none 

58.-474, 59..47S 



Seq. ID OJ990324_03.0419.C181 
Strand 

End 2335 

Method TBLASTX : Maize 

End 475 

Score 522 



53494 
112588 
1 

OJ990324_03.0419.C181.ol.gp 
59 

15245_1.R1084 
59. .476 

1 100226/pir | | S21495 1.0e-37 hypothetical protein - tomato 
>gi_19275_emb_CAA78112_ (Z12127) protein of unknown function 

[Lycopersicon esculentum] >gi_445619_prf 1909366A Leu zipper 

protein [Lycopersicon esculentum] 1 



Seq. ID OJ990324_03.0419.C181 
Strand 

End 2335 

Method AAT/GAP 

End 476 

Score 714 



Seq. No. 


53494 






Seq. ID 


OJ990324 


Gene No. 


112588 






Strand 




Start 


1 






End 


2335 


Name 


OJ990324 


_03.0419.C181 


.ol . ts 


Method 


TBLASTX: 


Start 


68 






End 


291 


GI 


none 






Score 


147 


Exons 


68. .235, 


70. .291 








Seq. No. 


53494 






Seq. ID 


OJ990324 


Gene No. 


112588 






Strand 




Start 


1 






End 


2335 


Name 


OJ990324 


03.0419.C181 


.ol.gs 


Method 


GENSCAN 


Start 


107 






End 


2335 


GI 


none 






Score 


.53 


Exons 


107. .806, 


839. .1418, 


1474. . 


1851, 2195. 


.2335 


Seq. No. 


53494 






Seq. ID 


OJ990324 


Gene No. 


112588 






Strand 




Start 


1 






End 


2335 


Name 


OJ990324 


03.0419.C181 


.o2.ts 


Method 


TBLASTX: 


Start 


292 






End 


666 



54347 



GI 


none 


Score 


228 




Exons 


292. . 666 








Seq. No. 


53494 


Seq. ID 


OJ990324_03.0419. 


C181 


Gene No. 


112588 


Strand 






Start 


1 


End 


2335 




Name 


OJ990324_03. 04 19 . C181 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


587 


End 


789 




GI 


none 


Score 


226 




Exons 


587. .787, 589. .789/ 589.-786 








Seq. No. 


53494 


Seq. ID 


OJ990324_03.0419. 


C181 


Gene No. 


112588 


Strand 






Start 


1 


End 


2335 




Name 


OJ990324 03.0419.C181.o2.tm 


Method 


TBLASTX: Maize 




Start 


789 


End 


1091 




GI 


none 


Score 


190 




Exons 


789. .1085, 841. .1083, 873. .1091 






Seq. No. 


53494 


Seq. ID 


OJ990324_03. 0419. 


C181 


Gene No. 


112588 


Strand 






Start 


1 


End 


2335 




Name 


OJ990324 03.0419.C181.o2.gp 


Method 


AAT/GAP 




Start 


1250 


End 


1559 




GI 


69978 1.R1084 


Score 


580 




Exons 


1250. .1559 









ff\ GI Descrip. 



%2 Seq. No. 

r LI Gene No. 

'I" Start 

!~ Name 

'J Start 

H GI 

= & Exons 



'100226/pir MS21495 8.0e-09 hypothetical protein - tomato 
>gi_19275_emb_CAA78112_ (Z12127) protein of unknown function 

[Lycopersicon esculentum] >gi_4 4 5619_prf 1909366A Leu zipper 

protein [Lycopersicon esculentum] ' 



53494 

112588 

1 

OJ990324_03.0419.C181.o4.tm 

1275 

none 

1275. .1415, 1317. .1442 



Seq. ID OJ990324_03.0419.C181 
Strand 

End 2335 

Method TBLASTX : Mai ze 

End 1442 

Score 113 



Seq. No. 53495 

Gene No. 112589 

Start 272 

Name OJ990324_03 . 0419.C182 .ol .gp 

Start 272 

GI uC-osflcyp088bl2bl 

Exons 272.. 296, 725.. 825 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ990324_03.0419.C182 
Strand 

End 825 

Method AAT/GAP 

End 825 

Score 128 



Seq. No. 53496 

Gene No. 112590 

Start 722 

Name OJ990324_03.0419.C183.ol.np 

Start 722 

GI 7228456 

Exons 722.. 997 

GI Descrip. (AP001366) hypothetical protein [Oryza sativa] 



Seq. ID OJ990324_03.0419.C183 

Strand + 

End 997 

Method AAT/NAP 

End 997 

Score 112 



54348 





Q /-\ /t M/-\ 
OCCJ • INO . 




oeq. iu 




^ J. o o 




Gene No. 


112591 


Strand 








Start 


338 


End 


898 






Name 


OJ990324 03.0419.C183.ol.gs 


Method 


GENSCAN 






Start 


338 


End 


898 






GI 


none 


Score 


.84 






Exons 


338. .455, 681. .898 










Seq. No. 


53497 


Seq. ID 


OJ990324_03.0419. 


C186 




Gene No. 


112592 


Strand 


+ 






Of a 

bLart 


i 
l 


End 


1781 






Name 


OJ990324 03.0419.C186.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


369 






GI 


31417 1.R1084 


Score 


176 






Exons 


1..46, 301. .369 










GI Descrip. 


'3785978 8.0e-28 (AC005560) 


unknown protein [Arabidopsis 






thaliana] ' 










Seq. No. 


53497 


Seq. ID 


OJ990324_03.0419. 


C186 






112592 


Strand 


+ 






Start 


1 


End 


1781 






Name 


OJ990324 03.0419.C186.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1367 




-~ J. 


GI 


3785978 


Score 


463 




\2 


Exons 


1..46, 301. .369, 974. .1092, 


1174. .1367 






f f% 


GI Descrip. 


(AC005560) unknown protein [Arabidopsis thaliana] 




i y 


oeq . jno . 


53497 


Seq. ID 


OJ990324_03.0419. 


C186 




Gene No. 


112592 


Strand 


+ 






Start 


1 


End 


1781 






Name 


OJ990324 03.0419.C186.ol.gs 


Method 


GENSCAN 




fll 


Start 


231 


End 


1728 




_ 


GI 


none 


Score 


.84 




- — : 


Exons 


231. .369, 1415. .1559, 1642.. 


1728 








Seq. No. 


53497 


Seq. ID 


OJ990324_03.0419. 


C186 




uclie LNO . 


112592 


Strand 


+ 






Start 


1 


End 


1781 






Name 


OJ990324 03.0419.C186.ol.tm 


Method 


TBLASTX: Maize 






Start 


975 


End 


1548 






GI 


none 


Score 


113 






Exons 


975.. 1091, 975.. 1091, 976.. 1092, 976.. 


1092, 1171. .1320, 








1173. .1319, 1417. .1548, 1430 


. .1546 








Seq. No. 


53497 


Seq. ID 


OJ990324_03.0419. 


C186 




bene ino . 


112592 


Strand 


+ 






Start 


1 


End 


1781 






Name 


OJ990324 03.0419.C186.ol.ts 


Method 


TBLASTX : Soybean 






Start 


1041 


End 


1732 






GI 


none 


Score 


68 






Exons 


1041. .1091, 1042. .1092, 1171 


..1323, 1173. .1313, 1414. .1569, 






1437.. 1559, 1640.. 1690, 1645 


..1725, 1691. .1732 






Seq. No. 


53497 


Seq. ID 


OJ990324_03.0419. 


C186 




Gene No. 


112592 


Strand 


+ 






Start 


1 


End 


1781 





54349 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Method AAT/GAP 
End 1781 
Score 703 
.1559, 1642. .1781 
'5824665/emb|CAB54355.1| -8.0e-30 (AL110479) predicted using 
Genefinder; preliminary prediction [Caenorhabditis elegans] 1 



OJ990324_03.0419.C186.o2.gp 
1045 

13145_2.R1084 

1045.. 1092, 1174.. 1321, 1415. 



53498 Seq. ID 

112593 Strand 
1 End 
OJ990324_03.0419.C187.ol.gp Method 
1 End 
13145_2.R1084 Score 
1.-98, 727. .901 

, 5824665/emb|CAB54355.1| 8.0e-30 (AL110479) predicted using 
Genefinder; preliminary prediction [Caenorhabditis elegans] 



OJ990324__03.0419.C187 
+ 

901 

AAT/GAP 
901 
424 



OJ990324_03.0419.C18 9 
+ 

389 

AAT/GAP 

389 

605 



53499 Seq. ID 

112594 Strand 
58 End 
OJ990324_03 .0419. C18 9 . ol . gp Method 
58 End 
LIB3432-059-P1-K1-D8 Score 
58. .389 

'5734616/dbj | AP000391. 1 IAP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 

53499 Seq. ID OJ990324JD3 . 04 19 . C18 9 

112595 Strand 

1 End 1064 

OJ990324__03.0419.C189.ol.np Method AAT/NAP 
1 End 1043 

7488829 Score 292 

1..79, 589. .1043 

probable Fe(II) transport protein, root - garden pea 
gi|3153889|gb|AAC17441.1| (AF065444) root iron transporter 
protein [Pisum sativum] 



Seq. No. 


53499 


Seq. ID 


OJ990324_03.0419 


Gene No. 


112595 


Strand 




Start 


1 


End 


1064 


Name 


OJ990324 03.0419.C189.ol.gs 


Method 


GENSCAN 


Start 


396 


End 


1028 


GI 


none 


Score 


. 94 


Exons 


396. .1028 






Seq. No. 


53499 


Seq. ID 


OJ990324__03.0419 


Gene No. 


112595 


Strand 




Start 


1 


End 


1064 


Name 


OJ990324 03.0419.C189.o2.gp 


Method 


AAT/GAP 


Start 


608 


End 


1064 


GI 


21719 1.R1084 


Score 


854 


Exons 


608. .1064 






GI Descrip. 


M836773/gb|AAD30549.1|AF136580 1 2 . Oe 


-24 (AF136580) 




iron-regulated transporter 2 


[Lycopersicon esculentum] 1 


Seq. No. 


53499 


Seq. ID 


OJ990324_03.0419 



54350 



Gene No. 112595 

Start 1 

Name OJ990324_03 . 0419 .C189 .ol . ts 

Start 640 

GI none 

Exons 640.. 900, 675.. 962 

Seq. No. 53499 

Gene No. 112595 

Start 1 

Name OJ990324_03 . 04 19 . C189 . ol . tc 

Start 690 

GI none 

Exons 690.. 959, 691.. 957 

Seq. No. 53499 

Gene No. 112595 

Start 1 

Name OJ990324_03 . 0419 . C18 9. ol . tm 

Start 708 

GI none 

Exons 708.. 929, 712.. 909 



Strand 
End 

Method 

End 

Score 



1064 

TBLASTX : Soybean 

962 

141 



Seq. ID OJ990324_03.0419.C189 
Strand 

End 1064 

Method TBLASTX : Cress 

End 959 

Score 129 



Seq. ID OJ990324_03.0419.C189 
Strand 

End 1064 

Method TBLASTX : Maize 

End 929 

Score 158 



Seq. No. 53500 

Gene No. 112596 

Start 377 

Name OJ990624_05 . 04 19 . C2 . o2 . gs 

Start 377 

GI none 

Exons 377.. 1051 



Seq. ID OJ990624_05.0419.C2 
Strand 

End 1051 

Method GENSCAN 

End 1051 

Score .96 



Seq. No. 53501 
Gene No. 112597 
Start 744 

Name OJ990624_05 . 0419 .C4 . ol . np 

Start 744 
GI 6063554 
Exons 744. .917, 1640. .1686 

GI Descrip. (AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990624_05.0419.C4 
Strand 

End 1686 

Method AAT/NAP 

End 1686 

Score 126 



Seq. No. 


53502 








Seq. ID 


OJ990624 


Gene No. 


112598 








Strand 




Start 


177 








End 


759 


Name 


OJ990624 


05. 0419. C5 


.ol 


. gs 


Method 


GENSCAN 


Start 


177 








End 


759 


GI 


none 








Score 


. 65 


Exons 


177. .230, 


715. .759 










Seq. No. 


53503 








Seq. ID- 


OJ990624 


Gene No. 


112599 








Strand 


+ 


Start 


146 








End 


918 


Name 


OJ990624 


05. 0419. C8 


.ol 


.np 


Method 


AAT/NAP 


Start 


146 








End 


918 


GI 


6705984 








Score 


408 


Exons 


146. .641, 


840. .918 











54351 



GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. No. 


53503 


Seq. ID 


OJ990624_05. 0419 


.C8 


Gene No. 


112599 


Strand 


+ 




Start 


146 


End 


918 




Name 


OJ990624 05.0419.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


167 


End 


630 




GI 


none 


Score 


268 




Exons 


167. .436, 179. .442, 187. .441, 


441. .527 


, 446. .625, 455.. 


625 




466. .630 








Seq. No. 


53503 


Seq. ID 


OJ990624_05.0419 


.C8 


Gene No. 


112599 


Strand 


+ 




Start 


146 


End 


918 




Name 


OJ990624 05-0419. C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


218 


End 


637 




GI 


none 


Score 


154 




Exons 


218. .487, 287. .487, 479. .637, 


496. .600 






Seq. No. 


53503 


Seq. ID 


OJ990624_05.0419 


.C8 


Gene No. 


112599 


Strand 


+ 




Start 


146 


End 


918 




Name 


OJ990624 05.0419.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


406 


End 


664 




GI 


none 


Score 


183 




Exons 


406. .540, 407. .664, 449.-652 








Seq. No. 


53504 


Seq. ID 


OJ990624_05.0419 


.C9 


Gene No. 


112600 


Strand 


+ 




Start 


1 


End 


2012 




Name 


OJ990624 05.0419.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2012 




GI 


6498436 


Score 


443 




Exons 


1..494, 594. .718, 962. .1141, 


1588. .1640, 1871. .2012 




GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


53504 


Seq. ID 


OJ990624_05.0419 


.C9 


Gene No. 


112600 


Strand 


+ 




Start 


1 


End 


2012 




Name 


OJ990624 05.0419.C9.ol.gs 


Method 


GEN SCAN 




Start 


410 


End 


1640 




GI 


none 


Score 


.59 




Exons 


410. .718, 991. .1141, 1426. .1640 






Seq. No. 


53504 


Seq. ID 


OJ990624_05.0419 


.C9 


Gene No. 


112601 


Strand 






Start 


1867 


End 


2019 




Name 


OJ990624 05.0419.C9.o2.gs 


Method 


GEN SCAN 




Start 


1867 


End 


2019 




GI 


none 


Score 


.53 




Exons 


1867. .2019 








Seq. No. 


53505 


Seq. ID 


OJ990624_05.0419 


.CI 


Gene No. 


112602 


Strand 


+ 




Start 


1 


End 


966 




Name 


OJ990624 05.0419.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


922 





54352 





GI 


5852180 


Score 


463 




Exons 


1..123, 327. .450, 502. .922 








GI Descrip. 


(AL117265) zhbOQOlO.l [Oryza 


sativa] 






Seq. No. 


53505 


Seq. ID 


OJ990624 




Gene No. 


112602 


Strand 


+ 




Start 


1 


End 


966 




Name 


OJ990624 05.0419.C15.ol.gs 


Method 


GENSCAN 




Start 


495 


End 


966 




GI 


none 


Score 


.63 




Exons 


495. .714, 749. .966 








Seq. No. 


53506 


Seq. ID 


OJ990624 




Gene No. 


112603 


Strand 






Start 


87 


End 


O *7 o 

3 to 




Name 


OJ990624 05.0419.C16.ol.np 


Method 


AAT/NAP 




Start 


87 


End 


978 




GI 


5852178 


Score 


491 




Exons 


87. .182, .541. . 644, 676. .978 








GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 






Seq. No. 


53507 


Seq. ID 


OJ990624 




Gene No. 


112604 


Strand 


+ 




Start 


1 


End 


O A O 

903 




Name 


OJ990624 05.0419.C17.ol.np 


Method 


AAT/NAP 


.Ji 


Start 


1 


End 


903 


5 S 


GI 


5042454 


Score 


215 




Exons 


1..248, 817. .903 






i 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


y 


Seq. No. 


53508 


Seq. ID 


OJ990624 


3 


Gene No. 


112605 


Strand 


+ 


«? 


Start 


1 


End 


1365 




Name 


OJ990624 05.0419.C18.ol.np 


Method 


AAT/NAP 


— 


Start 


1 


End 


639 




GI 


5852178 


Score 


224 




Exons 


1..45, 77. .180, 544. .639 








GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 




1 


Seq. No. 


53508 


Seq. ID 


OJ990624 




Gene No. 


112605 


Strand 


+ 




Start 


1 


End 


1365 




Name 


OJ990624 05.0419.C18.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1365 




GI 


6063554 


Score 


158 




Exons 


1..76, 1193. .1365 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



53508 
112606 
44 

OJ990624_05.0419.C18.ol.gs 
44 

none 

44.. 259, 1097.. 1220, 1451.. 1526 



Seq. ID OJ990624_05.0419.C18 
Strand 

End 152 6 

Method GENSCAN 

End 152 6 

Score .43 



54353 



en 



C3 



Seq. No. 


53509 


Seq. ID 


OJ990624_05.0419. 


C19 


Gene No . 


112607 


Strand 






Start 


11 


End 


438 




Name 


OJ990624 05 0419 C19.ol.as 


Method 


GENSCAN 




Start 


11 ~ 


End 


438 




GI 


none 


Score 


. 45 






11 . .438 








Seq. No. 


53510 


Seq. ID 


OJ990624_05.0419. 


C21 


Gene No • 


112608 


Strand 


+ 




Start 


83 


End 


1027 




Name 


OJ990624 05 0419 C21.ol as 


Method 


GENSCAN 




Start 


83 ~~ 


End 


1027 




GI 


none 


Score 


. 43 




Exons 

JJAv X X h*J 


83. .142, 911. .1027 








Seq. No. 


53511 


Seq. ID 


OJ990624_05.0419. 


C22 


Gene No . 


112609 


Strand 


+ 




Start 


1 


End 


773 




Name 


OJ990624 05.0419.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


773 




GI 


7228457 


Score 


463 






1..231, 286. .773 








GT Hp^rrin 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 








Seq. No. 


53511 


Seq. ID 


OJ990624 05.0419. 


C22 


Gene No . 


112609 


Strand 


+ 




Start 


1 


End 


773 




Name 


OJ990624 05.0419.C22.ol.gs 


Method 


GENSCAN 




Start 


124 


End 


354 




GI 


none 


Score 


.4 




Exons 


124. .354 








Seq. No. 


53511 


Seq. ID 


OJ990624_05.0419. 


C22 


Gene No . 


112609 


Strand 


+ 




Start 


1 


End 


773 




Name 


OJ990624 05.0419.C22.ol.tw 


Method 


TBLASTX: Wheat 




Start 


328 


End 


675 




GI 


none 


Score 


209 




Exons 


328. .558, 348. .488, 554. .670, 


565. .675 






Seq. No. 


53511 


Seq. ID 


OJ990624_05.0419. 


C22 


Gene No . 


112609 


Strand 


+ 




Start 


1 


End 


773 




Name 


OJ990624 05.0419.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


540 


End 


772 




GI 


none 


Score 


89 




Exons 


540. .731, 562. .744, 563. .772 








Seq. No. 


53512 


Seq. ID 


OJ990624_05.0419. 


C23 


Gene No. 


112610 


Strand 






Start 


1 


End 


868 




Name 


OJ990624 05.0419.C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


868 





54354 




GI 


7444451 




Score 


1115 




Exons 


1. .868 










GI Descrip. 


probable 


gag/pol polyprotein 


- long-staminate rice 






retrotransposon retrofit gi | 258 6082 | gb I AAB82754 . 1 1 (U72725) 




retrofit 


[Oryza longistaminata] 






Seq. No. . 


53512 






OJ990624_05.0419. 


C23 




112610 




Strand 


- 




Start 


1 






868 




Name 


OJ990624 


_05.0419.C23.ol.tm 


Method 


TBLASTX: Maize 




Start 


73 




End 


495 




GI 


none 






ft 9 
o z 




Exons 


73. .495, 


"390 479 








Seq. No. 


53512 






OJ990624_05.0419. 


C23 


bene ino • 


112610 




OH ClHU 


- 




Start 


1 




PnH 


868 




Name 


OJ990624 


0^ 041 Q C9^ nl tw 


Mfi t" h oH 


TBLASTX: Wheat 




Start 


88 




End 


628 




GI 


none 




Score 


82 




Exons 


ftfi 9 Q1 


9fi^ 697 *390 46Q 


AOlA 69ft 






Seq. No. 


53512 




otrq . 1U 


OJ990624_05.0419. 


C23 


Gene No. 


112610 




c +- ran H 

o UITcinLl 


- 




C.4- art 


1 






868 




Name 


OJ990624 






TBLASTX : Soybean 




Start 


307 




End 


864 




GI 


5509260 




Score 


108 




Exons 




?90 4fiQ ROQ 67^ 








GI Descrip. 












Seq. No. 


53512 




O tr • j~\J 


OJ990624_05.0419. 


C23 


UClltS IN (J • 


112610 




Of- r^nrl 


- 




Start 


1 




Olid 


868 




Name 


OJ990624 


05.0419.C23.ol.tc 


Method 


TBLASTX: Cress 




Start 


409 




End 


679 




GI 


none 




Score 


1 £7 
J. O / 




Exons 


409. .678, 


410 67 Q 








Seq. No. 


53512 






OJ990624_05.0419. 


C23 




112610 




q+- v-^nH 


- 




Start 


1 






868 




Name 


OJ990624 


05.0419.C23.ol.gs 


Method 


GENSCAN 




Start 


472 




End 


797 




GI 


none 




OuUI c 


4 ft 




Exons 


472. .797 










Seq. No. 


53512 




Seq. ID 


OJ990624_05.0419. 


C23 


ucllc INO . 


112610 




Strand 






Start 


1 




End 


868 




Name 


OJ990624 


05.0419.C23.o2.tm 


Method 


TBLASTX: Maize 




Start 


496 




End 


748 




GI 


none 




Score 


139 




Exons 


496. .747, 


497. .748 








Seq. No. 


53513 




Seq. ID 


OJ990624_05.0419. 


C24 


Gene No. 


112611 




Strand 


+ 





54355 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



0 J9 90 62 4_0 5.0419.C24.ol.np 
1 

6705984 
1..724, 1339. .1374 

(AB033235) gag-pol polyprotein [Oryza sativa] 



End 

Method 
End 
Score 



1374 
AAT/NAP 
1374 
582 



53513 

112611 

1 

OJ990624_05 . 0419 . C24 . ol . gs 

175 

none 

175. .428, 1010. .1203 



Seq. ID OJ990624_05.0419.C24 

Strand + 

End 1374 

Method GENSCAN 

End 1203 

Score .44 



53513 
112612 
1 

OJ990624_05 . 0419 . C24 . o2 . np 
1 

7523517 

1..50, 575. .778, 929. .1071, 1346. .1374 
(AP001633) hypothetical protein [Oryza _ sativa] 



Seq. ID OJ990624_05.0419.C24 
Strand 

End 1374 

Method AAT/NAP 

End 1374 

Score 125 



53513 

112612 

1 

OJ990624_05.0419.C24.ol.tw 

278 

none 



Seq. ID OJ990624_05.0419.C24 
Strand 

End 1374 

Method TBLASTX : Wheat 

End 748 

Score 274 



278. .559, 325. .534, 565. .606, 566. .619, 609. .674, 623.-676, 
638. .748 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53513 

112612 

1 

OJ990624_05.0419.C24.ol.ts 

364 

none 

364. .618, 371. .619, 609. .698 

53513 

112612 

1 

OJ990624_05.0419.C24.ol.tm 

515 

none 



Seq. ID OJ990624_05.0419.C24 
Strand 

End 1374 

Method TBLASTX : Soybean 

End 698 

Score 175 



Seq. ID OJ990624_05.0419.C24 
Strand 

End 1374 

Method TBLASTX : Mai ze 

End 724 

Score 115 



515. .619, 520. .618, 609. .686, 674. .724 



53514 
112613 
1 

OJ990624_05.0419.C27.ol.np 
1 

7340881 
1..79, 131. .166, 272. .392 

(AP001551) hypothetical protein [Oryza sativa] 



Seq. ID OJ990624_05.0419.C27 
Strand 

End 392 

Method AAT/NAP 

End 392 

Score 73 



54356 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53515 

112614 

1 

OJ990624_05.0419.C31.ol.np 
1 

5902444 



Seq. ID OJ990624_05.0419.C31 
Strand 

End 2398 

Method AAT/NAP 

End 2398 

Score 867 



1.-1386, 1624. .1681, 1781. .2398 

(AB030283) GAG-POL precursor [Oryza sativa] 



53515 

112614 

1 

OJ990624_05.0419.C31.ol.tw 
2 

none 



Seq. ID OJ990624_05.0419.C31 
Strand 

End 2398 

Method TBLASTX : Wheat 

End 373 

Score 110 



2. .154, 3. .152, 200. .373, 201. .365 



53515 

112614 

1 

OJ990624_05.0419.C31.ol.gs 
18 

none 



Seq. ID OJ990624_05.0419.C31 
Strand 

End 2398 

Method GENSCAN 

End 2140 

Score .64 



18. .298, 578. .850, 965. .1152, 1359. .1939, 1979. .2140 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53515 

112614 

1 

OJ990624_05.0419.C31.o2.tw 

1004 

none 



Seq. ID OJ990624_05.0419.C31 
Strand 

End 2398 

Method TBLASTX : Wheat 

End 1351 

Score 7 8 



1004. .1258, 1062. .1259, 1238. .1351, 1248. .1340 



Seq. No. 53516 

Gene No. 112615 

Start 736 

Name OJ990624_05 . 0419 .C34 . ol . gs 

Start 736 

GI none 

Exons 736.. 887 



Seq. ID OJ990624_05.0419.C34 

Strand + 

End 887 

Method GENSCAN 

End 887 

Score . 5 



Seq. No. 53516 

Gene No. 112616 

Start 1212 

Name OJ99062 4_05 . 04 1 9 . C34 . o2 . gs 

Start 1212 

GI none 

Exons 1212.. 1325 



Seq. ID OJ990624_05.0419.C34 
Strand 

End 1325 

Method GENSCAN 

End 1325 

Score 1 



Seq. No. 53517 

Gene No. 112617 

Start 237 

Name OJ990624_05 . 0419 . C38 . ol .gp 

Start 237 

GI uC-osflcyp033a04bl 

Exons 237.. 618 



Seq. ID OJ990624_05.0419.C38 

Strand + 

End 618 

Method AAT/GAP 

End 618 

Score 663 



54357 



3 

3. 
J 



GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomi 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


53517 


Seq. ID 


OJ990624_05.0419.C38 


Gene No. 


112618 


Strand 




Start 


170 


End 


1390 


Name 


OJ990624 05.0419.C38.ol.np 


Method 


AAT/NAP 


Start 


170 


End 


1265 


GI 


4680186 


Score 


37? 


Exons 


170.. 370, 1209.. 1265 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


53517 


Seq. ID 


OJ990624_05.0419.C38 


f^pnp No 


112618 


Strand 




Start 


170 


End 


1390 


Name 


OJ990624 05.0419.C38.ol.gs 


Method 


GENSCAN 


Start 


217 


End 


1390 


GI 


none 


Score 


.45 


Exons 


217.. 370, 1253.. 1390 






Seq. No. 


53518 


Seq. ID 


OJ990624_05.0419.C40 


Gene No. 


112619 


Strand 


+ 


Start 


1191 


End 


1867 


Name 


OJ990624 05.0419.C40.ol.np 


Method 


AAT/NAP 


Start 


1191 


End 


1867 


GI 


7444442 


Score 


718 


Exons 


1191. .1867 






GI Descrip. 


gag/pol polyprotein - maize 


retrotransposon Hopscotch 




gi I 531389 |gb |AAA57005.1| (U12626) copia-like retrotransposon 




Hopscotch polyprotein [Zea mays] 




Seq. No. 


53518 


Seq. ID 


OJ990624_05.0419.C40 


Gene No . 


112620 


Strand 




Start 


326 


End 


1211 


Name 


OJ990624 05.0419.C40.ol.gs 


Method 


GENSCAN 


Start 


326 


End 


1211 


GI 


none 


Score 


.86 


Exons 


326.. 506, 987.. 1211 






Seq. No. 


53518 


Seq. ID 


OJ990624_05.0419.C40 


Gene No. 


112621 


Strand 




Start 


1410 


End 


1865 


Name 


OJ990624 05.0419.C40.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1410 


End 


1799 


GI 


none 


Score 


132 


Exons 


1410. .1583, 1608. .1799 






Seq. No. 


53518 


Seq. ID 


OJ990624_05.0419.C40 


Gene No. 


112621 


Strand 




Start 


1410 


End 


1865 


Name 


OJ990624 05.0419.C40.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1571 


End 


1787 


GI 


none 


Score 


208 


Exons 


1571. .1786, 1572. .1787 






Seq. No. 


53518 


Seq. ID 


OJ990624_05.0419.C40 


Gene No. 


112621 


Strand 





54358 




Start 


1410 


End 


1865 






Name 


OJ990624 05.0419.C40.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


1587 


End 


1865 






GI 


none 


Score 


183 






Exons 


1587. .1865 










Seq. No. 


53519 


Seq. ID 


OJ990624 


_06 


0419. C3 


Gene No. 


1 1 o c o o 
ll^DZZ 


Strand 








Start 


332 


End 


'485 






Name 


OJ990624 06.0419.C3.ol.gs 


Method 


GENSCAN 






Start 


332 


End 


485 






GI 


none 


Score 


.4 






Exons 


332. .485 










Seq. No. 


53520 


Seq. ID 


OJ990624 


_06 


0419. C4 


Gene No. 


112623 


Strand 


+ 






Start 


1 


End 


153 






Name 


OJ990624 06.0419.C4.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


153 






GI 


44056 1.R1084 


Score 


293 






Exons 


1. .153 










GI Descrip. 


'5803242/dbj | AP000399 . 1 1 AP000399 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0535G04 1 








Seq. No. 


53520 


Seq. ID 


OJ990624 


_06 


0419. C4 


Gene No. 


112624 


Strand 


+ 






Start 


892 


End 


1133 






Name 


OJ990624 06.0419.C4.o2.gp 


Method 


AAT/GAP 






Start 


892 


End 


1133 






GI 


2312791 


Score 


266 






Exons 


892. .960, 1054. .1133 










Seq. No. 


53520 


Seq. ID 


OJ990624 


_06 


0419. C4 


Gene No. 


112625 


Strand 








Start 


210 


End 


473 






Name 


OJ990624 06.0419.C4 .ol.gs 


Method 


GENSCAN 






Start 


210 


End 


473 






GI 


none 


Score 


.69 






Exons 


210. .473 










Seq. No. 


53521 


Seq. ID 


OJ990624 


_06 


0419. C7 


Gene No. 


112626 


Strand 


+ 






o tar c 


88 


End 


1174 






Name 


OJ990624 06.0419.C7.ol.np 


Method 


AAT/NAP 






Start 


88 


End 


1174 






GI 


6907089 


Score 


1826 






Exons 


88. .1174 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


53521 


Seq. ID 


OJ990624 


_06 


0419. C7 


Gene No. 


112627 


Strand 








Start 


43 


End 


1118 






Name 


OJ990624 06. 0419. C7. ol.gs 


Method 


GENSCAN 






Start 


43 


End 


1118 






GI 


none 


Score 


.8 






Exons 


43. .213, 394. .488, 976. .1118 











54359 



Seq. No. 53522 

Gene No. 112628 

Start 1 

Name OJ990624_06 . 0419 . CIO . ol . np 

Start 1 

GI 4680186 

Exons 1..37, 80.. 314, 713.. 732 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990624JD6. 0419. CIO 
Strand 

End 732 

Method AAT/NAP 

End 732 

Score 170 



Seq. No. 53523 Seq. ID 

Gene No. 112629 Strand 

Start . 320 End 

Name OJ990624_06 . 0419. C23 . ol . gs Method 

Start 320 End 

GI none Score 

Exons 320.. 402 



OJ990624_06.0419.C23 
402 

GEN SCAN 

402 

.57 



Seq. No. 53524 Seq. ID 

Gene No. 112630 Strand 

Start 434 End 

Name OJ990624_06 . 04 19 . C28 . ol . gp Method 

Start 434 End 

GI 2428323 Score 

Exons 434.. 559 

GI Descrip. 5803242/dbj | AP000399 . 1 1 AP000399 0 . 0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



OJ990624_06.0419.C28 
+ 

559 

AAT/GAP 

559 

209 



Seq. No. 53524 Seq. ID OJ990624_06 . 04 19 . C28 

Gene No. 112631 Strand 

Start 1 End 717 

Name OJ990624_06 . 0419 . C28 . ol . np Method AAT/NAP 

Start 1 End 717 

GI 7228457 Score 667 

Exons 1..433, 663.. 717 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



3 Seq. No. 
Z Gene No. 
z Start 
^ Name 

Start 

GI 

Exons 



53524 Seq. ID 

112631 Strand 

1 End 
0 J9 9 0 62 4_0 6 . 0 4 1 9 . C2 8 . o 1 . tm Method 

6 End 

none Score 
6. .179, 7. .171 



OJ990624_06.0419.C28 
717 

TBLASTX: Maize 

179 

110 



Seq. No. 53524 Seq. ID 

Gene No. 112631 Strand 

Start 1 End 

Name OJ990624_06 . 0419 . C28 . ol . tw Method 

Start 7 End 

GI none Score 

Exons 7.. 162, 18.. 185 



OJ990624_06.0419.C28 
717 

TBLASTX: Wheat 

185 

99 



Seq. No. 
Gene No. 
Start 



53525 

112632 

66 



Seq. ID OJ990714_09.0419.C7 
Strand + 
End 212 



54360 



Name 

Start 

GI 

Exons 



OJ990714_09 . 0419 .C7 . ol . gs Method GEN SCAN 

66 End 212 

none Score .87. 
66. .212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53526 
112633 
1 

OJ990714_09.0419,C13.ol.np 
1 

7485482 



Seq. ID OJ990714_09.0419.C13 
Strand + 

1392 
AAT/NAP 
916 
265 



End 

Method 
End 
Score 

1..29, 106. .151, 234. .356, 483. .521, 782. .916 
hypothetical protein F14M19.150 - Arabidopsis thaliana 
gi I 4539305 | emb| CAB39608.il (AL049480) putative protein 
[Arabidopsis thaliana] gi | 7269438 | emb | CAB7 9442 . 1 | (AL161564) 







putative 


protein [Arabidopsis 


thaliana] 






Seq. No. 


53526 




Seq. ID 


OJ990714_09.0419.C13 




Gene No. 


112633 




Strand 


+ 




Start 


1 




End 


1392 




Name 


OJ990714 


_09.0419.C13.ol.gs 


Method 


GEN SCAN 




Start 


59 




End 


1392 




GI 


none 




Score 


.49 




Exons 


59. .151, 


234. .356, 1222. .1392 






\ iff 


Seq. No. 


53526 




Seq. ID 


OJ990714_09.0419.C13 


£.1 § 


Gene No. 


112633 




Strand 


+ 


r i \ 


Start 


1 




End 


1392 


r ^ 


Name 


OJ990714 


_09.0419.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


89 




End 


922 


%w 


GI 


none 




Score 


129 


t] 


Exons " 


89. .154, 


91. .150, 227. .373, 234. .356, 465. .521, 482. .520, 






777. .893, 


782. .919, 784. .897, 


803. .922 




f ^ 


Seq. No. 


53526 




Seq. ID 


OJ990714_09.0419.C13 




Gene No. 


112633 




Strand 


+ 




Start 


1 




End 


1392 


u 


Name 


OJ990714 


_09. 0419.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


110 




End 


928 


~ SZ, 

L -2 


GI 


none 




Score 


69 


r 


Exons 


110. .145, 


110. .145, 233. .331, 


234. .356, 


465. .518, 790. .906, 


H- .Ji 




791. .928 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53527 Seq. ID OJ990714_09 . 0419 . C15 

112634 Strand 

1 End 1589 

OJ990714_09.0419.C15.ol.np Method AAT/NAP 

1 End 1589 

7485840 Score 687 

1..137, 234. .299, 404. .454, 547. .670, 789. .906, 1046. .1190, 
1274. .1371, 1473. .1589 

hypothetical protein F20B18.50 - Arabidopsis thaliana 
gi|4538923|emb|CAB39659.1| (AL049483) predicted protein 
destination factor [Arabidopsis thaliana] 
gi|7269445|emb|CAB79449.1| (AL161564) predicted protein 
destination factor [Arabidopsis thaliana] 



54361 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



m Seq. No. 

fis Gene No. 

Start 

H Name 

iU Start 

\2 GI 

f[j Exons 

Seq. No. 
H Gene No. 
H Start 
1^ Name 

Start 

:z Exons 

c. _i 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



53527 

112634 

1 

OJ990714_09.0419.C15.ol.gs 
72 

none 



Seq. ID OJ990714_09.0419.C15 
Strand 

End 1589 

Method GENSCAN 

End 1542 

Score . 92 



72. .137, 547. .576, 782. .906, 1046. .1190, 1274. .1371, 1473. .1542 



53528 

112635 

397 

OJ990714_09.0419.C16.ol.gs 

397 

none 



Seq. ID OJ990714_09.0419.C16 
Strand 

End 2008 

Method GENSCAN 

End 1810 



Score 



.81 



397. .505, 1028. .1077, 1288. .1810 



53528 
112635 

397 End 
OJ990714_09.0419.C16.ol.np Method AAT/NAP 
1318 End 2008 

3927835 Score 749 

1318. .1810, 1908. .2008 

(AC005727) putative para-aminobenzoate synthase and glutamine 
amidotransf erase, a bifunctional enzyme [Arabidopsis thaliana] 



Seq. ID OJ990714_09.0419.C16 
Strand 

2008 



53528 
112635 
397 

OJ990714 09.0419.C16.ol.tm Method TBLASTX : Maize 



Seq. ID OJ990714_09.0419.C16 
Strand 

End 2008 



1459 
none 



End 
Score 



1984 
137 



1459. .1815, 1514. .1816, 1916. .1984 



53528 

112635 

397 

OJ990714_09.0419.C16.ol.ts 

1597 

none 

1597. .1815, 1916. .1984 

53529 

112636 

799 



Seq. ID OJ990714_09.0419.C16 
Strand 

End 2008 

Method TBLASTX : Soybean 

End 1984 

Score 67 



Seq. ID OJ990714_09.0419.C19 
Strand + 

869 



End 



OJ990714_09. 0419.C19.ol.gp Method AAT/GAP 

799 End 869 

uC-osflcyp057d06bl Score 95 
799. .869 

1 5051789/embl CAB45082.il 7.0e-18 (AL078637) putative protein 
[Arabidopsis thaliana] ' 

53529 Seq. ID OJ990714_09 . 0419 . C19 

112637 Strand + 

801 End 869 

0 J9 90714_09.0419.C19.ol.gs Method GENSCAN 

801 End 869 



54362 



GI 

Exons 



none 

801. .869 



Score 



92 



Seq. No. 53530 Seq. ID 

Gene No. 112638 Strand 

Start 406 End 

Name OJ9907 14_09 . 04 1 9 . C23 . ol . gs Method 

Start 406 End 

GI none Score 

Exons 406. .464 



OJ990714_09.0419.C23 
+ 

464 

GEN SCAN 

464 

.48 



Seq. No. 53531 Seq. ID OJ990714_09 . 04 19 . C24 

Gene No. 112639 Strand 

Start 1 End 74 4 

Name OJ990714_09 . 0419.C24 .ol .np Method AAT/NAP 

Start 1 End 744 

GI 3927835 Score 175 

Exons 1..267, 363.. 429, 617.. 744 

GI Descrip. (AC005727) putative para-aminobenzoate synthase and glutamine 
amidotransf erase, a bifunctional enzyme [Arabidopsis thaliana] 



Seq. No. 


53531 






Seq. ID 


OJ990714 


_09 


0419 


.C24 


Gene No. 


112639 






Strand 










Start 


1 






End 


744 








Name 


OJ990714 


_09.0419.C24.ol 


.gs 


Method 


GEN SCAN 








Start 


48 






End 


681 








GI 


none 






Score 


.82 








Exons 


48. .267, 


363. .429, 617. 


.681 












Seq. No. 


53532 






Seq. ID 


OJ990714 


_09 


0419 


.C25 


Gene No. 


112640 






Strand 










Start 


105 






End 


209 








Name 


OJ990714 


_09.0419.C25.ol 


.gs 


Method 


GENSCAN 








Start 


105 






End 


209 








GI 


none 






Score 


. 94 








Exons 


105. .209 

















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990714_09.0419.C26 
Strand 

End 1193 
Method AAT/NAP 
End 1193 
Score 83 

959, 1159.. 1193 

protein T22A6.300 - Arabidopsis thaliana 
gi I 5051789 iemb I CAB45082.il (AL078637) putative protein 
[Arabidopsis thaliana] gi | 7269297 | emb | CAB79357 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



53533 

112641 

1 

OJ990714_09.0419.C26.ol.np 
1 

7487328 
1..159, 847. 
hypothetical 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53533 

112641 

1 

OJ990714_09.0419.C26.ol.tm 
28 

none 



Seq. ID OJ990714_09.0419.C26 
Strand 

End 1193 

Method TBLASTX : Mai ze 

End 1155 

Score 8 9 



28. .114, 29. .106, 30. .107, 84. .161, 102. .161, 107. .163, 
838. .960, 843. .971, 846. .971, 1114. .1155 



54363 



Seq. No. 


53533 






Seq. ID 


OJ990714_09.0419.C2 6 


Gene No . 


112641 






Strand 




Start 


1 






End 


1193 


Name 


OJ990714 09.0419.C26.ol. 


OS 




Method 


GEN SCAN 


Start 


31 






End 


959 


GI 


none 






Score 


.86 


Exons 


31. .159, 847. .959 










Seq. No. 


53533 






Seq. ID 


OJ990714_09.0419.C26 


Gene No. 


112641 






Strand 




Start 


1 






End 


1193 


Name 


OJ990714 09.0419.C26.ol. 


gp 




Method 


AAT/GAP 


Start 


80 






End 


1193 


GI 


53585 1.R1084 






Score 


481 


Exons 


80. .159, 847. .959, 1069. 


.1193 






GI Descrip. 


1 505178 9/emb|CAB45082. 1 1 


3. 


Oe- 


-16 (AL078637) putative protein 




[Arabidopsis thaliana] ' 










Seq. No. 


53534 






Seq. ID 


OJ990714 09. 0419.C33 


Gene No. 


112642 






Strand 


+ ~ 


Start 


1 






End 


1506 


Name 


OJ990714 09.0419.C33.ol. 


np 




Method 


AAT/NAP 


Start 


1 






End 


1506 


GI 


5231014 






Score 


742 


Exons 


1. .1506 










GI Descrip. 


(AF122982) NBS/LRR disease 


resistance 


protein RPM1 [ Arabidop 




lyrata] 










Seq. No. 


53534 






Seq. ID 


OJ990714_09.0419.C33 


Gene No . 


112642 






Strand 


+ 


Start 


1 






End 


1506 


Name 


OJ990714 09.0419.C33.ol. 


tc 




Method 


TBLASTX : Cress 


Start 


119 






End 


1110 


GI 


none 






Score 


103 


Exons 


119. .304, 396. .431, 629. 


.757, 


761. . 919 


, 952. .1110 


Seq. No. 


53534 






Seq. ID 


OJ990714 09.0419.C33 


Gene No. 


112642 






Strand 


+ 


Start 


1 






End 


1506 


Name 


OJ990714 09.0419.C33.ol. 


ts 




Method 


TBLASTX: Soybean 


Start 


467 






End 


1113 


GI 


none 






Score 


84 


Exons 


467. .604, 623.-742, 800. 


.919, 


901. .957 


, 952.. 1113 


Seq. No. 


53534 






Seq. ID 


OJ990714 09.0419.C33 


Gene No . 


112642 






Strand 


+ 


Start 


1 






End 


1506 


Name 


OJ990714 09.0419.C33.ol. 


tw 




Method 


TBLASTX: Wheat 


Start 


623 






End 


926 


GI 


none 






Score 


269 


Exons 


623. .913, 655. .825, 894. 


.926, 


895. .924 




Seq. No. 


53534 






Seq. ID 


OJ990714_09.0419.C33 


Gene No. 


112642 






Strand 


+ 


Start 


1 






End 


1506 


Name 


OJ990714 09.0419.C33.ol. 


tm 




Method 


TBLASTX: Maize 



54364 



Start 
GI 

Exons 



778 
none 



End 
Score 



999 
193 



778. .831, 779. .910, 779. .886, 890. .973, 894. .983, 895. .999, 
898. .999 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



Name 
fU Start 

f~s Exons 

GI Descrip. 



53535 Seq. ID 

112643 Strand 
345 End 
OJ990714_09.0419.C34 .ol.tm Method 
240 End 
none Score 

240. .284, 246.-284, 248. .289, 268. .288, 314. 

343. .747, 343. .633, 345. .803, 531. .758, 617. 

868. .945, 869.-964, 871. .945, 943. .1104, 944 



OJ990714 09.0419.C34 



1107 

TBLASTX: Maize 
1106 
40 

487, 315. .488, 
784, 867. .944, 
.1105, 975. .1106 



53535 Seq. ID 

112643 Strand 
345 End 
OJ9907 14_0 9 . 0 4 1 9 . C34 . ol . gs Method 
34 5 End 
none Score 

345. .760, 869. .1003 



OJ990714_09.0419.C34 

1107 
GENSCAN 
1003 
.61 



OJ990714 09.0419.C34 



53535 Seq. ID 

112643 Strand 
345 End 1107 

OJ990714_09 . 04 19 . C34 . ol . np Method AAT/NAP 
345 End 1107 

7435669 Score 605 

345. .760, 869. .1107 

serine proteinase homolog F6G3.50 - Arabidopsis thaliana 
gi I 4938478 | embl CAB43837.il (AL078464) proteinase-like protein 
[Arabidopsis thaliana] gi | 7269902 | emb | CAB80995 . 1 1 (AL161576) EST 
GB:N37377 spans last intron and 3 f end of gene; strong 
similarity to Lycopersicon esculentum proteinase TMP, 
Pir2:T07617; Contains Growth factor and cytokines receptors 
family signatures AA570 



Seq. No. 


53535 








Seq. ID 


OJ990714 


_09.0419 


.C34 


Gene No. 


112643 








Strand 








Start 


345 








End 


1107 






Name 


OJ990714 


09.0419.C34 


.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


348 








End 


908 






GI 


none 








Score 


205 






Exons 


348. .656, 


355. .642, 


702. 


.758, 


870. .908 








Seq. No. 


53535 








Seq. ID 


OJ990714 


_09.0419 


.C34 


Gene No. 


112643 








Strand 








Start 


345 








End 


1107 






Name 


OJ990714 


09.0419.C34 


.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


348 








End 


779 






GI 


none 








Score 


131 






Exons 


348. .566, 


355. .567, 


561. 


.653, 


702. .779 








Seq. No. 


53535 








Seq. ID 


OJ990714 


_09.0419 


.C34 


Gene No. 


112643 








Strand 








Start 


345 








End 


1107 







54365 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990714_09.0419.C34 .o2.ts Method 
873 End 
none Score 
873. .968, 880. .945, 986. .1105 



TBLASTX: Soybean 

1105 

55 



OJ990714 09.0419.C34 



53535 Seq. ID 

112643 Strand 
345 End 1107 

OJ990714_09 . 04 19 . C34 . ol . gp Method AAT/GAP 
946 End 1107 

3106804 Score 316 

946. .1107 

4938478/embl CAB43837.il 6.0e-48 (AL078464) proteinase-like 
protein [Arabidopsis thaliana] 



53535 Seq. ID 

112643 Strand 
345 End 
OJ9907 14_09 . 0419. C34 . ol . tw Method 
992 End 
none Score 

992. .1105, 993. .1106 



OJ990714_09.0419.C34 
1107 

TBLASTX: Wheat 

1106 

175 



OJ990714 09.0419.C39 



53536 Seq. ID 

112644 Strand 
22 End 814 

OJ990714_09.0419.C39.ol.gp Method AAT/GAP 
22 End 814 

969_1.R1084 Score 1552 

22. .814 

1 2499614/sp | Q40517 | NTF3_TOBAC 1.0e-179 MITOGEN-ACTIVATED PROTEIN 
KINASE HOMOLOG NTF3 (P43) >gi_481830_pir S39559 

mitogen-activated protein kinase 3 homolog ntf3 - common tobacco 
>gi 406751 emb_CAA4 9592_ (X69971) NTF3 [Nicotiana tabacum] ' 



53536 

112644 

22 

OJ990714_09.0419.C39.ol.tm 

344 

none 



Seq. ID OJ990714_09.0419.C39 
Strand 
End 

Method 
End 
Score 



814 

TBLASTX: Maize 

813 

403 



344. .751, 345. .809, 345. .812, 421. .813 



53536 Seq. ID 

112644 Strand 

22 End 
OJ990714_09 . 0419. C39 . ol . gs Method 

345 End 

none Score 
345. .698 



OJ990714_09.0419.C39 
814 

GENS CAN 

698 

.83 



Seq. No. 53536 Seq. ID 

Gene No. 112644 Strand 

Start 22 End 

Name OJ990714_09 . 0419. C39 . ol . np Method 

Start 348 End 

GI 6491800 Score 



OJ990714_09.0419.C39 
814 

AAT/NAP 

814 

800 



54366 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



348. .814 

(AJ251330) MAPK4 protein [Oryza sativa] 

53536 Seq. ID OJ9907 14_09 . 04 19 . C39 

112644 Strand 

22 End 814 

OJ9907 14_0 9 . 04 1 9 . C39 . ol . ts Method TBLASTX : Soybean 

360 End 813 

none Score 181 

360. .713, 411. .710, 421. .714, 714. .'812, 718. .813 



53536 

112644 

22 

OJ990714_09.0419.C39.ol.tc 

366 

none 

366. .809, 369. .812, 433. .813 

53536 

112644 

22 

OJ990714_09.0419.C39.ol.tw 

432 

none 

432. .581, 505. .582, 624. .734 

53537 

112645 

678 

OJ990714_09. 0419.C4 0.ol.ts 

643 

none 

643. .792, 675. .788 

53537 

112645 

678 

OJ990714_09.0419.C40.ol.tc 

675 

none 

675. .791, 685. .792 

53537 

112645 

678 

OJ990714_09.0419.C4 0.ol.tm 

675 

none 

675. .791, 676. .792 

53537 

112645 

678 

OJ990714_09.0419.C4 0.ol.gp 
678 

969 1.R1084 



Seq. ID OJ990714_09.0419.C39 

Strand 

End 814 

Method TBLASTX: Cress 

End 813 

Score 260 



Seq. ID OJ990714_09.0419.C39 

Strand 

End 814 

Method TBLASTX : Wheat 

End 734 

Score 53 



Seq. ID OJ990714_09.0419.C40 
Strand 

End 7 92 

Method TBLASTX : Soybean 

End 792 

Score 110 



Seq. ID OJ990714_09.0419.C40 
Strand 

End 7 92 

Method TBLASTX : Cress 

End 7 92 

Score 103 



Seq. ID OJ990714_09.0419.C40 
Strand 

End 7 92 

Method TBLASTX : Maize 

End 7 92 

Score 144 



Seq. ID OJ990714_09.0419.C40 
Strand 

End 7 92 

Method AAT/GAP 

End 792 

Score 209 



54367 



Exons 678.. 792 

GI Descrip. ' 2499614/sp | Q40517 | NTF3_TOBAC 1.0e-179 MITOGEN-ACTIVATED PROTEIN 
KINASE HOMOLOG NTF3 (P43) >gi_4 81830_pir S39559 

mitogen-activated protein kinase 3 homolog ntf3 - common tobacco 
>gi_406751_emb_CAA4 9592_ (X69971) NTF3 [Nicotiana tabacum] ' 



Seq. No. 


53537 


Seq. ID 


OJ990714_09 


.0419. C40 


Gene No. 


112645 


Strand 






Start 


678 


End 


792 




Name 


OJ990714 09.0419.C40.ol.np 


Method 


AAT/NAP 




Start 


678 


End 


792 




GI 


6491800 


Score 


174 




Exons 


678. .792 








GI Descrip. 


(AJ251330) MAPK4 protein [Oryza sativa] 




Seq. No. 


53538 


Seq. ID 


OJ990714_09 


.0419. C41 


Gene No. 


112646 


Strand 


+ 




Start 


650 


End 


755 




Name 


OJ990714 09 . 04 19 . C41 . ol . gs 


Method 


GENSCAN 




Start 


650 


End 


755 




GI 


none 


Score 


.56 




Exons 


650. .755 








Seq. No. 


53539 


Seq. ID 


OJ990524_02 


.0419. C5 


Gene No. 


112647 


Strand 


+ 




Start 


882 


End 


2206 




Name 


OJ990524 02.0419.C5.ol.gs 


Method 


GENSCAN 




Start 


882 


End 


2206 




GI 


none 


Score 


. 64 




Exons 


882. .958, 979. .1197, 2008.. 


2206 






Seq. No. 


53539 


Seq. ID 


OJ990524_02 


.0419. C5 


Gene No. 


112648 


Strand 






Start 


1 


End 


1295 




Name 


OJ990524 02.0419.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1295 




GI 


7484803 


Score 


167 




Exons 


1..73, 969. .1295 








GI Descrip. 


amidase homolog T11I11.120 


- Arabidopsis thaliana 






gi I 5123705 iemb ICAB4544 9.il 


(AL079347) 


amidase-like 


protein 




[Arabidopsis thaliana] gi | 7270439 | emb | CAB80205 . 1 | 


(AL161586 




amidase-like protein [Arabidopsis thaliana] 




Seq. No. 


53540 


Seq. ID 


OJ990524_02 


.0419. C8 


Gene No. 


112649 


Strand 






Start 


1 


End 


1514 




Name 


OJ990524 02.0419.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


327 




GI 


6721562 


Score 


580 




Exons 


1. .327 









GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 |dbj |BAA90373.1| (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 



53540 



Seq. ID OJ990524 02. 0419. C8 



54368 



Gene No . 


112649 


Strand 




Start 


1 


End 


1514 


Name 


OJ990524 02.0419.C8.ol.gs 


Method 


GENSCAN 


Start 


60 


End 


941 


GI 


none 


Score 


.57 


Exons 


60. .345, 402. .506, 855. .941 






Seq. No. 


53540 


Seq. ID 


OJ990524 


Gene No. 


112649 


Strand 




Start 


1 


End 


1514 


Name 


OJ990524 02.0419.C8.o2.np 


Method 


AAT/NAP 


Start 


555 


End 


1514 


GI 


5042454 


Score 


183 


Exons 


555. .608, 855. .1028, 1254.. 


1514 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


53541 


Seq. ID 


OJ990524 


Gene No. 


112650 


Strand 




Start 


1 


End 


487 


Name 


OJ990524 02.0419.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


487 


GI 


7440172 


Score 


50 


Exons 


1..34, 267. .487 






GI Descrip. 


ribosomal protein S4 - rice 


mitochondrion 




gi|3025870|gb|AAC26506.1| (AF055706) ribosomal 




sativa] 






Seq. No. 


53542 


Seq. ID 


OJ990524 




112651 


Strand 




Start 


255 


End 


353 


Name 


OJ990524 02.0419.C12.ol.gs 


Method 


GENSCAN 


Start 


255 


End 


353 


GI 


none 


Score 


.8 


Exons 


255. .353 






Seq. No. 


53543 


Seq. ID 


OJ990524 


Gene No . 


112652 


Strand 


+ 


Start 


408 


End 


895 


Name 


OJ990524 02.0419.C13.ol.gs 


Method 


GENSCAN 


Start 


408 


End 


895 


GI 


none 


Score 


.61 


Exons 


408. .490, 747. .895 






Seq. No. 


53544 


Seq. ID 


OJ990524 




112653 


Strand 


+ 


Start 


1040 


End 


1334 


Name 


OJ990524 02.0419.C15.ol.gs 


Method 


GENSCAN 


Start 


1040 


End 


1334 


GI 


none 


Score 


.95 


Exons 


1040.. 1090, 1179.. 1334 






Seq. No. 


53545 


Seq. ID 


OJ990524 


Gene No. 


112654 


Strand 




Start 


33 


End 


734 


Name 


OJ990524 02.0419.C17.ol.gs 


Method 


GENSCAN 


Start 


33 


End 


610 


GI 


none 


Score 


.74 



54369 



Exons 



33. .259, 553. .610 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53545 Seq. ID OJ990524_02 . 04 19 . C17 

112654 Strand 

33 End 734 

OJ990524_02 .0419. C17 . ol . np Method AAT/NAP 

75 End 734 

732311 Score 98 

75. .267, 712. .734 

HYPOTHETICAL 15.7 KD PROTEIN IN PBPD-COMA INTERGENIC REGION 
(ORF2) gi| 1075880|pir| IB55220 pbpD 3'-region hypothetical 
protein - Bacillus subtilis gi 1520537 (U11882) unknown [Bacillus 
subtilis] gi|1934785|emb|CAB07916| (Z93933) unknown [Bacillus 
subtilis] gi|2635646|emb|CAB15139| (Z99120) alternate gene name: 
yugD [Bacillus subtilis] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53546 

112655 

1 

OJ990524_02.0419.C24.ol.np 
1 

6539553 
1. .887 
(AP0008 
(D85597 
Similar 
[Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524_02.0419.C24 
893 

AAT/NAP 

887 

1526 



36) Similar to Oryza australiensis retrotransposon RIRE1 
) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
to Oryza australiensis retrotransposon RIRE1 (D85597) 
sativa] 



Seq. No. 


53546 








Seq. ID 


OJ990524 


_02.0419 


.C24 


Gene No . 


112655 








Strand 








Start 


1 








End 


893 






Name 


OJ990524 


02.0419.C24 


.ol 


. gs 


Method 


GENSCAN 






Start 


37 








End 


887 






GI 


none 








Score 


.52 






Exons 


37. .887 
















Seq. No. 


53546 








Seq. ID 


OJ990524 


_02.0419 


.C24 


Gene No. 


112655 








Strand 








Start 


1 








End 


893 






Name 


OJ990524 


02.0419.C24 


.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


445 








End 


758 






GI 


none 








Score 


297 






Exons 


445. .750, 


447. .758 














Seq. No. 


53546 








Seq. ID 


OJ990524 


_02.0419 


.C24 


Gene No. 


112655 








Strand 








Start 


1 








End 


893 






Name 


OJ990524 


02.0419.C24 


.ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


507 








End 


893 






GI 


none 








Score 


258 






Exons 


507. .893, 


508. .882 














Seq. No. 


53547 








Seq. ID 


OJ990524 


_02.0419 


.C26 


Gene No. 


112656 








Strand 








Start 


58 








End 


680 






Name 


OJ990524 


02.0419.C26 


.ol 


.gs 


Method 


GENSCAN 






Start 


58 








End 


680 







54370 



GI 

Exons 



none 

58. .275, 602. 



.680 



Score 



.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53547 
112657 
889 

OJ990524_02.0419.C26.ol.np 
889 

7340884 
889. .1055 

(AP001551) Similar to Antirrhinum ma jus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



Seq. ID OJ990524_02.0419.C26 
Strand 

End 1055 

Method AAT/NAP 

End 1055 

Score 117 



53548 Seq. ID 

112658 Strand 

77 End 
OJ990524_02 .0419. C35 . ol . gs Method 

77 End 

none Score 

77. .219, 812. .824 



OJ990524__02.0419.C35 
+ 

824 

GEN SCAN 

824 

.45 



Seq. No. 53548 Seq. ID 

Gene No. 112659 Strand 

Start 1038 End 

Name OJ990524_02 .0419. C35 . o2 . gs Method 

Start 1038 End 

GI none Score 

Exons 1038. .1556 



OJ990524_02.0419.C35 

1653 
GENSCAN 
1556 
. 94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990524 02.0419.C35 



53548 Seq. ID 

112659 Strand 

1038 End 1653 
OJ990524_02 .0419. C35 . ol . np Method AAT/NAP 

1116 End 1653 

4678937 Score 195 
1116. .1653 

(AL049711) putative protein [Arabidopsis thaliana] 



53548 Seq. ID 

112659 Strand 

1038 End 
OJ990524_02 .0419. C35 . ol . tw Method 

1158 End 

none Score 

1158. .1280, 1159. .1281 



OJ990524_02.0419.C35 
1653 

TBLASTX: Wheat 

1281 

164 



Seq. No. 53549 Seq. ID 

Gene No. 112660 Strand 

Start 166 End 

Name OJ990524_02 . 04 1 9 . C4 1 . ol . gs Method 

Start 166 End 

GI none Score 

Exons 166.. 246 



OJ990524_02.0419.C41 
+ 

246 

GENSCAN 
246 
. 6 



Seq. No. 
Gene No. 
Start 



53550 

112661 

1 



Seq. ID 

Strand 

End 



OJ990524_02.0419.C51 
1031 



54371 






Name 


OJ990524 02.0419.C51.ol.np 


Method 


AAT/NAP 




Start 


1 


End 






GI 


7228457 


Score 


1677 




Exons 


1. .1031 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 






sativa] 








Seq. No. 


53550 


Seq. ID 


OJ990524_02.0419.C51 




Gene No . 


112661 


Strand 






Start 


1 


End 


1031 




Name 


OJ990524 02.0419.C51.ol.gs 


Method 


GENSCAN 




Start 


63 


End 


949 




GI 


none 


Score 


.89 




Exons 


63. .949 








Seq. No. 


53551 


Seq. ID 


OJ990504J33. 0419.C4 9 




Gene No. 


112662 


Strand 






Start 


643 


End 


873 




Name 


OJ990504 03.0419.C49.ol.np 


Method 


AAT/NAP 




Start 


643 


End 


873 




GI 


629693 


Score 


93 




Exons 


643. .873 








GI Descrip. 


probable integrase - common 


tobacco (fragment) 


%2 




gi| 530742 | emb | CAA56791 1 (X80830) integrase [Nicotiana tabacu 


r n 


Seq. No. 


53552 


Seq. ID 


OJ990504_03.0419.C60 




Gene No. 


112663 


Strand 


+ 




Start 


153 


End 


247 




Name 


OJ990504 03-0419. C60.ol.np 


Method 


AAT/NAP 




Start 


153 


End 


247 




GI 


5852178 


Score 


124 


s Li 


Exons 


153. .247 






— 


GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 




f ^ 
"-J 


Seq. No. 


53552 


Seq. ID 


OJ990504_03.0419.C60 




Gene No . 


112664 


Strand 


+ 




Start 


153 


End 


269 


- 


Name 


OJ990504 03.0419.C60.ol.gs 


Method 


GENSCAN 




Start 


153 


End 


269 


r ^ 


GI 


none 


Score 


.58 




Exons 


153. .269 








Seq. No. 


53552 


Seq. ID 


OJ990504_03.0419.C60 




Gene No. 


112665 


Strand 


+ 




Start 


832 


End 


1005 




Name 


OJ990504 03.0419.C60.o2.np 


Method 


AAT/NAP 




oLdrt 


832 


End 


1005 




GI 


6063554 


Score 


110 




Exons 


832. .1005 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 






correspond to a region of the predicted gene.; hypothetical 






protein [Oryza sativa] 








Seq. No. 


53553 


Seq. ID 


OJ990504_03.0419.C70 




Gene No. 


112666 


Strand 


+ 




Start 


333 


End 


771 



54372 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990504_03 .0419. C70 . ol . gs Method 

333 End 

none Score 
333. .514, 587. .771 



GENS CAN 

771 

.91 



OJ990504 03.0419.C76 



53554 Seq. ID _ 

112667 Strand 
1 End 1483 

OJ990504_03 . 04 19 . C7 6 . ol . np Method AAT/NAP 
1 End 1483 

7267526 Score 112 

1..24, 938. .1020, 1078. .1483 

(AL161513) putative protein [Arabidopsis thaliana] 
gi|7321072 | emb | CAB82119.il (AL161813) putative protein 
[Arabidopsis thaliana] 



53554 

112667 

1 

OJ990504_03.0419.C76.ol.tm 

899 

none 

899. .1066, 900. .1010, 1010. 
1101. .1295 



Seq. ID OJ990504_03.0419.C76 
Strand 
End 

Method 
End 
Score 



1483 

TBLASTX: Maize 

1315 

95 



,1084, 1011. .1073, 1073. .1315, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53554 

112667 

1 

OJ990504 

953 

none 



03.0419.C76.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990504_03.0419.C76 
1483 

TBLASTX: Wheat 

1270 

75 



953. .1228, 956. .1270, 969. .1265 



Seq. No. 53555 Seq. ID OJ990504_03 . 04 19 . C80 

Gene No. 112668 Strand + 

Start 185 End 1088 

Name OJ990504_03.0419.C80.ol.gp Method AAT/GAP 

Start 185 End 1088 

GI 7430_1.R1084 Score 1591 

Exons 185.. 675, 748.. 1088 

GI Descrip. ■ 399015/sp | P31691 | ADT_ORYSA 1.0e-145 ADP, ATP CARRIER PROTEIN 
PRECURSOR (ADP /ATP TRANSLOCASE) (ADENINE NUCLEOTIDE 
TRANSLOCATOR) (ANT) >gi_218145_dbj_BAA02161_ (D12637) ATP/ADP 
translocator [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53555 

112668 

185 

OJ990504_03.0419.C80.ol.tm 

189 

none 



Seq. ID OJ990504_03.0419.C80 

Strand + 

End 1088 

Method TBLASTX : Mai ze 

End 1088 

Score 624 



189. .671, 190. .684, 373.-693, 527. .694, 746. .820, 746. .1051, 
747. .1052, 748. .1053, 1061. .1087, 1062. .1088 



Seq. No. 
Gene No. 
Start 



53555 

112668 

185 



Seq. ID OJ990504_03.0419.C80 
Strand + 
End 1088 



54373 



Name 


OJ990504 03.0419.C80.ol 


.gs 


Method 


GEN SCAN 


Start 


202 




End 


1042 


GI 


none 




Score 


.57 


Exons 


202. .675, 748. .1042 








Seq. No. 


53555 




Seq. ID 


OJ990504_03.0419.C80 


Gene No. 


112668 




Strand 


+ 


Start 


185 




End 


1088 


Name 


OJ990504 03.0419.C80.ol 


.np 


Method 


AAT/NAP 


Start 


202 




End 


1088 


GI 


2780194 




Score 


897 


Exons 


202. .675, 748. .1088 








GI Descrip. 


(AJ003197) adenine nucleotide 


translocator [Lupinus albus] 


Seq. No. 


53555 




Seq. ID 


OJ990504_03.0419.C80 


Gene No. 


112668 




Strand 


+ 


Start 


185 




End 


1088 


Name 


OJ990504 03.0419.C80.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


202 




End 


1088 


GI 


none 




Score 


64 


Exons 


202. .279, 322. .684, 369 


. .671, 


388. .690, 


527. .691, 571. .639, 




739. .828, 740. .820, 744 


. .1052, 


748. .1053, 1062. .1088, 1065. .1 


Seq. No. 


53555 




Seq. ID 


OJ990504 03.0419.CoO 


Gene No. 


112668 




Strand 


+ 


Start 


185 




End 


i n o o 

lOoo 


Name 


OJ990504 03.0419.C80.ol 


. tc 


Method 


TBLASTX : Cress 


Start 


378 




End 


iUoo 


GI 


none 




Score 


418 


Exons 


378. .671, 385.-684, 385 


. .693, 


731. .820, 


743. .982, 748. .921, 




933. .1052, 942. .1052, 949. .1053, 1062.. 


1088 


Seq. No. 


53555 




Seq. ID 


OJ990504_03.0419.C80 


Gene No . 


112668 




Strand 


+ 


Start 


185 




End 


1088 


Name 


OJ990504 03.0419.C80.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


387 




End 


612 


GI 


none 




Score 


134 ■ 


Exons 


387. .611, 412. .612, 414 


. .611, 


415. .612 




Seq. No. 


53555 




Seq. ID 


OJ990504_03.0419.C80 


Gene No. 


112668 




Strand 


+ 


Start 


185 




End 


1088 


Name 


OJ990504 03.0419.C80.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


631 




End 


1088 


GI 


none 




Score 


63 


Exons 


631.. 693, 633.. 677, 634 


. .684, 


719. .820, 


743. .1087, 748. .1053, 




1062. .1088 








Seq. No. 


53556 




Seq. ID 


OJ990504_03.0419.C82 


Gene No. 


112669 




Strand 


+ 


Start 


238 




End 


592 


Name 


OJ990504 03.0419.C82.ol 


.gs 


Method 


GENSCAN 


Start 


238 




End 


592 


GI 


none 




Score 


. 69 


Exons 


238. .324, 449. .592 









1088 



54374 



Seq. No. 53556 Seq. ID 

Gene No. 112670 Strand 

Start 834 End 

Name OJ990504_03 . 0419.C82 . o2 . gs Method 

Start 834 End 

GI none Score 

Exons 834.. 1208 



OJ990504_03.0419.C82 

1208 
GENSCAN 
1208 
.85 



Seq. No. 53557 Seq. ID 

Gene No. 112671 Strand 

Start 178 End 

Name OJ990504_03 . 04 19 . C85 . ol . gs Method 

Start 178 End 

GI none Score 

Exons 178 . .248 



OJ990504_03.0419.C85 
+ 

248 

GENSCAN 

248 

.6 



Seq. No. 53557 Seq. ID 

Gene No. 112672 Strand 

Start 874 End 

Name OJ990504_03 . 04 19 . C85 . o2 . gs Method 

Start 874 End 

GI none Score 

Exons 874..948 



OJ990504_03.0419.C85 
94 8 

GENSCAN 

948 

.78 



Seq. No. 53558 Seq. ID 

Gene No. 112673 Strand 

Start 1062 End 

Name OJ990504_03 . 04 19 . C88 . o2 . gs Method 

Start 1062 End 

GI none Score 

Exons 1062.. 1126, 1320.. 1371, 1490.. 1588 



OJ990504_03.0419.C88 
+ 

1588 
GENSCAN 
1588 
.83 



fij Seq. No. 53558 

Gene No. 112674 

« Start 1 

:i Name OJ990504_03. 0419.C88 .ol .np 

""4 Start 1 

M GI 4680203 

a Exons 1..760, 1831.. 1895 

n GI Descrip. (AF114171) TNP2-like protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990504_03.0419.C88 

1895 
AAT/NAP 
1895 
382 



[Sorghum bicolor] 



Seq. No. 53558 Seq. ID 

Gene No. 112674 Strand 

Start 1 End 

Name OJ990504_03 . 0419 . C88 . ol . ts Method 

Start 61 End 

GI none Score 

Exons 61.. 228, 62.. 283, 63.. 281 



OJ990504_03.0419.C88 
1895 

TBLASTX: Soybean 

283 

127 



Seq. No. 53558 Seq. ID 

Gene No. 112674 Strand 

Start 1 End 

Name OJ990504_03 . 0419 . C88 . ol . tw Method 

Start 65 End 

GI none Score 

Exons 65.. 301, 66.. 260 



OJ990504_03.0419.C88 
1895 

TBLASTX: Wheat 

301 

106 



54375 



Seq. No. 53558 Seq. ID 

Gene No. 112674 Strand 

Start 1 End 

Name OJ990504_03 . 0419 . C88 . ol . gs Method 

Start 200 End 

GI none Score 

Exons 200.. 760 



OJ990504_03.0419.C88 

1895 
GENS CAN 
760 
.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53559 

112675 

5915 

OJ990504 
5915 
none 
5915. 
6079. 
6220. 



03.0419.C89.o2.tm 



6013, 
6117, 
6432 



5917. . 6015, 
6113. .6217, 



5929. 
6132. 



Seq. ID OJ990504_03.0419.C89 
Strand 

End 6435 

Method TBLASTX : Mai ze 

End 6435 

Score 69 

.6045, 6004.. 6117, 6066.. 6116, 
.6230, 6217.. 6435, 6219.. 6314, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53559 

112676 

7424 

OJ990504_03.0419.C89.ol.tm 

7424 

none 

7424.. 7645, 7425.. 7673, 7425. 
7680. .7847, 7736. .7846 

53559 

112676 

7424 

OJ990504_03.0419.C8 9.ol.tw 

7476 

none 

7476. .7790, 7481. .7777, 7518. 

53560 

112677 

471 

OJ990504_03.0419.C90.ol.gs 

471 

none 

471. .665 



Seq. ID OJ990504_03.0419.C89 
Strand 

End 7847 

Method TBLASTX : Mai ze 

End 7847 

Score 261 

.7673, 7662.. 7736, 7673.. 7735, 



Seq. ID OJ990504_03.0419.C89 
Strand 

End 7847 

Method TBLASTX : Wheat 

End 7793 

Score 322 
.7793 

Seq. ID OJ990504_03.0419.C90 

Strand + r 

End 665 

Method GEN SCAN 

End 665 

Score . 5 



Seq. No. 53560 

Gene No. 112678 

Start 1433 

Name OJ990504_03 . 0419 . C90 . o2 . gs 

Start 1433 

GI none 

Exons 1433.. 1542, 1726.. 1810 



Seq. ID OJ990504_03.0419.C90 
Strand 

End 1810 

Method GENSCAN 

End 1810 

Score .46 



Seq. No. 53561 

Gene No. 11267 9 

Start 431 

Name OJ990504_03 . 0419 . C93 . ol . gs 

Start 431 

GI none 



Seq. ID OJ990504_03.0419.C93 

Strand + 

End 880 

Method ' GENSCAN 

End 880 

Score .56 



54376 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



431. .623, 747. .880 

53562 
112680 
1 

OJ990504_03.0419.C96.ol.np 
1 

4926825 

1..101, 227. .495, 792. .1108, 1201. .1304, 140,1. .1598 
(AC004135) T17H7.10 [Arabidopsis thaliana] 



Seq. ID OJ990504_03.0419.C96 

Strand + 

End 1598 

Method AAT/NAP 

End 1598 

Score 429 



53562 

112680 

1 

OJ990504_03.0419.C96.ol.tm 
3 

none 



Seq. ID OJ990504_03.0419.C96 

Strand + 

End 1598 

Method TBLASTX : Maize 

End 448 

Score 135 



3. .101, 3. .101, 221. .319, 225. .335, 226. .321, 322. .396, 
323. .397, 395. .448 



Seq. No. 53562 

Gene No. 112680 

Start 1 

Name OJ990504_03.0419.C96.ol.gs 

Start 12 

GI none 
Exons 



Seq. ID OJ990504_03.0419.C96 

Strand + 

End 1598 

Method GEN SCAN 

End * 1598 

Score .81 



12. .101, 227. .495, 867. .1108, 1201. .1304, 1401. .1598 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



53562 
112680 
1 - 

OJ990504_03.0419.C96.ol.gp 
1015 

LIB3434-041-P1-K1-C11 



Seq. ID OJ990504_03.0419.C96 

Strand + 

End 1598 

Method AAT/GAP 

End 1598 

Score 723 



1015. .1108, 1201. .1304, 1401. .1598 

, 4926825/gb|AAD32935.1|AC004135_10 2.0e-35 (AC004135) T17H7.10 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53562 

112680 

1 

OJ990504_03.0419.C96.o2.tm 

1188 

none 



Seq. ID OJ990504_03.0419.C96 

Strand + 

End 1598 

Method TBLASTX: Maize 

End 1583 

Score 99 



1188. .1307, 1196. .1294, 1400. .1576, 1401. .1583 



Seq. No. 53563 

Gene No. 112681 

Start 1266 

Name OJ990504_03.0419.C99.ol.gs 

Start 1266 

GI none 

Exons 1266.. 1319, 1337.. 1432 



Seq. ID OJ990504_03. 0419.C99 
Strand 

End 14 32 

Method GENSCAN 

End 1432 

Score .76 



Seq. No. 
Gene No. 
Start 



53564 

112682 

1306 



Seq. ID OJ990504_03.0419.C100 
Strand 

End 1445 



54377 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990504_03 . 04 19 . C100 . ol . gp Method AAT/GAP 
1106 End 1445 

10762_1.R1084 Score 652 

1106. .1445 

'1928991 1.0e-125 (U92815) heat shock protein 70 precursor 
[Citrullus lanatus] 1 



53564 Seq. ID 

112682 Strand 

1306 End 
OJ990504_03.0419.C100.o2.gs Method 

1306 End 

none Score 
1306. .1400 



OJ990504_03.0419.C100 

1445 . 
GENSCAN 
1400 
.81 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990504 
+ 

555 

AAT/NAP 

555 

85 



53565 
112683 
1 

OJ990504_03.0419.C104.ol.np 
1 

7484804 

1..29, 348. .435, 507. .555 
amidotransf erase (EC 2.4.2 
gi I 4455213 | emb | CAB36536.il 
amidotransf erase/cyclase [Arabidopsis thaliana] 
gi|7269543|emb|CAB79545.1| (AL161566) glutamine 
amidotransf erase/cyclase [Arabidopsis thaliana] 



03.0419.C104 



-) / cyclase - Arabidopsis thaliana 
(AL0354 40) glutamine 



OJ990504_03.0419.C104 
+ 

555 

AAT/GAP 

547 

177 



53565 Seq. ID 

112683 Strand 
1 End 
OJ990504_03.0419.C104 .ol.gp Method 
348 End 
18249_1.R1084 Score 
348. .435, 507. .547 

, 399942/sp|Q02028|HS7S_PEA 4.0e-48 CHLOROPLAST STROMA 70 KD HEAT 

SHOCK-RELATED PROTEIN PRECURSOR >gi_421881_pir S32818 heat 

shock protein, 70K, chloroplast - garden pea >gi_169023 (L03299) 
70 kDa heat shock protein [Pisum sativum] 

>gi_871515_emb_CAA4 9147_ (X69213) Psst70 (stress 70 protein) 
[Pisum sativum] 1 

53566 Seq. ID OJ990504_03 . 04 19 . C110 

112684 Strand + 
514 End 605 
OJ990504_03 . 04 1 9 . C110 . ol . gp Method AAT/GAP 
514 End 605 
uC-osroM202001a09bl Score 142 
514. .605 

, 399942/sp|Q02028 |HS7S_PEA 4.0e-48 CHLOROPLAST STROMA 70 KD HEAT 

SHOCK-RELATED PROTEIN PRECURSOR >gi_421881_pir S32818 heat 

shock protein, 70K, chloroplast - garden pea >gi_169023 (L03299) 
70 kDa heat shock protein [Pisum sativum] 

>gi_871515_emb_CAA4 9147_ (X69213) Psst70 (stress 70 protein) 
[Pisum sativum] 1 



Seq. No. 



53566 



Seq. ID OJ990504_03. 0419. C110 



54378 



# 



Gene No. 112685 Strand 

Start 516 End 

Name OJ990504_03.0419-C110.ol.gs Method 

Start 516 End 

GI none Score 

Exons 516. . 605 



+ 

605 

GEN SCAN 

605 

.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53566 Seq. ID OJ990504 

112686 Strand + 

522 End ■ 1177 
OJ990504_03. 0419. C110. ol.np Method AAT/NAP 

522 End 1177 

7441856 Score 79 
522. .605, 1108. .1177 

heat shock protein, 70K, chloroplast - cucumber 



03. 0419. C110 



gi | 1143427 | emb | CAA5214 9.il 
[Cucumis sativus] 



(X73961) heat shock protein 70 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



f 8 * 

iJ Seq. No. 

L j Gene No. 

fjy Start 
Name 
Start 

n gi 

''■■4 Exons 

[». Seq. No. 
lz Gene No. 
u Start 
% J Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



Seq. ID 

Strand 

End 

Method 

End 

Score 



53567 
112687 
1 

OJ990504_03. 0419. Clll. ol.np 
1 

7485978 

1..37, 927.. 1433, 1514.. 1732, 2037. .2198, 2525.-2722 
hypothetical protein F22O13.10 - Arabidopsis thaliana 
gi|3063448|gb|AAC14036.1| (AC003981) F22O13.10 [Arabidopsis 
thaliana] 



OJ990504_ 
+ 

2722 
AAT/NAP 
2722 
1049 



03. 0419. Clll 



53567 Seq. ID 

112687 Strand 

1 End 

OJ990504_03.0419.Clll.ol.gs Method 

751 End 

none Score 



OJ990504_03. 0419. Clll 
+ 

2722 
GEN SCAN 
2210 
.65 



751. .828, 917. .1319, 1578. .1732, 2037. .2210 



53567 

112687 

1 

OJ990504_03. 0419. Clll. ol.tm 

1368 

none 

1368.. 1433, 1500.. 1553, 1513. 
2012.. 2158, 2020.. 2184, 2034. 

53567 

112687 

1 

OJ990504_03.0419.Clll.ol.tw 

2510 

none 

2510.. 2722, 2587.. 2700 

53568 

112688 

1349 



Seq. ID OJ990504_03. 0419. Clll 

Strand + 

End 2722 

Method TBLASTX : Mai ze 

End 2632 

Score 69 

.1545, 1597. .1731, 1607. .1729, 
.2204, 2037.. 2198, 2525.-2632 

Seq. ID OJ990504_03. 0419. Clll 

Strand + 

End 2722 

Method TBLASTX : Wheat 

End 2722 

Score 202 



Seq. ID OJ990504_03.0419.C112 
Strand 

End 2935 



54379 




Name 


OJ990504 03 


.0419. 


C112.ol 


.gs 


Method 


GENSCAN 


Start 


1349 








End 


2757 


GI 


none 








Score 


.8 


Exons 


1349. .1365, 


1723. 


.1935, 


2044. 


.2289, 2478. .2757 


Seq. No. 


53568 








Seq. ID 


OJ990504_03.0419.C112 


Gene No. 


112688 








Strand 




Start 


l J4 y 








End 


2935 


Name 


OJ990504 03 


.0419. 


C112.ol 


.np 


Method 


AAT/NAP 


Start 


1769 








End 


2935 


GI 


6997177 








Score 


805 


Exons 


1769. .2935 












GI Descrip. 


(AC023839) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


53568 








Seq. ID 


OJ990504_03.0419.C112 


Gene No. 


112688 








Strand 




Start 


134 9 








End 


2935 


Name 


OJ990504 03 


.0419. 


C112 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1937 








End 


2414 


GI 


none 








Score 


40 


Exons 


1937. .1975, 


1940. 


.1975, 


1982. 


.2044, 2042. .2305, 2043. .2078, 




2045. .2227, 


2118 . 


. 2309, 


2301 . 


.2375, 2302;. 2361, 2379.. 2414 


Seq. No. 


53568 








Seq. ID 


OJ990504_03.0419.C112 


Gene No. 


112688 








Strand 




Start 


1349 








End 


2935 


Name 


OJ990504 03 


. 0419. 


C112 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1949 








End 


2370 


GI 


none 








Score 


122 


Exons 


1949. .2176, 


1949. 


.2185, 


2124 . 


.2183, 2125. .2184, 2186. .2305, 




2301. .2369, 


2302 . 


.2370 








Seq. No. 


53568 








Seq. ID 


OJ990504_03.0419.C112 


Gene No. 


112688 








Strand 




Start 


1349 








End 


2935 


Name 


OJ990504 03 


.0419. 


C112.02 


. tm 


Method 


TBLASTX: Maize 


Start 


2436 








End 


2846 


GI 


none 








Score 


66 


Exons 


2436. .2483, 


2485. 


.2742, 


2498. 


.2722, 2739.. 2846 


Seq. No. 


53568 








Seq. ID 


OJ990504_03.0419.C112 


Gene No. 


112688 








Strand 




Start ... 


1349 








End 


2935 


Name 


OJ990504 03 


.0419. 


C112.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2498 








End 


2742 


GI 


none 








Score 


98 


Exons 


2498. .2722, 


2509. 


.2742 








Seq. No. 


53569 








Seq. ID 


OJ990504_03.0419.C114 


Gene No. 


112689 








Strand 




Start 


122 








End 


408 


Name 


OJ990504 03 


.0419. 


C114 .ol 


.tm 


Method 


TBLASTX: Maize 


Start 


122 








End 


408 


GI 


none 








Score 


81 


Exons 


122. .208, 123. .209, 123. 


.218, 


208. .321, 


212. .316, 361. .384, 



373. .402, 373. .408 



54380 





Seq. No. 


53570 


Seq. ID 


OJ990504 


_03.0419.C115 




Gene No. 


112690 


Strand 


+ 






OLdiL 


1 


End 


3257 






Name 


OJ990504 03.0419.C115.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3257 






GI 


4680183 


Score 


183 






Exons 


1..28, 2493. .2559, 3166. .3257 








GI Descrip. 


■ (AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


53570 


Seq. ID 


OJ990504 


_03.0419.C115 




Gene No . 


112690 


Strand 


+ 






Start 


1 


End 


3257 






Name 


OJ990504 03.0419.C115.ol.gs 


Method 


GENSCAN 






Start 


6 


bna 


1171 






GI 


none 


Score 


.76 






Exons 


6. .108, 220..322 f 458. .651, 


bio. . y / 4 , 


1083. .1171 




Seq. No. 


53570 


Seq. ID 


OJ990504 






Gene No . 


112691 


Strand 








Start 


2832 


End 


3135 






Name 


OJ990504 03.0419.C115.o2.gs 


Method 


GENSCAN 






Start 


2832 


End 


3135 






GI 


none 


Score 


.62 






Exons 


2832. .3009, 3056. .3135 








E. J! 


Seq. No. 


53571 


Seq. ID 


OJ990504 


UJ . U4 iy . Ll J. O 


.s sa. 
: ; ; 


Gene No. 


112692 


Strand 


+ 






Start 


1 


End 


484 






Name 


OJ990504 03.0419.C116.ol.np 


Method 


AAT/NAP 




r j 


Start 


1 


End 


484 






GI 


5295955 


Score 


126 






Exons 


1. .484 










GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) 


genome. (V01555) 


i =~ 
a 




[Oryza sativa] 










Seq. No. 


53571 


Seq. ID 


OJ990504 


_03.0419.C116 


"•'J' 


Gene No . 


112692 


Strand 


+ 






Start 


1 


End 


484 




— 


Name 


OJ990504 03.0419.C116.ol.gs 


Method 


GENSCAN 






Start 


244 


End 


339 






GI 


none 


Score 


.66 




— Si, 

u 


Exons 


244. .339 










Seq. No. 


53571 


Seq. ID 


OJ990504 


_03.0419.C116 




Gene No. 


112693 


Strand 








Start 


1030 


End 


1136 






Name 


OJ990504 03.0419.C116.ol.gp 


Method 


AAT/GAP 






Start 


1030 


End 


1136 






GI 


uC-osflcyp088bl2bl 


Score 


144 






Exons 


1030. .1136 










GI Descrip. 


, 5257255/dbj | AP000364 . 1 1 AP000364 3.0e- 


36 Oryza 


sativa genomic 






DNA, chromosome 8, clone : P0026F07 f 







Seq. No. 53572 

Gene No. 112694 

Start 899 

Name OJ990504_03 . 0419 .C117 . ol . gs 



Seq. ID OJ990504_03.0419.C117 
Strand 

End 2109 

Method GENSCAN 



54381 



Start 
GI 

Exons 



899 
none 

899. .1207, 1823.. 2109 



End 
Score 



2109 
.84 



Seq. No. 53573 

Gene No. 112695 

Start 101 

Name OJ990504_03 . 0419 . C118 . ol . gs 

Start 101 

GI none 

Exons 101.. 195, 350.. 473 



Seq. ID OJ990504_03.0419.C118 

Strand + 

End 473 

Method GEN SCAN 

End 473 

Score . 67 



£ . s 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53573 
112696 
3370 

OJ990504_03.0419.C118.ol.np 
3370 
7485155 
3370. .3506 

hypothetical protein - Arabidopsis thaliana 
gi|2244963|emb|CAB10384.1| (Z97340) hypothetical protein 
[Arabidopsis thaliana] gi I 7268354 | emb I CAB78647 . 1 1 (AL161543) 
hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990504_03.0419.C118 
Strand + 

3506 
AAT/NAP 
3506 
69 



End 

Method 

End 

Score 



53573 

112697 

878 

OJ990504_03.0419.C118.o2.gs 

878 

none 

878. .971, 1280. .1359 



Seq. ID OJ990504_03.0419.C118 
Strand 

End 1359 

Method GENSCAN 

End 1359 

Score .86 



fj| Seq. No. 

Gene No . 
J. Start 

Name 
""4 Start 
^ GI 
i=| Exons 
IZ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53574 
112698 
297 

OJ990504_03.0419.C119.ol.np 
297 

4417306 
297. .863, 1505. .1577 

(AC006446) putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 



Seq. ID OJ990504_03.0419.C119 
Strand + 

1577 
AAT/NAP 
1577 
169 



End 

Method 

End 

Score 



53574 

112698 

297 

OJ990504_03.0419.C119.ol.gs 

380 

none 



Seq. ID OJ990504_03.0419.C119 

Strand + 

End 1577 

Method GENSCAN 

End 1484 

Score .71 



380. .590, 850. .1096, 1148. .1484 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53574 

112698 

297 

OJ990504_03.0419.C119.ol.tw 

545 

none 



Seq. ID OJ990504_03.0419.C119 

Strand + 

End 1577 

Method TBLASTX : Wheat 

End 947 

Score 94 



545. .661, 677. .778, 784. .855, 852. .947 



54382 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53575 Seq. ID 

112699 Strand 

145 End 

OJ990504_03.0419.C120.ol.gp Method 

145 End 

10672 1.R1084 Score 



OJ990504_03.0419.C120 
+ 

4623 
AAT/GAP 
4623 
2413 

.3177, 3265.-3344, 



145. .241, 1859. .1926, 2426. .2628, 2898. 
3841. .3957, 4052. .4117, 4202. .4623 

, 82264/pir | IS20015 1.0e-132 ubiquinol — cytochrome-c reductase 
(EC 1.10.2.2) cytochrome cl precursor (clone pC(l)8I) - potato 
(fragment) >gi_4 98789_emb_CAA56109_ (X79597) cytochrome cl 
[Solanum tuberosum] 1 



53575 Seq. ID OJ990504 

112699 Strand + 

145 End 4623 

OJ990504_03.0419.C120.o2.gs . Method GENSCAN 

1867 End 4318 

none Score .91 

1867. .1926, 2426.-2628, 2898. .3177, 3841. .3957, 
4202.. 4318 



03.0419.C120 



4052. .4117, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53575 

112699 

145 

OJ990504_03.0419.C120.ol.np 

2459 

82263 



Seq. ID OJ990504_03.0419.C120 

Strand + 

End 4 623 

Method AAT/NAP 

End 4315 

Score 1024 



2459.-2628, 2898. .3177, 3271. .3344, 3841. .3957, 4052. .4117, 
4202. .4315 

ubiquinol — cytochrome-c reductase (EC 1.10.2.2) cytochrome cl 
precursor (clone pC (1)311) - potato 



53575 

112700 

57 

OJ990504_03.0419.C120.ol.gs 
57 

none 

57. .335, 627. .638 



Seq. ID OJ990504_03.0419.C120 
Strand 

End 638 

Method GENSCAN 

End 638 

Score .75 



53575 
112701 
6915 

OJ990504_03.0419.C120.ol.tm 
1860 



none 

1860. 

2431. 

3059. 

4005. 

4398. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990504 03.0419.C120 



15427 

TBLASTX: Maize 
4471 
68 

1926, 2392. .2628, 2426. .2629, 
3177, 2898. .3182, 2913. .3179, 
3184, 3830. .3955, 3837. .3956, 3840. .3956, 3841. .3960, 
4109, 4049. .4120, 4051. .4116, 4201. .4413, 4202. .4357, 
4412, 4430. .4471 



.1913, 1863. .1922, 1867 
.2634, 2550. .2660, 2896 



Seq. No. 
Gene No. 
Start 



53575 

112701 

6915 



Seq. ID 

Strand 

End 



OJ990504 03.0419.C120 



15427 



54383 



Name 

Start 

GI 

Exons 



OJ990504_03 .0419. C120 . ol . ts Method TBLASTX : Soybean 
2482 End 3903 

none Score 153 

2482. .2628, 2504.. 2659, 2528. .2629, 2896. .3177, 2898. .3173, 
3840.. 3902, 3847.. 3903 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53575 

112701 

6915 

OJ990504_03.0419.C120.ol.tc 

2510 

none 



Seq. ID OJ990504_03.0419.C120 
Strand 

End 15427 

Method TBLASTX : Cress 

End 4318 

Score 158 



2510. .2629, 2528.. 2629, 2550.. 2660, 2896.. 3177, 2898.. 3173, 
2904. .3179, 3840. .3947, 3840. .3953, 3841. .3960, 4047. .4115, 
4048. .4116, 4049. .4120, 4195. .4287, 4201. .4314, 4202. .4318 



53575 

112701 

6915 

OJ990504_03.0419.C120.o2.ts 

3934 

none 



Seq. ID OJ990504_03.0419.C120 
Strand 

End 15427 

Method TBLASTX : Soybean 

End 4348 

Score 42 



3934. .3960, 4045. .4116, 4049. .4120, 4051. .4116, 4201. .4314, 
4202. .4348, 4202.. 4348 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
. Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990504_03.0419.C120 
Strand 

End 15427 

Method AAT/GAP 

End 8078 

Score 701 



53575 
112701 
6915 

OJ990504_03.0419.C120.o2.gp 
6858 

LIB3433-034-P1-K1-D10 
6858. .7123, 7923. .8078 

'4959460/gb|AF126053.1 IAF126053 1.0e-10 Zea mays RACB small GTP 
binding protein mRNA, complete cds 1 



53575 

112701 

6915 

OJ990504_03.0419.C120.o2.tm 

6876 

none 



Seq. ID OJ990504_03.0419.C120 
Strand 

End 15427 

Method TBLASTX: Maize 

End 8305 

Score 117 



6876. .7118, 6879.. 7124, 6884.. 7129, 7928.. 8089, 7979.. 8092, 
7993. .8091, 8169. .8303, 8174. .8296, 8186. .8305, 8187. .8300 



53575 

112701 

6915 

OJ990504_03.0419.C120.o3.gs 

6915 

none 



Seq. ID OJ990504_03.0419.C120 
Strand 

End 15427 

Method GENSCAN 

End 15103 

Score .77 



6915. .7123, 7923. .8090, 8188. .8303, 11044 .. 11174 , 11508 .. 11605, 
12061. .12448, 13574. .13612, 13629 13784 , 13945 .. 14 169, 
15020. .15103 



Seq. No. 
Gene No. 
Start 



53575 

112701 

6915 



Seq. ID OJ990504_03.0419.C120 
Strand 

End 15427 



54384 



f 1 



Name 


OJ990504 03.0419.C120.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6939 


End 


8044 


GI 


none . 


Score 


120 


Exons 


6939. .7118, 6945. .7124, 6947 


..7129, 7931. .8041, 7979. .8044, 




7990. .8043 






Seq. No. 


53575 


Seq. ID 


OJ990504_03.0419.C120 


Gene No. 


112701 


Strand 




Start 


6915 


End 


15427 


Name 


OJ990504 03.0419.C120.o4.ts 


Method 


TBLASTX: Soybean 


Start 


7988 


End 


8299 


GI 


none 


Score 


56 


Exons 


7988.. 8068, 7990. .8067, 8169 


..8297, 8171. .8296, 8186. .8299 


Seq. No. 


53575 


Seq. ID 


OJ990504_03.0419.C120 


Gene No. 


112701 


Strand 




Start 


6915 


End 


15427 


Name 


OJ990504 03.0419.C120.o3.tc 


Method 


TBLASTX: Cress 


Start 


7993 


End 


8304 


GI 


none 


Score 


139 


Exons 


7993.. 8073, 8160 .. 8297 , 8174 


..8296, 8176. .8304 


Seq. No. 


53575 


Seq. ID 


OJ990504_03.0419.C120 


Gene No. 


112701 


Strand 




Start 


6915 


End 


15427 


Name 


OJ990504 03.0419.C120.o4.gp 


Method 


AAT/GAP 


Start 


13337 


End 


15050 


GI 


35940 1.R1084 


Score 


1329 


Exons 


13337. .13784, 13945 14169, 


15020. .15050 


GI Descrip. 


, 5918187/emb|CAB56225.1| 3.0e-58 (AJ133278) ribophorin I 




[Hordeum vulgare] 1 






Seq. No. 


53575 


Seq. ID 


OJ990504_03.0419.C120 


Gene No. 


112701 


Strand 




Start 


6915 


End 


15427 


Name 


OJ990504 03.0419.C120.o3.tm 


Method 


TBLASTX: Maize 


Start 


13415 


End 


15423 


GI 


none 


Score 


46 


Exons 


13415. .13453, 13569 .. 137 93, 


13573. .13785, 13942. .14130, 




13943. .14170, 14007. .14132, 


15017. .15181, 15018. . 15179, 




15018. .15185, 15019. .15186, 


15387. .15422, 15388. .15423 


Seq. No. 


53575 


Seq. ID 


OJ990504_03.0419.C120 


Gene No. 


112701 


Strand 




Start 


6915 


End 


15427 


Name 


OJ990504 03.0419.C120.o2.tc 


Method 


TBLASTX: Cress 


Start 


13583 


End 


13787 


GI 


none 


Score 


153 


Exons 


13583. .13786, 13593 .. 13787 , 


13597. .1371 


35 


Seq. No. 


53575 


Seq. ID 


OJ990504_03.0419.C120 


Gene No. 


112701 


Strand 




Start 


6915 


End 


15427 


Name 


OJ990504 03.0419.C120.o2.np 


Method 


AAT/NAP 


Start 


13596 


End 


15427 


GI 


5918187 


Score 


782 


Exons 


13596. .13784, 13945 14169, 


15020. .15178, 15390.. 15427 



54385 



GI Descrip. (AJ133278) ribophorin I [Hordeum vulgare] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53575 

112701 

6915 

OJ990504_03.0419.C120.o3.ts 

15017 

none 



Seq. ID OJ990504_03.0419.C120 
Strand 

End 15427 

Method TBLASTX : Soybean 

End 15189 

Score 144 



15017. .15187, 15018. .15179, 15019 15180, 15019. .15189 



Seq. No. 53576 

Gene No. 112702 

Start 122 

Name OJ990504_03 .0419. C122 . ol . gs 

Start 122 

GI none 

Exons 122. .320 



Seq. ID OJ990504_03.0419.C122 

Strand + 

End 320 

Method GENSCAN 

End 320 

Score .46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



53577 

112703 

454 

OJ990504_03.0419.C123.ol.gs 

454 

none 

454. .501, 1563. .1616 



Seq. ID OJ990504_03.0419.C123 

Strand + 

End 1616 

Method GENSCAN 

End 1616 

Score . 63 



53578 
112704 
3087 

OJ990504_03.0419.C124 .ol.np 
2534 
4585985 
2534. .3451 

(AC005287) Hypothetical protein [Arabidopsis thaliana 



Seq. ID OJ990504_03.0419.C124 
Strand 

3451 
AAT/NAP 
3451 
296 



End 

Method 

End 

Score 



53578 

112704 

3087 

OJ990504_03.0419.C124 .ol.tm 

2748 

none 



Seq. ID OJ990504_03.0419.C124 
Strand 

End 3451 

Method TBLASTX : Mai ze 

End 3106 

Score 106 



2748. .2936, 2748. .2939, 2749. .2940, 2934. .3017, 2935. .3000, 
2996. .3106, 3012. .3098 



53578 

112704 

3087 

OJ990504_03.0419.C124.ol.tw 

2946 

none 



Seq. ID OJ990504_03.0419.C124 
Strand 

End 3451 

Method TBLASTX : Wheat 

End 3317 

Score 61 



2946. .3017, 2947. .3021, 2996. .3106, 2997. .3098, 3106. .3168, 
3111.. 3182, 3174.. 3317, 3175.. 3309 

53578 Seq. ID OJ990504_03 . 04 19 . C124 

112704 Strand 

3087 End 3451 

OJ990504_03 .0419. C124 . ol . gs Method GENSCAN 



54386 



Start 
GI 

Exons 



3087 
none 

3087. .3404 



End 
Score 



3404 
.71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
^ Start 
W Name 
£fl Start 
fll GI 
f =* Exons 

Seq. No. 
\J Gene No. 
fLJ Start 

- Name 
l~ Start 

_^ Exons 

\i Seq. No. 

fn Gene No. 

'It Start 

- ^ Name 

Start 
• GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



53579 Seq. ID OJ990504_03 . 0419 . C125 

112705 Strand + 

1 End 504 

OJ990504_03.0419.C125.ol.np Method AAT/NAP 

1 End 504 

6815072 Score 202 

1..302, 413. .504 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

T13P21; hypothetical protein (AC006067) [Oryza sativa] 



53579 Seq. ID 

112705 Strand 

I End 
OJ990504_03 . 04 19 . C125 . ol . gs Method 
58 End 
none Score 
58.-63, 249. .371 

53579 Seq. ID 

112706 Strand 
2173 End 
OJ990504_03.0419.C125.ol.tm Method 

II End 
none Score 
11. .187, 12. .188, 12. .191 

53579 Seq. ID 

112706 Strand 

2173 End 

OJ990504_03.0419.C125.o2.gs Method 

2173 End 

none Score 
2173.. 2217, 2868. .2970, 3223.. 3269 



OJ990504_03.0419.C125 
+ 

504 

GENSCAN 

371 

.89 



OJ990504_03.0419.C125 
3269 

TBLASTX: Maize 

191 

237 



OJ990504_03.0419.C125 

3269 
GENSCAN 
3269 
.83 



Seq. ID 

Strand 

End 

Method 

End 

Score 



53580 
112707 
113 

OJ990504_03.0419.C126.ol.gs 
113 
none 

113. .209, 620. .832, 1279. .1457 

53580 
112708 
2945 

OJ990504_03.0419.C126.o2.np 
2945 
7228450 

2945. .2989, 4127. .4218, 4352. .4470, 4556. .4669 
(AP001366) hypothetical protein [Oryza sativa] 



OJ990504_03.0419.C126 
+ 

1457 
GENSCAN 
1457 
.69 



Seq. ID OJ990504_03.0419.C126 

Strand + 

End 8941 

Method AAT/NAP 

End 4669 

Score 237 



53580 
112708 



Seq. ID OJ990504_03.0419.C126 
Strand + 



54387 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2945 End 

OJ990504_03 . 04 19 . C12 6 . o3 . np Method 

3868 End 

5139348 Score 



8941 
AAT/NAP 
8941 
258 



3868. .3916, 5319. .5421, 5558. .5630, 6181. .6316, 6531. .6575, 
6661. .6800, 6867. .6961, 8916. .8941 

(AJ00704 6) [acyl-carrier protein] S-malonyltransf erase [Brassica 
napus] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990504. 03.0419.C126 



3006 
■AAT/NAP 
3006 
172 



53580 
112709 
1236 

OJ990504_03.0419.C126.ol.np 
1236 
5922620 
1236. .1375, 2948. .3006 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



53580 Seq. ID 

112710 Strand 
4393 End 
OJ990504_03.0419.C126.o2.gs Method 
4393 End 
none Score 
4393. .4526, 4881. .4962 

53580 Seq. ID 

112711 Strand 
5320 End 
OJ990504_03 . 04 19 . C12 6 . o3 . gs Method 
5320 End 
none Score 
5320. .5436, 6627. .6704, 6793. .6846 

53581 Seq. ID 

112712 Strand 
1581 End 
OJ990504_03. 04 19 . C127 . ol . gs Method 
1581 End 
none Score 
1581. .1660 



OJ990504_03.0419.C126 

4962 
GEN SCAN 
4962 
.43 



OJ990504_03.0419.C12 6 

6846 
GENSCAN 
6846 
.44 



OJ990504_03.0419.C127 

1660 
GENSCAN 
1660 
.88 



Seq. No. 53582 Seq. ID OJ990504_03 . 04 19 . C129 

Gene No. 112713 Strand + 

Start 1571 End 1682 

Name OJ990504JD3. 04 19 . C129 . ol . gp Method AAT/GAP 

Start 1571 End 1682 

GI 7430_1.R1084 Score 190 

Exons 1571. .1682 

GI Descrip. ' 399015/sp | P31691 | ADT_ORYSA 1.0e-145 ADP, ATP CARRIER PROTEIN 
PRECURSOR (ADP/ATP TRANSLOCASE) (ADENINE NUCLEOTIDE 
TRANSLOCATOR) (ANT) >gi_218145_dbj_BAA02161_ (D12637) ATP/ADP 
translocator [Oryza sativa] 1 



54388 



Seq. No. 53582 

Gene No. 112714 

Start 1 

Name OJ990504_03 . 0419.C129.o2 .np 

Start 1 

GI 3023947 

Exons 1. .86, 744. .903 

GI Descrip. PROBABLE HISTONE DEACETYLASE (RPD3 HOMOLOG) gi 12665840 
(AF035815) putative histone deacetylase RPD3 [Zea mays] 



Seq. ID OJ990504_03.0419.C129 
Strand 

End 2623 

Method AAT/NAP 

End 903 

Score 167 



Seq. No. 53582 

Gene No. 112714 

Start 1 

Name OJ990504_03 . 0419.C129.ol .gs 

Start 196 

GI none 
Exons 



Seq. ID OJ990504_03.0419.C129 
Strand 

End 2623 

Method GENSCAN 

End 1691 

Score .53 



196. .324, 630. .842, 908. .1069, 1147. .1186, 1341. .1447, 
1575. .1691 



Seq. No. 53582 

Gene No. 112714 

Start 1 

Name OJ990504_03 . 0419 .C129.ol .np 

Start 249 

GI 7543907 

Exons 249.. 375, 2595.. 2623 

GI Descrip. (AL163572) peptide transporter-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ990504_03.0419.C129 
Strand 

End 2623 

Method AAT/NAP 

End ; 2623 

Score 92 



Seq. No. 53582 

Gene No. 112714 

Start 1 

Name OJ990504_03 . 0419 . C129 . ol . tc 

Start 762 

GI none 

Exons 762.. 902, 763.. 903 

Seq. No. 53582 

Gene No. 112714 v 

Start 1 

Name OJ990504_03 . 0419.C129 .ol . ts 

Start 762 

GI none 

Exons 762.. 902, 763.. 903 



Seq. ID OJ990504_03.0419.C129 
Strand 

End 2623 

Method TBLASTX : Cress 

End 903 

Score 17 6 



Seq. ID OJ990504_03.0419.C129 
Strand 

End 2623 

Method TBLASTX : Soybean 

End 903 

Score 123 



Seq. No. 53583 
Gene No. 112715 
Start 1 

Name OJ990504_03 . 0419. C131 . ol . gp 

Start 1 
GI 5005162 
Exons 1 . . 114 

GI Descrip. 399942/sp | Q02028 | HS7S_PEA 4.0e-48 CHLOROPLAST STROMA 70 KD HEAT 

SHOCK-RELATED PROTEIN PRECURSOR >gi_421881_pir S32818 heat 

shock protein, 70K, chloroplast - garden pea >gi_169023 (L03299) 
70 kDa heat shock protein [Pisum sativum] 



Seq. ID OJ990504_03.0419.C131 

Strand + 

End 1153 

Method AAT/GAP 

End 114 

Score 215 



54389 



>gi_871515_emb_CAA4 914 7_ (X69213) Psst70 (stress 70 protein) 
[Pisum sativum] 



Seq. ID OJ990504_03.0419.C131 

Strand + 

End 1153 

Method AAT/NAP 

End 1153 

Score 557 



Seq. No. 53583 
Gene No. 112715 
Start 1 

Name OJ990504_03 . 0419 . C131 . ol .np 

Start 1 
GI 399942 
Exons 1..150, 928.. 1153 

GI Descrip. CHLOROPLAST STROMA 70 KD HEAT SHOCK-RELATED PROTEIN PRECURSOR 
gi I 421881 Ipir | IS32818 heat shock protein, 70K, chloroplast - 
garden pea gi 1169023 (L03299) 70 kDa heat shock protein [Pisum 
sativum] gi | 871515 | emb | CAA49147 | (X69213) Psst70 (stress 70 
protein) [Pisum sativum] 





Seq. No. 


53583 




Seq. ID 


OJ990504_03.0419 


.C131 




Gene No. 


112715 




Strand 


+ 






Start 


1 




End 


1153 






Name 


OJ990504 03.0419.C131 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


1 ~~ 




End 


1152 






GI 


none 




Score 


244 






Exons 


1. .153, 3. .176, 925. . 


1152, 


926. .967, ! 


927 . . 1151 




\2 


Seq. No. 


53583 




Seq. ID 


OJ990504 03.0419 


.C131 


L : s 


Gene No. 


112715 




Strand 


+ 




= 1 ; 


Start 


1 




End 


1153 






Name 


OJ990504 03.0419.C131 


.ol. tc 


Method 


TBLASTX: Cress 




; " 


Start 


1 ~ 




End 


1152 




; j -sr 


GI 


none 




Score 


233 




r i i 


Exons 


1..153, 21. .179, 925. 


. 1152, 


927 . . 1151 






s 


Seq. No. 


53583 




Seq. ID 


OJ990504_03.0419 


.C131 




Gene No. 


112715 




Strand 


+ 






Start 


1 




End 


1153 




Ll 


Name 


OJ990504 03.0419.C131 


.ol.gs 


Method 


GENSCAN 






Start 


25 




End 


1112 




'-_ _ J 


GI 


none 




Score 


.89 




f *i 


Exons 


25. .150, 928. .1112 












Seq. No. 


53583 




Seq. ID 


OJ990504_03.0419 


.C131 




Gene No. 


112715 




Strand 


+ 






Start . 


1 




End 


1153 






Name 


OJ990504 03.0419.C131 


.ol.tw 


Method 


TBLASTX: Wheat 






Start 


927 




End 


1125 






GI 


none 




Score 


212 






Exons 


927. .1124, 928. .1125 












Seq. No. 


53583 




Seq. ID 


OJ990504 03.0419 


.C131 




Gene No. 


112715 




Strand 


+ 






Start 


1 




End 


1153 






Name 


OJ990504 03.0419.C131 


.ol.ts 


Method 


TBLASTX : Soybean 






Start 


928 




End 


1134 






GI 


none 




Score 


226 






Exons 


928. .1134, 945. .1124, 


961. . 


1134 








Seq. No. 


53583 




Seq. ID 


OJ990504_03.0419 


-C131 



54390 



Gene No. 112715 Strand + 

Start 1 End 1153 

Name OJ990504_03 . 04 19 . C131 . o2 . gp Method AAT/GAP 

Start 977 End 1153 

GI uC-osroM202001a09bl Score 34 6 

Exons 977.. 1153 

GI Descrip. 1 399942/sp | Q02028 | HS7S_PEA 4.0e-48 CHLOROPLAST STROMA 70 KD HEAT 

SHOCK-RELATED PROTEIN PRECURSOR >gi_4 2188 l_pir S32818 heat 

shock protein, 70K, chloroplast - garden pea >gi_169023 (L03299) 
70 kDa heat shock protein [Pisum sativum] 

>gi_871515_emb_CAA4 914 7_ (X69213) Psst70 (stress 70 protein) 
[Pisum sativum] 1 

Seq. No. 53584 Seq. ID OJ991225_74 . 0419 . C13 

Gene No. 112716 Strand 

Start 1 End 1037 

Name OJ991225_7 4 . 0419 . C13 . ol . np Method AAT/NAP 

Start 1 End 1037 

GI 5281044 Score 484 

Exons 1..633, 994.. 1037 

GI Descrip. (AL080318) flavonoid 3', 5 1 -hydroxylase like protein 
[Arabidopsis thaliana] 





Seq. No. 


53584 








Seq. ID 


OJ991225_74.0419.C13 


a 


Gene No. 


112716 








Strand 






Start 


1 








- End 


1037 




Name 


OJ991225 


74. 


0419. 


C13 . ol . gs 


Method 


GEN SCAN 




Start 


28 








End 


702 




GI 


none 








Score 


.73 




Exons 


28. .702 














Seq. No. 


53584 








Seq. ID 


OJ991225_74.0419.C13 




Gene No. 


112716 








Strand 




J 


Start 


1 








End 


1037 




Name 


OJ991225 


74. 


0419. 


C13.ol.ts 


Method 


TBLASTX : Soybean 


'4 


Start 


55 








End 


337 




GI 


none 








Score 


52 




Exons 


55. .171, 


56. 


.118, 


109. .336, 


137. .337 






Seq. No. 


53584 








Seq. ID 


OJ991225_74.0419.C13 




Gene No. 


112716 








Strand 






Start 


1 








End 


1037 




Name 


OJ991225 


74. 


0419. 


C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


88 








End 


322 




GI 


none 








Score 


110 




Exons 


88. .114, 


98. 


.232, 


118. .228, 


214. .291, 


218. .289, 277. .321, 



281. .322 



Seq. No. 53584 

Gene No. 112716 

Start 1 

Name OJ991225_74 . 0419 .C13 . ol . gp 

Start 95 

GI uC-osflcyp005h08bl 

Exons 95. .446 

GI Descrip. 1 1420932/gb | U61383 | ORU61383 
4-coumarate-CoA ligase gene, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991225_74.0419.C13 

1037 
AAT/GAP 
446 
700 



7.0e-21 Oryza rufipogon 
intron 1, partial sequence* 



54391 





Seq. No. 


53584 






Seq. ID 


OJ991225_74.041 




Gene No. 


112716 






Strand 






b tart 


i 
i 








i n*}7 

IUj/ 




Name 




HA A A 1 Q "3 

/ 4 . U4 i y . GIO 


. Ol . tc 


Method 


i dlaoIa . tress 




Start 


iuy 






hna 


cm 
ou / 




GI 


none 






Score 


7 1 

/ X 




Exons 


i no 01 q 
iuy . . ziy, 


1 "3 /I Oil 
I o4 . . Z 1 1 , 


0 O O 0 CQ 


O C C COQ 

jdo . . oz y , 


o ci uq 4 n Q 






ceo cm 
jDj . . ou / 












Seq. No. 


53584 






Seq. ID 


OJ991225_74.041 




bene no. 


1 1971 c 
11^ / ID 






Of r3nr ) 






Start 


I 








IUJ/ 




Name 


r\ TQQ1 OOt; 


n A A/11 Q r"\ o 

/ 4 . U4 I y . L1j 


/-\9 +- o 

. OZ . ts 








Start 


•OQQ 

ooo 








C 1 n 
D 1 U 




GI 


none 






Score 


1 07 




Exons 


JOO. . DDI/ 


■3QQ CI n 

Joy.. oiu, 


>i n o cn r 

4 UZ . . DUD 








Seq. No. 


53584 






Seq. ID 


OJ991225_74.041 




Gene no. 


i i on c 
I iz /id 






otrdnQ 






btart 


I 








i n^7 




Name 




/ 4 . U4 I y . tlj 


. ol . tm 


LYie Luoa 


TRT Zi CTV • Ma -1 to 
1 DLirio 1 A . l v la lZc 


S It 


Start 


a o r* 






LnQ 


7 HQ 
/Uo 




x 

GI 


none 






Score 


9 £7 
ZD/ 


'% J 

^ : * 


Exons 


/ion *7 n o 
4 JU . . / Uo , 


/ion c: c >i 


/IOC CQC 

4 OO . . by D f 


4 / J) . . / u d , 


COQ TOQ 
DZ 0 . . / Uo 




Seq. No. 


53585 






Seq. ID 


OJ991225_74 .041 


r — 


Gene No. 


1 1 O "7 1 "7 
IIZ lit 






btrana 






Start 


1 1 
II 








DD 




Name 


/"\ TO Q1 O O C 

ojy y lzzo 


/ 4 . U4 I y . GI4 


. ol . gs 


Method 


17 C C* 7\ "NT 




Start 


1 1 






TT" t-, H 


00 




GI 


none 






Score 


.04 


£3 


Exons 


II. .00 












Seq. No. 


53586 






Seq. ID 


OJ991215_13.041 




Gene No . 


IIZ / lo 






o urana 


x 


=. ^ 


Start 


1 o c 
IZO 






LiTlCi 


qi n 
y i u 




Name 


TQ Q1 Ol c 

ujyyizio 


1 o nyi i q r**? 
1 J . U4 i y . L, J . 


ol.gp 


Method 




5 jj 


btart 


IZD 






CjilQ 


7 C7 
/ D / 


* =? 


GI 


zouuiuy 






Score 


/l ^1 
fl D 1 




Exons 


1 oc O CO 
IZO . . ZDZ , 


o4 o . . jy o f 


CC7 7C7 
DD / . . /Of 








Seq. No. 


53586 






Seq. ID 


OJ991215_13.041 




Gene No . 


IIZ / lo 








_i_ 




Pi. _ -w-4- 

btart 


IOC 

IZb 








qi n 
y i u 




Name 


oj yy izio 


1 o n>iiQ r*o 
1j . U4 i y . Lj . 


ol . gs 


Method 


(jtiNoL-AN 




Start 


1 A O 

14o 






bna 


/ DO 




GI 


none 






Score 


fi 0 
. O Z 




Exons 


1 ii O O CO 


C C"7 1 C "5 
DD / . . / D J 










Seq. No. 


53586 






Seq. ID 


OJ991215_13.041 




Gene No. 


112718 






Strand 


+ 




Start 


126 






End 


910 




Name 


OJ991215 


13. 0419. C3. 


ol . np 


Method 


AAT/NAP 




Start 


178 






End 


910 




GI 


6759450 






Score 


101 




Exons 


178. .262, 


345.-398, 


667. .910 







54392 



GI Descrip. (AL137189) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53587 Seq. ID 

112719 Strand 
1573 End 
OJ9912 15_13 . 04 19 . C5 . ol . np Method 
1573 End 
7444451 Score 
1573. .5945 

probable gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi | 2586082 | gb IAAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



OJ991215_13.0419.C5 
+ 

5945 
AAT/NAP 
5945 
4662 



53587 

112719 

1573 

OJ991215_13.0419.C5.o3.tm 

1662 

none 

1662. .1745, 1663. .1746, 1792, 



Seq. ID OJ991215_13.0419.C5 

Strand + 

End 5945 

Method TBLASTX : Mai ze 

End 2097 

Score 101 

.2097, 1801. .1890, 1944.. 2069 



Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419. 


C5 


Gene No. 


112719 








Strand 


+ 




Start 


1573 








End 


5945 




Name 


OJ991215 13 


.0419 


C5.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


1918 








End 


2217 




GI 


none 








Score 


228 




Exons 


1918. .2217, 


1959 


.2069 










Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419. 


C5 


Gene No. 


112719 








Strand 


+ 




Start 


1573 








End 


5945 




Name 


OJ991215 13 


.0419 


C5.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


2098 








End 


2667 




GI 


none 








Score 


81 




Exons 


2098. .2217, 


2419 


.2538, 


2518. 


.2667, 2544. .2666 




Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419. 


C5 


Gene No. 


112719 








Strand 


+ 




Start 


1573 








End 


5945 




Name 


OJ991215 13 


.0419 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2490 








End 


2774 




GI 


none 








Score 


282 




Exons 


2490. .2774, 


2506. 


.2742, 


2592. 


.2768 







Seq. No. 53587 

Gene No. 112719 

Start 1573 

Name OJ991215_13 . 04 19 . C5 . o4 . ts 

Start 2955 

GI none 

Exons 2955.. 3056, 3066.. 3173, 3189. 



Seq. ID OJ991215_13.0419.C5 



Strand 
End 

Method 
End 
Score 
.3368 



+ 

5945 

TBLASTX : Soybean 

3368 

88 



Seq. No. 53587 Seq. ID 

Gene No. 112719 Strand 

Start 1573 End 

Name OJ991215 13 . 04 19 . C5 . ol . tc Method 



OJ991215_13.0419.C5 
+ 

5945 

TBLASTX: Cress 



54393 






Start 


3359 








End 


3824 






GI 


none 








Score 


344 






Exons 


3359. .3643, 


3363. 


.3824, 


3683. 


.3823 








Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419 


.C5 




Gene No . 


l / 1 y 








btrana 


+ 






Start 


1573 








End 


5945 






Name 


OJ991215 13 


.0419. 


C5.o3. 


ts 


Method 


TBLASTX : Soybean 






Start 


3390 








End 


3794 






GI 


none 








Score 


244 






Exons 


3390. .3794 
















Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419 


.C5 




Gene No . 


1 1 O "7 1 Q 








Strand 


+ 






Start 


1573 








End 


5945 






Name 


OJ991215 13 


.0419. 


C5.o4. 


tw 


Method 


TBLASTX: Wheat 






Start 


3467 








End 


3865 






GI 


none 








Score 


273 






Exons 


3467. .3865, 


3483. 


.3836 












Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419 


.C5 




Gene No. 


iiz / iy 








Strand 


+ 






Start 


1573 








End 


5945 




as. 
sS 


Name 


OJ991215 13 


.0419. 


C5.o5. 


tm 


Method 


TBLASTX: Maize 






Start 


3476 








End 


3800 






GI 


none 








Score 


264 




Li 


Exons 


3476. .3799, 


3483. 


.3800 












Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419 


.C5 




Gene No. 


112719 








Strand 


+ 




J 


Q4- —4- 


1 J ' J 








End 


5945 






Name 


OJ991215 13 


.0419. 


C5.o2. 


ts 


Method 


TBLASTX : Soybean 




br 


Start 


4416 








End 


4919 






GI 


5509260 








Score 


417 




c? 


Exons 


4416. .4919, 


4497. 


.4655, 


4538. 


.4696, 4742. .4906 




■J 


GI Descrip. 


- 














-J, 


Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419 


.C5 




Gene No . 


1 i 071 Q 

iiz / iy 








Strand 


+ 






Start 


1573 








End 


5945 




3 


Name 


OJ991215 13 


.0419. 


C5.o7. 


tm 


Method 


TBLASTX: Maize 






Start 


4443 








End 


4712 






GI 


none 








Score 


230 






Exons 


4443. .4712, 


4463. 


.4672 












Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419 


.C5 




Gene No . 


iiz i iy 








Strand 


+ 






Start 


1573 








End 


5945 






Name 


OJ991215 13 


.0419. 


C5.o2. 


tc 


Method 


TBLASTX: Cress 






Start 


4532 








End 


4802 






GI 


none 








Score 


286 






Exons 


4532. .4801, 


4533. 


.4802 












Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419 


.C5 




Gene No. 


112719 








Strand 


+ 






Start 


1573 








End 


5945 






Name 


OJ991215 13 


.0419. 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 





54394 




Start 


4583 








End 


5096 


GI 


none 








Score 


286 


Exons 


4583. .4927, 


4584 


.4928, 


4920. 


.5096 




Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419.C5 


Gene No. 


112719 








Strand 


+ 


Start 


1573 








End 


5945 


Name 


OJ991215 13. 


0419 


CS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4716 ~~ 








End 


5156 


GI 


none 








Score 


410 


Exons 


4716. . 5156, 


4730 


.4972 








Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419.C5 


Gene No. 


112719 








Strand 


+ 


Start 


1573 








End 


5945 


Name 


OJ991215 13. 


0419 


C5.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


4980 ~ 








End 


5225 


GI 


none 








Score 


197 


Exons 


4980. .5225 












Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419.C5 


Gene No. 


112719 








Strand 


+ 


Start 


1573 








End 


5945 


Name 


OJ991215 13. 


0419 


CS.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5097 ~~ 








End 


5534 


GI 


none 








Score 


437 


i_l K^/ llu 


5097 5534 


5100 


. 5243, 


5117 . 


5419, 54 


36 5533 


Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419.C5 


Gene No. 


112719 








Strand 


+ 


Start 


1573 








End 


5945 


Name 


OJ991215 13 


0419 


C5 . o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


5229 ~ 








End 


5462 


GI 


none 








Score 


296 


Exons 


5229. .5462, 


5234 


. 5428, 


5274 . 


. 5429 




Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419.C5 


Gene No. 


112719 








Strand 


+ 


Start 


1573 








End 


5945 


Name 


OJ991215 13. 


0419 


CS.ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


5298 ~ 








End 


5894 


GI 


none 








Score 


510 


Exons 


5298. .5894, 


5300 


.5425, 


5492. 


. 5893 




Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419.C5 


Gene No. 


112719 








Strand 


+ 


Start 


1573 








End 


5945 


Name 


OJ991215 13. 


0419.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5465 ~" 








End 


5888 


GI 


none 








Score 


143 


Exon^ 

1_J \m/ llU 


5465 5599. 


5466 


.5594, 


5600 . 


.5839, 5601.. 5888 


Seq. No. 


53587 








Seq. ID 


OJ991215_13.0419.C5 


Gene No. 


112719 








Strand 


+ 


Start 


1573 








End 


5945 


Name 


OJ991215 13. 


0419 


C5.o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


5496 








End 


5921 



54395 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 59 

5496. .5561, 5570. .5686, 5571. .5687, 5727. .5921 



53588 
112720 
1 

OJ991215_13.0419.C6.ol.np 
1 

6579198 
1. .860 

(AC011438) T23G18.14 [Arabidopsis thaliana] 



Seq. ID OJ991215_13.0419.C6 

Strand + 

End 8 63 

Method AAT/NAP 

End 8 60 

Score 677 



53588 

112720 

1 

OJ991215_13.0419.C6.ol.gs 
60 

none 
60. .863 



Seq. ID OJ991215_13.0419.C6 

Strand + 

End 8 63 

Method GEN SCAN 

End 8 63 

Score .99 



Seq. No. 53588 Seq. ID 

Gene No. 112720 Strand 

Start 1 End 

Name OJ991215_13.0419.C6.o2.ts Method 

Start 255 End 

GI none Score 

Exons 255. .470, 269. .460, 474. .521 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991215_13.0419.C6 
+ 

863 

TBLASTX : Soybean 

521 

275 



53588 Seq. ID 

112720 Strand 

1 End 

OJ991215_13 . 0419 . C6 . ol . tm Method 

431 End 

none Score 

431. .487, 432. .488, 488. .769, 489. .812 



OJ991215_13.0419.C6 
+ 

863 

TBLASTX: Maize 

812 

59 



Seq. No. 53588 

Gene No. 112720 

Start 1 

Name OJ991215_13.0419.C6.ol. ts 

Start 603 

GI none 

Exons 603.. 854, 615.. 692, 620.. 769 

Seq. No. 53589 

Gene No. 112721 

Start 243 

Name OJ991215_13 . 04 19 . C7 . ol . gs 

Start 243 

GI none 

Exons 243.. 273, 340.. 429, 506.. 611 

Seq. No. 53590 

Gene No. 112722 

Start 3876 

Name OJ991215_13 . 04 19 . C8 . o2 . gs 

Start 3876 



Seq. ID OJ991215_13.0419.C6 

Strand + 

End 8 63 

Method TBLASTX : Soybean 

End 854 

Score 316 



Seq. ID OJ991215_13.0419.C7 
Strand 

End 611 

Method GENSCAN 

End 611 

Score .71 



Seq. ID OJ991215_13.0419.C8 

Strand + 

End 8074 

Method GENSCAN 

End 7470 



54396 



GI 

Exons 



none Score . 9 

3876.-4329, 4394. .4509, 4895. .4995, 5806. .5941, 6033. .6083, 
6189. . 6476, 6774. .7008, 7115. .7401, 7450. .7470 



Seq. No. 53590 

Gene No. 112722 

Start 3876 

Name OJ991215_13 . 0419. C8 . ol . np 

Start 3879 

GI 3860251 

Exons 3879.. 4509, 4597.. 4766, 4892, 
6189. .6476, 6774. .7008, 7115. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991215_13.0419.C8 

Strand + 

End 8074 

Method AAT/NAP 

End 8074 

Score 1623 

.4995, 5806. .5941, 6033. .6083, 
.7402, 8034. .8074 



GI Descrip. (AC005824) putative membrane transporter [Arabidopsis thaliana] 



53590 

112722 

3876 

OJ991215_13 . 04 19 . C8 . o2 . tm 

4621 

none 

4621. .4647, 4648. .4713, 4877. 
5800. .5901, 6027.. 6092, 6033. 

53590 

112722 

3876 

OJ991215_13.0419.C8.o2.ts 

4639 

none 

4639. .4713, 4644. .4703, 4692. 
4922. .4996 



Seq. ID OJ991215_13.0419.C8 

Strand + 

End 8074 

Method TBLASTX : Mai ze 

End . 6443 

Score 35 

.4996, 4900. .4998, 5795. .5941, 
.6107, 6188. .6433, 6207. .6443 



Seq. ID 
Strand 
End 

Method 
End 
Score 8 
.4766, 4883 



OJ991215_13.0419.C8 
+ 

8074 

TBLASTX: Soybean 
5013 



.4927, 4921.. 5013, 



jj Seq. No. 

Gene No. 

« Start 

^ Name 

J Start 

A GI 

~, Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53590 

112722 

3876 

OJ991215_13.0419.C8 .ol.ts 

6033 

none 

6033. .6104, 6188. .6487, 6207, 
6774. .7013, 7108. .7323, 7110. 

53590 

112722 

3876 

OJ991215_13.0419.C8.ol.tm 

6749 

none 

6749. .7012, 6774. .7013, 7113. 
7266. .7307, 7315. .7377 

53591 

112723 

1 

OJ991215_13.0419.C9.ol.gp 
1 

uC-osflcypl32f03al 
1. .215 



Seq. ID OJ991215_13.0419.C8 

Strand + 

End 8074 

Method TBLASTX : Soybean 

End 7323 

Score 81 

.6446, 6749. .7012, 6774. .7013, 
.7307, 7174. .7311 

Seq. ID OJ991215_13.0419.C8 

Strand + 

End 8074 

Method TBLASTX : Mai ze 

End 7377 

Score 260 

.7262, 7114. .7260, 7261. .7323, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_13.0419.C9 
215 

AAT/GAP 

215 

415 



54397 



GI Descrip. 



»5852170/emb|AL117265. HOST17804 2.0e-27 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53591 

112724 

611 

OJ991215_13.0419.C9.ol.np 
611 

5852181 



Seq. ID OJ991215_13.0419.C9 
Strand 

End 3050 

Method AAT/NAP 

End 3050 

Score 1563 



611.. 685, 931.. 1263, 1817. .2795, 3026. 
(AL117265) zhbOOll.l [Oryza sativa] 



.3050 



53591 
112724 
611 

OJ991215_13.0419.C9.o2.gp 
1576 
701114 
1576. .1909 

5852170/emb|AL117265.1 IOST17804 2.0e-27 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



Seq. ID OJ991215_13.0419.C9 
Strand 

End 3050 

Method AAT/GAP 

End 1909 

Score 653 



53591 

112724 

611 

OJ991215_13.0419.C9.ol.tm 

1900 

none 



Seq. ID OJ991215_13.0419.C9 
Strand 

End 3050 

Method TBLASTX : Mai ze 

End 2433 

Score 126 



1900. .2028, 2131. .2301, 2185. .2301, 2190. .2303, 2192. .2344, 
2309. .2392, 2311. .2433, 2399. .2428 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53592 

112725 

1 

OJ991215_13.0419.C10.ol.np 
1 

5852181 



Seq. ID OJ991215_13. 0419. C10 
Strand 

End 2221 

Method AAT/NAP 

End 2198 

Score 1303 



1..231, 454. .806, 892. .1055, 1082. .1232, 2092. .2198 
(AL117265) zhbOOll.l [Oryza sativa] 



53592 

112725 

1 

OJ991215_13.0419.C10.ol.gs 
11 

none 



Seq. ID OJ991215_13. 0419. C10 
Strand 

End 2221 

Method GEN SCAN 

End 2196 

Score .82 



11. .151, 157. .289, 505. .806, 892. .1055, 1064. .1232, 2092. .219 



Seq. No. 53592 

Gene No. 112725 

Start 1 

Name OJ991215_13 . 04 19 . C10 . ol . gp 

Start 1789 

GI 102_6.R1084 

Exons 1789.. 2198 

GI Descrip. ' 2911068/emb | CAA17530 . 1 1 1.0e-78 (AL021960) GlO-like protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ991215_13. 0419. C10 
Strand 

End 2221 

Method AAT/GAP 

End 2198 

Score 768 



54398 



Seq. ID OJ991215_13. 0419. CIO 
Strand 

2221 



39 

1968. .2012, 2036. .2206, 2040. .2207, 2041. .2199, 2048. .2206 



Seq. No. 53592 

Gene No. 112725 

Start 1 End 

Name OJ991215_13 .0419. CIO . ol . tw Method TBLASTX : Wheat 

Start 1968 End 2207 

GI none Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53592 
112725 
1 

OJ991215 13.0419.C10.ol.ts Method TBLASTX: Soybean 



Seq. ID OJ991215_13. 0419. C10 
Strand 

End 2221 



2039 
none 

2039.. 2206, 2041.. 2199 



End 2206 
Score 221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53592 

112725 

1 



Seq. ID OJ991215_13. 0419. C10 
Strand 

End 2221 



OJ991215 13.0419.C10.ol.tc Method TBLASTX : Cress 



2041 
none 

2041. .2193, 2045. .2194 



End 
Score 



2194 
169 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53592 

112725 

1 



Seq. ID OJ991215_13. 0419. C10 
Strand 

End 2221 



OJ991215 13. 0419. C10. ol. tin Method TBLASTX : Maize 



2041 
none 

2041. .2220, 2045. .2221 



End 2221 
Score 241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53593 

112726 

1359 



Seq. ID OJ991215_13.0419.C11 
Strand + 
End 5364 



OJ991215 13.0419.Cll.o2.np Method AAT/NAP 



1359 End 
5852180 Score 
1359. .1495, 5345. .5364 
(AL117265) zhbOOOlO.l [Oryza sativa] 



5364 
101 



Seq. ID OJ991215_13.0419.C11 
Strand + 

5364 



53593 
112726 

1359 End 
OJ991215_13. 0419. Cll. o2.gp Method AAT/GAP 
1987 End 2080 

35458_1.R1084 Score 101 

1987. .2080 

'3868853/dbj |BAA34247| 1.0e-21 (AB013853) GPI-anchored protein 
[Vigna radiata] ' 



Seq. No. 53593 Seq. ID OJ991215_13 . 04 19 . Cll 

Gene No. 112727 Strand 

Start 1 End 1473 

Name OJ991215_13 . 0419 . Cll .ol .np Method AAT/NAP 

Start 1 " End 722 



54399 




GI 5852181 Score 451 

Exons 1..28, 325.. 549, 629.. 722 

GI Descrip. (AL117265) zhbOOll.l [Oryza sativa] 





Seq. No. 


53593 




Seq. ID 


OJ991215 13.0419.C11 




Gene No. 


112727 




Strand 


- 




Start 


1 




End 


1473 




Name 


OJ991215 13.0419.Cll.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


338 




End 


728 




GI 


none 




Score 


107 




Exons 


"?^Q A A Q AA£ L£A 


A A 1 


"SC. A A R *5 


>icn c,c,A a^o 






621. .728, 622. .726 










Seq. No. 


53593 




Seq. ID 


OJ991215_13.0419.C11 




Gene No. 


112727 




Strand 


- 




Start 


1 




End 


1473 




Name 


OJ991215 13.0419.Cll.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


338 




End 


726 




ul 


none 




Score 


1U1 




Exons 


338. .550, 356. .544, 363. 


.554, 


627. .722, 


630. .722, 631. .726 




Seq. No. 


53593 




Seq. ID 


OJ991215_13.0419.C11 




Gene No. 


112727 




Strand 


- 


VS. 


Start 


1 




End 


1473 


J 


Name 


OJ991215 13.0419.Cll.ol. 


tw 


Method 


TBLASTX: Wheat 


30? 


Start 


338 




End 


530 






none 




Score 






Exons 


338. .529, 363. .530 










Seq. No. 


53593 




Seq. ID 


OJ991215_13.0419.C11 




Gene No. 


112727 




Strand 


- 


J 


Start 


1 




End 


1473 




Name 


OJ991215 13.0419.Cll.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


338 




End 


737 




GI 


none 




Score 


232 




Exons 


338. .550, 356. .547, 363. 


.554, 


618. .737, 


630. .737 




Seq. No. 


53593 




Seq. ID 


OJ991215_13.0419.C11 




Gene No. 


112727 




Strand 






Start 


1 




End 


1473 


— 


Name 


OJ991215 13.0419.Cll.ol. 


gp 


Method 


AAT/GAP 




Start 


362 




End 


1473 




GI 


102 6.R1084 




Score 


867 




Exons 


362.. 549, 629.. 766, 1328 


. .1473 






GI Descrip. 


'2911068/emb | CAA17530.il 


l.Oe 


-78 (AL021960) GlO-like protein 






[Arabidopsis thaliana] ' 










Seq. No. 


53594 




Seq. ID 


OJ991215_13.0419.C12 




Gene No. 


112728 




Strand 


+ 




Start 


62 




End 


1384 




Name 


OJ991215 13.0419.C12.ol. 


np 


Method 


AAT/NAP 




Start 


62 




End 


1384 




GI 


7493532 




Score 


193 




Exons 


62. .175, 290. .453, 542.. 


662, 


1229. .1384 






GI Descrip. 


Trp-Asp repeat protein - 


fission yeast 


(Schizosaccharomyces 



pombe) gi | 5830509 | emb | CABS 4 8 17 . 1 | (AL110506) WD repeat protein 
[Schizosaccharomyces pombe] 



54400 




Seq. No. 


53594 


Seq. ID 


OJ991215_13 


.0419. 


C12 


Gene No. 


112728 


Strand 


+ 










hna 


1 *D O A 

loo4 






Name 


ojyyizlo lj . U4 iy . Clz . ol . gs 


Method 


GENSCAN 






Start 


Q C 
O D 


End 


4 4 9 






bl 


none 


Score 


. 67 






Exons 


oo. .i/o, zyu . . 44 y 










beq. No. 




Seq. ID 


/-\ tAOI *~1 1 C 1*3 

OJ991215 13 


. 0419 . 


C12 


Gene No. 


112728 


Strand 


+ 






Start 


62 


End 


1384 






Name 


OJ991215 13.0419.C12.o2.np 


Method 


AAT/NAP 






btart 


1237 


End 


1384 






bl 


6693030 


Score 


80 






Exons 


1237. .1384 










GI Descrip. 


(AC012375) T22C5.29 [Arabidopsis thaliana] 






Seq. No. 


c *d c a a 


Seq. ID 


OJ991215 13 


0419. 


C13 


Gene No. 


112729 


Strand 


+ 






b tar l 


169 


End 


854 






Name 


OJ991215 13.0419.C13.ol.gs 


Method 


GENSCAN 






Start 


169 


End 


854 






bl 


none 


Score 


. 64 






Exons 


169. .246, 708. .854 










Seq. No. 


53596 


Seq. ID 


OJ991215_13 


0419. 


C14 


Gene No. 


112730 


Strand 








Start 


992 


End 


1072 






Name 


OJ991215 13.0419.C14.ol.gs 


Method 


GENSCAN 






Start 


992 


End 


1072 






bl 


none 


Score 


.58 






Exons 


992. .1072 










Seq. No. 


53597 


Seq. ID 


OJ991215_13. 


0419. 


C16 


Gene No. 


112731 


Strand 










127 


End 


4373 






Name 


OJ991215 13.0419.C16.ol.gs 


Method 


GENSCAN 






btart 


127 


End 


3479 






f T 

bl 


none 


Score 


.48 






Exons 


127. .675, 1753. .1788, 2425.. 


2499, 3079. 


.3210, 3233. 


.3479 


oeq. no. 


53597 


Seq. ID 


OJ991215_13. 


0419. 


C16 


Gene No . 


112731 


Strand 








Start 


127 


End 


4373 






Name 


OJ991215 13.0419.C16.ol.np 


Method 


AAT/NAP 






otart 


1398 


End 


4373 






bl 


6143870 


Score 


291 






Exons 


1398.. 1520, 1753. .1788, 1892 


..1956, 2068. .2146, 2425. .2499, 




3079.. 3222, 3312.. 3543, 4312 


. .4373 








GI Descrip. 


(AC010927) unknown protein [Arabidopsis 


thaliana] 






Seq. No. 


53597 


Seq. ID 


OJ991215_13. 


0419. 


C16 


Gene No. 


112731 


Strand 








Start 


127 


End 


4373 






Name 


OJ991215 13.0419.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


1438 


End 


3214 







54401 




GI 


none 






Score 


68 


Exons 


1438. .1482, 


1445. .1504, 


1750. 


.1818, 1750. .1803, 1828. .1959, 




1883. .I960, 


1894 . .1962, 


1896. 


.1961, 2059.. 2169., 2064.. 2189, 




2067. .2141, 


2069. .2152, 


2422. 


.2502, 2425.. 2502, 3076.. 3210, 




3080. .3211, 


3080. .3214 








Seq. No. 


53598 






Seq. ID 


OJ991215_13.0419.C17 


Gene No. 


112732 






Strand 


+ 


otart 


282 






End 


2723 .. 


Name 


OJ991215 13 


.0419.C17.ol 


.gs 


Method 


GENS CAN 


Start 


282 




End 


2466 


GI 


none 






Score 


.72 


Exons 


282. .370, 375. .498, 906 


..1196, 1297.. 


1403, 1648. .2149, 




Zh 1U . . Z4 bo 










Seq. No. 


53598 






Seq. ID 


OJ991215_13.0419.C17 


Gene No. 


112732 






Strand 


+ 


O Ldl L 


282 






End 


2723 


Name 


OJ991215 13 


.0419.C17.ol 


.np 


Method 


AAT/NAP 


Start 


957 






End 


2723 


GI 


3860273 






Score 


535 


Exons 


yo / . . ii y b, 


iz y./ . . lo4 4 , 


1630. . 


2153, 2655.. 2723 


GI Descrip. 


(AC005824) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


53598 






Seq. ID 


OJ991215_13.0419.C17 


Gene No. 


112732 






Strand 


+ 


Start 


282 






End 


2723 


Name 


OJ991215 13 


.0419.C17.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1017 






End 


1409 


GI 


none 






Score 


48 


Exons 


1017. .1049, 


1148. .1192, 


1152. 


.1196, 1154. .1192, 1283. .1402, 




1284. .1409, 


1297. .1404 








Seq. No. 


53598 






Seq. ID 


OJ991215 13.0419.C17 


bene wo • 


112732 






Strand 


+ 


Start 


282 






End 


2723 


Name 


OJ991215 13 


.0419.C17.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1637 






End 


1993 


GI 


none 






Score 


251 


Exons 


1637. .1798, 


1645. .1800, 


1646. 


.1891, 1937.. 1993 


Seq. No. 


53598 






Seq. ID 


OJ991215 13.0419.C17 


bene wo . 


112732 






Strand 


+ 


Start 


282 






End 


2723 


Name 


OJ991215 13 


.0419.C17.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1679 






End 


2043 


GI 


none 






Score 


239 


Exons 


1679. .1870, 


1682. .1870, 


1862. 


.2041, 1882. .2043, 1882. .2040 


Seq. No. 


53598 






Seq. ID 


OJ991215_13.0419.C17 


Gene No. 


112732 






Strand 


+ 


Start 


282 






End 


2723 


Name 


OJ991215 13 


.0419.C17.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


1989 






End 


2149 


GI 


none 






Score 


198 


Exons 


1989. .2147, 


1993. .2148, 


1994. 


.2149 





54402 



Seq. No. 53599 

Gene No. 112733 

Start 1 

Name OJ991215_13 . 04 19 . C18 . ol . np 

Start 1 

GI 3860273 

Exons 1..49, 421.. 676 

GI Descrip. (AC005824) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991215_13.0419.C18 

Strand + 

End . 706 

Method AAT/NAP 

End 67 6 

Score 195 



Seq. No. 53599 

Gene No. 112733 

Start 1 

Name OJ991215_13 . 0419 . C18 . ol . tw 

Start 459 

GI none 
Exons 



Seq. ID OJ991215_13. 0419. CIS 

Strand + 

End 706 

Method TBLASTX : Wheat 

End 589 

Score 194 



459. .575, 478. .588, 479. .589, 479. .589 



Seq. No. 53599 

Gene No. 112733 

Start 1 

Name OJ991215_13 . 0419.C18 .ol . gs 

Start 478 

GI none 

Exons 478.. 682 



Seq. ID OJ991215_13.0419.C1E 

Strand + 

End 706 

Method GENSCAN 

End 682 

Score .83 



Seq. No. 53599 

Gene No. 112733 

Start 1 

Name OJ991215_13 . 0419.C18 .ol . ts 

Start 478 

GI none 

Exons 478.. 561, 479.. 673, 604.. 675 



Seq. ID OJ991215_13.0419.C18 

Strand + 

End 706 

Method TBLASTX : Soybean 

End 675 

Score 227 



Seq. No. 53599 

Gene No. 112733 

Start 1 

Name OJ991215_13.0419.C18 .ol .tm 

Start 511 

GI none 

Exons 511.. 675, 512.. 706, 515.. 700 



Seq. ID OJ991215_13.0419.C18 

Strand + 

End 706 

Method TBLASTX: Maize 

End 706 

Score 287 



Seq. No. 53600 

Gene No. 112734 

Start 1 

Name OJ991215_13.0419.C21.ol.np 

Start 1 

GI 6759450 

Exons 1..75, 786.. 1256, 1573.. 1851 

GI Descrip. (AL137189) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991215_13.0419.C21 
Strand 

End 1851 

Method AAT/NAP 

End 1851 

Score 774 



Seq. No. 53600 

Gene No. 112734 

Start 1 

Name OJ991215_13.0419.C21 .ol.gs 

Start 459 

GI none 
Exons 



Seq. ID OJ991215_13.0419.C21 
Strand 

End 1851 

Method GENSCAN 

End 1830 

Score . 7 



459. .485, 786. .1256, 1573. .1830 



54403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



53601 

112735 

1895 

OJ991215_13.0419.C22.ol.gp 

1895 

none 

1895. .2295 

53601 

112736 

2403 

OJ991215_13.0419.C22.ol.gs 

2403 

none 

2403. .2856, 3137. .3540 

53601 
112736 
2403 

OJ991215_13.0419.C22.ol.np 
2412 
3183468 



Seq. ID OJ991215_13.0419.C22 

Strand + 

End 2295 

Method AAT/GAP 

End 2295 

Score 798 



Seq. ID OJ991215_13.0419.C22 
Strand 

End 4484 

Method GEN SCAN 

End 3540 

Score . 68 



Seq. ID OJ991215_13.0419.C22 
Strand 

4484 
AAT/NAP 
4484 
498 



End 

Method 
End 
Score 

2412. .2856, 3137. .3204, 3286. .3477, 4400. .4484 
UNDECAPRENYL PYROPHOSPHATE SYNTHETASE (UPP SYNTHETASE) 
( DI -TRANS- POLY-CIS-DECAPRENYLCISTRANSFERASE) (UNDECAPRENYL 
DIPHOSPHATE SYNTHASE) (UDS) gi | 7447510 | pir | | A69881 conserved 
hypothetical protein yluA - Bacillus subtilis 
gi|2634025|emb|CAB13526.1| (Z99112) similar to hypothetical 
proteins [Bacillus subtilis] 



53601 

112737 

5639 

OJ991215_13 . 04 19 . C22 . ol . tm 

2375 

none 



Seq. ID OJ991215_13. 0419.C22 
Strand 

End 638 6 

Method TBLASTX : Mai ze 

End 3517 

Score 144 



2375.-2488, 2406. .2606, 2407. .2532, 2409. .2615, 2598.-2858, 
2610. .2792, 2674. .2847, 3286.-3399, 3286. .3516, 3413. .3517 



53601 

112737 

5639 

OJ991215_13.0419.C22.o2.ts 

2404 

none 



Seq. ID OJ991215_13.0419.C22 
Strand 

End 638 6 

Method TBLASTX : Soybean 

End 2855 

Score 71 



2404. .2595, 2412. .2624, 2589. .2819, 2677. .2820, 2817. .2855 



53601 

112737 

5639 

OJ991215_13.0419.C22.ol.ts 

3163 

none 



Seq. ID OJ991215_13.0419.C22 
Strand 

End 6386 

Method TBLASTX : Soybean 

End 3501 

Score 56 



3163.. 3207, 3172.. 3207, 3272.-3499, 3283.. 3501 

53601 Seq. ID OJ991215_13 . 04 19 . C22 



54404 



Gene No. 112737 Strand 

Start 5639 End 

Name OJ991215_13 . .0419 . C22 . o2 . gs Method 

Start 5639 End 

GI none Score 

Exons 5639.. 5756, 6202.. 6386 



6386 
GEN SCAN 
6386 
.88 



Seq. No. 53602 Seq. ID OJ991215JL3 . 0419 . C23 

Gene No. 112738 Strand + 

Start 3807 End 4374 

Name OJ991215_13 . 04 19 . C23 . ol . gp Method AAT/GAP 

Start 3807 End 4374 

GI 35111_1.R1084 Score 1060 

Exons 3807.. 4374 

GI Descrip. 1 3021344 /emb | CAA06244 | 1.0e-12 (AJ004959) hypothetical protein 
[Cicer arietinum] 1 



Seq. No. 53602 Seq. ID 

Gene No. 112739 Strand 

Start 80 End 

Name OJ991215_13. 0419 . C23 . ol . gs Method 

Start 80 End 

GI none Score 

Exons 80.. 272, 612.. 682, 1001.. 1091, 1757 
2472. .2594, 3023. .3065, 3164. .3477 



OJ991215_13.0419.C23 

3525 
GENSCAN 
3477 
.62 

1893, 2033.. 2111, 



Seq. No. 53602 

Gene No. 112739 

Start 80 

Name OJ991215_13 . 04 19 . C23 . ol . np 

Start 8 6 

GI 7340662 

Exons 86.. 272, 612.. 675, 765. 

2033.. 2099, 2186.. 2305, 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991215 13.0419.C23 



3525 
AAT/NAP 
3525 
799 

891, 1001. .1091, 1416. .1504, 1756. .1872, 
2472. .2596, 2989. .3065, 3164. .3525 
(AL162506) 3-deoxy-D-manno-octulosonic acid transf erase-like 
protein [Arabidopsis thaliana] 



Seq. No. 53602 

Gene No. 112740 

Start 3964 

Name OJ991215_13.0419.C23.ol. tm 

Start 627 

GI , none 
Exons 



Seq. ID OJ991215_13.0419.C23 
Strand 
End 

Method 
End 
Score 



7461 

TBLASTX: Maize 

1095 

60 



627. .692, 628. .684, 762. .911, 770. .913, 771. .908, 808. .921, 
966. .1088, 1000. .1095, 1001. .1066, 1006. .1086 



Seq. No. 


53602 




Seq. ID 


OJ991215_13.0419 


.C23 


Gene No. 


112740 




Strand 






Start 


3964 




End 


7461 




Name 


OJ991215 13 


.0419.C23.o2.ts 


Method 


TBLASTX: Soybean 




Start 


3949 




End 


4356 




GI 


none 




Score 


242 




Exons 


3949. .4356, 


3965. .4354 








Seq. No.. 


53602 




Seq. ID 


OJ991215_13.0419 


.C23 


Gene No. 


112740 




Strand 






Start 


3964 




End 


7461 





54405 



Name 


OJ991215_13 


.0419. 


C23.o2, 


.gs 


Method 


GENSCAN 


Start 


3964 








End 


7439 


GI 


none 








Score 


.87 


Exons 


3964 . .4712, 


a o i r 

4816 . 


. 5002 , 


5115 . 


.5212, 6137.. 6232, 6568.-6675, 




/209 . . /439 












Seq. No. 


C T A O 

53602 








Seq. ID 


OJ991215_13. 0419.C23 


Gene No. 


112/40 








Strand 




Start 


3964 








End 


7461 


Name . 


OJ991215_13 


.0419. 


C23.02. 


.np 


Method 


AAT/NAP 


Start 


396 / 








End 


7435 


GI 


6579208 








Score 


1230 


Exons 


3967 . . 4697, 


4801 . 


.5002, 


5115. 


.5212, 7209.. 7435 


GI Descrip. 


(AC011438) 


T23G1S 


:.9 [Arabidopsis thaliana] 


Seq. No. 


53602 








Seq. ID 


OJ991215_13.0419.C23 


Gene No. 


112740 








Strand 


- 


Start 


3964 








End 


7461 


Name 


OJ991215_l J 


.0419. 


C23.o2, 


.tc 


Method 


TBLASTX: Cress 


Start 


39 /0 








End 


4323 


GI 


none 








Score 


108 


Exons 


o9 /0 . . 4 J2 J, 


409 / . 


.4261 








Seq. No. 


53602 








Seq. ID 


OJ991215_13.0419.C23 


Gene No. 


112740 








Strand 




Start 


3964 








End 


7461 


Name 


OJ991215 13 


. 0419 . 


C23.o2. 


.tm 


Method 


TBLASTX: Maize 


Start 


4120 








End 


4698 


GI 


none 








Score 


168 


Exons 


4120 . . 4407 , 


4435 . 


.4698 








Seq. No. 


53602 








Seq. ID 


OJ991215_13.0419.C23 


Gene No . 


112740 








Strand 




Start 


3964 








End 


7461 


Name 


OJ991215_13 


.0419. 


C23.ol. 


. ts 


Method 


TBLASTX: Soybean 


Start 


4 405 








End 


7461 


GI 


none 








Score 


210 


Exons 


4405 . .4656, 


4 415. 


.4654, 


4429. 


.4656, 4€ 


569. .4713, 4814. .5008, 




4815 . . 5003, 


5092 . 


.5214, 


5115. 


.5213, 7207.. 7461, 7208.. 7450 


Seq. No. 


C O €1 C\ 1 

53602 








Seq. ID 


OJ991215_13.0419.C23 


Gene No . 


112740 








Strand 




Start 


3964 








End 


7461 


Name 


OJ991215_13 


.0419. 


C23.o3. 


.tc 


Method 


TBLASTX: Cress 


Start 


a 

4607 








End 


5210 


GI 


none 








Score 


49 


Exons 


A f~ C\—i A /~ *\ 

4607 . . 4651, 


4 609 . 


.4653, 


4667. 


.4699, 4669. .4713, 4791. .5003, 




4796 . . 5008 , 


r A n 1 

5091 . 


.5210 








Seq. No. 


c o n c\ o 

53602 








Seq. ID 


OJ991215_13.0419.C23 


(jene no . 










Strand 




Start 


3964 








End 


7461 


Name 


OJ991215 13 


.0419. 


C23.ol. 


■ tc 


Method 


TBLASTX: Cress 


Start 


7210 








End 


7461 


GI 


none 








Score 


247 


Exons 


7210. .7461, 


7223. 


.7450 









54406 



Seq. No. 53603 

Gene No. 112741 

Start 431 

Name OJ991215_13 . 0419. C24 . ol . gp 

Start 431 

GI 60013_1.R1084 

Exons 431.. 743 

GI Descrip. ' 5734616/dbj I AP000391. 1 | AP000391 8.0e-61 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID OJ991215_13.0419.C24 
Strand 

End 743 

Method AAT/GAP 

End 74 3 

Score 594 



Seq. No. 


53603 


Seq. ID 


OJ991215 


Gene No. 


112741 


Strand 


- 


Start 


431 


End 


743 


Name 


OJ991215 13.0419.C24.ol.gs 


Method 


GENSCAN 


Start 


435 


End 


543 


GI 


none 


Score 


.94 


Exons 


435. .543 






oeq . no . 


53603 


Seq. ID 


O.TQQ1 91 R 


Gene No. 


112742 


Strand 




Start 


1842 


End 


2069 


Name 


OJ991215 13.0419.C24.o2.gs 


Method 


GENSCAN 


Start 


1842 


End 


2069 


GI 


none 


Score 


.66 


Exons 


1842.. 2069 






Seq. No. 


53603 


Seq. ID 




Gene No. 


112743 


Strand 




Start 


4199 


End 


4618 


Name 


OJ991215 13.0419.C24.ol.np 


Method 


AAT/NAP 


Start 


4199 


End 


4618 


GI 


6539570 


Score 


70 


Exons 


4199.. 4278, 4426.. 4618 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


oeq . jno . 


53604, 


Seq. ID 


OTQQ1 91 R 


Gene No. 


112744 


Strand 


+ 


Start 


88 


End 


829 


Name 


OJ991215 13.0419.C27.ol.gs 


Method 


GENSCAN 


Start 


88 


End 


829 


GI 


none 


Score 


.81 


Exons 


88. .156, 197. .288, 303. .551, 


736. .829 




Seq. No. 


53604 


Seq. ID 


OJ991215 


Gene No. 


112745 


Strand 




Start 


745 


End 


4315 


Name 


OJ991215 13.0419.C27.ol.np 


Method 


AAT/NAP 


Start 


745 


End 


4315 


GI 


5852172 


Score 


128 


Exons 


745. .926, 4258. .4315 






GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sativa] 




Seq. No. 


53605 


Seq. ID 


OJ991215 


Gene No. 


112746 


Strand 


+ 


Start 


857 


End 


955 


Name 


OJ991215 13.0419.C28.ol.gs 


Method 


GENSCAN 


Start 


857 


End 


955 



54407 






GI 


none 








Score 


. 68 




Exons 


857. .955 














Seq. No. 


53605 








Seq. ID 


OJ991215_13.0419.C28 




Gene No. 


112747 








Strand 


+ 




btart 










End 


7063 




Name 


OJ991215 13 


.0419 


.C28.o2 


.gs 


Method 


GENSCAN 




Start 


2384 








End 


7063 




GI 


none 








Score 


.85 




Exons 


2384. .3313, 


3319 


. .3903, 


4036. 


.4081, 4896. .5026, 5425. .5446, 






5544. .5814, 


5867 


. .6014, 


6232. 


.6287, 6330.. 6595, 7008.. 7063 




Seq. No. 


53605 








Seq. ID 


OJ991215_13.0419.C28 




Gene No. 


112747 








Strand 


+ 














End 


7063 




Name 


OJ991215 13 


.0419 


.C28.ol 


.np 


Method 


AAT/NAP 




Start 


2447 








End 


3924 




GI 


3860263 








Score 


1379 




Exons 


2447. .3924 














GI Descrip. 


(AC005824) 


putative cytochrome P450 [Arabidopsis thaliana] 




Seq. No. 


53605 








Seq. ID 


OJ991215_13.0419.C28 




Gene No. 


112747 








Strand 


+ 




Start 


2384 








End 


7063 


s. 3 


Name 




.0419 


.C28.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


2502 








End 


3903 


L ; 3 


GI 


none 








Score 


36 


? ■ s 


Exons 


2502. .2525, 


2537 


. .2932, 


O C O "7 

2537 . 


.2809, 2590. .2910, 2947.. 3165, 


r ^ 




2948. .3235, 


3203 


. .3349, 


TOO A 

3229 . 


.3348, 3349. .3441, 3354. .3440, 


IT* 




3460. .3828, 


3462 


. .3827, 


JOJD. 


.3903, 3855.. 3902 


M 


Seq. No. 


53605 








Seq. ID 


OJ991215_13.0419.C28 




Gene No . 


llz /4 / 








Strand 


+ 




Start 


2384 








End 


7063 


f i 


Name 


OJ991215 13 


.0419 


.C28.o3 


-tc 


Method 


TBLASTX: Cress 


CI 


Start 


2675 








End 


3031 


'~- 


GI 


none 








Score 


156 


r " 

w 


Exons 


2675. .2818, 


2686 


.2823, 


2939. 


.3031 






Seq. No. 


53605 








Seq. ID 


OJ991215_13.0419.C28 


f 1 


Gene No. 


112747 








Strand 


+ 




Start 


2384 








End 


7063 




Name 


OJ991215 13 


.0419 


C28.o2 


. np 


Method 


AAT/NAP 




Start 


2898 








End 


5781 




GI 


3608155 








Score 


149 




Exons 


2898. .2962, 


5493 


.5781 










GI Descrip. 


(AC005314) 


putative pre 


-mRNA 


splicing 


factor RNA helicase 






[Arabidopsis thaliana] 










Seq. No. 


53605 








Seq. ID 


OJ991215_13.0419.C28 




Gene No. 


112747 








Strand 


+ 




Start 


2384 








End 


7063 




Name 


OJ991215 13 


.0419, 


C28.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2938 








End 


3235 




GI 


none 








Score 


134 




Exons 


2938. .3138, 


2938. 


.3234, 


2942. 


.3235 





54408 





Seq. No. 


53605 








Seq. ID 


OJ991215 13.0419 




Gene No. 


112747 








Strand 


+ 




Start 


2384 








End 


7063 




Name 


ATQQ1 01 C 1 "3 




. U^o . Oo 


. tm 


Method 


TBLASTX: Maize 




Start 


2946 








End 


3214 




GI 


none 








Score 


63 




Exons 


2946 . . 2990, 


2947 


. . 3162, 


Oftyl ft 

2948 . 


.3214, 3122.. 3202 




Seq. No. 


53605 








Seq. ID 


OJ991215_13.0419 




Gene No. 


112747 ■ 








Strand 


+ 




Start 


2384 








End 


7063 




Name 


OJyyizio 1j. 


U4 19 


POO _ O 

. C2o . 02 


tc 


Method 


TBLASTX: Cress 




Start 


3032 








End 


3343 




GI 


none 








Score 


206 




Exons 


3032 . . 3256, 


3043 


. . 3165, 


3236 . 


.3343 






Seq. No. 


53605 








Seq. ID 


OJ991215_13.0419 




Gene No. 


112747 








Strand 


+ 




Start 


2384 








End 


7063 




Name 


OJ991215_13. 


0419 


.C28.ol 


tm 


Method 


TBLASTX: Maize 




Start 


3zlo 








End 


3642 




GI 


none 








Score 


205 




Exons 


3215 . . 3349, 


3217 


. . 3372, 


3348 . 


.3440, 3349. .3444, 3362. .3 






3453. . 3641, 


*!) A C A 

3454 


. . 3642 








ej 


Seq. No. 


53605 








Seq. ID 


OJ991215_13 .0419 


s 


Gene No. 


112747 








Strand 


+ 


y 


Start 


2384 








End 


7063 




Name 


OJ991215_13 . 


0419 


.C28 .ol 


tc 


Method 


TBLASTX: Cress 


si 


Start 


3460 








End 


3831 


: H 


GI 


none 








Score 


346 


«. 
J 


Exons 


3460 . . 3831, 


3471 


. . 3818 








y 


Seq. No. 


53605 








Seq. ID 


OJ991215_13.0419 




Gene No. 


112747 








Strand 


+ 




Start 


2384 








End 


7063 




Name 


a thai o 1 rr i -3 

OJ991215 13. 


0419 


. C28 . ol 


tw 


Method 


TBLASTX: Wheat 




Start 


34 95 








End 


3846 




GI 


none 








Score 


552 


-J 


Exons 


3495 . . 3845, 


3496 


. .384 6 










Seq. No. 


53605 








Seq. ID 


OJ991215JL3.0419 




Gene No. 


112747 








Strand 


+ 




Start 


2384 








End 


7063 




Name 


OJyyiziD_i3 . 


U419 


. Czo . Oz 


tm 


Method 


TBLASTX: Maize 




Start 


3658 








End 


3879 




GI 


none 








Score 


363 




Exons 


3658 . . 3879, 


3660 


. . 3878 










Seq. No. 


53605 








Seq. ID 


OJ991215_13.0419 




Gene No . 


~\ *\ OH A1 
XI/. / 4 / 








Strand 


+ 




Start 


2384 








End 


7063 




Name 


OJ991215 13. 


0419 


.C28.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


5564 








End 


5782 




GI 


none 








Score 


181 




Exons 


5564. .5686, 


5572 


. .5685, 


5698. 


.5781, 5699. .5782 



54409 




Seq. No. 


53605 




Seq. ID 


OJ991215 13.0419 


. C28 


Gene No. 


112747 




Strand 


+ 




Start 


2384 




End 


7063 




Name 


OJ991215 13 . 0419 . C28 . o4 . 


. tc 


Method 


TBLASTX: Cress 




Start 


5566 




End 


5782 




GI 


none 




Score 


138 




Exons 


5566.-5688, 5567. .5689, 


5698 . 


.5781, 5699. .5782 




Seq. No. 


53606 




Seq. ID 


OJ991215_13.0419 


. C29 


Gene No . 


112 /4o 




Strand 


+ 




Start 


474 




End 


810 




Name 


OJ991215 13.0419.C29.ol, 


.gs 


Method 


GEN SCAN 




Start 


474 




End 


810 




GI 


none 




Score 


.62 




Exons 


474. .714, 733. .810 











Seq. No. 53607 Seq. ID 

Gene No. 112749 Strand 

Start 228 End 

Name OJ991215_13 . 0419 . C30 . ol . gs Method 

Start 228 End 

GI none Score 

Exons 228.. 397, 1353.. 1420 



OJ991215_13.0419.C30 
+ 

1420 
GEN SCAN 
1420 
.49 



Seq. No. 53608 Seq. ID 

Gene No. 112750 Strand 

Start '681 End 

Name OJ991215_13 .0419. C35 . ol . gs Method 

Start 681 End 

GI none Score 

Exons 681.. 683, 1001.. 1125 



OJ991215_13.0419.C35 
+ 

1125 
GENSCAN 
1125 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53609 Seq. ID OJ991215_13 . 04 19 . C38 

112751 Strand + 

1 End 936 

OJ991215_13.0419.C38.ol.np Method AAT/NAP 

1 End 936 

1709923 Score 341 

1..26, 362. .541, 695.-936 

PHOSPHORIBOSYLGLYCINAMIDE FORMYL TRANSFERASE PRECURSOR (GART) 

(GAR TRANS FORMYLASE) ( 5 1 -PHOSPHORIBOSYLGLYCINAMIDE 

TRANS FORMYLASE) gi | 7433568 | pir | | T11574 phosphoribosylglycinamide 

formyltransferase (EC 2.1.2.2) - cowpea gi | 984818 | gb | AAA75367 . 1 | 

(U30875) glycinamide ribonucleotide transf ormylase (GART) [Vigna 

unguiculata] 



Seq. No. 53609 ^ Seq. ID 

Gene No. 112752 Strand 

Start 1085 End 

Name OJ991215_13 . 0419. C38 . o2 . tm Method 

Start 357 End 

GI none Score 

Exons 357. .518, 362.. 532, 375.. 530 



OJ991215_13.0419.C38 
1707 

TBLASTX: Maize 

532 

238 



Seq. No. 
Gene No. 
Start 



53609 

112752 

1085 



Seq. ID 

Strand 

End 



OJ991215 13.0419.C38 



1707 



54410 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991215_13 . 0419 . C38 . o2 . tc Method 
363 End 
none Score 



TBLASTX: Cress 

823 

251 



363. .545, 363. .518, 374. .547, 692. .823, 693. .821 



53609 

112752 

1085 

OJ991215_13.0419.C38.o2.ts 

363 

none 



Seq. ID OJ991215_13.0419.C38 
Strand 

End 1707 

Method TBLASTX : Soybean 

End 82 9 

Score 250 



363. .545, 363. .521, 395. .556, 443. .541, 692. .829, 693. .821, 
695. .823 



Seq. No. 53609 

Gene No. 112752 

Start 1085 

Name OJ991215_13 . 0419 . C38 . ol . gs 

Start 1085 

GI none 

Exons 1085.. 1642 



Seq. ID OJ991215_13.0419.C38 
Strand 

End 1707 

Method GEN SCAN 

End 1642 

Score .74 



Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



53609 
112752 
1085 

OJ991215_13.0419.C38.o2.np 
1088 
3355308 
1088. .1707 

(AJ009695) wall-associated kinase 4 [Arabidopsis thaliana] 



Seq. ID OJ991215_13.0419.C38 
Strand 

End 1707 

Method AAT/NAP 

End 1707 

Score 378 



53609 

112752 

1085 

OJ991215_13.0419.C38.ol.tm 

1235 

none 



Seq. ID OJ991215_13. 0419.C38 
Strand 

End 1707 

Method TBLASTX : Mai ze 

End 1707 

Score . 65 



1235. .1456, 1265. .1438, 1463. .1705, 1464. .1706, 1501. .1707 



53609 

112752 

1085 

OJ991215_13.0419.C38.ol.tc 

1238 

none 



Seq. ID OJ991215_13.0419.C38 
Strand 

End 1707 

Method TBLASTX : Cress 

End 1706 

Score 85 



1238. .1456, 1239. .1424, 1460. .1705, 1479. .1706 



53609 

112752 

1085 

OJ991215_13.0419.C38.ol.ts 

1394 

none 



Seq. ID OJ991215_13.0419.C38 
Strand 

End 1707 

Method TBLASTX : Soybean 

End 1705 

Score 169 



1394. .1705, 1461. .1694, 1469. .1696 



53609 
112752 



Seq. ID OJ991215_13.0419.C38 
Strand 



54411 



Start 


1085 




End 


1707 








Name 


OJ991215 13 


.0419.C38.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


1460 




End 


1706 








GI 


none 




Score 


77 








Exons 


1460. . 1594 f 


1461. .1595, 1595. 


.1705,- 1596. .1706 








Seq. No. 


53610 




Seq. ID 


OJ991215 


J.3. 


0419. 


C39 


Gene No. 


112753 




Strand 










Start 


1222 




End 


2832 








Name 


OJ991215_13 


-0419.C39.ol.gs 


Method 


GEN SCAN 








Start 


1222 




End ■ 


2832 








GI 


none 




Score 


.5 








Exons 


1222 . . 1343, 


1724 . . 1846, 1994 . 


.2413, 2496.-2832 








Seq. No. 


53611 




Seq. ID 


OJ991215 


_13. 


0419. 


C40 


Gene No. 


112754 




Strand 


+ 








Start 


1 




End 


2544 








Name 


OJ991215_13 


■0419.C40.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


2544 








GI 


5042463 




Score 


196 








Exons 


1 . . 41, 838 . 


.1059, 1745. .1888, 


1934.. 2035, 2506. 


.2544 




GI Descrip. 


(AC007789) 


unknown protein [Oryza sativa] 








Seq. No. 


53611 




Seq. ID 


OJ991215 


_13. 


0419. 


C40 


Gene No. 


112755 




Strand 










Start 


779 




End 


2491 








Name 


OJ991215_13 


.0419.C40.ol.gs 


Method 


GENSCAN 








Start 


779 




End 


2491 








GI 


none 




Score 


.43 








Exons 


779. .1018, 


1811. .1954, 2240.. 


2290, 2471.. 2491 








Seq. No. 


53612 




Seq. ID 


OJ991215 


_13. 


0419. 


C41 


Gene No. 


112756 




Strand 


+ 








Start 


1664 




End 


1806 








Name 


OJ991215 13 


■0419.C41.ol.gs 


Method 


GENSCAN 








Start 


1664 




End 


1806 








GI 


none 




Score 


.69 








Exons 


1664 . . 1806 














Seq. No. 


53612 




Seq. ID 


OJ991215 


_13. 


0419. 


C41 


Gene No. 


112757 




Strand 


+ 








Start 


3890 




End 


4351 








Name 


OJ991215_13 


.0419.C41.o2.gs 


Method 


GENSCAN 








Start 


3890 




End 


4351 








GI 


none 




Score 


.43 








Exons 


3890. . 4351 














Seq. No. 


53612 




Seq. ID 


OJ991215_ 


_13. 


0419. 


C41 


Gene No. 


112758 




Strand 










Start 


9186 




End 


10387 








Name 


OJ991215 13 


■0419.C41.ol.np 


Method 


AAT/NAP 








Start 


9186 




End 


10387 








GI 


6587817 




Score 


726 








Exons 


9186. .10387 














GI Descrip. 


(AC010924) Contains similarity to gb|AJ009696 wall- 


associated 




kinase 1 from Arabidopsis thaliana and 


contains 


a protein kinas 



PF| 00069 domain. 



54412 



Seq. No. 


53612 




Seq. ID 


OJ991215_13.0419 


.C41 


Gene No . 


llZ /DO 




Strand 






Start 


9186 




End 


10387 




Name 


OJ991215 13. 


0419.C41.ol.tm 


Method 


TBLASTX: Maize 




Start 


9327 




End 


10283 




GI 


none 




Score 


135 




Exons 


9327. .9482, 


9573.. 9890, 9576. 


.9875, 9908.. 10093, 9909.. 


10103, 




9909. .10118, 


9925.. 10116, 10071.. 10283 


, 10099. .10212 




Seq. No. 


53612 




Seq. ID 


OJ991215_13.0419 


.C41 


Gene No . 


11Z / DO 




Strand 






Start 


9186 




End 


10387 




Name 


OJ991215 13. 


0419.C41.ol.tc 


Method 


TBLASTX : Cress 




Start 


9351 




End 


10283 




GI 


none 




Score 


150 




Exons 


9351. .9476, 


9498.. 9899, 9579. 


.9890, 9911.. 10063, 9914.. 


10045, 




9915. .10112, 


9919. .10101, 10113. .10283 






Seq. No. 






Seq. ID 


OJ991215_13.0419 




Gene No. 


112758 




Strand 






Start 


9186 




End 


10387 




Name 


OJ991215 13. 


0419.C41.o2. tw 


Method 


TBLASTX: Wheat 




Start 


9567 




End 


9839 




GI 


none 




Score 


69 




Exons 


9567. .9707, 


9711.. 9839, 9724. 


.9837 






Seq. No. 


53612 




Seq. ID 


OJ991215_13.0419 


.C41 


Gene No. 


112758 




Strand 






Start 


9186 




End 


10387 




Name 


OJ991215 13. 


0419.C41.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9576 




End 


10347 




GI 


none 




Score 


111 




Exons 


9576. .9902, 


9579.. 9890, 9915. 


.10094, 9982. .10083, 10113 


. .10262, 




10124. .10192 


, 10210. .10347 








Seq. No. 


53612 




Seq. ID 


OJ991215_13.0419 


.C41 


Gene No . 


112758 




Strand 






Start 


9186 




End 


10387 




Name 


OJ991215 13. 


0419.C41.ol.tw 


Method 


TBLASTX: Wheat 




Start. 


9840 




End 


10260 




GI 


none 




Score 


181 




Exons 


9840. .9899, 


9903.. 10112, 9904 


. .10119, 


10075. .10257, 






10113. .10256, 10123. .10260 








Seq. No. 


53613 




Seq. ID 


OJ991215_13.0419 




Gene No. 


112759 




Strand 


+ 




Start 


2234 




End 


2610 




Name 


OJ991215 13. 


0419.C42.o2.gs 


Method 


GENSCAN 




Start 


2234 




End 


2610 




GI 


none 




Score 


.61 




Exons 


2234. .2434, 


2503. .2610 








Seq. No. 


53613 




Seq. ID 


OJ991215_13.0419 


.C42 


Gene No. 


112760 




Strand 


+ 




Start 


3710 




End 


4694 




Name 


OJ991215 13. 


0419.C42.o3.gs 


Method 


GENSCAN 





54413 




Start 


3710 


End 


4694 


GI 


none 


Score 


.42 


Exons 


3710. .4601, 4626.-4694 






Seq. No. 


53613 


Seq. ID 


OJ991215_13.0419.C42 


Gene No. 


112761 


Strand 




Start 


513 


End 


4114 


Name 


OJ991215 13.0419.C42.ol.gs 


Method 


GEN SCAN 


Start 


513 


End 


1705 


GI 


none 


Score 


.93 


Exons 


513. .662, 814. .1705 






Seq. No. 


53613 


Seq. ID 


OJ991215_13.0419.C42 


Gene No. 


112761 


Strand 




Start 


513 


End 


4114 


Name 


OJ991215 13.0419.C42.o2.np 


Method 


AAT/NAP 


Start 


553 


End 


1705 


GI 


4826399 


Score 


229 


Exons 


553.-662, 814. .1321, 1360.. 


1705 




GI Descrip. 


(AJ012423) wall-associated 


kinase 2 [Arabidopsis thaliana] 


Seq. No. 


53613 


Seq. ID 


OJ991215_13.0419.C42 


Gene No. 


112761 


Strand 




Start 


513 


End 


4114 


Name 


OJ991215 13-0419. C42.ol.tm 


Method 


TBLASTX: Maize 


Start 


1466 


End 


4114 


GI 


none 


Score 


35 



n Exons 1466.. 1612, 3695.. 3715, 3759.. 3851, 3776.. 3829, 3853.-3927, 

r~| 3854.. 3931, 3928.. 4110, 3935.. 4114 





Seq. No. 


53614 


Seq. ID 


OJ991215_13.0419.C43 




Gene No. 


112762 


Strand 


+ 




Start 


1 


End 


2017 




Name 


OJ991215 13.0419.C43.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2017 




GI 


6665543 


Score 


689 




Exons 


1..887, 1992.. 2017 








GI Descrip. 


(AC013289) putative protein 


kinase [Arabidopsis thaliana] 




Seq. No. 


53614 


Seq. ID 


OJ991215_13.0419.C43 




Gene No. 


112762 


Strand 


+ 




Start 


1 


End 


2017 




Name 


OJ991215 13-0419. C43.ol.gs 


Method 


GENSCAN 




Start 


78 


End 


977 




GI 


none 


Score 


.62 




Exons 


78. .977 








Seq. No. 


53614 


Seq. ID 


OJ991215_13.0419.C43 




Gene No. 


112763 


Strand 






Start 


2054 


End 


2351 




Name 


OJ991215 13.0419.C43.ol.tc 


Method 


TBLASTX: Cress 




Start 


3 


End 


809 




GI 


none 


Score 


302 




Exons 


3. .251, 44.-232, 267. .611, 


275. .571, 


618. .809 




Seq. No. 


53614 


Seq. ID 


OJ991215_13.0419.C43 




Gene No. 


112763 


Strand 





54414 



# • 



Start 


2054 










End 


2351 




Name 


OJ991215 13 


.0419 


.C43.ol. 


ts 




Method 


TBLASTX: Soybean 




Start 


3 










End 


656 




GI 


none 










Score 


82 




Exons 


3. .80, 72.. 


251, 


107. .241 


, 255 


..656, 275. .595 




Seq. No. 


53614 










Seq. ID 


OJ991215_13.0419 


.C43 


Gene No. 


112763 










Strand 






Start 


2054 










End 


2351 




Name 


OJ991215 13 


.0419 


,C43.ol. 


tw 




Method 


TBLASTX: Wheat 




Start 


3 










End 


326 




GI 


none 










Score 


370 




Exons 


3. .254, 44. 


.253, 


120. .257, 


260. .325, 261. .326 




Seq. No. 


53614 










Seq. ID 


OJ991215_13.0419 


.C43 


Gene No. 


112763 










Strand 






Start 


2054 










End 


2351 




Name 


OJ991215 13 


.0419 


,C43.ol. 


tm 




Method 


TBLASTX: Maize 




Start 


9 










End 


809 




GI 


none 










Score 


291 




Exons 


9. .251, 62. 


.241, 


276. .611, 


290. .595, 618. .809 




Seq. No. 


53614 










Seq. ID 


OJ991215_13. 0419 


.C43 


Gene No. 


112763 










• Strand 






Start 


2054 










End 


2351 




Name 


OJ991215 13 


.0419 


.C43.o2. 


tw 




Method 


TBLASTX: Wheat 




Start 


327 










End 


599 




GI 


none 










Score 


125 




Exons 


327. .446, 329. .442, 458. 


.598, 


459. .599 






Seq. No. 


53614 










Seq. ID 


OJ991215_13.0419 


.C43 


Gene No. 


112763 










Strand 






Start 


2054 










End 


2351 




Name 


OJ991215 13 


.0419 


,C43.o2. 


gs 




Method 


GEN SCAN 




Start 


2054 










End 


2212 




GI 


none 










Score 


.47 




Exons 


2054. .2212 
















Seq. No. 


53614 










Seq. ID 


OJ991215_13.0419 


.C43 


Gene No. 


112763 










Strand 






Start 


2054 










End 


2351 




Name 


OJ991215 13 


.0419 


.C43.o2. 


tm 




Method 


TBLASTX: Maize 




Start 


2060 










End 


2351 




GI 


none 










Score 


96 




Exons 


2060. .2158, 


2153 


. .2350, 


2154. 


.2351 






Seq. No. 


53615 










Seq. ID 


OJ991215_13.0419 


.C44 


Gene No. 


112764 










Strand 


+ 




Start 


1334 










End 


8401 




Name 


OJ991215 13 


.0419 


.C44.ol. 


gs 




Method 


GENSCAN 




Start 


1334 










End 


8401 




GI 


none 










Score 


.81 




Exons 


1334. .1456, 


2742 


. .2836, 


2936. 


.3789, 5225. .5353, 5875. .6015, 




7188. .8401 
















Seq. No. 


53615 










Seq. ID 


OJ991215_13.0419 


.C44 


Gene No. 


112764 










Strand 


+ 





54415 




Start 


1334 


End 8401 




Name 


OJ991215 13.0419.C44.ol.np 


Method AAT/NAP 




Start 


2902 . 


End 8398 




GI 


4826399 


Score 94 5 




Exons 


2902.. 3641, 3671.. 3789, 5225.. 5349, 6951.. 7026, 


7239. .8398 


GI Descrip. 


(AJ012423) wall-associated 


kinase 2 [Arabidopsis 


thaliana] 


Seq. No. 


53615 


Seq. ID OJ991215_ 


13.0419.C44 


Gene No. 


112765 


Strand + 




Start 


14092 


End 19329 




Name 


OJ991215 13.0419.C44.o3.gs 


Method GEN SCAN 




Start 


14092 


End 19329 




GI 


none 


Score .76 




Exons 


14092. .14158, 14332. .14550, 


15126. .15230, 18691. 


.18789, 




19214. .19329 






Seq. No. 


53615 


Seq. ID OJ991215_ 


13.0419.C44 


Gene No. 


112765 


Strand + 




Start 


14092 


End 19329 




Name 


OJ991215 13.0419.C44.o3.np 


Method AAT/NAP 




Start 


17818 


End 19123 




GI 


6815099 


Score 93 




Exons 


17818. .17899, 19007. .19123 






GI Descrip. 


(AP001081) hypothetical protein [Oryza sativa] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 



53615 Seq. ID 

112766 Strand 
554 End 
OJ991215_13.0419.C44.o2.np Method 
554 End 
6175155 Score 
554. .668, 9289. .9331, 18703. .18833 

(AC010796) putative protein kinase [Arabidopsis thaliana] 



OJ991215_13.0419.C44 

"18833 
AAT/NAP 
18833 
33 



53615 Seq. ID 

112766 Strand 

554 End 

OJ991215_13 . 04 19 . C44 . ol . tc Method 

2977 End 

none Score 



OJ991215_13.0419.C44 
18833 

TBLASTX: Cress 

8224 

112 



2977. .3057, 3723. .3788, 5284. .5352, 5946. .6005, 7262.-7474, 
7475.-7672, 7486. .7656, 7688. .8014, 7699.-7866, 7912. .7995, 
8105. .8224 



Seq. No. 53615 Seq. ID OJ991215_13.0419-.C44 

Gene No. 112766 Strand 

Start 554 End 18833 

Name OJ9912 15_13 . 04 19 . C4 4 . ol . ts Method TBLASTX : Soybean 

Start 7264 End 8014 

GI none Score 67 

Exons 7264. .7377, 7286. .7348, 7324. .7548, 7493.-7672, 7528.-7656, 

7532.-7675, 7533.-7679, 7685. .8014, 7711. .7866, 7912. .8013 



Seq. No. 53615 

Gene No. 112766 

Start 554 

Name OJ991215 13 . 0419 -C44 . ol . tm 



Seq. ID OJ991215_13.0419.C44 
Strand 

End 18833 

Method TBLASTX : Mai ze 



54416 






Start 


7271 








End 


8224 




GI 


none 








Score 


118 




Exons 


7271. .7534, 


7375. 


.7467, 


7469. 


.7690, 7474.. 7659, 7697.. 8011, 






7711. .7854, 


7912. 


.8010, 


8105. 


.8224 






Seq. No. 


53615 








Seq. ID 


OJ991215_13.0419.C44 




Gene No. 


112766 








Strand 








CCA 
J J4 








End 


18833 




Name 


OJ991215 13 


.0419. 


C44.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


7330 








End 


7747 




GI 


none 








Score 


56 




Exons 


7330. .7473, 


7330. 


.7512, 


7331. 


.7474, 7474.-7674, 7475.. 7678, 






7481. .7675, 


7489. 


.7680, 


7569. 


.7682, 7676.-7747, 7687.. 7740 




Seq. No. 


53615 








Seq. ID 


OJ991215 13.0419.C44 




i^ene no . 


1 1 OTCC 








Strand' 






Start 


554 








End 


loo o 3 




Name 


OJ991215 13 


.0419. 


C44.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7748 








End 


8014 




GI 


none 








Score 


119 




Exons 


7748. .7876, 


7880. 


.8014, 


7912. 


.8013 






Seq. No. 


53615 








Seq. ID 


OJ991215_13.0419.C44 




Lxene no . 


i i o n £ c 
11Z / DO 








Strand 






Start - 


554 








End 


18833 




Name 


OJ991215 13 


.0419. 


C44.o2. 


gs 


Method 


GENS CAN 




Start 


9065 








End 


12160 


i y 


GI 


none 








Score 


.71 




Exons 


9065. .9287, 


10527 


. .10634 


, 11890. .11992 


, 12007.. 12160 


f j 

a; 


Seq. No. 


53616 








Seq. ID 


OJ991215_13.0419.C45 




Gene No. 


112767 








Strand 






Of 3 

ouar t. 


1 ROT 








End 


6110 


£ 


Name 


OJ991215 13 


.0419. 


C45.ol. 


gs 


Method 


GENS CAN 


f ^ 


Start 


1527 






End 


6110 


^ J 


GI 


none 








Score 


.83 


: r 


Exons 


1527. .2615, 


2707. 


.2770, 


2847. 


.2965, 3051.. 3122, 3321.. 3431, 


W 




5164. .5325, 


5625. 


.5717, 


6009. 


.6110 






Seq. No. 


53616 








Seq. ID 


OJ991215_13.0419.C45 




Gene No. 


112767 








Strand 






Of 2 —J- 

OCdit 


1 ROT 








End 


6110 




Name 


OJ991215 13 


.0419. 


C45.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2478 








End 


3089 




GI 


none 








Score 


95 




Exons 


2478. .2615, 


2482. 


.2616, 


2707. 


.2769, 2846. .2965, 2849. .2965, 






3048. .3089 














Seq. No. 


53616 








Seq. ID 


OJ991215_13.0419.C45 




uene no . 


1 1 OT^l 
11^ /Of 








Strand 






Start 


1527 








End 


6110 




Name 


OJ991215 13 


0419. 


C45.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2847 








End 


3129 




GI 


none 








Score 


103 




Exons 


2847. .2966, 


2849. 


.2965, 


3048. 


.3125, 3048.. 3128, 3061.. 3129 




Seq. No. 


53617 








Seq. ID 


OJ991215_13.0419.C46 



54417 






Gene No . 


1 1 O *7 C O 

1 1Z 1 DO 


btrana 








Start 


296 


End 


2337 






Name 


OJ991215 13.0419.C46.ol.gs 


Method 


GENSCAN 






Start 


296 


End 


2337 






GI 


none 


Score 


.77 






Exons 


296. .646, 1014. .1225, 1389. 


,.1677, 2249 


. .2337 






Seq. No. 


53617 


Seq. ID 


OJ991215_13.0419. 


C4 6 




Gene No. 


112768 


Strand 








Start 




bna 


Z J J / 






Name 


OJ991215 13.0419.C46.ol.tm 


Method 


TBLASTX: Maize 






Start 


983 


End 


1676 






GI 


none 


Score 


107 






Exons 


983. .1132, 984. .1145, 1122. 


,.1208, 1160 


..1225, 1416. .1514 


r 






1623. .1676 










Seq. No. 


53618 


Seq. ID 


OJ991215_13.0419. 


C48 




Gene No. 


11Z / by 


btrana 


+ 






Start 


876 


End 


1619 






Name 


OJ991215 -13.0419.C48.ol.gs 


Method 


GENSCAN 






Start 


876 


End 


1455 






GI 


none 


Score 


.77 






Exons 


876. .1455 








n 

"3 S* 
t ^ 


Seq. No. 


53618 


Seq. ID 


OJ991215_13.0419. 


C48 


t: ss- 


Gene No. 


112769 


Strand 


+ 






o tart 


876 


End 


1619 




a 


Name 


OJ991215 13.0419.C48.o2.np 


Method 


AAT/NAP 




f 1 


Start 


1194 


End 


1619 




: a 
L iJ 


GI 


4680199 


Score 


210 






Exons 


1194. .1455, 1546. .1619 








\ J 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq- No. 


53618 


Seq. ID 


OJ991215_13.0419. 


C48 




Gene No. 


112770 


Strand 






V 5 


Q 4- -j -.4- 

o tar t 


1 


End 


1211 






Name 


OJ991215 13.0419.C48.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1211 




w 


GI 


91210 


Score 


108 




C3 


Exons 


1..320, 859. .1211 










GI Descrip. 


proline-rich protein MP3 - 


mouse (fragment) 






Seq. No. 


53618 


Seq. ID 


OJ991215_13.0419. 


C48 




Gene No . 


112771 


Strand 








Start 


1152 


End 


1615 






Name 


OJ991215 13.0419.C48.ol.tw 


Method 


TBLASTX: Wheat 






Start 


1152 


End 


1457 






GI 


none 


Score 


332 






Exons 


1152. .1457, 1198. .1449, 1211. .1456, 1335. .1457 






Seq. No. 


53618 


Seq. ID 


OJ991215_13.0419. 


C48 




Gene No. 


112771 


Strand 








Start 


1152 


End 


1615 






Name 


OJ991215 13.0419.C48.ol.tm 


Method 


TBLASTX: Maize 






Start 


1164 


End 


1421 






GI 


none 


Score 


201 






Exons 


1164. .1421, 1319. .1405 









54418 



Seq. No. 


C "3 C 1 O 






beq. IU 


n TQQ1 01 c; 1*3 fl/MQ 


C A Q 


Gene No. 


112771 






Strand 






Start 


1152 






End 


1615 




Name 


OJ991215 13. 


0419. 


C48.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1194 






End 


1615 




GI 


none 






Score 


172 




Exons 


1194. .1457, 


1571. 


.1615 








Seq. No. 








beq. IU 


atqq'1 01 iq n / 1 q 


C A Q 


Gene No. 


112772 






Strand 


+ ~~ 




Start 


148 






End 


771 




Name 


OJ991215 13. 


0419. 


C49.ol.tw 


Method 


TBLASTX: Wheat 




Start 


60 






End 


439 




GI 


none 






Score 


120 




Exons 


60. .140, 61. 


.177, 


154. .438, 


228. .425, 


257. .439 




Seq. No. 








Oa« X Pi 

beq. iu 


A TQQ1 01 R 1*5 d A 1 Q 


* Ufi y 


Gene No. 


112772 






Strand 


+ ~~ 




Start 


148 






End 


771 




Name 


OJ991215 13. 


0419. 


C49.ol.gs 


Method 


GENSCAN 




Start 


148 






End 


726 




GI 


none 






Score 


.99 




Exons 


148. .726 












Seq. No. 


53619 






Seq. ID 


OJ991215_13.0419 


.C49 


Gene No. 


112772 






Strand 


+ 




Start 


148 






End 


771 




Name 


OJ991215 13. 


0419. 


C4 9.ol.np 


Method 


AAT/NAP 




Start 


148 






End 


771 




GI 


6630696 






Score 


960 





Exons 148.. 771 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



=7 Seq. No. 53619 Seq. ID 

f ~ Gene No. 112772 Strand 

J Start 148 End 

□ Name OJ991215_13. 0419.C4 9.ol.tm Method 

□ Start 190 End 
GI none Score 
Exons 190.. 498, 229.. 495, 237.. 500 



OJ991215_13.0419.C49 
+ 

771 

TBLASTX: Maize 

500 

302 



Seq. No. 53620 Seq. ID 

Gene No. 112773 Strand 

Start 567 End 

Name OJ991215JL3 . 0419. C51 . ol . gs Method 

Start 567 End 

GI none Score 

Exons 567.. 584, 1181.. 1351 



OJ991215_13.0419.C51 
+ 

1402 
GENSCAN 
1351 
.43 



Seq. No. 53620 Seq. ID 

Gene No. 112773 Strand 

Start 567 End 

Name OJ991215_13 .0419. C51 . ol . np Method 

Start 871 End 



OJ991215_13.0419.C51 
+ 

1402 

AAT/NAP 

1402 



54419 



GI 


7340924 




Score 


85 








Exons 


871. .940, 1229. .1402 














GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


53621 




Seq. ID 


OJ991215 


_13 


. 0419 


. C52 


Gene No. 


112774 




Strand 










Start 


1605 




End 


2836 








Name 


OJ991215_13 . 0419. C52 . ol 


gs 


Method 


GEN SCAN 








Start 


1605 




End 


2836 








GI 


none 




Score 


. 44 








Exons 


1605. .1685, 2354. .2472, 


2731. 


.2836 










Seq. No. 


53622 




Seq. ID 


OJ991215 


_13 


. 0419 


. C53 


Gene No. 


112775 




Strand 










Start 


779 




End 


837 








Name 


OJ991215_13 . 0419.C53. ol 


gs 


Method 


GENSCAN 








Start 


779 




End 


837 








GI 


none 




Score 


. 56 








Exons 


779. . 837 














Seq. No. 


53623 




Seq. ID 


OJ991215 


13 


0419 


. C54 


Gene No . 


112776 




Strand 


+ 








Start 


1503 




End 


1867 








Name 


OJ991215 13.0419.C54.o2 


gp 


Method 


AAT/GAP 








Start 


1503 




End 


1867 








GI 


uC-osflcypl08al0bl 




Score 


671 








Exons 


1503. .1867 














GI Descrip. 


'5803242/dbj IAP000399.1 


AP000399 l.Oe- 


39 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0535G04 1 










Seq. No. 


53623 




Seq. ID 


OJ991215 


_13 


0419 


.C54 


Gene No. 


112777 




Strand 


+ 








Start 


3890 




End 


4362 








Name 


OJ991215 13.0419.C54.o4. 


gp 


Method 


AAT/GAP 








Start 


3890 




End 


4362 








GI 


none 




Score 


742 








Exons 


3890. .4362 














Seq. No. 


53623 




Seq. ID 


OJ991215 


_13 


0419 


.C54 


Gene No. 


112778 




Strand 










Start 


3463 




End 


3635 








Name 


OJ991215 13.0419.C54.o2. 


gs 


Method 


GENSCAN 








Start 


3463 




End 


3635 








GI 


none 




Score 


. 79 








Exons 


3463. .3635 














Seq. No. 


53624 




Seq. ID 


OJ991215_ 


_13. 


0419 


.C55 


bene no . 


112779 




Strand 










Start 


175 




End 


2487 








Name 


OJ991215 13.0419.C55.ol. 


np 


Method 


AAT/NAP 








Start 


175 




End 


2397 








GI 


7486830 




Score 


512 








Exons 


175.. 440, 523.. 694, 785. 


.910, 


1831. .2397 









GI Descrip. hypothetical protein T10I14.190 - Arabidopsis thaliana 
gi|2832686|emb|CAA16786.1| (AL021712) putative protein 
[Arabidopsis thaliana] gi | 7269082 | emb | CAB79191 . 1 | (AL161557) 
putative protein [Arabidopsis thaliana] 



54420 




Seq. No. 


53624 




Seq. ID 


OJ991215_13 . 0419.C55 


Gene No . 


112779 




Strand 




Start 


175 




End 


2487 


Name 


OJ991215 13.0419.C55.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


232 




End 


919 


GI 


none 




Score 


144 


Exons 


232. .420, 242.-436, 244 


. .438, 


244 . . 315, 


263. .487, 515. .709, 




524. .709, 542. .697, 778 


. .858, 


782 . . 919, 


786. .899 


Seq. No. 


53624 




Seq. ID 


OJ991215_13.0419.C55 


Gene No. 


112779 




Strand 




Start 


175 




End 


2487 


Name 


OJ991215 13.0419.C55.ol 


.gs 


Method 


GENSCAN 


Start 


244 




End 


2397 


GI 


none 




Score 


.89 


Exons 


244. .440, 523. .694, 785 


. .896, 


1790. .2397 


Seq. No. 


53624 




Seq. ID 


OJ991215_13.0419.C55 


Gene No. 


112779 




Strand 




Start 


175 




End 


2487 


Name 


OJ991215 13.0419.C55.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


244 




End 


832 


GI 


none 




Score - 


66 


Exons 


244. .345, 244. .399, 244 


. .315, 


263. .352, 


530. .697, 530. .697, 




644. .697, 782. .832 








Seq. No. 


53624 




Seq. ID 


OJ991215_13.0419.C55 


Gene No . 


112779 




Strand 




Start 


175 




End 


2487 


Name 


OJ991215 13.0419.C55.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


244 




End 


904 


GI 


none 




Score 


107 


Exons 


244. .315, 306. .407, 522 


. 695, 


526. .687, 


530. .709, S33..697, 




782. .904, 786. .890 








Seq. No. 


53624 




Seq. ID 


OJ991215_13.0419.C55 


Gene No. 


112779 




Strand 




Start 


175 




End 


2487 


Name 


OJ991215 13.0419.C55.ol 


gp 


Method 


AAT/GAP 


Start 


2038 




End 


2487 


GI 


none 




Score 


850 


Exons 


2038. .2487 








Seq. No. 


53625 




Seq. ID 


OJ991215_13.0419.C56 


Gene No. 


112780 




Strand 


+ 


Start 


1227 




End 


6823 


Name 


OJ991215 13.0419.C56.ol 


gs 


Method 


GENSCAN 


Start 


1227 




End 


6506 


GI 


none 




Score 


.53 


Exons 




zoo± . 


.2956, 4811.. 5022, 5226.. 5510, 




5606. .5972, 6066. .6276,. 


6369. 


.6506 




Seq. No. 


53625 




Seq. ID 


OJ991215_13.0419.C56 


Gene No. 


112780 




Strand 


+ 


Start 


1227 




End 


6823 


Name 


OJ991215 13.0419.C56.ol. 


np 


Method 


AAT/NAP 



54421 




Start 4818 End 6503 

GI 2754849 Score 1711 

Exons 4818.. 5022, 5226.. 5510, 5606.. 5972, 6066.. 6276, 6369.. .6503 

GI Descrip. (AF039000) putative serine-glyoxylate aminotransferase 
[Fritillaria agrestis] 

Seq. No. 53625 Seq. ID OJ991215_13 . 0419 . C56 

Gene No. 112780 Strand + 



Start 


1227 






End 6823 


Name 


OJ991215 13 


.0419. 


C56 . ol . gp 


Method AAT/GAP 


Start 


5425 ' 






End 6823 


GI 


413 3.R1084 






Score 2127 


Exons 


5425. .5510, 


5606. 


.5972, 6066. 


.6276, 6369. .6823 


GI Descrip. 


'2754849 1. 


Oe-133 (AF039000) 


putative serine-glyoxylate 




aminotransferase 


[Fritillaria 


agrestis] 1 


Seq. No. 


53625 






Seq. ID OJ991215_13.0419.C56 


Gene No. 


112781 






Strand + 


Start 


8701 






End 11452 


Name 


OJ991215 13 


.0419. 


C56.o3.gs 




Start 


8701 






End 11452 


GI 


none 






Score . 6 


Exons 


8701. .8856, 


9377. 


.9414, 9431. 


.9700, 10032. . 10230, 10549.. 10 




10964. .11163, 11370. .11452 




Seq. No. 


53625 






Seq. ID OJ991215_13.0419.C56 


Gene No. 


112782 






Strand 


Start 


7243 






End 7659 


Name 


OJ991215 13 


.0419. 


C56.o2.tm 


Method TBLASTX : Maize 


Start 


4102 








GI 


none 






Score 72 


Exons 


4102. .4146, 


4103. 


.4150, 4104. 


.4148, 4108. .4152, 4808. .4978, 




4809. .4985, 


4814. 


.4987, 5224. 


.5346, 5225. .5347 


Seq. No. 


53625 






Seq. ID OJ991215_13.0419.C56 


Gene No. 


112782 






Strand 


Start 


7243 






End 7 659 


Name 


OJ991215 13 


.0419. 


C56.ol.tc 


Mpthod TRT.A^TX * Cr&^<* 


Start 


4811 






End 6509 


GI 


none 






Score 262 


Exons 


4811. .4978, 


4812. 


.4985, 4820. 


.4987, 5224.. 5358, 5225.. 5509, 




5431. .5508, 


5598. 


.5840, 5605. 


.5985, 5613. .5987, 6063. .6185, 




6064. .6279, 


6169. 


.6276, 6368. 


.6502, 6378.. 6509 


Seq. No. 


53625 






Seq. ID OJ991215_13.0419.C56 


Gene No. 


112782 






Strand 


Start 


7243 






End 7659 


Name 


OJ991215 13 


.0419. 


C56.o2. tw 


Method TBLASTX : Wheat 


Start 


4814 






End 5431 


GI 


none 






Score 273 


Exons 


4814. .4978, 


4821. 


.4985, 5224. 


.5358, 5225. .5431 


Seq. No. 


53625 






Seq. ID OJ991215_13.0419.C56 


Gene No. 


112782 






Strand 


Start 


7243 






End 7 659 


Name 


OJ991215 13 


.0419. 


C56.ol.ts 


Method TBLASTX : Soybean 


Start 


4820 






End 6518 



54422 



GI 

Exons 



none Score 254 

4820. .4978, 4821. .4985, 5224. .5358, 5225. .5509, 5416. .5508, 

5605. .5985, 5616. .5996, 6063. .6191, 6064. .6279, 6240. .6275, 

6368.. 6511, 6378.. 6518 



Seq. No. 53625 Seq. ID 

Gene No. 112782 Strand 

Start 7243 End 

Name OJ991215_13 . 04 1 9 . C5 6 . ol . tm Method 

Start 5.348 End 

GI none Score 
Exons 



OJ991215_13.0419.C56 
7659 

TBLASTX: Maize 

6448 

92 



5348. .5419, 5416. .5499, 5420. .5509, 5601. .5987, 5605. .5985, 
6063. .6191, 6064. .6279, 6064. .6276, 6240. .6278, 6288. .6431, 
6368. .6448, 6378. .6446 



Seq. No. 53625 

Gene No. 112782 

Start 7243 

Name OJ991215_13 . 04 19 . C56 . ol . tw 

Start 5856 

GI none 

Exons 5856.. 6077, 5857.. 5973, 6063.. 6191, 6064.. 6228, 6232 
6235. .6279, 6240. .6278, 6327. .6446, 6368. .6418, 6378 



Seq. ID OJ991215_13.0419.C56 
Strand 

End 7659 
Method TBLASTX : Wheat 
End 6446 
Score 170 

6276, 
6446 



In 



^ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ991215 13.0419.C56 



53625 Seq. ID 

112782 Strand 

7243 End 7659 

OJ991215_13 . 04 19 . C56 . o2 . np Method AAT/NAP 

7234 End 7650 

7486422 Score 295 
7234. .7650 

hypothetical protein F4I1.12 - Arabidopsis thaliana 
gi!3128177|gb|AAC16081.1| (AC004521) unknown protein 
[Arabidopsis thaliana] 





Seq. No. 


53625 








Seq. ID 


u 


Gene No. 


112782 








Strand 




Start 


7243 








End 


%2 


Name 


OJ991215 13 


.0419 


.C56.o2 


.gs 


Method 


Q 


Start 


7243 






End 


C3 


GI 


none 








Score 




Exons 


7243. .7650 












Seq. No. 


53625 








Seq. ID 




Gene No. 


112782 








Strand 




Start 


7243 








End 




Name 


OJ991215 13 


0419 


.C56.o2 


. ts 


Method 




Start 


7261 








End 




GI 


none 








Score 




Exons 


7261. .7437, 


7286 


. .7393, 


7474 . 


.7650, 7. 




Seq. No. 


53625 








Seq. ID 




Gene No. 


112782 








Strand 




Start 


7243 








End 




Name 


OJ991215 13. 


0419 


.C56.o2 


. tc 


Method 




Start 


7294 








End 




GI 


none 








Score 



OJ991215_13.0419.C56 

7659 
GENSCAN 
7650 
1 



7659 

TBLASTX : Soybean 

7654 

74 



7659 . 

TBLASTX: Cress 

7653 

175 



54423 



Exons 7294.. 7437, 7474.. 7653 



Seq. No. 


53625 








Seq. ID 


OJ991215_13.0419 


.C56 


Gene No. 


112782 








Strand 






Start 


7243 








End 


7659 




Name 


OJ991215 13 


. 0419 


.C56.o3 


tm 


Method 


TBLASTX: Maize 




Start 


7375 








End 


7658 




GI 


none 








Score 


155 




Exons 


* 7375 . . 7437 , 


7474 


. .7650, 


7486 . 


.7650, 7554. .7658 




Seq. No. 


53625 








Seq. ID 


OJ991215_13.0419 


.C56 


Gene No. 


112782 








Strand 






Start 


7243 








End 


7659 




Name 


OJ991215 13 


0419 


,C56.o3 


tw 


Method 


TBLASTX: Wheat 




Start 


7483 








End 


7659 




GI 


none 








Score 


108 




Exons 


7483. .7656, 


7495 


• .7659 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53626 Seq. ID 

112783 Strand 

61 End 

OJ991215_13 . 0419 .C57 . ol . gs Method 

61 End 

none Score 



OJ991215_13.0419.C57 
+ 

3225 
GENSCAN 
3225 
.49 



61. .106, 142. .449, 1511. .1523, 2390. .3225 



Seq. No. 53626 Seq. ID 

Gene No. 112783 Strand 

Start 61 End 

Name OJ991215_13 . 0419.C57 .ol.gp Method 

Start 1489 End 

GI uC-osrocyp005e09bl Score 

Exons 1489.. 1523, 2390.. 2817 

GI Descrip. 1 4544419/gb | AAD22328 . 1 | AC006955_14 2 
protein [Arabidopsis thaliana] 1 



13.0419.C57 



OJ991215_ 
+ 

3225 
AAT/GAP 
2817 
894 



, Oe-23 (AC006955) unknown 



Seq. No. 53626 Seq. ID 

Gene No. 112783 Strand 

Start 61 End 

Name OJ991215_13 . 0419 . C57 . ol . np Method 

Start 2413 End 

GI 4544419 Score 

Exons 2413. .3089, 3126. .3224 

GI Descrip. (AC006955) unknown protein [Arabidopsis thaliana] 



OJ991215_13.0419.C57 
+ 

3225 
AAT/NAP 
3224 
544 



Seq. No. 53626 Seq. ID 

Gene No. 112784 Strand 

Start 2974 End- 

Name OJ991215_13.0419.C57.o2.gp Method 

Start 2974 End 

GI none Score 

Exons 2974.. 3305 



OJ991215_13.0419.C57 

3305 
AAT/GAP 
3305 
597 



Seq. No. 53626 Seq. ID 

Gene No. 112785 Strand 

Start 3559 End 

Name OJ991215 13 . 0419 . C57 . ol . tc Method 



OJ991215_13.0419.C57 
4564 

TBLASTX: Cress 



54424 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2550 End 3006 

none Score 268 

2550. .2807, 2551. .2814, 2824. .3006, 2829.. 3005 



53626 

112785 

3559 

OJ991215_13.0419.C57.ol.tm 

2550 

none 



Seq. ID OJ991215_13.0419.C57 
Strand 

End 4564 

Method TBLASTX : Maize 

End 3092 

Score 164 



2550. .2669, 2551. .2670, 2586. .2675, 2662. .2814, 2667. .2804, 
2820. .3092, 2821. .3006 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53626 

112785 

3559 

OJ991215_13.0419.C57.ol.ts 

2553 

none 



Seq. ID OJ991215_13.0419.C57 
Strand 

End 4564 

Method TBLASTX : Soybean 

End 3006 

Score 272 



2553. .2810, 2554. .2829, 2826. .3005, 2827. .3006 



53626 

112785 

3559 

OJ991215_13.0419.C57.o2.gs 

3559 

none 

3559. .3945, 4505. .4564 



Seq. ID OJ991215_13.0419.C57 
Strand 

End 4564 

Method GEN SCAN 

End 4564 

Score .94 



Seq. ID OJ991215_13.0419.C59 
Strand + 

644 

AAT/NAP 
644 
380 



53627 
112786 
1 

OJ991215_13.0419.C59.ol.np 
1 

6587818 
1. .644 

(AC010924) Contains similarity to gb|AJ009695 wall-associated 
kinase 4 from Arabidopsis thaliana and contains a protein kinase 
PF| 00069 domain. 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53627 

112787 

984 

OJ991215_13.0419.C59.ol.tc 
12 

none 



Seq. ID OJ991215_13.0419.C59 
Strand 

End 1211 

Method TBLASTX : Cress 

End 569 

Score 329 



12. .347, 17. .328, 438. .569, 491. .550 



53627 

112787 

984 

OJ991215_13.0419.C59.ol.ts 
24 

none 

24. .347, 32. .346 



Seq. ID OJ991215_13.0419.C59 
Strand 

End 1211 

Method TBLASTX : Soybean 

End 347 

Score 340 



Seq. No. 



53627 



Seq. ID OJ991215_13.0419.C59 



54425 



Gene No. 


112787 


Strand 






Start 


984 


End 


1211 




Name 


OJ991215. 13 . 0419 . C59 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


24 


End 


332 




GI 


none 


Score 


232 




Exons 


24. .332, 41. .187, 230. .331 








Seq. No. 


53627 


Seq. ID 


OJ991215_13. 0419 


.C59 


Gene No. 


112787 


Strand 






Start 


984 


End 


1211 




Name 


/™\ ~r ft ft *l ft i r~ i ft ft a -i ft /ir ft i i— 

OJ991215_13 .0419.C59.ol.tm 


Method 


TBLASTX: Maize 




Start 


30 


End 


557 




GI 


none 


Score 


315 




Exons 


ft ft A A A A "\ j "i i --\ --s r Jl 

30. .344, 44. .343, 73. .354, 


375 . . 455, < 


38 . . 557 




Seq. No. 


53627 


Seq. ID 


OJ991215_13. 0419 


.C59 


Gene No. 


112787 


Strand 






Start 


984 


End 


1211 




Name 


/-\ tO01 O 1 C "I'D ft /I 1 ft /~* C f\ — ft _ 

OJ991215_13 . 04 19 . C59 . o2 . gs 


Method 


GEN SCAN 




Start 


984 


End 


1211 




GI 


none 


Score 


. 95 




Exons 


ft ft Jl 1 A ^ jI l-l^-l 1 ft -1 1 

984. .1084, 1151.. 1211 








Seq. No. 


53628 


Seq. ID 


OJ991215__13. 0419 


.C61 


Gene No. 


112788 


Strand 






Start 


242 


End 


3563 




Name 


s~\ -r ft ft i ft i n "1ft A i 1 A ^-l/--^ -1 

OJ991215_13 . 0419 .C61 . ol .gs 


Method 


GENS CAN 




Start 


242 


End 


3563 




GI 


none 


Score 


. 46 




Exons 


242. .319, 1573. .1656, 3456. 


.3563 






Seq. No. 


53629 


Seq. ID 


OJ991215_13. 0419 


.C62 


Gene No. 


■1 -1 ft ft ft 

112789 


Strand 


+ 




Start 


341 


End 


1321 




Name 


OJ991215 13.0419.C62.ol.np 


Method 


AAT/NAP 




Start 


341 


End 


895 




GI 


7339484 


Score 


259 




Exons 


341. .895 








GI Descrip. 


(AL162459) DNA-binding protein-like [Arabidopsis thaliana] 


Seq. No. 


53629 


Seq. ID 


OJ991215_13.0419 


.C62 


Gene No. 


112789 


Strand 


+ 




Start 


341 


End 


1321 




Name 


OJ991215 13.0419.C62.ol.gs 


Method 


GENSCAN 




Start 


390 


End 


1203 




GI 


none 


Score 


.72 




Exons 


390. .1203 








Seq. No. 


53629 


Seq. ID 


OJ991215J.3.0419 


.C62 


Gene No. 


112789 


Strand 


+ 




Start 


341 


End 


1321 




Name 


OJ991215 13.0419.C62.ol.gp 


Method 


AAT/GAP 




Start 


1056 


End 


1321 




GI 


568457 


Score 


532 




Exons 


1056. .1321 








Seq. No. 


53630 


Seq. ID 


OJ991215_13.0419, 


.C63 



54426 






Gene No. 


112790 


Strand 


*~ 




Start 


784 


End 


1223 




Name 


OJ991215 13.0419.C63.ol.gp 


Method 


AAT/GAP 




Start 


784 


End 


1223 




GI 


LIB3477-003-P1-K1-E9 


Score 


107 




Exons 


784. .871, 1196. .1223 








GI Descrip. 


*2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 






sativa] ' 








Seq. No. 


53630 


Seq. ID 


OJ991215_13. 0419.C63 




Gene No. 


112791 


Strand 






Start 


1209 


End 


1337 




Name 


OJ991215 13.0419.C63.ol.gs 


Method 


GENSCAN 




Start 


1209 


End 


1337 




GI 


none 


Score 


.78 




Exons 


1209.. 1337 








Seq. No. 


53631 


Seq. ID 


OJ991215_13.0419.C64 




Gene No. 


112792 


Strand 


+ 




Start 


1 


End 


884 




Name 


OJ991215 13.0419.C64.ol.np 


Method 


AAT/NAP 


f «5 


Start 


1 


End 


883 


GI 


5738365 


Score 


642 




Exons 


1. .883 








GI Descrip. 


(AL021711) putative protein 


[Arabidopsis thaliana] 


I LI 


Seq. No. 


53631 


Seq. ID 


OJ991215_13.0419.C64 




Gene No . 


112792 


Strand 


+ 


Ul 


Start 


1 


End 


884 




Name 


OJ991215 13-0419. C64.ol.gs 


Method 


GENSCAN 


? : 3 


Start 


27 


End 


884 




GI 


none 


Score 


.42 




Exons 


27. .884 






"8 


Seq. No. 


53631 


Seq. ID 


OJ991215_13.0419.C64 


M 


Gene No. 


112793 


Strand 






Start 


2309 


End 


6582 


? 


Name 


OJ991215 13.0419.C64.o2.tc 


Method 


TBLASTX: Cress 


r ~^ 


Start 


6 


End 


695 




GI 


none 


Score 


91 




Exons 


6. .125, 129. .230, 312. .695, 


350. .688 






Seq. No. 


53631 


Seq. ID 


OJ991215_13.0419.C64 




Gene No . 


112793 


Strand 






Start 


2309 


End 


6582 




Name 


OJ991215 13.0419.C64-o3.ts 


Method 


TBLASTX : Soybean 




Start 


6 


End 


398 




GI 


none 


Score 


77 




Exons 


6. .107, 36. .122, 129. .398 








Seq. No. 


53631 


Seq. ID 


OJ991215_13.0419.C64 




Gene No. 


112793 


Strand 






Start 


2309 


End 


6582 




Name 


OJ991215 13.0419.C64.o2.tm 


Method 


TBLASTX: Maize . 




Start 


6 


End 


872 




GI 


none 


Score 


119 



54427 



Exons 



6. .131, 6. .122, 15. .236, 17. .130, 111. .209, 276. .728, 276. .470, 
276. .449, 288. .458, 389. .703, 532. .585, 702. .872 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



53631 

112793 

2309 

OJ991215_13.0419.C64.o4.tw 
6 

none 



Seq. ID OJ991215_13.0419.C64 
Strand 
End 

Method 
End 
Score 



6582 

TBLASTX: Wheat 

583 

81 



6. .125, 129. .212, 132. .251, 137. .235, 266. .583, 267. .581, 
405. .521, 429. .491 



Seq. No. 53631 Seq. ID 

Gene No. 112793 Strand 

Start 2309 End 

Name OJ991215_13 . 0419 . C64 . o2 . ts Method 

Start 399 End 

GI none Score 

Exons 399.. 698, 401.. 592, 432.. 698 



OJ991215_13.0419.C64 
6582 

TBLASTX: Soybean 

698 

266 



Seq. No. 53631 
Gene No. 112793 
Start 2309 

Name OJ991215_13 . 0419. C64 . ol . tin 

Start 2300 
GI none 

Exons 2300.. 2770, 2306.. 2338, 2418, 

2985.. 3167, 3006.. 3653, 3020, 
3616.. 3642, 3751.. 3807, 3764, 
4698.. 4895, 4706.. 5053, 4950, 
6186. .6299 



Seq. ID OJ991215_13.0419.C64 
Strand 

End 6582 

Method TBLASTX : Maize 

End " 6319 

Score 4 4 

.2900, 2848. .2931, 2855. .3643, 
.3178, 3034. .3567, 3438. .3632, 
.3853, 3779. .3862, 4693. .5118, 
.5075, 6183. .6314, 6185. .6319, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53631 

112793 

2309 

OJ991215 13.0419.C64.ol.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991215 13.0419.C64 



6582 
AAT/GAP 
3791 
2724 



2305 

269_1.R1084 
2305. .3791 

M17154/sp| P33126|HS82_ORYSA 0.0e+00 HEAT SHOCK PROTEIN 82 

>gi_100685_pir S25541 heat shock protein 82 - rice (strain 

Taichung Native One) >gi_20256_emb_CAA77 978_ (Z11920) heat shock 
protein 82 (HSP82) [Oryza sativa] 1 



53631 
112793 
2309 

OJ991215_13 . 04 19 . C64 . ol . tc 
2309 
none 

2309.. 2344, 2339.. 2770, 2424 
2985.. 3041, 3006.. 3653, 3020 
3757. .3810, 3764. .3862, 3779. .3862, 4692. .5069, 4693 
4704.. 4826, 4706.. 5050, 4950.. 5075, 6183.. 6302, 6185 
6186. .6296 



Seq. ID OJ991215_13.0419.C64 
Strand 

6582 

TBLASTX: Cress 
6319 
347 

2900, 2851. .2931, 2855. 
3178, 3031.. 3642, 3741. 



End 

Method 

End 

Score 



,3643, 
,3857, 
.5118, 
.6319, 



Seq. No. 



53631 



Seq. ID OJ991215_13.0419.C64 



54428 




Gene No. 


112793 








Strand 




Start 


2309 








End 6582 




Name 


OJ991215 13 


.0419. 


C64.o2 


. gs 


Method GENSCAN 




Start 


2309 








End 6582 




GI 


none 








Score .94 




Exons 


2309. .3859, 


4696. 


.5118, 


6185. 


.6314, 6481. .6582 




Seq. No. 


53631 








Seq. ID OJ991215 


_13.0419.C64 


Gene No. 


112793 








Strand 




Start 


. 2309 








End 6582 




Name 


OJ991215 13 


.0419. 


C64.ol 


.ts 


Method TBLASTX: 


Soybean 


Start 


2309 








End 6334 




GI 


none 








Score 315 




Exons 


2309. .2350, 


2396. 


.2770, 


2424. 


.2708, 2561. .2758, 


2836. .2883, 




2855. .2890, 


2870. 


.3301, 


2887. 


.2928, 2985. .3041, 


3006. .3302, 




3020. .3178, 


3031. 


.3201, 


3231. 


.3302, 3239.. 3304, 


3311. .3376, 




3395.-3565, 


3395. 


.3628, 


3426. 


.3629, 3433.. 3567, 


3438. .3629, 




3741. .3851, 


3779. 


.3853, 


4689. 


.4826, 4693. .4890, 


4706. .4882, 




4870. .4971, 


4882. 


.4968, 


4886. 


.4975, 4957. .5016, 


4983. .5006, 




5014. .5121, 


5015. 


.5113, 


5017. 


.5118, 6183. .6281, 


6185. .6334, 




6186. .6287 













£3 



Seq. No. 
Gene No. 
Start : 
Name 
Start 
GI 

Exons 

GI Descrip. 



53631 Seq. ID OJ991215_13 . 04 19 . C64 

112793 Strand 

2309 End 6582 . 

OJ991215_13.0419.C64.o.2.np Method AAT/NAP 

2312 End 6310 

417154 Score 3499 

2312. .3859, 4696. .5118, 6185. .6310 

HEAT SHOCK PROTEIN 82 gi | 100685 | pir | | S2554 1 heat shock protein 

82 - rice (strain Taichung Native One) gi I 20256 | emb | CAA77 978 | 

(Z11920) heat shock protein 82 (HSP82) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53631 

112793 

2309 

OJ991215_13.0419.C64.ol.tw 

2510 

none 

2510. .2770, 2511. .2708, 
2985. .3167, 3020. .3178, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_13.0419.C64 
6582 

TBLASTX: Wheat 

3335 

209 



2561. .2758, 2833. .2931, 2855.-3334, 
3034.. 3201, 3231.. 3335 



Seq. No. 53631 Seq. ID 

Gene No. 112793 Strand 

Start 2309 End 

Name OJ991215_13 . 0419 .C64 . o2 . tw Method 

Start 3413 End 

GI none Score 

Exons 3413.. 3565, 3413.. 3643, 



3751. .3810, 3764. .3862, 



3438. .3632, 
3776.-3862 



OJ991215_13.0419.C64 
6582 

TBLASTX: Wheat 
3862 
122 

3616. .3642, 3747.. 3857, 



Seq. No. 53631 Seq. ID 

Gene No. 112793 Strand 

Start 2309 End 

Name OJ991215JL3 . 0419 . C64 . o3 . tw Method 

Start 4872 End 

GI none Score 



OJ991215_13.0419.C64 
6582 

TBLASTX: Wheat 

6317 

248 



54429 



Exons 



4872. .5069, 4873. .5115, 4874. .5116, 4876. .5118, 6183. .6317, 
6186. .6299 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53631 Seq. ID 

112793 Strand 
2309 End 
OJ991215_13. 0419.C64 .o2.gp Method 
4889 End 
438_6.R1084 Score 
4889. .5118, 6185. .6407 

M17154/sp| P33126|HS82_ORYSA 8.0e-40 HEAT SHOCK PROTEIN 82 

>gi_100685_pir S25541 heat shock protein 82 - rice (strain 

Taichung Native One) >gi_20256_emb_CAA77 978_ (Z11920) heat shock 
protein 82 (HSP82) [Oryza sativa] • 



OJ991215_13.0419.C64 

6582 
AAT/GAP 
6407 
772 



53632 

112794 

963 

OJ991215_13. 0419.C65.ol.gs 

963 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

963. .1123, 1628. .1762, 2331. .2399, 3215. .3461, 3564. .3776, 
4442. .4522, 4606. .4692, 4795. .4890, 5151. .6200, 6293. .6332, 
6376. .6581 



OJ991215_13.0419.C65 
+ 

9224 
GENS CAN 
6581 
.68 



Seq. No. 53632 Seq. ID 

Gene No. 112794 Strand 

Start 963 End 

Name OJ991215_13 . 0419 . C65 . ol . gp Method 

Start 2542 End 

GI none Score 

Exons 2542.. 2793 



OJ991215_13.0419.C65 
+ 

9224 
AAT/GAP 
2793 
484 



Seq. No. 53632 

Gene No. 112794 

Start 963 

Name OJ991215_13. 0419.C65 ,o2 .gp 

Start 4943 

GI none 

Exons 4943.. 5057, 5151.. 5237 



Seq. ID OJ991215_13.0419.C65 

Strand + 

End 9224 

Method AAT/GAP 

End 5237 

Score 238 



Seq. No. 53632 Seq. ID 

Gene No. 112794 Strand 

Start 963 End 

Name OJ991215_13. 04 19 . C65 . o3 . gp Method 

Start 4991 End 

GI none Score 

Exons 4991.. 5057, 5151.. 5280 

Seq. No. 53632 Seq. ID 

Gene No. 112794 Strand 

Start 963 End 

Name OJ991215_13. 0419.C65.o4 .gp Method 

Start 5285 End 

GI none Score 

Exons 5285.. 5833 



OJ991215_13.0419.C65 
+ 

9224 
AAT/GAP 
5280 
326 



OJ991215_13.0419.C65 
+ 

9224 
AAT/GAP 
5833 
996 



54430 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53632 Seq. ID 

112794 Strand 

963 End 

OJ991215_13.0419.C65.ol.np Method 

5839 End. 

1709923 Score 



OJ991215_13.0419.C65 
+ 

9224 
AAT/NAP 
9224 
668 



5839. .5909, 7549. .7687, 7786. .7897, 8537. .8713, 8867. .8993, 
9114. .9224 

PHOSPHORIBOSYLGLYCINAMIDE FORMYLTRANSFERASE PRECURSOR (GART) 
(GAR TRANSFORMYLASE) (5 ' -PHOSPHORIBOSYLGLYCINAMIDE 
TRANSFORMYLASE) gi | 7433568 | pir | | T11574 phosphoribosylglycinamide 
formyltransferase (EC 2.1.2.2) - cowpea gi | 984818 | gb | AAA75367 . 1 1 
(U30875) glycinamide ribonucleotide transf ormylase (GART) [Vigna 
unguiculata] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53632 

112795 

7014 

OJ991215_13.0419.C65.ol.tm 

3197 

none 

3197.. 3457, 3209.. 3460, 3210. 
3561. .3788, 3563.. 3787, 4439. 
4502. .4522, 4558. .4692, 4605. 
4792.. 4890, 4793.. 4894, 5003. 
5147.. 5359, 5148.. 5357, 5149. 
5547. .5684, 5561. .5680 



OJ991215_13.0419.C65 
14522 

TBLASTX: Maize 
5684 
232 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3482, 3552.. 3776, 3553. 
.4501, 4439. .4495, 4441. 
.4691, 4788. .4889, 4792. 
.5056, 5004.. 5060, 5011. 
.5385, 5395.. 5505, 5424. 



3774, 
4500, 
4902, 
5064, 
54 8 9', 



Seq. No. 53632 

Gene No. 112795 

Start 7014 

Name OJ991215JL3 . 0419. C65 . o4 . ts 

Start 3197 

GI none 

Exons 3197.. 3475, 3246.. 3467, 3555. 
3632. .3667 



Seq. ID OJ991215_13.0419.C65 
Strand 

End 14522 

Method TBLASTX : Soybean 

End 3671 

Score 177 

.3629, 3572.. 3613, 3630.. 3671, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53632 

112795 

7014 

OJ991215_13.0419.C65.o2.tc 

4484 

none 

4484. .4522, 4603. .4692, 4605. 
5004.. 5060, 5007.. 5057, 5148. 

53632 

112795 

7014 

OJ991215_13.0419.C65.o2.tw 

5400 

none 

5400. .5450, 5440. .5688, 5441. 
5568.. 5726, 5649.. 5735, 5718. 
5750.. 5836, 5761.. 5835, 5812. 
5908.. 5991, 5917.. 5967, 5925. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4691, 4785 
.5240, 5150 



OJ991215 13.0419.C65 



14522 

TBLASTX: Cress 
5240 
49 

4889, 4792. .4890, 
5209 



Seq. ID OJ991215_13.0419.C65 
Strand 

End 14522 
Method TBLASTX : Wheat 
End 5991 
Score 47 

.5689, 5539.. 5691, 5565.-5726, 
.5738, 5733.. 5834, 5733.. 5813, 
.5850, 5817. .5849, 5824. .5853, 
.5990 



54431 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53632 

112795 

7014 

OJ991215_13.0419.C65.o2.ts 

5817 

none 

5817.. 5840, 5946.. 6038, 6020. 
6428.. 6595, 6432.. 6572 

53632 

112795 

7014 

OJ991215_13.0419.C65.o3.tm 

5979 

none 

5979.. 6128, 5983.. 6093, 6008, 
6111.. 6185, 6290.. 6364, 6292, 
6432. .6581 



Seq. ID OJ991215_13.0419.C65 
Strand 

End 14522 

Method TBLASTX : Soybean 

End 6595 

Score 39 

.6196, 6021.. 6200, 6305.. 6373, 



Seq. ID OJ991215_13:0419.C65 
Strand 

End 14522 
Method TBLASTX: Maize 
End 6581 
Score 144 

.6097, 6080. .6187, 6095. .6178, 
.6330, 6424. .6579, 6428. .6580, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53632 
112795 
7014 

OJ991215_13.0419.C65.o3.tw 
6031 
none 

6031.. 6198, 6032.. 6199, 6033., 

53632 

112795 

7014 

OJ991215_13.0419.C65.o2.gs 

7014 

none 

7014. .7260, 7460. .7869, 10664 
12493. .12621, 13034.. 13868 

53632 

112795 

7014 

OJ991215_13.0419.C65.o3.tc 

7587 

none 

7587. .7676, 7588.-7683, 7787. 
8535. .8690, 8546. .8719, 8864., 
9174.. 9233 



Seq. ID OJ991215_13.0419.C65 
Strand 

End 14522 

Method TBLASTX : Wheat 

End 6201 

Score 249 



.6200, 6037.. 6201 

Seq. ID OJ991215_13.0419.C65 
Strand 

End 14522 

Method GENS CAN 

End 13868 

Score .53 

..10782, 11486. .11662, 



Seq. ID OJ991215_13.0419.C65 
Strand 

End 14522 
Method TBLASTX : Cress 
End 9233 
Score 117 

.7858, 7788.-7859, 8535. .8717, 
.8995, 8865.-8993, 9102.-9158, 



Seq. No. 53632 
Gene No. 112795 
Start 7014 

Name OJ991215_13.0419.C65 .o3.ts 

Start 7590 
GI none 

Exons 7590.. 7676, 7591.. 7683, 7766. 

8535. .8717, 8546.-8725, 8864. 
9111.. 9230 



Seq. ID OJ991215_13.0419.C65 
Strand 

End 14522 

Method TBLASTX : Soybean 

End 9230 

Score 110 

.7855, 7788. .7850, 8534. .8713, 
.9001, 8865.-8993, 8867. .8995, 



Seq. No. 



53632 



Seq. ID OJ991215_13.0419.C65 



54432 




Gene No. 


112795 


Strand 






Start 


7014 


End 


14522 




Name 


OJ991215 13.0419.C65.o4.tm 


Method 


TBLASTX : Maize 




Start 


7805 


End 


8704 




GI 


none 


Score 


98 




Exons 


7805. .7897, 7806. .7874, 7824. .7898, 8517. .8699, 8534. .8704, 




8547. .8702 








Seq. No. 


53632 


Seq. ID 


OJ991215_13.0419 


.C65 


Gene No. 


112795 


Strand 






Start 


7014 


End 


14522 




Name 


OJ991215 13.0419.C65.o2.np 


Method 


AAT/NAP 




Start 


8603 


End 


14522 




GI 


7486495 


Score 


687 




Exons 


8603. .8639, 10572 .. 11625, 13015 .. 13096, 14491. .14522 




GI Descrip. 


hypothetical protein F6E21. 


30 - Arabidopsis thaliana 






gi | 7270013 |emb ICAB79829.il 


(AL161578) 


putative protein 






[Arabidopsis thaliana] 








Seq. No. 


53632 


Seq. ID 


OJ991215_13.0419 


.C65 


Gene No. 


112795 


Strand 






Start 


7014 


End 


14522 




Name 


OJ991215 13.0419.C65.ol.tc 


Method 


TBLASTX: Cress 




Start 


10628 


End 


13820 




GI 


none 


Score 


75 




Exons 


10628. .10741, 10844. .10906, 


10891. .11163, 10913. .11032, 






10999. .11124, 11179. .11220, 


11220. .11375, 11221. .11364, 






1134 9.. 1152 8, 114 49.. 11577, 


12464. .12562, 13029 .. 13115, 






13749. .13820 








Seq. No. 


53632 


Seq. ID 


OJ991215_13.0419 


C65 


Gene No. 


112795 


Strand 






Start 


7014 


End 


14522 




Name 


OJ991215 13.0419.C65.o3.'np 


Method 


AAT/NAP 




Start 


10703 


End 


13898 




GI 


4826399 


Score 


803 




Exons 


10703. .11700, 12015. .12122, 


13034. .13898 




GI Descrip. 


(AJ012423) wall-associated 


kinase 2 [Arabidopsis thaliana] 


Seq. No. 


53632 


Seq. ID 


OJ991215_13.0419 


C65 


Gene No. 


112795 


Strand 






Start 


7014 


End 


14522 




Name 


OJ991215 13.0419.C65.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10838 


End 


11595 




GI 


none 


Score 


78 




Exons 


10838. .10891, 10891. .11154, 


10891. .11166, 10998. .11174, 






11179. .11220, 11220. .11318, 


11220. .11357, 11221. .11319, 






11376. .11525, 11380. .11469, 


11500. . 11595 




Seq. No. 


53632 


Seq. ID 


OJ991215_13.0419. 


C65 


Gene No. 


112795 


Strand 






Start 


7014 


End 


14522 




Name 


OJ991215 13.0419.C65.o2.tm 


Method 


TBLASTX: Maize 




Start 


10841 


End 


11525 




GI 


none 


Score 


51 




Exons 


10841. .10891, 10842. .10892, 


10891. .11157, 10939. .11100, 






11199. .11381, 11221. .11376, 


11334. .11525, 11335. .11520 





54433 



x ts. 



Seq. No. 


53632 




Seq. ID 


OJ991215 13.0419 


.C65 


Gene No. 


112795 




Strand 






Start 


7014 




End 


14522 




Name 


OJ991215_13 . 0419.C65 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10891 




End 


11103 




GI 


none 




Score 


130 




Exons 


10891. .10971, 10972. 


. 11103 








Seq. No. 


53632 




Seq. ID 


OJ991215_13.0419 


.C65 


Gene No. 


112795 




Strand 






Start 


7014 




End 


14522 




Name 


OJ991215_13.0419.C65 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11104 




End 


11519 




GI 


none 




Score 


55 




Exons 


11104 . . 11163, 11167 . 


. 11220, 


11173. .11220, 11189. .11362, 






11220. .1137 5, 11221. 


. 11376, 


11221. .11376, 1137 6. .11519, 






11379. . 11483, 11380. 


. 11514 








Seq. No. 


53633 




Seq. ID 


OJ991215_13.0419 


.C66 


Gene No. 


112796 




Strand 


+ 




Start 


1 




End 


504 




Name 


OJ991215 13.0419.C66 


.ol .np 


Method 


AAT/NAP 




Start 


1 




End 


504 




GI 


7489616 




Score 


95 




Exons 


1..127, 417. .504 










GI Descrip. 


hypothetical protein 


74 - rice mitochondrion 






gi I 769706 |dbj IBAA06810.il (D32052) ORF74 [Oryza sativa] 




Seq. No. 


53633 




Seq. ID 


OJ991215_13.0419 


.C66 


Gene No. 


112797 




Strand 






Start 


664 




End 


889 




Name 


OJ991215 13.0419.C66 


. ol . gp 


Method 


AAT/GAP 




Start 


664 




End 


889 




GI 


426253 




Score 


380 




Exons 


664. .889 










Seq. No. 


53634 




Seq. ID 


OJ991215_13.0419 


.C67 


Gene No. 


112798 




Strand 






Start 


364 




End 


3260 




Name 


OJ991215 13.0419.C67 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


185 




End 


4 93 




GI 


none 




Score 


39 




Exons 


185. .211, 188. .247, 


254. .364 


, 255. .353, 


402. .491, 403.. 


492, 




404. .493 










Seq. No. 


53634 




Seq. ID 


OJ991215_13.0419 


.C67 


Gene No. 


112798 




Strand 






Start 


364 




End 


3260 




Name 


OJ991215 13.0419.C67 


. ol . gs 


Method 


GEN SCAN 




Start 


364 


End 


900 




GI 


none 




Score 


.53 




Exons 


364. .900 










Seq. No. 


53634 




Seq. ID 


OJ991215_13.0419 


.C67 


Gene No. 


112798 




Strand 






Start 


364 




End 


3260 





54434 




Name OJ991215_13 . 0419 . C67 . ol . np Method AAT/NAP 

Start 367 End 3260 

GI 6630696 Score 4642 

Exons 367.. 3013, 3053.. 3260 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 





polyprotein from transposon 


Tnt 1-94. 


(P10978) [Oryza sativ 


Seq. No. 


53634 




Seq. ID 


OJ991215_13.0419.C67 


Gene No. 


112798 




Strand 


- 


Start 


364 




End 


3260 


Name 


OJ99l2l5_l3.04l9.C67 ,o2 


. tw 


Method 


TBLASTX : Wheat 


Start 


503 




End 


978 


GI 


none 




Score 


396 


Exons 


503. .889, 505. .888, 904 


. . 978 


, 905.. 973 


, 913. .978 


Seq. No. 


53634 




Seq. ID 


OJ991215_13.0419.C67 


Gene No. 


112798 




Strand 


- 


Start 


364 




End 


3260 


Name 


OJ991215_13 . 0419.C67 .o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


631 




End 


972 


GI 


none 




Score 


96 


Exons 


631. .840, 710. .835, 859 


. .972 


, 869. .937 




Seq. No. 


53634 




Seq. ID 


OJ991215_13.0419.Cg7 


Gene No. 


112798 




Strand 


— 


Start 


364 




End 


3260 


Name 


OJ991215_13.0419.C67 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


835 




End 


1182 


GI 


none 




Score 


276 


Exons 


835. .1182, 836. . 1168 








Seq. No. 


53634 




Seq. ID 


OJ991215_13.0419.C67 


Gene No. 


112798 




Strand 




Start 


364 




End 


3260 


Name 


OJ991215 13.0419.C67.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


979 




End 


1730 


GI 


none 




Score 


69 


Exons 


979.. 1032, 1186.. 1320, 


1301. 


.1390, 1385. .1657, 1662.. 1730 


Seq. No. 


53634 




Seq. ID 


OJ991215_13.0419.C67 


Gene No. 


112798 




Strand 




Start 


364 




End 


3260 


Name 


OJ991215 13.0419.C67.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


982 




End 


1331 


GI 


none 




Score 


66 


Exons 


982. .1158, 985. .1173, 986. .1171, 1174. 


.1323, 1299.. 1331 


Seq. No. 


53634 




Seq. ID 


OJ991215_13.0419.C67 


Gene No. 


112798 




Strand 




Start 


364 




End 


3260 


Name 


OJ991215 13.0419.C67.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1280 




End 


1730 


GI 


none 




Score 


61 


Exons 


1280. .1663, 1368. .1478, 


1445 


..1594, 1662. .1730, 1680. .1715 


Seq. No. 


53634 




Seq. ID 


OJ991215_13.0419.C67 



54435 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 




112798 
364 

OJ991215_13.0419.C67.ol.ts 

1400 

5509260 

1400. .1657, 1548. .1577, 1662 




Strand 

End 3260 
Method TBLASTX : Soybean 
End 1865 
Score 39 
.1865, 1666.. 1770 



53634 

112798 

364 

OJ991215_13.0419.C67.ol.tc 

1511 

none 

1511.. 1663, 1662.. 1772, 1663 



Seq. ID OJ991215_13.0419.C67 
Strand 

End 32 60 

Method TBLASTX : Cress 

End 1772 

Score 84 
.1770 



53634 








Seq. ID 


OJ991215_13.0419.C67 


112798 








Strand 




364 








End 


3260 


OJ991215 13 


.0419. 


C67.ol 


.tw 


Method 


TBLASTX: Wheat 


1785 








End 


2539 


none 








Score 


99 


1785. .1943, 


1785. 


.2501, 


1789. 


.2502, 2071. .2511, 2411. .2521, 


2498. .2539, 


2499. 


.2531 








53634 








Seq. ID 


OJ991215_13.0419.C67 


112798 








Strand 




364 








End 


3260 


OJ991215 13 


.0419. 


C67.o2 


.ts 


Method 


TBLASTX : Soybean 


2190 








End 


2587 


none 








Score 


77 


2190. .2363, 


2367. 


.2501, 


2498. 


.2587 





53634 

112798 

364 

OJ991215_13.0419.C67.o4.tm 

2376 

none 

2376.. 2501, 2498.. 2839 

53634 

112798 

364 

OJ991215_13.0419.C67.o4.tw 

2540 

none 

2540.. 2731, 2541.. 2732 

53634 

112798 

364 

OJ991215_13.0419.C67.o5.ts 

2597 

none 

2597.. 2845, 2828.. 2977 



Seq. ID OJ991215_13.0419.C67 
Strand 

End 3260 

Method TBLASTX : Mai ze 

End 2839 

Score 198 



Seq. ID OJ991215_13.0419.C67 
Strand 

End 3260 

Method TBLASTX : Wheat 

End 2732 ' 

Score 202 



Seq. ID OJ991215_13.0419.C67 
Strand 

End 32 60 

Method TBLASTX : Soybean 

End 2977 

Score 90 



54436 




Seq. No. 


53634 




Seq. ID 


OJ991215 


_13. 0419. C67 


Gene No. 


112798 




Strand 






Start 


3.64 




End 


3260 




Name 


OJ991215_13 . 0419.C67 . o3 


. tm 


Method 


TBIiASTX : 


Maize 


Start 


2925 




End 


3260 




GI 


none 




Score 


51 




Exons 


2925. .3014, 2927. .2992, 


3065 . . 


3259, 3065.. 3259, 


3066 . . 3260 


Seq. No. 


53635 




Seq. ID 


OJ991215 


_13 . 0419 . C68 


Gene No. 


112799 




Strand 


+ 




o rar u 






End 


1104 




Name 


OJ991215 13.0419.C68.ol 


.np 


Method 


AAT/NAP 




Start 


593 




End 


1104 




GI 


7489616 




Score 


100 




Exons 


593. .727, 1017. .1104 










GI Descrip. 


hypothetical protein 74 


- rice mitochondrion 





gi|769706|dbj IBAA06810.il (D32052) ORF74 [Oryza sativa] 



Seq. No. 53635 

Gene No. 112800 

Start 177 

Name OJ991215JL3 . 0419 . C68 . ol . gs 

_ Start 177 

^ GI none 

%1 Exons 177.. 218, 595.. 725, 950.. 1123 

Seq. No. 53636 

Gene No. 112801 

Start 1175 

Name OJ991215_13 . 04 19 . C70 . ol . gp 

Start 542 

GI none 

Exons 542.. 635, 1184.. 1519 



fii 



Seq. ID OJ991215_13.0419.C68 
Strand 

End 1123 

Method GEN SCAN 

End 1123 

Score .65 



Seq. ID OJ991215_13.0419.C70 

Strand + 

End 1642 

Method AAT/GAP 

End 1519 

Score 749 



Seq. No. 53636 

Gene No. 112801 

Start 1175 

Name OJ991215_13 . 04 19 . C70 . ol . 

Start 1175 

GI none 

Exons 1175.. 1642 



gs 



Seq. ID OJ991215_13.0419.C70 

Strand + 

End 1642 

Method GEN SCAN 

End 1642 

Score .96 



Seq. No. 53636 

Gene No. 112802 

Start 4213 

Name OJ991215_13 . 04 19 . C70 . o2 . 

Start 4213 

GI none 

Exons 4213.. 4316, 4648.. 4935, 



Seq. ID OJ991215_13.0419.C70 
Strand 

End 7603 

gs " Method GENSCAN 

End 7 603 

Score .41 
6080. .6235, 6836. .6929, 7474. .7603 



Seq. No. 53637 Seq. ID 

Gene No. 112803 Strand 

Start 968 End 

Name OJ991215_13 . 04 19 . C71 . ol . gs Method 

Start 968 End 

GI none Score 

Exons 968.. 1051, 1525.. 1756 



OJ991215_13.0419.C71 
+ 

1756 
GENSCAN 
1756 
.98 



54437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53637 

112804 

3306 

OJ991215_13.0419.C71.o2.gs 

3306 

none 

3306. .3452 



Seq. ID OJ991215_13.0419.C71 
Strand 

End 3452 

Method GENSCAN 

End 3452 

Score . 6 



Seq. ID OJ991105_10.0419.C5 
Strand + 

710 

AAT/GAP 
627 
715 



53638 
112805 
1 

OJ991105_10.0419.C5.ol.gp 
1 

uC-osflm202110b09bl 
1..174, 309. .407, 491. .627 

1 2146739/pir | | S71205 9.0e-61 hexokinase (EC 2.7.1.1) 1 - 
Arabidopsis thaliana >gi_881521 (U28214) hexokinase 1 
[Arabidopsis thaliana] >gi_4 972059_emb_CAB43927 . 1_ (AL078470) 
hexokinase [Arabidopsis thaliana] ' 



End 

Method 

End 

Score 



53638 
112805 
1 

OJ991105_10.0419.C5.ol.hp 
1 

2833378 
1..174, 309. .407, 491. .710 

HEXOKINASE gi | 619928 | gb | AAA60333 . 1 | (U18754) hexokinase 
[Arabidopsis thaliana] gi | 1582383 | prf || 2118367A hexokinase 
[Arabidopsis thaliana] 



Seq. ID OJ991105_10.0419.C5 

Strand + 

End 710 

Method AAT/NAP 

End 710 

Score 412 



53638 

112805 

1 

OJ991105_10.0419.C5.ol.tc 
18 

none 



Seq. ID OJ991105__10.0419.C5 

Strand + 

End 710 

Method TBLASTX : Cress 

End 54 6 

Score 204 



18. .179, 19. .177, 308. .406, 309. .410, 485.-532, 487. .546 



53638 

112805 

1 

OJ991105_10.0419.C5.ol.ts 
18 

none 



Seq. ID OJ991105_10.0419.C5 

Strand + 

End 710 

Method TBLASTX : Soybean 

End 622 

Score 204 



18. .179, 19. .177, 308. .406, 309. .413, 485. .622, 487. .621 



53638 

112805 

1 

OJ991105_10.0419.C5.ol.tm 
18 

none 



Seq. ID OJ991105_10.0419.C5 

Strand + 

End 710 

Method TBLASTX: Maize 

End 622 

Score 240 



18. .179, 19. .177, 308. .406, 309. .413, 485. .622, 487. .621 



Seq. No. 



53638 



Seq. ID OJ991105_10.0419.C5 



54438 




Gene No. 


112805 




Strand 


+ 




Start 


1 




End 


710 




Name 


OJ991105 10 


.0419.C5.ol.gs 


Method 


GENSCAN 




Start 


309 




End 


621 




GI 


none 




Score 


. 98 




Exons 


309. .407, 491. .621 








Seq. No. 


53639 




Seq. ID 


OJ991105_10.0419. 


C8 


Gene No. 


112806 




Strand 


+ 




Start 


1 




End 


974 




Name 


OJ991105 10 


.0419.C8.ol.gs 


Method 


GENSCAN 




Start 


1 




End 


974 




GI 


none 




Score 


. 81 




Exons 


1..78, 831. 


.974 








Seq. No. 


53639 




Seq. ID 


OJ991105_10.0419. 


C8 


Gene No. 


112807 




Strand 






Start 


1 




End 


3479 




Name 


OJ991105 10 


.0419.C8.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


3479 




GI 


6016874 




Score 


2059 




Exons 


1..20, 637. 


.996, 1463. .1803, 


1921. .2100, 2495. .2654, 3045. 




3342. .3479 










GI Descrip. 


(AP000570) 


ESTs C19143(E10020) , D2507 6 (R3116) correspond 


to 




region of the predicted gene. 


; Similar 


to putative AC 9 






transposase 


. (P03010) [Oryza 


sativa] 






Seq. No. 


53639 




Seq. ID 


OJ991105_10.0419. 


C8 


Gene No. 


112807 




Strand 






Start 


1 




End 


3479 




Name 


OJ991105 10 


.0419.C8.o2.gs 


Method 


GENSCAN 




Start 


1460 




End 


3479 




GI 


none 




Score 


.6 




Exons 


1460. .2100, 


2495.. 2525, 3045. 


.3277, 3342. .3479 




Seq. No. 


53639 




Seq. ID 


OJ991105_10.0419. 


C8 


Gene No. 


112807 




Strand 






Start 


1 




End 


3479 




Name 


OJ991105 10 


.0419.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


1526 




End 


1769 




GI 


none 




Score 


97 




Exons 


1526. .1759, 


1611.. 1769 








Seq. No. 


53639 




Seq. ID 


OJ991105_10.0419. 


C8 


Gene No. 


112807 




Strand 






Start 


1 




End 


3479 




Name 


OJ991105 10 


.0419.C8.o4.tm 


Method 


TBLASTX: Maize 




Start 


1881 




End 


2234 




GI 


none 




Score 


85 




Exons 


1881. .2123, 


1952.. 2125, 2080. 


.2223, 2127. .2234 




Seq. No. 


53639 




Seq. ID 


OJ991105_10.0419. 


C8 


Gene No. 


112807 




Strand 






Start 


1 




End 


3479 




Name 


OJ991105 10 


.0419.C8.o3.tm 


Method 


TBLASTX: Maize 




Start 


2439 




End 


2753 




GI 


none 




Score 


109 





54439 



Exons 


2439. .2666, 2440. .2658, 2679 


. .2753 






Seq. No. 


53639 


Seq. ID 


OJ991105_ 


10. 0419. C8 


Gene No. 


112807 


Strand 






Start 


1 


End 


3479 




Name 


OJ991105 10.0419.C8.ol.gp 


Method 


AAT/GAP 




Of -a -y +- 


2444 


End 


2952 




GI 


uC-osflcypll0c07bl 


Score 


958 




Exons 


2444. .2952 








GI Descrip. 


, 4 680178/gb|AF111709.1|AF111709 5.0e- 


31 Oryza sativa subsp. 




indica Retrosat 1 retrotransposon and Ty3-Gypsy 


type Retrosat 




retrotransposon, complete sequences; 


and unknown 


genes ' 


Seq. No. 


53639 


Seq. ID 


OJ991105_ 


10. 0419. C8 


Gene No . 


112807 


Strand 






Start 


1 


End 


3479 




Name 


OJ991105 10 . 0419 .Co . ol . tm 


Method 


TBLASTX: Maize 


Start 


O O A ^ 

zo4 / 


End 


3293 




GI 


none 


Score 


110 




Exons 


2847. .2885, 2880. .2936, 2973 


..3221, 3013.. 3222, 


3207. .3293 


Seq. No. 


53640 


beq. ID 


uj y y i ±uo 


10. 0419. C9 


Gene No. 


•i i ^ n Art 

112808 


otrana 






Start 


361 


T~> J 


c, £ c; 
ODD 




Name 


OJ991105 10 . 04 19 . C9 . ol . gs 


Method 






Start 


361 


Lna 


ODD 




GI 


none 


Score 


.47 




Exons 


361. .565 








Seq. No. 


53641 


beq. lu 


a tQQ1 1 nc; 

cjj y y i iuo 


10. 0419. C10 


Gene No. 


-1 -1 Art AO 

112809 


otrana 






o tar z 


814 


End 


1405 




Name 


ojyyiioo iu . 04 i.y . ciu . oi . np 


Method 


AAT/NAP 




Start 


O 1 A 

814 


End 


1405 




GI 


2618725 


Score 


131 




Exons 


814. .913, 1306. .1405 








GI Descrip. 


(U49074) IAAlo [ Arabidopsis 


thaliana] 






Seq. No. 


53642 


Seq. ID 


OJ991105_ 


10.0419.C11 


Gene No. 


112810 


Strand 


+ 




Start 


705 


End 


1124 




Name 


OJ991105 10.0419.Cll.ol.gp 


Method 


AAT/GAP 




Start 


705 


End 


1124 




GI 


3767157 


Score 


772 




Exons 


705. .1124 








Seq. No. 


53642 


Seq. ID 


OJ991105_ 


10.0419.C11 


Gene No . 


112811 


Strand 


+ 




Start 


1939 


End 


2320 




Name 


OJ991105 10.0419.Cll.ol.gs 


Method 


GEN SCAN 




Start 


1939 


End 


2320 




GI 


none 


Score 


.47 




Exons 


1939.. 2082, 2087.. 2320 








Seq. No. 


53642 


Seq. ID 


OJ991105_ 


10.0419.C11 


Gene No. 


112812 


Strand 






Start 


1084 


End 


1287 
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Name 


OJ991105 10.0419.Cll.o2 


• gp 


Method 


AAT/GAP 




Start 


1084 




End 


1287 




GI 


3767156 




Score 


367 




Exons 


1084. .1287 










Seq. No. 


53643 




Seq. ID 


OJ991105 




Gene No. 


112813 




Strand 


+ 




Start 


117 




End 


2700 




Name 


OJ991105 10.0419.C12.ol 


.gs 


Method 


GEN SCAN 




Start 


117 




End 


2700- 




GI 


none 




Score 


.63 




Exons 


117. .122, 283..S49, 2030. .2132, 2489.. 


2700 




Seq. No. 


C Q C A A 

DO04 4 




Seq. ID 


OJ991105 




Gene No . 


1 1 O Q 1 A 

1 IZo 14 




Strand 






Start 


Q Q 

oo 




End 


492 




Name 


atqqi 1 nc; in n/iiQ r'l -3 

cjjyyuuo iu.U4iy.Lio.oi 


. gs 


Method 


GEN SCAN 




Start 


Q Q 
OO 




End 


492 




GI 


none 




Score 


.51 




Exons 


88. .193, 256. .322, 418. 


.492 








Seq. No. 


C *3 C A A 

D Jo44 




Seq. ID 


OJ991105 




Gene No. 


ll^olo 




Strand 


+ 






T A 1 "3 

14 lo 




End 


£ J O D 


-3 


Name 


ojy^noo 10 . 04 iy . ci j . oi 


. np 


Method 


AAT/NAP 




Start 


1413 




End 


2985 




GI 


6721516 




Score 


546 




Exons 


1413. .1653, 2061. .2399, 


2834. 


.2985 




r ~§ 

|"~J 


GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


53644 




Seq. ID 


OJ991105 




Gene No. 


112816 




Strand 




f y 


Start 


1626 




End 


2283 


= 


Name 


OJ991105 10.0419.C13.o2 


. gs 


Method 


GENSCAN 




Start 


1626 




End 


2283 


V 5 


GI 


none 




Score 


.67 


Li. 
r ~ 


Exons 


1626.. 1743, 2159.. 2283 








^ Jjj 


Seq. No. 


53645 




Seq. ID 


OJ991105 




Gene No. 


112817 




Strand 




it* 


Start 


1 




End 


2200 




Name 


OJ991105 10.0419.C18.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


2200 




GI 


7109485 




Score 


296 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..63, 426. .518, 601. .678, 760. .843, 928. .1025, 2160. .2200 
(AC016662) putative kinesin [Arabidopsis thaliana] 



53645 

112817 

1 

OJ991105_10.0419.C18.ol.gs 
27 

none 



Seq. ID OJ991105_10.0419.C18 
Strand 

End 2200 

Method GENSCAN 

End 1831 

Score .91 



27. .63, 304. .333, 426. .518, 601. .678, 760. .860, 1471. .1696, 
1787. .1831 



Seq. No. 



53645 



Seq. ID OJ991105_10.0419.C18 



54441 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



112817 
1 

OJ991105_10-0419-C18.ol.gp 

282 

3761361 

282. .333, 426. .518, 601.-678, 

53645 

112817 

1 

OJ991105_10-0419.C18.ol.tc 

420 

none 

420. .530, 431. .523, 559. .681, 
899. .1012, 922. .1011 

53645 

112817 

1 

OJ991105_10.0419.C18.ol.tm 

444 

none 

444.-518, 445. .516, 445. .519, 
760. .813, 761. .808 

53646 

112818 

213 

OJ991105_10.0419.C19.ol.gs 

213 

none 

213. .326 



Strand 

End 2200 
Method AAT/GAP 
End 1697 
Score 1009 

760. .842, 928. .1025, 1471,. 1697 

Seq- ID ' OJ991105_10.0419.C18 
Strand 

End 2200 

Method TBLASTX : Cress 

End 1012 

Score 52 

592.-663, 757. .846, 758. .850, 



Seq. ID OJ991105_10.0419.C18 
Strand 

End 2200 

Method TBLASTX: Maize 

End 813 

Score 71 

447. .521, 601. .684, 650. .685, 



Seq. ID OJ991105_10.0419.C19 

Strand + 

End 32 6 

Method GENSCAN 

End 32 6 

Score .75 



Seq. No. 53646 Seq. ID OJ991105_10 . 0419 .C19 

Gene No. il2819 Strand + 

Start 1173 End 1233 

Name OJ991105_10 . 0419 . C19 . ol . gp Method AAT/GAP 

Start 1173 End 1233 

GI 4715947 Score 76 

Exons . 1173.. 1233 

GI Descrip. 2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



Seq. No. 53646 

Gene No. 112820 

Start 1249 

Name OJ991105_10 . 0419.C19. o2 -gs 

Start 1249 

GI none 

Exons 1249.. 1338, 1552.. 1626 

Seq. No. 53647 

Gene No. 112821 

Start 1 



Seq. ID OJ991105_10.0419.C19 
Strand 

End 1626 

Method GENSCAN 

End 162 6 

Score . 92 



Seq. ID OJ991105_10.0419.C22 
Strand + 
End 3897 
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Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991105_10.0419.C22.ol.np Method AAT/NAP 

1 End 816 

5902445 Score 1138 
1. .816 

(AB030283) GAG- POL precursor [Oryza sativa] 



53647 

112821 

1 

OJ991105_10.0419.C22.o3.np 
1 

4680183 



Seq. ID OJ991105_10.0419.C22 

Strand + 

End 3897 

Method AAT/NAP 

End 3897 

Score 217 



1..103, 3129. .3199, 3808. .3897 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



53647 

112822 

1093 

OJ991105_10.0419.C22.o2.tw 
6 

none 



Seq. ID OJ991105_10.0419.C22 
Strand 

End 5048 

Method TBLASTX : Wheat 

End 1398 

Score 183 



6. .92, 8. .205, 9. .203, 144. .206, 1291. .1398 



53647 

112822 

1093 

OJ991105_10.0419.C22.ol.tm 

164 

none 



Seq. ID OJ991105_10.0419.C22 
Strand 

End 5048 

Method TBLASTX: Maize 

End 437 

Score 100 



164. .262, 165. .263, 254. .328, 258. .341, 351. .437 



53647 

112822 

1093 

OJ991105_10.0419.C22.ol.tw 

207 

none 



Seq. ID OJ991105_10.0419.C22 
Strand 

End 5048 

Method TBLASTX : Wheat 

End 665 

Score 361 



207. .665, 227. .316, 357. .386, 368. .496 



Seq. ID OJ991105_10.0419.C22 
Strand 

End 5048 

Method TBLASTX : Mai ze 

End 695 

Score 182 



Seq. ID OJ991105_10.0419.C22 
Strand 

End 5048 

Method AAT/NAP 

End 2924 

Score 1128 



53647 
112822 
1093 

OJ991105_10.0419.C22.o2.tm 
438 
none 

438. .695, 581. .661 

53647 
112822 
1093 

OJ991105_10 . 04 1 9 . C22 . o2 . np 
1093 
6691716 

1093.. 1531, 1605.. 1719, 1869.. 1970, 2045.. 2232, 2310.. 2489, 
2566.. 2668, 2745.. 2924 

(AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
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[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
1Z Name 
i!; Start 

ry gi 

[3 Exons 

[j GI Descrip. 



TBS? 



53647 

112822 

1093 

OJ991105_10.0419.C22.o2.gs 

1158 

none 

1158.. 1423, 1605. .1709, 1781. 
3099. .3194, 4710. .4783 



OJ991105_10.0419.C22 

5048 
GEN SCAN 
4783 
.87 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1970, 2045. .2232, 2310. .2668, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991105 10.0419.C22 



53647 
112822 
1093 

OJ991105_10.0419.C22.ol.gp 
2985 
1631463 
2985.. 3194 

4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



5048 
AAT/GAP 
3194 
339 



53647 Seq. ID 

112822 Strand 
1093 End 
OJ991105_10.0419.C22.o4 .np Method 
4603 End 
1076802 Score 
4603. .5048 

extensin-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi | 1096557 | prf | | 2111476A 
extensin-like domain [Zea mays] 



OJ991105_10.0419.C22 

5048 
AAT/NAP 
5048 
102 



Seq. No. 


53648 






Seq. ID 


OJ991105 


Gene No. 


112823 






Strand 




Start 


1 






End 


268 


Name 


OJ991105 10.0419 


.C23.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


268 


GI 


5902447 






Score 


103 


Exons 


1. .268 










GI Descrip. 


(AB030283) orf4 


[Oryza 


sativa] 






Seq. No. 


53648 






Seq. ID 


OJ991105 


Gene No. 


112824 






Strand 




Start 


358 






End 


1251 


Name 


OJ991105 10.0419 


.C23.o2 


.np 


Method 


AAT/NAP 


Start 


358 






End 


1251 


GI 


5902448 






Score 


1498 


Exons 


358. .1251 










GI Descrip. 


(AB030283) orf3 


[Oryza 


sativa] 






Seq. No. 


53648 






Seq. ID 


OJ991105 


Gene No. 


112824 






Strand 




Start 


358 






End 


1251 


Name 


OJ991105 10.0419 


.C23.ol 


.gs 


Method 


GENSCAN 


Start 


367 






End 


1251 


GI 


none 






Score 


.6 
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Exons 



367. .693, 1084. .1251 



Seq. No. 53648 

Gene No. 112824 

Start 358 

Name OJ991105_10 . 0419 . C23 . ol . tw 

Start 841 

GI none 

Exons 841.. 1131 



Seq. ID OJ991105_10.0419.C23 
Strand 

End 1251 

Method TBLASTX: Wheat 

End 1131 

Score 203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53649 
112825 
458 

OJ991105_10.0419.C24.ol.np 
458 

6907088 

458. .595, 771. .1201, 2037. .2201 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ991105_10.0419.C24 

Strand + 

End 2201 

Method AAT/NAP 

End 2201 

Score 362 



53649 
112825 
458 

OJ991105_10. 0419.C24.o2.np 
1913 
4680184 
1913.. 2201 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991105_10.0419.C24 

Strand + 

End 2201 

Method AAT/NAP 

End 2201 

Score - 220 



Seq. ID OJ991105_10.0419.C25 

Strand + 

End 1055 

Method AAT/NAP 

End 1055 

Score 135 



53650 
112826 
1 

OJ991105_10.0419.C25.ol.np 
1 

7388554 
1. .1055 

HYPOTHETICAL PE-PGRS FAMILY PROTEIN RV3508 PRECURSOR 
gi|7476151|pir| IF70806 hypothetical glycine-rich protein Rv3508 
- Mycobacterium tuberculosis (strain H37RV) 

gi | 2924445 | emb | CAA17745 . 1 | (AL022022 ) PE_PGRS [Mycobacterium 
tuberculosis] 



53650 

112827 

60 

OJ991105_10. 0419.C25.ol.gs 
60 

none 

60. .327, 527. .612, 749. .1047 



Seq. ID OJ991105_10.0419.C25 
Strand 

End 1047 

Method GENSCAN 

End 1047 

Score . 64 



53651 
112828 
1 

OJ991105_10.0419.C26.ol.np 
1 

4680179 
1. .910 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991105_10.0419.C26 
Strand 

End 910 

Method AAT/NAP 

End 910 

Score 367 
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Seq. No. 53651 Seq. ID 

Gene No. 112828 Strand 

Start 1 End 

Name OJ991105_10. 0419.C26.ol .gs Method 

Start 111 End 

GI none Score 

Exons 111.. 528 



OJ991105_10. 0419.C2 6 
910 

GENSCAN 

528 

.63 



3 U 



Seq. No. 53651 Seq. ID 

Gene No. 112828 Strand 

Start 1 End 

Name 0 J9 9 1 1 0 5_1 0.0419.C26.ol.tw Me t hod 

Start 114 End 

GI none Score 

Exons 114.. 419, 235.. 417 

Seq. No. 53651 Seq. ID 

Gene No. 112828 Strand 

Start 1 End 

Name OJ991105_10 . 0419.C26.ol . tm Method 

Start 117 End 

GI none Score 

Exons 117.. 413, 235.. 381 

Seq. No. 53652 Seq. ID 

Gene No. 112829 Strand 

Start 133 End 

Name OJ991105_10 . 0419.C37 . ol . gs Method 

Start 133 End 

GI none Score 

Exons 133. .394 



OJ991105_10.0419.C26 
910 

TBLASTX: Wheat 

419 

97 



OJ991105_10.0419.C26 
910 

TBLASTX: Maize 

413 

76 



OJ991105_10.0419.C37 
394 

GENSCAN 

394 

.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53653 Seq. ID 

112830 Strand 
1 End 
. OJ991105_10.0419.C38.ol.np Method 
1 End 
6907106 Score 
1..449, 524. .715 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ991105_10.0419.C38 
+ 

1124 
AAT/NAP 
715 
395 



53653 Seq. ID 

112830 Strand 

1 End 

OJ991105_10 .0419. C38 . ol . tm Method 

270 End 

none Score 



OJ991105_10.0419.C38 
+ 

1124 

TBLASTX: Maize 

617 

65 



270. .362, 285. .341, 340. .480, 341. .376, 346. .468, 470. .505, 
484. .516, 485. .517, 571. .615, 572. .616, 576. .617 



Seq. No. 53653 Seq. ID 

Gene No. 112830 Strand 

Start 1 End 

Name OJ991105_10 .0419. C38 . ol . gp Method 

Start 315 End 



OJ991105_10.0419.C38 
+ 

1124 

AAT/GAP 

1124 
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GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6547_1.R1084 Score 922 

315. .700, 905. .1124 

'5257.255/dbj IAP000364 . 1 1 AP000364 4.0e-52 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



53654 

112831 

116 

OJ991105_10.0419.C39.ol.gs 

116 

none 

116. .478 



Seq. ID OJ991105__10.0419.C39 

Strand + 

End 478 

Method GENSCAN 

End 478 

Score . 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53654 Seq. ID 

112832 Strand 

658 End 

OJ991105_10 . 04 1 9 . C3 9 . o2 . gs Method 

658 End 

none Score 



OJ991105_10.0419.C39 

2658 
GENSCAN 
2658 
.41 



658. .772, 1642. .1800, 2061. .2076, 2354. .2457, 2600. .2658 



OJ991105_10.0419.C40 
+ 

1271 
AAT/GAP 
307 
451 



53655 Seq. ID 

112833 Strand 
1 End 
OJ991105_10 . 0419 . C40 . ol . gp Method . 
1 End 
2317293 Score 
1..106, 134. .307 

1350783/sp|P47735|RLK5_ARATH 3.0e-20 RECEPTOR-LIKE PROTEIN 

KINASE 5 PRECURSOR >gi_282883_pir S27756 receptor-like protein 

kinase precursor - Arabidopsis thaliana >gi_166850 (M84660) 
receptor-like protein kinase [Arabidopsis thaliana] 
>gi_28424 92_emb_CAA16889.1_ (AL021749) receptor-like protein 
kinase 5 precursor (RLK5) [Arabidopsis thaliana] 



53655 Seq. ID 

112833 Strand 
1 End 
OJ991105_10.0419.C40.ol.np Method 
1 End 
5107831 Score 
1..88, 117. .1271 

(AF14 9413) contains similarity to protein kinase domains (Pfam 
F00069, Score=162.6, E=6.8e-45, N=l) and leucien rich repeats 
{Pfam PF00560, Score=210.7, E=2.2e-59, N=10) [Arabidopsis 
thaliana] 



OJ991105_10.0419.C40 
+ 

1271 
AAT/NAP 
1271 
703 



53655 

112833 

1 

OJ991105_10.0419.C4 0.ol.tc 
2 

none 

2. .94, 2. .169, 137. .334, 
152. .250, 215. .451, 227. 
278.-484, 281. .484, 289. 



323.-475, 365.-472, 378, 



149. 
487, 
408, 
470, 



Seq. ID 
Strand 
End 

Method 
End 
Score 75 
.259, 149. .250, 
266. .481, 269. 
290. .481, 293. 



OJ991105_10.0419.C40 
+ 

1271 

TBLASTX: Cress 
1243 



149. .250, 
,418, 278. 
,334, 301. 



149. 
,487, 
399, 



259, 



383. .481, 383. .472, 389.-496, 



54447 




422. .679, 449. .478, 491. .742, 494.-742, 500. .727, 500. .742, 
500. .556, 500. .742, 506. .691, 527. .718, 572. .775, 782. .832, 
809. .835, 848. .895, 854. .898, 868. .897, 869. .898, 911. .1135, 
911. .1135, 911. .1075, 922. .1113, 923. .1243, 923. .1132, 
923. .1201, 923. .1135, 923. .1114, 929. .1138, 931. .1242, 
940. .1032, 940. .1146, 952. .1200, 952. .1116, 983. .1132, 
1133. .1192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
[g Start 
*5 Name 
it Start 

t;i GI 

FLI Exons 



53655 Seq. ID 

112833 Strand 

1 End 
OJ991105_10.0419.C40.ol.ts Method 

2 End 
none Score 



OJ991105_10.0419.C40 
+ 

1271 

TBLASTX: Soybean 

1195 

52 



2. .76, 2. .76, 148. .246, 149. .244, 149. .256, 149. .484, 149. .250, 
167. .250, 169. .255, 277. .402, 278. .478, 278. .481, 289. .528, 
290. .490, 383. .484, 383. .505, 383. .481, 500. .742, 500. .652, 
509. .691, 509. .691, 581. .691, 785. .838, 866. .1129, 908. .1138, 
914. .1126, 920. .1114, 923. .1132, 923. .1120, 923. .1132, 
932. .1123, 995. .1135, 1115. .1195, 1133. .1195 



53655 

112833 

1 

OJ9911 
148 
none 
148. .2 
304. .3 
845. .8 
1009. . 



05 10.0419.C40.ol.tm 



Seq. ID OJ991105_10.0419.C40 
Strand + 
End 1271 
Method TBLASTX : Maize 
End 1192 
Score 85 

43, 149. .250, 257. .496, 290. .472, 292. .525, 302. .484, 
90, 500. .691, 509. .700, 581. .742, 782. .838, 806. .835, 
95, 923. .1114, 923. .1126, 940. .1122, 995. .1132, 
1125, 1133. .1192 



Seq. No. 53655 Seq. ID 

Gene No. 112833 Strand 

Start 1 End 

Name OJ991105_10 . 0419.C40.ol .gs Method 

Start 158 End 

GI none Score 

Exons 158.. 1259 



OJ991105_10.0419.C40 
+ 

1271 
GEN SCAN 
1259 
.93 



Seq. No. 53655 Seq. ID OJ991105_10 . 04 19 . C40 

Gene No. 112833 Strand + 

Start 'l End 1271 

Name OJ991105_10 . 0419 . C40 ,o2 . gp Method AAT/GAP 

Start 301 End 742 

GI 2317319 Score 862 

Exons 301.. 742 

GI Descrip. 5107831/gb | AAD40144 . 1 | AF14 9413_25 4.0e-20 (AF149413) contains 

similarity to protein kinase domains (Pfam F00069, Score=162.6, 
E=6.8e-45, N=l) and leucien rich repeats (Pfam PF00560, 
Score=210.7, E=2.2e-59, N=10) [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



53655 

112833 

1 

OJ991105_ 
748 



10.0419-C40.o3.gp 



Seq. ID 

Strand 

End 

Method 
End 



OJ991105_ 
+ 

1271 

AAT/GAP 

1059 



10.0419.C40 



54448 



■ f ^ 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



426132 Score 607 

748. .1059 

5107831/gb|AAD40144 . 1 | AF149413_25 2.0e-ll (AF149413) contains 
similarity to protein kinase domains (Pfam F00069, Score=162.6, 
£=6.86-45, N=l) and leucien rich repeats (Pfam PF00560, 
Score=210.7, E=2.2e-59, N=10) [Arabidopsis thaliana] 



53655 



Seq. ID OJ991105_L0.0419.C40 



112833 Strand 
1 End 
OJ991105_10 . 04 19 . C4 0 . ol . tw Method 
1118 End 
none Score 
1118. .1270, 1118. .1267, 1120. .1269 



+ 

1271 

TBLASTX: Wheat 

1270 

179 



Seq. ID 

Strand 

End 

Method 

End 

Score 



53656 
112834 
1 

OJ991105_10.0419.C41.ol.np 
1 

5107831 
1..98, 203. .624 

(AF149413) contains similarity to protein kinase domains (Pfam 
F00069, Score=162 . 6, E=6.8e-45, N=l) and leucien rich repeats 
(Pfam PF00560, Score=210.7, E=2.2e-59, N=10) [Arabidopsis 
thaliana] 



OJ991105_ 
+ 

1390 
AAT/NAP 
624 
338 



10.0419.C41 



U Seq. No. 53656 Seq. ID 

Ly Gene No. 112834 Strand 

l*\ Start ' 1 End 

IT\ Name OJ991105_10 . 04 19 . C4 1 . ol . gs Method 

iy Start 59 End 

s GI none Score 

□ Exons 59.. 98, 203.. 660 



OJ991105_10.0419.C41 
+ 

1390 
GENS CAN 
660 
. 96 



U Seq. No. 53656 Seq. ID 

U Gene No. 112834 Strand 

IZ Start " 1 End 

« : Name OJ991105_10 . 04 19 . C4 1 . ol . gp Method 

C3 Start 344 End 

GI none Score 

Exons 344.. 1390 



OJ991105_10.0419.C41 
+ 

1390 
AAT/GAP 
1390 
2030 



Seq. No. 53656 Seq. ID 

Gene No. 112835 Strand 

Start 1238 End 

Name OJ991105_10 . 04 19 . C4 1 . o2 . tm Method 

Start 2 End 

GI none Score 

Exons 2. .97, 2. .97, 3. .98, 201. .509, 202. .510 



OJ991105_10.0419.C41 
2134 

TBLASTX: Maize 
510 
154 



Seq. No. 53656 Seq. ID 

Gene No. 112835 Strand 

Start 1238 End 

Name OJ991105_10 . 04 19 . C4 1 . o2 . ts Method 

Start 10 End 

GI none Score 



OJ991105_10.0419.C41 
2134 

TBLASTX : Soybean 

351 

83 



54449 



Exons 



10. .96, 11. .97, 201. .335, 202. .351, 211. .345 





Seq. No. 


53656 






Seq. ID 


OJ991105_10.0419.C41 




Gene No. 


112835 






Strand 






Start 


1238 






End 


2134 




Name 


OJ991105 10 


.0419.C41.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


890 






End 


1771 




GI 


none 






Score 


63 




Exons 


890.. 979, 930.. 980, 930 


a o a 

. . 980, 


1027. .1062, 1030. .1140, 






1032 . .1091, 


1035 . . 1154 , 


1 o a o 

1228 . 


.1584, 1230. .1586, 1238. .1591, 






1 OTfi ICO/" 

1239 . . 158 6, 


1642 . . 1761 , 


•1 S~ "~i s* 

1676 . 


. 1771 






Seq. No. 


c o a c a 

53656 






Seq. ID 


A TO fl 1 1 AC 1 A A Vt 1 A, pyl 1 

OJyyiiUo iu.U4iy.C4i 




Gene No. 


1 T O O O C 

112835 






Strand 






Start 


1238 






End 


2134 




Name 


OJ991105_10 


.0419.C41.o2 


. np 


Method 


AAT / NAP 




Start 


1235 






End 


2134 




GI 


6594 672 






Score 


375 




Exons 


1235 . . 1585, 


1678 . .1761, 


2112 . 


.2134 






GI Descrip. 


(AF118132 ) 


chloroplast 


outer 


envelope 


hexokinase 1 [Spinacia 






oleracea] 












Seq. No. 


53656 






Seq. ID 


OJ991105_10.0419.C41 


*t 


Gene No. 


112835 






Strand 






Start 


1238 






End 


2134 


f n 


Name 


OJ991105 10 


. 04 19 . C41 . o2 


. gs 


Method 


GENSCAN 




Start 


1238 






End 


1759 




GI 


none 






Score 


.92 


C3 

: . ; 


Exons 


1238 . . 1585, 


1678 . . 1759 








\ c= 


Seq. No. 


53656 






Seq. ID 


OJ991105_10.0419.C41 




Gene No. 


112835 






Strand 




= 


Start 


1238 






End 


2134 




Name 


OJ991105_10 


. 04 19 . C4 1 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1241 






End 


1762 




GI 


none 






Score 


134 




Exons 


1241 . .1432, 


1 A vl A 1 VI A *7 

1242 . . 1427 , 


14 63 . 


.1591, 1499. .1588, 1669. .1761, 


^3 




1670 . . 1762 


- 










Seq. No. 


53656 






Seq. ID 


OJ991105_10.0419.C41 




Gene No . 


112835 






Strand 






Start 


1238 






End 


2134 




Name 






. tw 


Method 


TBLASTX: Wheat 




Start 


1241 






End 


1499 




GI 


none 






Score 


159 




Exons 


1241. .1447, 


1242. .1448, 


1437 . 


.1499, 1463. .1498 




Seq. No. 


53656 






Seq. ID 


OJ991105_10.0419.C41 




Gene No. 


112835 






Strand 






Cf ar f 
OLdi L 


1238 






End 


2134 




Name 


OJ991105 10 


.0419.C41.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1247 






End 


1771 




GI 


none 






Score 


98 




Exons 


1247. .1441, 


1260. .1427, 


1419. 


.1586, 1463. .1591, 1675. .1761, 






1676. .1771 












Seq. No. 


53657 






Seq. ID 


OJ991105_10.0419.C42 



54450 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



112836 Strand 
1 End 1393 

OJ991105_10 . 04 1 9 . C4 2 . ol . np Method AAT/NAP 
1 End 1393 

6594672 Score 407 

1..54, 395. .577, 661. .817, 1320. .1393 

(AF118132) chloroplast outer envelope hexokinase 1 [Spinacia 
oleracea] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53657 

112836 

1 

OJ991105_10.0419.C42.ol.ts 
1 

none 



Seq. ID OJ991105_10.0419.C42 
Strand 

End 1393 

Method TBLASTX : Soybean 

End 810 

Score 173 



1..54, 392. .580, 393. .578, 664. .810, 665. .808 



53657 

112836 

1 

OJ991105_10.0419.C42.ol.tm 
2 

none 



Seq. ID OJ991105_10.0419.C42 
Strand 

End 1393 

Method TBLASTX : Mai ze 

End 813 

Score 77 



2. .55, 5. .55, 6. .56, 6. .56, 274. .396, 392. .577, 393. .578, 
394.. 579, 659.. 808, 661.. 810, 751.. 813 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53657 

112836 

1 

OJ991105_10.0419.C42.ol.tc 

392 

none 



Seq. ID OJ991105_10.0419.C42 
Strand 

End 1393 

Method TBLASTX : Cress 

End 810 

Score 218 



392. .577, 393. .578, 404. .580, 664. .810, 665. .808 



53657 
112836 
1 

OJ991105_10.0419.C42.ol.gp 
417 

42486_1.R1084 
417. .577, 661. .811 

•2146739/pirl IS71205 8.0e-57 hexokinase (EC 2.7.1.1) 1 - 
Arabidopsis thaliana >gi_881521 (U28214) hexokinase 1 
[Arabidopsis thaliana] >gi_4972059_emb_CAB43927 . 1_ (AL078470) 
hexokinase [Arabidopsis thaliana] 1 



Seq. ID OJ991105_10.0419.C42 
Strand 

End 1393 
Method AAT/GAP 
End " 811 
Score 580 



Seq. No. 


53657 


Seq. ID 


OJ991105 


Gene No. 


112836 


Strand 




Start 


1 


End 


1393 


Name 


OJ991105 10.0419.C42.ol.gs 


Method 


GEN SCAN 


Start 


661 


End 


811 


GI 


none 


Score 


.88 


Exons 


661. .811 






Seq. No. 


53658 


Seq. ID 


OJ991105 


Gene No. 


112837 


Strand 




Start 


442 


End 


790 



54451 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991105_10.0419.C43.ol.gs Method 

442 End 

none Score 
442..S66, 703. .790 

53659 Seq. ID 

112838 Strand 

1 End 

OJ991105_10.0419.C44.ol.np Method 

1 End 

6815109 Score 
1..72, 661. .697, 752. .885 
(AP001081) hypothetical protein [Oryza 



GENSCAN 

790 

.44 



OJ991105 10.0419.C44 



53659 Seq. ID 

112838 Strand 

1 End 
OJ991105_10.0419.C44.ol.gs Method 

205 End 

none Score 
205. .421 



885 

AAT/NAP 

885 

138 

sativa] 

OJ991105_10.0419.C44 
885 

GENSCAN 

421 

.6 



£3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



53660 Seq. ID 

112839 Strand 
1 End 
OJ991105_10 . 0419 . C45 . ol . np Method 
1 End 
4680209 Score 

1..211, 448. .530, 777. .888, 982. .1347, 

(AF114171) unknown [Sorghum bicolor] 

53660 Seq. ID 

112839 Strand 
1 End 
OJ991105_10 . 04 1 9 . C4 5 . ol . gs Method 
136 End 
none Score 
136. .207, 309. .888, 1134. .1270 



53660 

112839 

1 

OJ991105_10.0419.C45.o2.tm 

644 

none 

644. .889, 645. .890 

53660 

112839 

1 

OJ991105_10.0419.C45.ol.tm 

1046 

none 

1046. .1105, 1124. .1474 

53661 
112840 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ991105_10.0419.C45 
+ 

1484 
AAT/NAP 
1484 
724 

1446. . 1484 



OJ991105_10.0419.C45 
+ 

1484 
GENSCAN 
1270 
.64 



OJ991105_10.0419.C45 
+ 

1484 

TBLASTX: Maize 

890 

273 



OJ991105_10.0419.C45 
+ 

1484 

TBLASTX: Maize 

1474 

58 



OJ991105 10.0419.C47 



54452 




Start 


320 




End 


505 


Name 


OJ991105_10.0419.C4 7.ol. 


np 


Method 


AAT/NAP 


Start 


320 




End 


505 


GI 


6598344 




Score 


58 


Exons 


320 . . 505 








GI Descrip. 


(AC002335) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


53662 




Seq. ID 


OJ991105_10.0419.C51 


Gene No. 


112841 




Strand 


+ 


Start 


1 




End 


456 


Name 


OJ991105_10.0419.C51.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


441 


GI 


3643608 




Score 


299 


Exons 


1. .183, 309. .441 








GI Descrip. 


(AC005395) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


53662 




Seq. ID 


OJ991105_10.0419.C51 


Gene No. 


112841 




Strand 


+ 


Start 


1 




End 


456 


Name 


OJ991105 10. 0419.C51.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


125 




End 


456 


GI 


none 




Score 


87 


Exons 


125. .184, 133. .186, 133. 


.186, 


309. .425, 


310. .426, 310. .456 


Seq. No. 


53663 




Seq. ID 


OJ991105_10.0419.C52 


Gene No. 


112842 




Strand 


+ 


Start 


1 




End 


2696 


Name 


OJ991105 10.0419.C52.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


2521 


GI 


4415916 




Score 


545 


Exons 


1..300, 382. .588, 1854.. 


2089, 


2316. .2521 


GI Descrip. 


(AC006282) putative pectinesterase [Arabidopsis thaliana] 


Seq. No. 


53663 




Seq. ID 


OJ991105_10.0419.C52 


Gene No. 


112842 




Strand 


+ 


Start 


1 




End 


2696 


Name 


OJ991105 10.0419.C52.ol. 


gs 


Method 


GENS CAN 


Start 


65 




End 


2696 


GI 


none 




Score 


.61 


Exons 


65. .109, 111. .300, 382.. 


588, 


1854. .208$ 


>, 2316. .2447, 2589.. 


Seq. No. 


53663 




Seq. ID 


OJ991105_10.0419.C52 


Gene No. 


112842 




Strand 


+ 


Start 


1 




End 


2696 


Name 


OJ991105 10.0419.C52.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


106 




End 


601 


GI 


none 




Score 


131 


Exons 


106. .195, 108. .203, 112. 


.207, 


210. .329, 


211. .309, 354. .578, 




361. .588, 439. .588, 443. 


.601 






Seq. No. 


53663 




Seq. ID 


OJ991105_10.0419.C52 


Gene No . 


112842 




Strand 


+ 


Start 


1 




End 


2696 


Name 


OJ991105 10.0419.C52.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


Ill 




End 


1901 


GI 


none 




Score 


120 


Exons 


111. .200, 112. .207, 223. 


.300, 


225. .299, 


379. .588, 381. .581, 



54453 




1851. .1901 



Seq. No. 


53663 




Seq. ID 


OJ991105_10.0419 


.C52 


Gene No. 


112842 




Strand 


+ 




Start 


1 




End 


2696 




Name 


OJ991105 10.0419.C52.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


112 




End 


588 




GI 


none 




Score 


122 




Exons 


112. .300, 192. .281, 379 


. .588, 


381. .566 






Seq. No. 


53663 




Seq. ID 


OJ991105_10.0419 


.C52 


Gene No. 


112842 




Strand 


+ 




Start 


1 




End 


2696 




Name 


OJ991105 10.0419.C52.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


381 




End 


2045 




GI 


none 




Score 


247 




Exons 


381. .578, 382. .588, 1857. .1958, 1926.. 


2045 




Seq. No. 


53663 




Seq. ID 


OJ991105 10.0419 


.C52 


Gene No. 


112842 




Strand 


+ 




Start 


1 




End 


2696 




Name 


OJ991105 10 0419 C52 o2 


. L.1U 


Method 


TBLASTX: Maize 




Start 


1857 ~~ 




End 


2090 




GI 


none 




Score 


326 




Exons 


1857 2090 1913 2089 










Seq. No. 


53663 




Seq. ID 


OJ991105_10.0419 


.C52 


Gene No. 


112842 




Strand 


+ 




Start 


1 




End 


2696 




Name 


OJ991105 10 0419 CS2 o3 


» L.ILI 


Method 


TBLASTX: Maize 




Start 


2315 ~~ 




End 


2468 




GI 


none 




Score 


235 




Exons 


2315 2344 2317 2463 


2317 . 


.2463, 2331.. 2468 




Seq. No. 


53664 




Seq. ID 


OJ991105_10.0419 


.C56 


Gene No. 


112843 




Strand 


+ 




Start 


3723 




End 


6348 




Name 


OJ991105 10.0419.C56.ol 


.np 


Method 


AAT/NAP 




Start 


3723 




End 


6348 




GI 


4680179 




Score 


3411 




Exons 


3723. .4481, 4508. .6348 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


53664 




Seq. ID 


OJ991105 10.0419 


.C56 


Gene No. 


112843 




Strand 


+ 




Start 


3723 




End 


6348 




Name 


OJ991105 10.0419.C56.o2 


.gs 


Method 


GENSCAN 




Start 


3723 




End 


6324 




GI 


none 




Score 


.62 




Exons 


3723. .4116, 4288. .4436, 


4613. 


.6324 






Seq. No. 


53664 




Seq. ID 


OJ991105_10.0419 


.C56 


Gene No. 


112844 




Strand 






Start 


608 




End 


3094 




Name 


OJ991105 10.0419.C56.ol 


.gs 


Method 


GENSCAN 




Start 


608 


End 


3094 




GI 


none 




Score 


.52 





54454 



Exons 



608. .1105, 1222. .1309, 2057. .2175, 2584. .2721, 2951. .3094 



Seq. No. 53664 

Gene No. 112845 

Start 3936 

Name OJ991105_10 . 0419 . C56 . o3 . tw 

Start 3936 

GI none 

Exons 3936.. 4316, 3956.. 4315 



Seq. ID OJ991105_10.0419.C56 
Strand 

End 4469 

Method TBLASTX : Wheat 

End 4316 

Score 302 



Seq. No. 53664 

Gene No. 112845 

Start 3936 

Name OJ991105_10 . 0419 . C56 . o3 . tm 

Start 4197 

GI none 

Exons 4197.. 4469, 4220.. 4384 



Seq. ID OJ991105_10.0419.C56 
Strand 

End 4469 

Method TBLASTX : Maize 

End 4 4 69 

Score 203 



Seq. No. 53664 

Gene No. 112846 

Start 4883 

Name OJ991105_10 . 0419 . 

Start 4883 

GI none 

Exons 4883.. 5107, 4897, 



Seq. ID OJ991105_10.0419.C56 
Strand 

End 5284 

Method TBLASTX : Wheat 

End 5284 

Score 150 
,5049, 5111. .5284, 5144. .5203, 5185. .5253 



C56.o4 .tw 



Seq. No. 53664 

Gene No. 112846 

Start 4883 

Name OJ991105_10.0419.C56.o4 .tm 

Start 4 921 

GI none 

Exons 4921.. 5022, 4922.. 5197 



Seq. ID OJ991105_10.0419.C56 
Strand 

End 5284 

Method TBLASTX: Maize 

End 5197 

Score 195 



Seq. No. 53664 

Gene No. 112847 

Start 5459 

Name OJ991105_10 . 0419 . C56 . ol . tw 

Start 5459 

GI none 

Exons 5459.. 5941, 5563.. 5898 



Seq. ID OJ991105_10.0419.C56 
Strand 

End 634 6 

Method TBLASTX : Wheat 

End 5941 

Score 544 



Seq. No. 53664 

Gene No. 112847 

Start 5459 

Name OJ991105_10 . 0419 . 

Start 5495 

GI none 

Exons 5495.. 5809 



C56.o2.ts 



Seq. ID OJ991105_10.0419.C56 
Strand 

End 634 6 

Method TBLASTX : Soybean 

End 5809 

Score 183 



Seq. No. 53664 

Gene No. 112847 

Start 5459 

Name OJ991105_10 . 0419 . C56 . ol . tm 

Start 5528 

GI none 

Exons 5528.. 5995, 5599.. 5898 



Seq. ID OJ991105_10.0419.C56 
Strand 

End 634 6 

Method TBLASTX : Maize 

End 5995 

Score 387 



54455 



Seq. No. 53664 

Gene No. 112847 

Start 5459 

Name OJ991105_10 . 0419 .C56 . ol . ts 

Start 5882 

GI none 

Exons 5882. .5914, 5884 . .5910, 5918. 
6022. .6276 



Seq. ID OJ991105_10.0419.C56 
Strand 

End 634 6 

Method TBLASTX : Soybean 

End 6277 

Score 57 

.6277, 5925.-5996, 5930.. 6247, 



Seq. No. 53664 

Gene No. 112847 

Start 5459 

Name OJ991105_10 . 04 19 . C56 . o2 . tw 

Start 5990 

GI none 

Exons 5990.. 6346, 6022.. 6342 

Seq. No. 53664 

Gene No. 112847 

Start 5459 

Name OJ991105_10 . 0419 .C56 . o2 . tm 

Start 6011 

GI none 

Exons 6011.. 6346, 6079.. 6342 

Seq. No. 53665 

Gene No. 112848 

Start 1 

Name OJ991105_10 . 0419 .C57 . ol .np 

Start 1 

GI 4680179 

Exons 1..1273 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 53665 

Gene No. 112848 

Start 1 

Name OJ991105_10 . 04 19 . C57 . o2 . tw 

Start 1 

GI none 

Exons 1..423, 34. .387, 168. .422 

Seq. No. 53665 

Gene No. 112848 

Start 1 

Name OJ991105_10 . 0419 .C57 . ol . gs 

Start 4 0 

GI none 

Exons 40.. 1188 



Seq. ID OJ991105_10.0419.C56 
Strand 

End 6346 

Method TBLASTX : Wheat 

End 6346 

Score 4 62 



Seq. ID OJ991105_10.0419.C56 
Strand 

End 634 6 

Method TBLASTX : Mai ze 

End 6346 

Score 314 



Seq. ID OJ991105_10.0419.C57 

Strand + 

End 1273 

Method AAT/NAP 

End 1273 

Score 2169 



sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991105_10.0419.C57 
+ 

1273 

TBLASTX: Wheat 

423 

544 



OJ991105_10.0419.C57 
+ 

1273 
GEN SCAN 
1188 
.7 



Seq. No. 53665 Seq. ID 

Gene No. 112848 Strand 

Start 1 End 

Name OJ991105_10 . 04 19 . C57 . ol . tc Method 

Start 130 End 

GI none Score 



OJ991105_10.0419.C57 
+ 

1273 

TBLASTX: Cress 

447 

89 



54456 



Exons 130. .303, 304 . .447, 306. .446 



Seq. No. 53665 Seq. ID 

Gene No. 112848 Strand 

Start 1 End 

Name OJ991105_10 .0419. C57 . ol . ts Method 

Start 211 End 

GI none Score 

Exons 211.. 471, 216.. 470 



OJ991105_10.0419.C57 
+ 

1273 

TBLASTX: Soybean 

471 

299 



Seq. No. 53665 Seq. ID 

Gene No. 112848 Strand 

Start 1 End 

Name OJ991105_10 . 0419 . C57 . o2 . tm Method 

Start 270 End 

GI none Score 

Exons 270.. 557, 271.. 561 



OJ991105_10.0419.C57 
+ 

1273 

TBLASTX: Maize 

561 

390 



Seq. No. 


53665 




Seq. ID 


OJ991105_10.0419.C57 


Gene No. 


112o4tJ 




Strand 


+ 


Start 


1 




End 


1273 


Name 


OJ991105 10 . 0419 . C57 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


430 




End 


1056 


GI 


none 




Score 


732 


Exons 


430.. 1056, 432.. 1055 








o fc; q • in o • 


53665 




Seq. ID 


OJ991105_10.0419.C57 


Gene No. 


112848 




Strand 


+ 


Start 


1 




End 


1273 


Name 


OJ991105 10.0419.C57.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


610 




End 


1197 


GI 


none 




Score 


226 


Exons 


610. .771, 618. .764, 768 


. .1196, 


769. .1197 


Seq. No. 


53665 




Seq. ID 


OJ991105_10.0419.C57 


Gene No. 


112848 




Strand 


+ 


Start 


1 




End 


1273 


Name 


OJ991105 10.0419.C57.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


1056 




End 


1260 


GI 


none 




Score 


219 


Exons 


1056. .1256, 1057. .1260 








Seq. No. 


53666 




Seq. ID 


OJ991015_06.0419.C2 


Gene No. 


112849 




Strand 


+ 


Start 


1157 




End 


2619 


Name 


OJ991015 06.0419.C2.ol.np 


Method 


AAT/NAP 


Start 


1157 




End 


2619 


GI 


4680342 




Score 


595 


Exons 


1157. .1724, 2572. .2619 








GI Descrip. 


(AF128457) hypothetical 


protein [Oryza 


sativa subsp. indica] 



Seq. No. 53666 Seq. ID 

Gene No. 112850 Strand 

Start 886 End 

Name OJ991015_06 . 0419 . C2 . ol . gs Method 

Start 886 End 

GI none Score 



OJ991015_06.0419.C2 

2074 
GENSCAN 
2074 
.62 



54457 





Exons 


886. .909/ 1153. .1483/ 1761.. 


1927, 1984 


. . 2074 




Seq. No. 


53667 


Seq. ID 


OJ991015 




Gene No. 


112851 


Strand 


+ 




Start 


1229 


End 


1459 




Name 


OJ991015_06 . 0419.C3 . ol .gs 


Method 


rill ^> TV T 

GEN SCAN 




Start 


1229 


End 


1459 




GI 


none 


Score 


. 58 




Exons 


1229. . 1459 








Seq. No. 


53667 


Seq. ID 


OJ991015 




Gene No. 


112852 


Strand 


+ 




Start 


3956 


End 


6789 




Name 


OJ991015 06.0419.C3.o3.np 


Method 


AAT/NAP 




Start 


3956 


End 


6789 




GI 


6815109 


Score 


383 




Exons 


3956.-3982, 5348.-5454, 5523 


. .6789 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


53667 


Seq. ID 


OJ991015 




Gene No. 


112852 


Strand 


+ 




Start 


3956 


End 


6789 




Name 


OJ991015 06.0419.C3.o2.np 


Method 


AAT/NAP 




Start 


4563 


End 


4652 


- =r 


GI 


4680183 


Score 


119 


'% J 


Exons 


4563. .4652 






EH 


GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


1 J 


Seq. No. 


53667 


Seq. ID 


OJ991015 




Gene No. 


112853 


Strand 


+ 




Start 


9598 


End 


10326 




Name 


OJ991015 06.0419.C3.o4.np 


Method 


AAT/NAP 




Start 


8327 


End 


9745 


= 


GI 


6907088 


Score 


1103 




Exons 


8327. .8464, 8640. .8877, 9361 


. .9745 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


53667 


Seq. ID 


OJ991015 




Gene No. 


112853 


Strand 


+ 


! -J 


Start 


9598 


End 


10326 


n 


Name 


OJ991015 06.0419.C3.o4.gs 


Method 


GENSCAN 




Start 


9598 


End 


10173 




GI 


none 


Score 


.95 




Exons 


9598. .10173 








Seq. No. 


53667 


Seq. ID 


OJ991015 




Gene No. 


112853 


Strand 


+ 




Start 


9598 


End 


10326 




Name 


OJ991015 06.0419.C3.o5.np 


Method 


AAT/NAP 




Start 


9730 


End 


10326 




GI 


5734635 


Score 


167 




Exons 


9730.. 9858, 9910.. 10326 








GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 




Seq. No. 


53667 


Seq. ID 


OJ991015_ 




Gene No. 


112854 


Strand 






Start 


2469 


End 


4530 



54458 



Name OJ991015_06 . 04 19 . C3 . ol .np Method AAT/NAP 

Start 2469 End 4530 

GI 6721561 Score 133 

Exons 2469.. 2520, 4440.. 4530 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


53668 








Seq. ID 


OJ991015 


Gene No. 


112855 








Strand 


+ 


Start 


1304 








End 


2409 


Name 


OJ991015 06. 


0419, 


.C4.ol. 


gs 


Method 


GENSCAN 


Start 


1304 








End 


2409 


GI 


none 








Score 


.56 


Exons 


1304. .1351, 


1885, 


. .2130, 


2284. 


.2409 




Seq. No. 


53668 








Seq. ID 


OJ991015 


Gene No. 


112856 








Strand 




Start 


1 








End 


3192 


Name 


OJ991015 06. 


0419. 


.C4 .ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


1238 


GI 


6815109 








Score 


101 


Exons 


1..77, 234.. 


419, 


1118. . 


1238 







GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53668 Seq. ID 

112856 Strand 
1 End 3192 

OJ991015_06.0419.C4 .o2.np Method AAT/NAP 

1 End 3192 

5042454 Score 325 

1..97, 1947. .2284, 3089. .3192 

(AC007789) putative polyprotein [Oryza sativa] 



OJ991015 06. 0419. C4 



53669 Seq. ID 

112857 Strand 

1839 End 

OJ991015_06 . 04 19 . C5 . ol . gs Method 

1839 End 

none Score 
1839. .2536 



OJ991015_06.0419.C5 

2625 
GENSCAN 
2536 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



53669 
112857 
1839 

OJ991015_06.0419.C5.ol.np 
1869 
6587835 
1869. .2625 

(AC006551) Similar to peptide transporter [Arabidopsis thaliana] 



Seq. ID OJ991015_06.0419.C5 
Strand 

End 2625 

Method AAT/NAP 

End 2625 

Score 774 



53669 

112857 

1839 

OJ991015 06.0419.C5.ol.ts 



Seq. ID OJ991015_06.0419.C5 
Strand 

End 2625 

Method TBLASTX : Soybean 



54459 




Start 


1869 








End 


2610 


GI 


none 








Score 


134 


Exons 


1869. .2609, 


1969 


. 2220, 


2452. 


.2610 




Seq. No. 


53669 








Seq. ID 


OJ991015_06. 0419.C5 


Gene No. 


112857 








Strand 




Start 


1839 








End 


2625 


Name 


OJ991015 06 


.0419 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1878 








End 


2196 


GI 


none 








Score 


37 


Exons 


1878. .2009, 


1902 


.1952, 


1969. 


.2010, 2001. .2195, 2002. .2196 



Seq. No. 53669 

Gene No. 112857 

Start 1839 

Name OJ991015_06 . 04 19 . C5 . ol . tc 

Start 1881 

GI none 
Exons 



Seq. ID OJ991015_06.0419.C5 



Strand 
End 

Method 

End 

Score 



2625 

TBLASTX: Cress 

2609 

80 



1881. .1988, 2001. .2222, 2205. .2474, 2481. .2609 



Seq. No. 
Gene No. 
Start 
Name 
y Start 

y gi 

CH Exons 

ru 

H Seq. No. 

Gene No. 
^ Start 

Name 
[LJ Start 
= GI 
?^ Exons 



53669 

112857 

1839 

OJ991015_06.0419.C5.ol.tm 

1956 

none 



Seq. ID OJ991015_06.0419.C5 
Strand 

End 2625 

Method TBLASTX: Maize 

End 2609 

Score 76 



1956. .2000, 2007. .2228, 2119. .2226, 2235. .2471, 2481. .2609 



53670 

112858 

8447 

OJ991015_06.0419.C6.o5.gs 

8447 

none 



Seq. ID OJ991015_06.0419.C6 

Strand + 

End 11542 

Method GENSCAN 

End 11542 

Score .74 



8447. .8564, 9155. .9305, 9636. .9906, 107 92 .. 10957, 11223 .. 11342, 
11424. .11542 



Seq. No. 53670 

Q Gene No. 112859 

E3 Start 12428 

Name OJ991015_06 . 0419 . C6 . 06 . gs 

bsr Start 12428 

GI none 

Exons 



Seq. ID OJ991015_06.0419.C6 

Strand + 

End 13959 

Method GENSCAN 

End 13959 

Score . 66 



12428. .12490, 12603 .. 12636, 12743 .. 12914 , 13785. .13959 



Seq. No. 53670 

Gene No. 112859 

Start 12428 

Name OJ991015_06 . 0419 . C6 . o2 . np 

Start 12556 

GI 5102600 

Exons 12556. .12636, 12701.. 12921 
GI Descrip. (AJ005206) GEG protein [Gerbera hybrida] 



Seq. ID OJ991015_06.0419.C6 

Strand + 

End 13959 

Method AAT/NAP 

End 12921 

Score 267 



Seq. No. 53670 Seq. ID OJ991015_06 . 04 19 . C6 

Gene No. 112860 Strand + 

Start 16314 End 18714 



54460 



Name 

Start 

GI 

Exons 



OJ991015_0 6 . 04 19 . C6 . 08 . gs Method GEN SCAN 

16314 End 18714 

none Score . 94 

16314. .17354, 18199 .. 18402, 18487.. 18714 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53670 

112860 

16314 

OJ991015_06.0419.C6.o4 .np 

16347 

7452466 



Seq. ID OJ991015_06.0419.C6 

Strand + 

End 18714 

Method AAT/NAP 

End 18714 

Score 1241 



16347. .17354, 18199 .. 18402, 18487.. 18714 

hypothetical protein T22A6.160 - Arabidopsis thaliana 

gi I 5051775-1 emb|CAB45068. 1| (AL078637) putative protein 

[Arabidopsis thaliana] gi | 7269283 I emb | CAB79343 . 1 1 (AL161561) 

putative protein [Arabidopsis thaliana] 



V s 



Seq. No. 


53670 


Seq. ID 


OJ991015_06. 


0419 


.C6 


bene no. 


112861 


Strand 








Start 


1 


End 


5863 






Name 


OJ991015 06.0419. C6.ol-np 


Method 


AAT/NAP 






Start 


1 


End 


5820 






GI 


6587835 


Score 


644 






Exons 


1..504, 5374. .5595, 5695. .5820 








GI Descrip. 


(AC006551) Similar to peptide 


transporter [Arabidopsis 


thaliana] 


Seq. No. 


53670 


Seq. ID 


OJ991015_06. 


0419 


.C6 


bene wo . 


112861 


Strand 








Start 


1 


End 


5863 






Name 


OJ991015 06.0419.C6.o3.gs 


Method 


GENSCAN 






Start 


2710 


End 


3009 






GI 


none 


Score 


.99 






Exons 


2710. .3009 










Seq. No. 


53670 


Seq. ID 


OJ991015_06. 


0419 


.C6 


Gene No. 


112861 


Strand 








Start 


1 


End 


5863 






Name 


OJ991015 06.0419.C6.o4.gs 


Method 


GENSCAN 






Start 


5029 


End 


5863 






GI 


none 


Score 


.82 






Exons 


5029. .5130, 5380. .5597, 5632. 


5863 








Seq. No. 


53670 


Seq. ID 


OJ991015_06. 


0419 


.C6 


Gene No. 


112862 


Strand 








Start 


13003 


End 


14650 






Name 


OJ991015 06.0419.C6.o3.np 


Method 


AAT/NAP 






Start 


13003 


End 


14650 






GI 


7523503 


Score 


131 






Exons 


13003. .13023, 14444.. 14650 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


53670 


Seq. ID 


OJ991015_06. 


0419 


.C6 


Gene No. 


112863 


Strand 








Start 


21198 


End 


28598 






Name 


OJ991015 06.0419.C6.ol0.gs 


Method 


GENSCAN 






Start 


21198 


End 


28592 






GI 


none 


Score 


.62 







54461 



Exons 



21198. .21305, 21767. .21807, 22568 .. 22820 , 228 92 .. 22913, 
23504. .23634, 242 94 .. 24342, 25833 .. 25918 , 2624 6.-26267, 
28345. .28592 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

- ~ 

|n Seq. No. 

fit Gene No. 

f% Start 

ifl Name 

^ Start 

\J GI 

fy Exons 

1=1 Seq. No. 

^ Gene No. 

y Start 

H Name 

U Start 

l~ z Exons 



53670 

112863 

21198 

OJ991015_06.0419.C6.o5.np 

22350 

5091614 

22350. .22552, 22706 .. 22799, 
23504. .23634, 23980 .. 24036, 
26190. .26267, 26427 .. 2 654 9, 
27554. .27635, 28163 .. 28252, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22865. .22958, 
24294. .24342, 



OJ991015 06. 0419. C6 



28598 
AAT/NAP 
28598 
1143 

23341. 
25833. 
27398. 



.23424, 
.25918, 
.27478, 



27180. .27269, 
28345. .28598 

(AC007454) Contains a PF| 00561 alpha/beta hydrolase fold domain. 
[Arabidopsis thaliana] 



53670 Seq. ID 

112864 Strand 

29301 End 

OJ991015_06.0419.C6.ol.tc Method 

64 End 

none Score 
64. .378, 86. .367 

53670 Seq. ID 

112864 Strand 

29301 End 

OJ991015_06 . 0419 . C6 . o3 . tm Method 

67 End 

none Score 
67. .390, 74. .367, 5380. .5595, 5381. .5596, 5695. .5763 

OJ991015 06. 0419. C6 



OJ991015_06.0419.C6 
31030 

TBLASTX: Cress 

378 

155 



OJ991015_06.0419.C6 
31030 

TBLASTX: Maize 

5763 

200 



53670 Seq. ID 

112864 Strand 

29301 End 

OJ991015J) 6 . 04 19 . C6 . o2 . ts Method 

73 End 

none Score 

73.-357, 77. .334 



Seq. No. 53670 Seq. ID 

Gene No. 112864 Strand 

Start 29301 End 

Name OJ991015_06 . 04 19 . C6 . o5 . tm Method 

Start 835 End 

GI none Score 
Exons 



31030 

TBLASTX: Soybean 

357 

162 



OJ991015_06.0419.C6 
31030 

TBLASTX: Maize 

8484 

87 



835. .996, 886. .1029, 917. .1009, 1033. .1065, 1038. .1064, 
1067. .1096, 1162. .1314, 1189. .1311, 1273. .1452, 1315. .1374, 
1364. .1429, 1379. .1429, 1380. .1430, 1430. .1531, 1431. .1532, 
1431. .1532, 1432. .1533, 8416. .8484 



Seq. No. 53670 Seq. ID 

Gene No. 112864 Strand 

Start 29301 ' End 

Name OJ991015_06 . 0419 .C6 . o4 . ts Method 

Start 922 End 



OJ991015_06.0419.C6 
31030 

TBLASTX : Soybean 
1532 



54462 




GI 


none 


Score 


79 




Exons 


922.. 975, 1038.. 1064, 1189.. 


1314, 1226 


. .1315, 1320. .1358, 




1370. .1432, 1379. .1429, 1437 


..1532, 1440. .1532 




Seq. No. 


53670 


Seq. ID 


OJ991015_06.0419. 


C6 


Gene No. 


112864 


Strand 






Start 


29301 


End 


31030 




Name 


OJ991015 06.0419.C6.o6.tc 


Method 


TBLASTX: Cress 




Start 


1183 . 


End 


1532 




GI 


none 


Score 


107 




Exons 


1183. .1314, 1320. .1358, 1361 


..1429, 1437. .1532 




Seq. No. 


53670 


Seq. ID 


OJ991015 06.0419. 


C6 


Gene No. 


112864 


Strand 






Start 


29301 


End 


31030 




Name 


OJ991015 06.0419.C6.o5.ts 


Method 


TBLASTX : Soybean 




Start 


5380 


End 


5829 




GI 


none 


Score 


107 




Exons 


5380. .5595, 5381. .5596, 5695 


. .5829 






Seq. No. 


53670 


Seq. ID 


OJ991015_06.0419. 


C6 


Gene No. 


112864 


Strand 






Start 


29301 


End 


31030 




Name 


OJ991015 06.0419.C6.o5.tc 


Method 


TBLASTX: Cress 




Start 


5404 


End 


5766 




GI 


none 


Score 


121 




Exons 


5404. .5592, 5405. .5593, 5695 


. .5766 






Seq. No. 


53670 


Seq. ID 


OJ991015_06.0419. 


C6 


Gene No. 


112864 


Strand 






Start 


29301 


End 


31030 




Name 


OJ991015 06.0419.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


12418 


End 


12927 




GI 


none 


Score 


47 




Exons 


12418. .12486, 12418 .. 12498, 


12603. .12635, 12603. .12635, 






12739. .12927, 12741.. 12920 








Seq. No. 


53670 


Seq. ID 


OJ991015JD6.0419. 


C6 


Gene No. 


112864 


Strand 






Start 


29301 


End 


31030 




Name 


OJ991015 06.0419.C6.o3.tc 


Method 


TBLASTX: Cress 




Start 


12736 


End 


12924 




GI 


none 


Score 


252 




Exons 


12736. .12924, 12741.. 12920 








Seq. No. 


53670 


Seq. ID 


OJ991015_06.0419. 


C6 


Gene No. 


112864 


Strand 






Start 


29301 


End 


31030 




Name 


OJ991015 06.0419.C6.o3.ts 


Method 


TBLASTX : Soybean 




Start 


12736 


End 


12927 




GI 


none 


Score 


271 




Exons 


12736. .12927, 12741. .12920 








Seq. No. 


53670 


Seq. ID 


OJ991015_06.0419. 


C6 


Gene No. 


112864 


Strand 






Start 


29301 


End 


31030 




Name 


OJ991015 06.0419.C6.o2.tw 


Method 


TBLASTX: Wheat 





54463 




Start 


12741 




End 


12983 




GI 


none 




Score 


44 




Exons 


12741. .12809, 12742. 


.12951, 


12744. .12932, 12888. .12983 




Seq. No. 


53670 




Seq. ID 


OJ991015_06.0419 


.C6 


Gene No. 


112864 




Strand 






Start 


29301 




End 


31030 




Name 


OJ991015 06. 0419. C6. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


16635 




End 


18561 




GI 


none . 




Score 


63 




Exons 


16635. .16673, 16794. 


.16964, 


16802. .16969, 16947 17261, 






16949. .17263, 17259. 


.17357, 


18191. .18343, 18195. .18389, 






18196. .18399, 18196. 


.18387, 


18198. .18 


395, 18484. .18561 




Seq. No. 


53670 




Seq. ID 


OJ991015JD6.0419 


.C6 


Gene No. 


112864 




Strand 






Start 


29301 




End 


31030 




Name 


OJ991015 06. 0419. C6. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


16635 




End 


16973 




GI 


none 




Score 


64 




Exons 


16635. .16670, 16791. 


.16973, 


16799. .16969 




Seq. No. 


53670 




Seq. ID 


OJ991015_06.0419 


.C6 


Gene No. 


112864 




Strand 






Start 


29301 




End 


31030 




Name 


OJ991015 06. 0419. C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


16955 




End 


17165 




GI 


none 




Score 


316 




Exons 


16955. .17164, 16956. 


.17165 








Seq. No. 


53670 




Seq. ID 


OJ991015_06.0419 


.C6 


Gene No. 


112864 




Strand 






Start 


29301 




End 


31030 




Name 


OJ991015 06. 0419. C6. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


17016 




End 


18735 




GI 


none 




Score 


256 




Exons 


17016. .17237, 17021. 


.17236, 


18202. .18336, 18211 .. 18399, 






18216. .18395, 18484. 


.18561, 


18495. .18560, 18 622 .. 18735, 






18682. .18723 










Seq. No. 


53670 




Seq. ID 


OJ991015_06.0419 


.C6 


Gene No. 


112864 




Strand 






Start 


29301 




End 


31030 




Name 


OJ991015_06.0419.C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


17136 




End 


18772 




GI 


none 




Score 


333 




Exons 


17136. .17360, 17136. 


.17174, 


17141. .17356, 17223. .17366, 






18175. .18402, 18181. 


.18402, 


18185. .18 


403, 18461. .18640, 






18486. .18560, 18488. 


.18721, 


18597. .18 


722," 18616. .18723, 






18740. .18772 










Seq. No. 


53670 




Seq. ID 


OJ991015_06.0419 


.C6 


Gene No. 


112864 




Strand 






Start 


29301 




End 


31030 




Name 


OJ991015 06. 0419. C6. 


06. tm 


Method 


TBLASTX: Maize 




Start 


20154 




End 


21725 




GI 


none 




Score 


213 





54464 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20154. .20324, 20158 20322, 20418 .. 20552, 2044 9 .. 20553, 
21281. .21439, 21283 .. 21435, 21290 .. 214 42, 21555 21656, 
21555. .21650, 21562 21654 , 21696.. 21725 



53670 

112864 

29301 

OJ991015_06.0419.C6.o7.tm 

22352 

none 



Seq. ID OJ991015_06.0419.C6 
Strand 
End 

Method 
End 
-Score 



31030 

TBLASTX: Maize 

22526 

80 



22352. .22510, 22353 .. 22520, 22353.. 22526 



Seq. ID OJ991015_06.0419.C6 
Strand 

31030 

TBLASTX: Maize 
24021 
78 

23426, 
23635, 

23665, 23505. .23636, 23980.. 24021 



53670 
112864 
29301 

OJ991015_06.0419.C6.o4.tm 
22892 
none 
22892, 
23335, 
23504. 



End 

Method 
End 
Score 

,22960, 22892. .22957, 23333 .. 23425, 23334, 
,23454, 23338. .23430, 23503 .. 23637 , 23504, 



Seq. No. 53670 
Gene No. 112864 
Start 29301 

Name OJ991015_06 . 0419 . C6 . 06 . ts 

Start 23539 
GI none 

Exons 23539. .23637, 23540 23635, 

25835. .25918, 26194.126262, 
26424. .26549, 26428 .. 26550, 
27408. .27464 



Seq. ID 
Strand 
End 

Method 

End 

Score 
25829. .25924, 
26196. .26267, 
27180. .27269, 



OJ991015 06. 0419. C6 



31030 

TBLASTX: Soybean 
27466 
67 

25833. .25910, 
26415. .26555, 
27398. .27466, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53670 
112864 
29301 

OJ991015_06.0419.C6.o9.tm 
25860 



OJ991015 06. 0419. C6 



none 
25860. 
26189. 
26424. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,25943, 25861. .25923, 26182 .. 26238 , 26185 .. 26268, 
,26272, 26189. .26263, 26196 .. 26267 , 26402 .. 26548, 
,26549, 26426.. 26548 



31030 

TBLASTX: Maize 

26549 

91 



Seq. No. 53670 Seq. ID 

Gene No. 112864 Strand 

Start 29301 End 

Name OJ991015_06 . 04 1 9 . C6 . 08 . tm Method 

Start 27189 End 

GI none Score 
Exons 



OJ991015_06.0419.C6 
31030 

TBLASTX: Maize 

28398 

80 



27189. .27269, 27193 .. 27270, 27194 .. 27268 , 27195 .. 27290, 

27398. .27505, 27399 .. 27503, 27551 27637 , 27559 .. 27630, 

27561. .27644, 27564 .. 27644 , 28151 28255 , 28162 .. 28254 , 

28333. .28398, 28344.-28397 



Seq. No. 
Gene No. 
Start 



53670 

112864 

29301 



Seq. ID 

Strand 

End 



OJ991015 06. 0419. C6 



31030 



54465 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991015_06. 0419. C6. oil. gs 
29301 
none 
29301. 



Method GENSCAN 
End 31030 
Score .86 
29398, 30473. .30570, 30804.. 31030 



53670 Seq. ID 

112864 Strand 

29301 End 

OJ991015_06 . 0419 . C6 . 06 . np Method 

29330 End 

3204125 Score 



OJ991015_06.0419.C6 

31030 
AAT/NAP 
31021 
214 



29330. .29398, 30473 .. 30570, 30804. .31021 

(AJ006766) putative Pi starvation-induced protein [Cicer 
arietinum] 



53671 

112865 

1 

OJ991015_06.0419.C7.ol.np 
1 

5441880 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..53, 284. .582, 659. .917, 1162. .1259, 1506. .1637, 1753. .1987 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ991015_06.0419.C7 
+ 

2988 
AAT/NAP 
1987 
1655 



53671 
112865 



Seq. ID OJ991015_06.0419.C7 



Strand 

1 End 
OJ991015J36 . 0419 . C7 . ol . gs Method 
284 End 
none Score 
284. .582, 659. .917, 1010. .1135, 1162. 
1701. .1748, 1753. .1955, 2106. .2272, 2848.-2988 



2988 
GENSCAN 
2988 
.64 

,1259, 1506. .1637, 



53671 Seq. ID 

112865 Strand 
1 End 
OJ991015_06 . 04 19 . C7 . ol . gp Method 
410 End 
LIB3475-007-P1-K1-G8 Score 
410. .582, 659. .909 

'5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



OJ991015_06.0419.C7 
+ 

2988 
AAT/GAP 
909 
809 



53671 Seq. ID 

112865 Strand 
1 End 
OJ991015_06 . 0419 . C7 . o2 . gp Method 
2091 End 
LIB3431-045-P1-N1-A10 Score 
2091. .2544 

*5441876/dbj IAP000367.1 IAP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) • 



OJ991015_06.0419.C7 
+ 

2988 
AAT/GAP 
2544 
840 



Seq. No. 



53671 



Seq. ID OJ991015_06.0419.C7 



54466 



Gene No. 112865 Strand + 

Start 1 End 2988 

Name OJ991015_06. 0419.C7 .o2 .np Method AAT/NAP 

Start 2106 End 2290 

GI 7228442 Score 285 

Exons 2106.. 2290 

GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



beq. No. 


53671 




Seq. ID 




Gene No . 


112866 




Strand 




o Lai u 


1695 




End 


£. V 4 U 


Name 


OJ991015 06.0419.C7.o3 


.np 


Method 


AAT/NAP 


Start 


1695 




End 


2940 


GI 


6721543 




Score 


103 


Exons 


1695. .1754, 2810. .2940 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 


Seq. No. 


53671 




Seq. ID 


OJ991015 


Gene No. 


112866 




Strand 




Start 


1695 




End 


2940 


Name 


OJ991015 06.0419.C7.o3 


gp 


Method 


AAT/GAP 


12 Start 


2487 


End 


2926 


,3 GI 


7406 1.R1084 




Score 


584 


?S Exons 


2487. .2561, 2596. .2926 








GI Descrip . 


'1122315/emb|CAA63901| 


7.0e- 


■10 (X94191) 


heat sh 




[Pennisetum glaucum] 1 









06. 0419. C7 



17.0 



J Seq. No. 


53671 








Seq. ID 


OJ991015 


=\ Gene No. 


112867 








Strand 




~> Start 


4330 








End 


6638 


~ Name 


OJ991015 06 


.0419 


.C7.o2. 


gs 


Method 


GENSCAN 


Start 


4330 








End 


6633 


3 GI 


none 








Score 


.93 


J Exons 


4330. .4569, 


5850 


. .6143, 


6321. 


.6419, 6530. .6633 


=% Seq. No. 


53671 








Seq. ID 


OJ991015 


r Gene No. 


112867 








Strand 




3 Start 


4330 








End 


6638 


J Name 


OJ991015 06 


.0419 


.C7.ol. 


tm 


Method 


TBLASTX: 


Start 


5712 








End 


6638 


GI 


none 








Score 


156 


Exons 


5712. .5756, 


5808 


. .5870, 


5949. 


.6158, 5962.. 6153, 




6307. .6423, 


6327 


. .6410, 


6327. 


.6425, 6521. .6586, 




6550. .6633, 


6572 


. .6637, 


6578. 


.6634, 6579. .6638 


Seq. No. 


53671 








Seq. ID 


OJ991015_ 


Gene No. 


112867 








Strand 




Start 


4330 








End 


6638 


Name 


OJ991015 06 


.0419 


.C7.o4. 


np 


Method 


AAT/NAP 


Start 


5829 








End 


6633 


GI 


2129803 








Score 


352 


Exons 


5829. .6143, 


6321 


. .6419, 


6530. 


.6633 





GI Descrip. probable serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
BSK2 - rape gi | 289374 | gb IAAA33004 . 1 1 (L12394) serine/threonine 
protein kinase [Brassica napus] gi | 1097354 | prf | | 2113401B protein 



54467 



kinase [Brassica napus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53672 Seq. ID 

112868 Strand 

1 End 

OJ991015_06.0419.C8 .o2.np Method 

1 End 

4680183 Score 
1'. .34, 386. .475 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ991015_06.0419.C8 
+ 

475 

AAT/NAP 
475 
119 



53672 Seq. ID 

112868 Strand 

1 End 

OJ991015_06.0419.C8 .ol.gs Method 

120 End 

none Score 
120. .225 



OJ991015_06.0419.C8 
+ 

475 

GEN SCAN 

225 

.64 



Seq. No. 53672 Seq. ID OJ991015_06 . 04 19 . C8 

Gene No. 112869 Strand 

Start 263 End 353 

Name OJ991015_06. 0419.C8 .ol .np Method AAT/NAP 

Start 263 End 353 

GI 6721561 Score 135 

Exons 263.. 353 

GI Descrip. (AP001073) EST AU082058 (C1297 6 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


53672 




Seq. ID 


OJ991015_ 


_06 


.0419 


.C8 


Gene No. 


112870 




Strand 










Start 


1121 




End 


1592 








Name 


OJ991015 06.0419.C8.o2. 


gs 


Method 


GENSCAN 








Start 


1121 




End 


1592 








GI 


none 




Score 


.49 








Exons 


1121. .1323, 1328. .1475, 


1527. 


.1592 










Seq. No. 


53673 




Seq. ID 


OJ991015_ 


__06 


0419 


.C9 


Gene No. 


112871 




Strand 


+ 








Start 


94 




End 


1247 








Name 


OJ991015 06.0419.C9.ol. 


gs 


Method 


GENSCAN 








Start 


94 




End 


1247 








GI 


none 




Score 


.42 








Exons 


94. .189, 555.-623, 1194 


. .1247 












Seq. No. 


53673 




Seq. ID 


OJ991015_ 


_06. 


0419 


.C9 


Gene No. 


112872 




Strand 


+ 








Start 


3368 




End 


4173 








Name 


OJ991015 06.0419.C9.ol. 


gp 


Method 


AAT/GAP 








Start 


3368 




End 


4173 








GI 


none 




Score 


1404 








Exons 


3368.. 3633, 3700.. 4173 














Seq. No. 


53673 




Seq. ID 


OJ991015_ 


_06. 


0419 


.C9 



54468 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



112873 Strand 

1 End 2777 

OJ991015_06 . 04 19 . C9 . ol . np Method AAT/NAP 

1 End 2777 

2055374 Score 500 

1..89, 1309. .1448, 1533. .1625, 1795. .1848, 1936. .2037, 

2442. .2516, 2658. .2777 

(U29095) serine-threonine protein kinase [Triticum aestivum] 



53673 

112873 

1 

OJ991015_06.0419.C9.o2.gs 

1909 

none 



Seq. ID OJ991015_06.0419.C9 
Strand 

End 2777 

Method GENSCAN 

End 2777 

Score .77 



1909. .2037, 2442. .2516, 2655.-2777 



53673 

112874 

3668 

OJ991015_06.0419.C9.ol.tc 

1335 

none 



Seq. ID OJ991015_06.0419.C9 



Strand 
End 

Method 

End 

Score 



4316 

TBLASTX: Cress 

2784 

92 



1335. .1439, 1335. .1451, 1360. .1449, 1533. .1622, 1533. .1625, 
1534. .1623, 1795. .1863, 1802... 1849, 1924. .2049, 1931. .2047, 
2433. .2519, 2664. .2783, 2665. .2784 



Seq. No. 53673 

Gene No. 112874 

Start 3668 

Name OJ991015_06 . 04 19 . C9 . ol . tm 

Start 1335 

GI none 
Exons 



Seq. ID OJ991015_06.0419.C9 
Strand 

End 4316 

Method TBLASTX : Mai ze 

End 2778 

Score 137 



1335. .1451, 1354. .1449, 1533. .1622, 1533. .1625, 1534. .1623, 

1795. .1863, 1796. .1846, 1924. .2049, 1931. .2047, 1936. .2049, 

2433. .2519, 2440. .2502, 2661. .2777, 2661. .2777, 2665.-2778, 
2665. .2778 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53673 

112874 

3668 

OJ991015_06.0419.C9.ol.ts 

1335 

none 

1335. .1451, 1357. .1449, 1412. 
1534. .1623, 1795. .1863, 1814. 
1936. .2040, 2433. .2519, 2664. 

53673 

112874 

3668 

OJ991015_06.0419.C9.ol.tw 

1335 

none 



Seq. ID OJ991015_06. 0419.C9 
Strand 

End 4316 

Method TBLASTX : Soybean 

End 2778 

Score 93 

.1459, 1533.. 1622, 1533.. 1625, 
.1849, 1924.. 2049, 1931.. 2032, 
.2777, 2665.. 2778 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991015_06.0419.C9 
4316 

TBLASTX: Wheat 

2046 

96 



1335. .1451, 1354. .1449, 1533. .1622, 1533. .1625, 1534. .1623, 
1534. .1632, 1795. .1863, 1796. .1849, 1924. .2046, 1931. .2023, 
1936. .2040 



54469 



Seq. No. 53673 Seq. ID 

Gene No. 112874 Strand 

Start 3668 End 

Name OJ991015_06 . 04 19 . C9 . o3 . gs Method 

Start 3668 End 

GI none Score 

Exons 3668. .3705, 3922.. 4065, 4208.. 4316 



OJ991015_06.0419.C9 

4316 
GENSCAN 
4316 
.62 



Seq. No. 53674 

Gene No. 112875 

Start 5711 

Name OJ991015_06. 0419 . Cll . o2 . gs 

Start 5711 

GI none 
Exons 



Seq. ID OJ991015_06. 0419. Cll 

Strand +" 

End 13110 

Method GENSCAN 

End 13110 

Score .71 



5711. .5806, 5928. .6142, 6241. .6544, 8208. .8313, 8595. .8658, 
9005. .9326, 9956. .10048, 12573 .. 1277 6, 12947. .13110 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



53674 

112876 

1361 

OJ991015_06. 0419. Cll. ol.gs 

1361 

none 



Seq. ID OJ991015_06. 0419. Cll 
Strand 

End 5507 

Method . GENSCAN 

End 5507 

Score .61 



1361.. .1518, 2156.. 2241, 2294.. 2554, 2614.. 2693, 3561.. 3949, 
4482. .4573, 5371. .5507 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53675 

112877 

154 

OJ991015_06.0419.C12.ol.gs 

154 

none 



Seq. ID OJ991015_06.0419.C12 

Strand + 

End 1933 

Method GENSCAN 

End 1933 

Score .85 



154. .213, 317. .574, 1654. .1839, 1901. .1933 



Seq. No. 53675 Seq. ID 

Gene No. 112878 Strand 

Start 2296 End 

Name OJ991015_06 . 04 19 . C12 . o2 . gs Method 

Start 2296 End 

GI none Score 

Exons 2296.-2443, 2585.. 2790, 2838.. 3398 



OJ991015_06.0419.C12 
+ 

3398 
GENSCAN 
3398 
.75 



Seq. No. 53675 Seq. ID OJ991015_06 . 04 19 . C12 

Gene No. 112879 Strand + 

Start 10303 End 11418 

Name OJ991015_06 . 04 19 . C12 . ol . np Method AAT/NAP 

Start 10303 End 11389 

GI 7248408 Score 154 

Exons 10303. .10430, 10776 .. 10985, 11110.. 11389 

GI Descrip. (AP001389) ESTs AU082454 (S3638 ) , D41267 (S3638 ) correspond to a 
region of the predicted gene . ^Similar to Arabidopsis thaliana 
DNA chromosome 4, BAC clone T5K18; hypothetical protein 
(AL022580) [Oryza sativa] 



Seq. No. 
Gene No. 



53675 
112879 



Seq. ID OJ991015_06.0419.C12 
Strand + 



54470 




Start 


10303 


End 


11418 


Name 


OJ991015 06.0419.C12.o5.gs 


Method 


GENS CAN 


Start 


10757 


End 


11418 


GI 


none 


Score 


.88 


Exons 


10757. .10957, 11110. .11418 






Seq. No. 


53675 


Seq. ID 


OJ991015 


Gene No. 


112880 


Strand 




Start 


6595 


End 


8311 


Name 


OJ991015 06.0419.C12.o3.gs 


Method 


GENS CAN 


Start 


6595 


End 


8311 


GI 


none 


Score 


.69 


Exons 


659S..6785, 8191. .8311 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991015_06.0419.C12 
Strand 

10425 
AAT/GAP 
9868 
87 



53675 
112881 
10105 

OJ991015_06.0419.C12.ol.gp 
9791 

uC-osflM202097dl0bl 
9791.. 9868 

'4062935/dbj I AB003495 . 1 | AB003495 3.0e-14 Oryza sativa DNA for 
dihydrof lavonol 4-reductase, complete cds 1 



End 

Method 

End 

Score 



53675 

112881 

10105 

OJ991015_06.0419.C12.o4.gs 

10105 

none 

10105. .10425 



Seq. ID OJ991015_06.0419.C12 
Strand 

End 10425 

Method GENS CAN 

End 10425 

Score . 55 



Seq. No. 53675 

Gene No. 112882 

Start 12641 

Name OJ991015_06 . 0419 . C12 . 06 . gs * 

Start 12641 

GI none 

Exons 12641. .12805, 13369.. 13425 



Seq. ID OJ991015_06.0419.C12 
Strand 

End 13425 

Method GENSCAN 

End 13425 

Score .74 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



53676 

112883 

563 

OJ991015_06.0419.C13.ol.gs 

563 

none 



Seq. ID OJ991015_06.0419.C13 
Strand + 

2512 
GENSCAN 
2512 



End 

Method 
End 
Score 



563. .674, 1042. .1075, 1152. .1191, 1470. .1565, 2288. .2512 



Seq. No. 53676 

Gene No. 112884 

Start 4189 

Name OJ991015_06 . 0419 . C13 . o2 . gs 

Start 4189 

GI none 

Exons 4189.. 4284, 
6842. .6941 



Seq. ID OJ991015_06.0419.C13 

Strand + 

End 6941 

Method GENSCAN 

End 6941 

Score .77 
4443. .4600, 4741. .4956, 5055. .5455, 6654. .6754, 



54471 



Seq. No. 


53677 








Seq. ID 


OJ991015 


OC 1 1~ LVKJ ■ 


112885 








rand 




Start 


852 








End 


1370 


Name 


OJ991015 06. 


0419. 


C14.ol 


.gs 


Method 


GENSCAN 


Start 


852 








End 


1370 


GI 


none 








Score 


.84 


Exons 


852. .1370 












Seq. No. 


53677 








Seq. ID 


OJ991015 


O CI 1 C IN U . 


112886 








Strand 




Start 


1665 








End 


1971 


Name 


OJ991015 06. 


0419. 


C14.ol 


. tm 


Method 


TBLASTX: 


Start 


1665 








End 


1971 


GI 


none 








Score 


43 


Exons 


1665. .1712, 


1665. 


.1802, 


1702. 


.1803, 1831. .1971, 


Seq. No. 


53678 








Seq. ID 


OJ991115 


Gene No. 


112887 








Strand 




Start 


883 








End 


1023 


Name 


OJ991115 09. 


0421. 


C3.ol. 


gs 


Method 


GENSCAN 


Start 


883 








End 


1023 


GI 


none 








Score 


.49 


Exons 


883. .1023 













Seq. ID OJ991115_09.0421.C4 

Strand + 

End 2370 

Method AAT/NAP 

End 1231 

Score 507 



Seq. No. 53679 
Gene No. 112888 
Start 1 

Name OJ991115_09 . 0421 .C4 . ol . np 

Start 1 
GI 6069646 
Exons 1..663, 820.. 1231 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


53679 


Seq. ID 


Gene No. 


112888 


Strand 


Start 


1 


End 


Name 


OJ991115 09.0421.C4.ol.gs 


Method 


Start 


95 


End 


GI 


none 


Score 


Exons 


95. .250, 308. .673, 834. .948, 


1037. .11 


Seq. No. 


53679 


Seq. ID 


Gene No. 


112889 


Strand 


Start 


11806 


End 


Name 


OJ991115 09.0421.C4.ol.gp 


Method 


Start 


11806 


End 


GI 


93775 1.R1084 


Score 


Exons 


11806. .12101 




GI Descrip. 


, 6006355/dbj | AP000559 . 1 1 AP000559 4 . 0e- 




DNA, chromosome 6, clone : P0493C11 1 


Seq. No. 


53679 


Seq. ID 


Gene No. 


112890 


Strand 



+ 

2370 
GENSCAN 
2370 
.46 



+ 

12101 
AAT/GAP 
12101 
549 



54472 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3159 End 3588 

OJ991115_09.0421.C4 .o2.np Method AAT/NAP 

3159 End 3588 

6006381 Score 196 

3159. .3588 

(AP000559) hypothetical protein [Oryza sativa] 



53679 

112891 

10676 

OJ991115_09.0421.C4 .o3.gs 

10676 

none 

10676. .10762, 11145.. 11303 

53679 

112892 

11698 

OJ991115_09.0421.C4 .o4 . gs 

11698 

none 

11698. .12153 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End' 

Score 



OJ991115_09.0421.C4 

11303 
GENSCAN 
11303 
.98 



OJ991115_09.0421.C4 

12153 
GENSCAN 
12153 
. 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53679 

112893 

12079 

OJ991115_09.0421.C4.ol.tm 
49 

none 

49. .309, 50. .322, 329. .412 

53679 

112893 

12079 

OJ991115_09.0421.C4.o2.tm 

506 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991115_09.0421.C4 
12239 

TBLASTX: Maize 

412 

233 



OJ991115_09.0421.C4 
12239 

TBLASTX: Maize 

1204 

69 



506. .586, 605. .658, 818. .991, 818. .973, 1013. .1204 



53679 Seq. ID 

112893 Strand 

12079 End 

OJ991115_09.0421.C4 . o2 . gp Method 

12079 End 

2442490 Score 
12079. .12239 



OJ991115_09.0421.C4 

12239 
AAT/GAP 
12239 
266 



Seq. No. 53680 

Gene No. 112894 

Start 316 

Name OJ991115_09 . 0421 . C5 . ol . gs 

Start 316 

GI none 

Exons 316.. 340, 760.. 866 

Seq. No. 53680 

Gene No. 112895 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ991115_09.0421.C5 
+ 

866 

GENSCAN 

866 

.7 



OJ991115_09.0421.C5 
+ 



54473 




Start 


1435 


End 


1517 


Name 


OJ991115 09.0421.C5.o2.gp 


Method 


AAT/GAP 


Start 


1435 


End 


1517 


GI 


LIB3431-004-P1-K1-G12 


Score 


81 


Exons 


1435. .1517 






GI Descrip. 


M680203/gb|AAD27566.1|AF114171 7 1 . Oe 


-39 (AF114171) TNP2- 




protein [Sorghum bicolor] 1 






Seq. No. 


53680 


Seq. ID 


OJ991115 09. 0421. C5 


Gene No . 


112896 


Strand 




Start 


1 


End 


286 


Name 


OJ991115 09.0421.C5.ol.gp 


Method 


AAT/GAP 


Start 


1 ~ 


End 


286 


GI 


76027 1.R1084 


Score 


558 


Exons 


1. .286 






GI Descrip. 


1 4432839/gb| AAD20688 | l.Oe- 


17 (AC006283) unknown protein 




TArabidoDsis thalianal 1 






Seq. No. 


53680 


Seq. ID 


OJ991115_09.0421.C5 


Gene No. 


112896 


Strand 




Start 


1 


End 


286 


Name 


OJ991115 09.0421.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


157 


GI 


4432839 


Score 


221 




1 157 






GT Dpsctid 


(Ar , 006?83^ unknown nrofpin 


[Arabidopsis thaliana] 


Seq. No. 


53680 


Seq. ID 


OJ991115_09.0421.C5 


Gene No. 


112896 


Strand 




Start 


1 


End 


286 


Name 


OJ991115 09.0421.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


2 


End 


158 


GI 


none 


Score 


207 


Exons 


2 157 3 158 20 157 21 


. .155 




Seq. No. 


53680 


Seq. ID 


OJ991115_09.0421.C5 


Gene No. 


112896 


Strand 




Start 


1 


End 


286 


Name 


OJ991115 09.0421.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


158 


GI 


none 


Score 


71 


Exons 


2 157 3 155 3 158 20 


.157 




Seq. No. 


53680 

J J u u u 


Seq. ID 


OJ991115_09.0421.C5 


Gene No. 




Strand 




Start 


1 


End 


286 


Name 


OJ991115 09.0421.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2 


End 


158 


GI 


none 


Score 


161 


Exons 


2. .157, 18. .158 






Seq. No. 


53681 


Seq. ID 


OJ991115_09.0421.C6 


Gene No. 


112897 


Strand 


+ 


Start 


1 


End 


5523 


Name 


OJ991115 09.0421.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


5523 


GI 


6498419 


Score 


744 



54474 




Exons 1..28, 1782. .1964, 2433. .2732, 2922. .3154, 3256. .3390, 

5471. .5523 

GI Descrip. (AP000815) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F22K18 (AL035356) [Oryza sativa] 

gil 6721521 | dbj IBAA89563.il (AP001072) Similar to Arabidopsis 
thaliana DNA chromosome 4, BAC clone F22K18 , putative protein. 
(AL035356) [Oryza sativa] 



Seq. No. 53681 
Gene No. . 112897 

Start 1 

Name OJ991115_09 . 0421 . C6 . ol . gs 

Start 208 

GI none 
Exons 



Seq. ID OJ991115_09.0421.C6 



Strand 
End 

Method 

End 

Score 



+ 

5523 
GEN SCAN 
3774 
.7 



208. .275, 1039. .1234, 1782. .1964, 2433. .2732, 3256. .3774 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53681 Seq. ID 

112897 Strand 

1 End 

OJ991115_09 . 0421 . C6 . ol . gp Method 

1778 End 

19884 1.R1084 Score 



OJ991115_09.0421.C6 
+ 

5523 
AAT/GAP 
3096 
1142 



1778. .1964, 2433. .2732, 2922. .3096 

1 4220527 /emb | CAA23000 | 7.0e-69 (AL035356) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991115 09. 0421. C6 



53681 
112898 
3501 

OJ991115_09.0421.C6.o2. 
3501 

49741_1.R1084 
3501. .4079 

•6006355/dbj | AP000559.il AP000559 4.0e-75 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 ' 



4079 
AAT/GAP 
4079 
1083 



Seq. No. 53681 

Gene No. 112899 

Start 5981 

Name OJ991115_09 . 0421 . C6 . ol . tm 

Start 1779 

GI none 
Exons 



Seq. ID OJ991115_09.042;1>.C6 
Strand 

End 6972 

Method TBLASTX : Maize 

End 3585 

Score 269 



1779. .1964, 1782. .1964, 2420. .2728, 2433.-2729, 2920. .3009, 
2921. .3007, 2921. .3025, 2922. .3026, 3029. .3154, 3034. .3150, 
3253.. 3585, 3255.. 3584 



Seq. No. 53681 

Gene No. 112899 

Start 5981 

Name OJ991115_09 . 0421 . C6 . ol . ts 

Start 1782 

GI none 

Exons 1782.. 1973, 1784.. 1924, 2453. 



Seq. ID OJ991115_09.0421.C6 
Strand 

End 6972 

Method TBLASTX : Soybean 

End 3683 

Score 201 

.2551, 2457. .2555, 2556.. 2729, 



2558. .2737, 2917. .3012, 2918. .3013, 2921. .3025, 2922. .3026, 
3029. .3154, 3031. .3153, 3074. .3157, 3084. .3158, 3232. .3405, 
3237. .3395, 3412. .3492, 3429. .3491, 3612. .3683 



54475 




Seq. No. 


53681 








Seq. ID 


OJ991115_09.0421.C6 


Gene No. 


112899 








Strand 




Start 


5981 








End 


6972 


Name 


OJ991115 09. 


0421 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2420 








End. 


2746 


GI 


none 








Score 


110 


Exons 


2420. .2527, 


2433 


. .2528, 


2434 


..2532, 2558. .2746, 2559. .2726 


Seq. No. 


53681 








Seq. ID 


OJ991115_09.0421.C6 


Gene No. 


112899 








Strand 




Start 


5981 








End 


6972 


Name 


OJ991115 09. 


0421 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2478 








End 


3026 


GI 


none 








Score 


111 


Exons 


2478. .2555, 


2480 


. .2554, 


2555 


..2731, 2556. .2729, 2922. .3026, 




2924. .3025 












Seq. No. 


53681 








Seq. ID 


OJ991115_09.0421.C6 


Gene No. 


112899 








Strand 




Start 


5981 








End 


6972 


Name 


OJ991115 09. 


0421 


.C6.o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


3031 








End 


3381 


GI 


none 








Score 


155 


Exons 


3031. .3147, 


30.32 


. .3154, 


3068 


..3154, 3232.. 3381, 3255.. 3380 


Seq. No. 


53681 








Seq. ID 


OJ991115_09.0421.C6 


Gene No. 


112899 








Strand 




Start 


5981 








End 


6972 


Name 


OJ991115 09. 


0421 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3100 








End 


3468 


GI 


none 








Score 


80 


Exons 


3100. .3150, 


3101 


. .3154, 


3101 


..3157, 3232. .3468, 3255.-3467 


Seq. No. 


53681 








Seq. ID 


OJ991115__09.0421.C6 


Gene No. 


112899 








Strand 




Start 


5981 








End 


6972 


Name 


OJ991115 09. 


0421 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3591 








End 


3866 


GI 


none 








Score 


128 


Exons 


3591. .3719, 


3607 


. .3717, 


3611 


..3721, 3612. .3722, 3725. .3775, 




3726. .3776, 


3840 


. .3866 








Seq. No. 


53681 








Seq. ID 


OJ991115_09.0421.C6 


Gene No. 


112899 








Strand 




Start 


5981 








End 


6972 


Name 


OJ991115 09. 


0421 


.C6.o2. 


gs 


Method 


GEN SCAN 


Start 


5981 








End 


6972 


GI 


none 








Score 


.54 


Exons 


5981. .6001, 


6262 


. .6321, 


6895 


. .6972 




Seq. No. 


53682 








Seq. ID 


OJ991115_09.0421.C7 


Gene No. 


112900 








Strand 


+ 


Start 


174 








End 


1627 


Name 


OJ991115 09. 


0421 


.C7.ol. 


gs 


Method 


GEN SCAN 


Start 


174 








End 


1596 


GI 


none 








Score 


.98 


Exons 


174. .554, 1061.. 


1180, 1282.. 


1596 





54476 



Seq. No. 


53682 


Seq. ID 


OJ991115_09.0421.C7 


Gene No. 


112900 


Strand 


+ 


Start 


174 


End 


1627 


Name 


OJ991115 09.0421.C7.ol.np 


Method 


AAT/NAP 


Start 


183 


End 


1627 


GI 


1619602 


Score 


424 


Exons 


183. .554, 1061. .1180, 1282. 


.1363, 1471 


. . 1627 


GI Descrip. 


(Y08726) MtN3 [Medicago truncatula] 




Seq. No. 


53682 


Seq. ID 


OJ991115_09 . 0421 . C7 


Gene No. 


112901 


Strand 


+ 


Start 


2514 


End 


4414 


Name 


OJ991115 09.0421.C7.o2.gs 


Method 


GENSCAN 


Start 


2514 


End 


4414 


GI 


none 


Score 


.88 


Exons 


2514. .2685, 3807. .4414 






Seq. No. 


53682 


Seq. ID 


OJ991115_09.0421.C7 


Gene No. 


112902 


Strand 


+ 


Start 


9170 


End 


11232 


Name 


OJ991115 09.0421. C7.o2.np 


Method 


AAT/NAP 


Start 


9170 


End 


11232 


GI 


6069646 


Score 


2329 


Exons 


9170. .9970, 10253.. 11232 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 



Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 





Seq. No. 


53682 


Seq. ID 


OJ991115_09.0421.C7 




Gene No. 


112903 


Strand 


+ 




Start 


12136 


End 


12330 




Name 


OJ991115 09.0421.C7.o3.np 


Method 


AAT/NAP 


IT 


Start 


12136 


End 


12330 




GI 


7477810 


Score 


60 . 




Exons 


12136. .12330 








GI Descrip. 


hypothetical protein Rv3876 - 


Mycobacterium tuberculosis (strain 


J 




H37RV) gi 12960228 lemb ICAA17968.il (AL022120) hypothetical 


3 




protein Rv3876 [Mycobacterium tuberculosis] 




Seq. No. 


53682 


Seq. ID 


OJ991115_09.0421.C7 




Gene No. 


112904 


Strand 






Start 


11796 


End 


11817 




Name 


OJ991115 09.0421.C7.ol. tc 


Method 


TBLASTX: Cress 




Start 


171 


End 


560 




GI 


none 


Score 


229 




Exons 


171. .395, 203. .394, 483. .560, 


488. .553 






Seq. No. 


53682 


Seq. ID 


OJ991115_09.0421.C7 




Gene No. 


112904 


Strand 






Start 


11796 


End 


11817 




Name 


OJ991115 09.0421.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


189 


End 


1183 




GI 


none 


Score 


241 




Exons 


189. .404, 194. .334, 483.-554, 


1060. .1182, 1064. .1183 



54477 





beq . 1NO . 


53682 








Q o rr T Pi 

oeq . X U 


mQQi i i ^ no n / oi 


Cl 




Gene No. 


11290.4 








Strand 








Start 


11796 








End 


11817 






Name 


OJ991115 09. 


0421 


.C7.o5. 


tm 


Method 


TBLASTX: Maize 






Start 


189 








End 


554 






GI 


none 








Score 


257 






Exons 


189. .392, 197. .394, 483 


. .554 










Seq. No. 


53682 








Seq. ID 


OJ991115_09.0421 


.C7 




bene no . 


112904 








ourana 








Start 


11796 








End 


11817 






Name 


OJ991115 09. 


0421 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


218 








End 


1164 






GI 


none 








Score 


106 






Exons 


218. .295, 221. .334, 222 


. .413, 


374. .553, 


474. .554, 1063. 


.11 






1064. .1162 
















beq. no. 


53682 








beq. iu 




cl 




Gene No. 


llzyU4 








Strand 








Start 


11796 








End 


11817 






Name 


OJ991115 09. 


0421 


C7.o6. 


tm 


Method 


TBLASTX: Maize 






Start 


1063 








End 


1362 




=5; 


GI 


none 








Score 


176 




i 


Exons 


1063. .1182, 


1064 


.1183, 


1282. 


.1362, 126 


2. .1362 




!T 


Seq. No. 


53682 








beq. id 


ATQQ1 1 1 R OQ n/OI 


Cl 


Li 


Gene No. 


112904 








Strand 






~2 


Start 


11796 








End 


11817 






Name 


OJ991115 09. 


0421 


C7.o2. 


tc 


Method 


TBLASTX: Cress 






Start 


1066 








End 


1353 






GI 


none 








Score 


151 




y 


Exons 


1066. .1167, 


1067 


.1183, 


1270. 


.1353 






J! 


beq. no. 


53682 








beq. ±u 




Cl 




Gene No. 


112904 








Strand 








Start 


11796 








End 


11817 






Name 


OJ991115 09. 


0421 


C7.o4. 


tm 


Method 


TBLASTX: Maize 




3 


Start 


8535 








End 


8972 




Ji 


GI 


none 








Score 


84 




1 


Exons 


8535. .8654, 


8655 


.8972 












beq. no. 


53682 








Seq. ID 


OJ991115_09.0421 


.Cl 




Gene No. 


112904 








Strand 








Start 


11796 








End 


11817 






Name 


OJ991115 09. 


0421 


C7.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


9011 








End 


9502 






GI 


none 








. Score 


121 






Exons 


9011. .9145, 


9169 


.9381, 


9170. 


.9412, 9407.. 9502, 9425.. 9502 




Seq. No. 


53682 








Seq. ID 


OJ991115__09.0421 


.Cl 




Gene No. 


112904 








Strand 








Start 


11796 








End 


11817 






Name 


OJ991115 09. 


0421 


C7.o4. 


tw 


Method 


TBLASTX: Wheat 






Start 


9428 








End 


9697 






GI 


none 








Score 


186 






Exons 


9428. .9697 















54478 



Seq. No. 


53682 


Seq. ID 


OJ991115_09 . 04 21 


. C7 


Gene No. 


112904 


Strand 






Start 


11796 


End 


11817 




Name 


OJ991115 09.0421.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


9503 


End 


10191 




GI 


none 


Score 


642 




Exons 


9503.. 10189, 9503.. 10183, 


9682. .10191 






Seq. No. 


53682 


Seq. ID 


OJ991115_0 9 . 04 21 


. C7 


Gene No. 


112904 


Strand 






Start 


11796 


End 


11817 




Name 


OJ991115 09.0421.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9830 


End 


10270 




GI 


none 


Score 


199 




Exons 


9830.. 10132, 9913,. 10089, 


10136. .10270 






Seq. No. 


53682 


Seq. ID 


OJ991115_09.0421 


.C7 


Gene No. 


112904 


Strand 






Start 


11796 


End 


11817 




Name 


OJ991115 09.0421.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


10622 


End 


11223 




GI 


none 


Score 


92 




Exons 


10622. .10747, 10739. .10975 


, 10780. .10800, 10876. .10989, 






10989. .11126, 11008. .11223 








Seq. No. 


53682 


Seq. ID 


OJ991115JD9.0421 


. C7 


Gene No. 


112904 


Strand 






Start 


11796 


End 


11817 




Name 


OJ991115 09.0421.C7.o3.tw 


Method 


TBLASTX: Wheat 




Start 


10754 


End 


11106 




GI 


none 


Score 


190 




Exons 


10754. .10951, 11071.. 11106 








Seq. No. 


53682 


Seq. ID 


OJ991115JD9.0421 


. C7 


Gene No. 


112904 


Strand 






Start 


11796 


End 


11817 




Name 


OJ991115 09.0421.C7.o4.gs 


Method 


GEN SCAN 




Start 


11796 


End 


11817 




GI 


none 


Score 


.48 




Exons 


11796. .11817 








Seq. No. 


53683 


Seq. ID 


OJ991115_09.0421 


.C8 


Gene No. 


112905 


Strand 


+ 




Start 


1 


End 


1641 




Name 


OJ991115 09.0421.C8.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1641 




GI 


596 2.R1084 


Score 


1423 




Exons 


1..30, 582. .751, 865. .993, 


1094. .1186, 


1291. .1641 




GI Descrip. 


, 548774/sp|P35685|RL7A ORYSA 1.0e-112 


60S RIBOSOMAL PROTEIN 


>gi 542158 pir S38360 ribosomal protein L7a - rice 






>gi 303855 dbj BAA02156 (D12631) ribosomal protein L7A 


[Or : 




sativa] ' 








Seq. No. 


53683 


Seq. ID 


OJ991115_09.0421 


.C8 


Gene No. 


112905 


Strand 


+ 




Start 


1 


End 


1641 





54479 



Name OJ991115_09 . 0421 . C8 . ol . np Method AAT/NAP 

Start 1 End 1419 

GI 548774 Score 804 

Exons 1..30, 582. .751, 865. .993, 1094. .1186, 1291. .1419 

GI Descrip. 60S RIBOSOMAL PROTEIN L7A gi | 542158 | pir | | S38360 ribosomal 

protein L7a - rice gi | 303855 | dbj | BAA02156 | (D12631) ribosomal 

protein L7A [Oryza sativa] 



Seq. No. 53683 

Gene No. 112905 

Start 1 

Name OJ991115_09 . 0421 . C8 . ol . gs 

Start 582 

GI none 
Exons 



Seq. ID OJ991115_09.0421.C8 

Strand . + 

End ' 1641 

Method GENSCAN 

End 1422 

Score .96 



582. .751, 865. .993, 1094. .1186, 1291. .1422 



Seq. No. 53683 

Gene No. 112906 

Start 2444 

Name OJ991115_09 . 0421 . C8 . o2 . gs 

Start 2444 

GI none 
Exons 



Seq. ID OJ991115_09.0421.C8 

Strand + 

End 3014 

Method GENSCAN 

End 3014 

Score .76 



2444. .2604, 2676. .2922, 2928. .3014 



Seq. No. 53683 

Gene No. 112907 

Start 2536 

Name OJ991115JD9 . 0421 . C8 . ol . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ991115_09.0421.C8 
Strand 

End 3052 

Method TBLASTX : Mai ze 

End 1636 

Score 68 



2. .34, 580. .750, 581. .751, 588. .758, 682. .771, 844. .993, 
861. .992, 862. .996, 1077. .1133, 1092. .1211, 1094. .1186, 
1290.. 1424, 1291. .1431, 1515. .1550, 1550. .1636, 1551. .1589 



Seq. No. 53683 

Gene No. 112907 

Start 2536 

Name OJ991115_09 . 0421 . C8 . ol . ts 

Start 580 

GI none 
Exons 



Seq. ID OJ991115_09.0421.C8 
Strand 

End 3052 

Method TBLASTX : Soybean 

End 1433 

Score 200 



580. .771, 581. .751, 677. .778, 688. .771, 844. .993, 861. .983, 
862. .996, 1093. .1191, 1094. .1186, 1290. .1433, 1291. .1425 



Seq. No. 53683 

Gene No. 112907 

Start 2536 

Name OJ991115_09 . 0421 . C8 . ol . tc 

Start 581 

GI none 
Exons 



Seq. ID OJ991115_09.0421.C8 
Strand 

End 3052 

Method TBLASTX : Cress 

End 1422 

Score 188 



581. .751, 585.-758, 694. .759, 844. .993, 857. .994, 857. .1006, 
862. .996, 1077. .1202, 1094. .1186, 1290. .1415, 1291. .1422 



Seq. No. 53683 

Gene No. 112907 

Start 2536 

Name OJ991115_09 . 0421 . C8 . ol . tw 

Start 630 



Seq. ID OJ991115_09.0421.C8 
Strand 

End 3052 

Method TBLASTX : Wheat 

End 1186 



54480 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 142 

630. .749, 668. .751, 674. .751, 676. .771, 855. .992, 857. 

857. .991, 862. .996, 862. .993, 1093. .1185, 1094. .1186 



994, 



53683 
112907 
2536 

OJ991115_09.0421.C8.o2.np 
2536 
7438344 
2536.. 2702, 2800.. 3052 

myb-related protein 1 - rice gi | 2605617 | dbj I BAA23337 . 1 1 (D88617) 
OSMYB1 [Oryza sativa] 



Seq. ID OJ991115_09.0421.C8 
Strand 

End 3052 

Method AAT/NAP 

End 3052 

Score 102 



53684 Seq. ID 

112908 Strand 

273 End 

OJ991115_09.0421.C9.ol.gs Method 

273 End 

none Score 



OJ991115_09.0421.C9 
+ 

7065 
GEN SCAN 
7065 
.67 



273. .481, 2102. .2288, 2366. .2473, 2891. .3018, 3236. .3288, 
4751. .5039, 5093. .5213, 5805. .5887, 6210. .6401, 6496. .7065 



53684 

112908 

273 

OJ991115__09.0421.C9.ol.gp 

2181 

4714238 

2181.. 2288, 2366.. 2473, 2891. 



Seq. ID OJ991115_09.0421.C9 

Strand + 

End 7 065 

Method AAT/GAP 

End 3156 

Score 811 
.3156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



53684 Seq. ID 

112908 Strand 
273 End 
OJ991115_09.0421.C9.ol.np Method 
4815 End 
4138647 Score 
4815. .5039, 6210.. 6401, 6496. .7059 
(AJ011939) peroxidase [Trifolium repens] 



OJ991115_09.0421.C9 
+ 

7065 
AAT/NAP 
7059 
827 



53684 Seq. ID OJ991115JD9 . 0421 . C9 

112909 Strand 

6719 End 7164 

OJ991115JD9 . 0421 . C9 . o2 . gp Method AAT/GAP 

6719 End 7164 

86128_1.R1084 Score 840 

6719. .7164 

1 1402906/emb | CAA66958 | 4.0e-26 (X98314) peroxidase [Arabidopsis 
thaliana] >gi_44 68 977_emb_CAB38291_ (AL035605) peroxidase, prxr2 
[Arabidopsis thaliana] 1 



53684 Seq. ID 

112910 Strand 

84 03 End 

OJ991115_09.0421.C9.o2.tc Method 

1659 End 

none Score 



OJ991115_09.0421.C9 
10610 

TBLASTX: Cress 

3009 

207 



54481 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1659. .1841, 1715. .1843, 1718. 
2123.. 2293, 2358.. 2471, 2365. 

53684 

112910 

8403 

OJ991115_09.0421.C9.o2.tm 

1665 

none 

1665. .1841, 1667. .1846, 1677. 
2101. .2220, 2102. .2287, 2102, 
2890. .3030, 2893. .3024, 2894. 

53684 

112910 

8403 

OJ991115_09.0421.C9.o2.ts 
1692 
none 
1692. 
2142. 
2890. 



.1843, 2102. .2287, 2110. .2217, 
.2472, 2890. .2934, 2950. .3009 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1844, 
.2293, 
.3061 



OJ991115_09.0421.C9 
10610 

TBLASTX: Maize 
3061 
270 

1718. .1846, 2101. .2286, 
2361. .2480, 2365.-2472, 



,1841, 1718. .1846, 2101. 
,2354, 2358.. 2471, 2365. 
,3024 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2286, 2102 
.2472, 2369 



OJ991115 09. 0421. C9 



53684 

112910 

8403 

OJ991115_09.0421.C9.ol.tc 

4899 

none 

4899. .5039, 4901. .5038, 6197. 
6502.. 6714, 6733.-6783, 6790. 

53684 

112910 

8403 

OJ991115_09.0421.C9.ol.ts 

4899 

none 

4899.. 5039, 4925.. 5035, 6197. 
6245.. 6331, 6336.. 6413, 6495. 
6756. .6845, 6888. .7049 

53684 

112910 

8403 

OJ991115_09.0421.C9.ol.tm 

4901 

none 

4901. .5038, 4902. .5039, 6197. 
6495.-6668 



10610 

TBLASTX: Soybean 
3024 
212 

2287, 2120.. 2302, 
2473, 2890.. 3024, 



Seq. ID OJ991115_09.0421.C9 
Strand 

End 10610 
Method TBLASTX : Cress 
End 7065 
Score 115 

.6403, 6201. .6413, 6501. .6701, 
.7065, 6888. .7061 

Seq. ID OJ991115_09.0421.C9 
Strand 

End 10610 

Method TBLASTX : Soybean 

End 7053 

Score 139 

.6244, 6201. .6251, 6225.-6332, 
.6701, 6496. .6714, 6733. .7053, 



Seq. ID OJ991115_09.0421.C9 
Strand 

End 10610 

Method TBLASTX : Mai ze 

End 6669 

Score 14 6 

.6400, 6201. .6413, 6478.-6669, 



Seq. No. 53684 Seq. ID 

Gene No. 112910 Strand 

Start 8403 End 

Name OJ991115_09 . 0421 . C9 . ol . tw Method 

Start 4 902 End 

GI none Score 



OJ991115_09.0421.C9 
10610 

TBLASTX: Wheat 

6717 

103 



54482 




Exons 


4902. .5039, 


4904. 


.5038, 6201. 


6239, 6242..6397, 6243. .6413, 




6496. .6717, 


6501. 


.6689 








Seq. No. 


53684 






Seq. ID 


OJ991115 09.0421 


. C9 


Gene No. 


112910 






Strand 






Start 


8403 






End 


10610 




Name 


OJ991115 09. 


0421. 


C9.o3.tm 


Method 


TBLASTX: Maize 




Start 


6804 






End 


7065 




GI 


none 






Score 


383 




Exons 


6804. .6845, 


6805. 


.7065, '6885. . 


7061 






Seq. No. 


53684 






Seq. ID 


OJ991115_09.0421 


. C9 


Gene No. 


112910 






Strand 






Start 


8403 






End 


10610 




Name 


OJ991115 09. 


0421. 


C9.o4 .tm 


Method 


TBLASTX: Maize 




Start 


8385 






End 


10175 




GI 


none 






Score 


242 




Exons 


8385. .8402, 


8517. 


.8561, 8640., 


8669, 9942. .10175, 9965.. 


1017 


Seq. No. 


53684 






Seq. ID 


OJ991115_09.0421 


. C9 


Gene No. 


112910 






Strand 






Start 


8403 






End 


10610 




Name 


OJ991115 09. 


0421. 


C9.o3.gp 


Method 


AAT/GAP 




Start • 


8403 






End 


10145 




GI 


none 






Score 


923 




Exons 


8403. .8669, 


9922. 


.10145 








Seq. No. 


53684 






Seq. ID 


OJ991115_09.0421 


.C9 


Gene No. 


112910 






Strand 






Start 


8403 






End 


10610 




Name 


OJ991115 09. 


0421. 


C9.o2.np 


Method 


AAT/NAP 




Start 


9493 






End 


10610 




GI 


3935165 






Score 


153 




Exons 


9493..9S23, 


9935. 


.10141, 10422. .10610 






GI Descrip. 


(AC004557) F17L21 


.8 [Arabidopsis thaliana] 




Seq. No. 


53684 






Seq. ID 


OJ991115_09.0421 


. C9 


Gene No. 


112910 






Strand 






Start 


8403 






End 


10610 




Name 


OJ991115 09. 


0421. 


C9.o3.tc 


Method 


TBLASTX: Cress 




Start 


9915 






End 


10243 




GI 


none 






Score 


146 




Exons 


9915. .10130, 


9965 


..10141, 101E 


J4. .10243 






Seq. No. 


53684 






Seq. ID 


OJ991115_09.0421 


. C9 


Gene No. 


112910 






Strand 






Start 


8403 






End 


10610 




Name 


OJ991115 09. 


0421. 


C9.o3.ts 


Method 


TBLASTX: Soybean 




Start 


9935 






End 


10246 




GI 


none 






Score 


121 




Exons 


9935. .10144, 


9963 


..10133, 10190.. 10246 






Seq. No. 


53685 






Seq. ID 


OJ991115 09.0421 


.C10 


Gene No. 


112911 






Strand 


+ 




Start 


2289 






End 


4723 




Name 


OJ991115 09. 


0421. 


C10.ol.gs 


Method 


GENSCAN 




Start 


2289 




End 


4723 





54483 



GI 


none 






OL>UI c 


5ft 

• JO 






99ftQ 2334 


3221 3429 




4723 








5368 5 








O.TQQ1 1 1 5 
uu y x x x j 


n q 04 21 no 


Gene No. 


112912 






Strand 






Start 


5371 






End 


5930 




Name 


OJ991115 09 

J Jill J \J Zt 


.0421. CIO. ol. 


,np 


Mei t" hnH 

L iC L11UU. 


AAT /NFAP 




OLai L 


5^55 ~ 

j j -j -j 






FnH 


5930 




fir 

\D X 








olui tr 








CTCC S9?0 

J J J J ■ • J .7 J VJ 














fYlfl224^ T.- 


ascorbate oxidase 


L UUL U-LLL-i- O 


liLC 1U J 




Seq. No. 


53685 






Seq. ID 


OJ991115 


_09. 0421. C10 


Gene No. 


112912 






Strand 






Cf art" 

O Lai L, 


5^71 






FnH 


59?n 

j z? J u 






O.T991 IIS 09 

\Jw Z? ZJ X X X ^) \J Z> 


.0421. CIO. o2. 


gs 


Mot* hnH 


O X-i LN O V^rtlN 




O L. ai L. 


5371 ~~ 






FnH 


5ftft 2 
J o o 




rir 

\J X 


none 








96 




F von q 


5371 5882 












Co/-t Ma 


5^fift 5 






Seq. ID 


OJ991115 


09 0491 no 


Gene No. 


112912 






Strand 






Start 


5371 






End 


5930 




IN dillC 


O.T991 11^ 09 

UU J Jill J u _? 


.0421. CIO. ol. 


tm 


Method 


TBLASTX : 




utdil. 


5^76 ~ 






End 


5703 






none 






Score 


47 




Exons 


5^76 S4QR 


5377. .5580, 


5384. 


.5422, 5477. .5572, 


qcfiS S703 
J DUj . . J / U j , 




S694 5701 

JDZ4 t . D f U X 












Seq. No. 


53685 






Seq. ID 


OJ991115 


_09. 0421. C10 


Gene No. 


112912 






Strand 








5^71 
j j / 1 






End 


5930 




Mam O 


D.T991 115 09 

W U -7 -7 -L 1 -L -J VJ _7 


.0421. CIO. ol. 


tc 


Method 


TBLASTX: 


LT6S S 


91" ^ rt* 
o l. ai i— 


5^8 fi ~~ 






End 


5927 




r\T 


n one* 






Score 


65 






5*}ftfi 5577 


5492. .5572, 


5620. 


.5676, 5621. .5677, 


5ft35 5Q97 
jojj. . J / 




JJDOJ 






Seq. ID 


OJ991115 


09 0491 no 


Gene No. 


112912 






Strand 






Start 


5371 






End 


5930 




Name 


OJ991115 09 

VU J Jill J 


.0421. CIO. ol. 


ts 


Method 


TBLASTX : 




O LCli L. 


5^ft9 ~ 

J JO J 






End 


5927 






n ono 






Score 


104 




F, v on q 


5389 5583 

JJO J t • J J (J J , 


5477. .5572, 


5621. 


.5704, 5629. .5703, 


5731 5790 




5ft^5 5997 

JO JJ • . J .7^ / 












O C * IN <J • 


JJOOU 






Seq. ID 


OJ991115 


09 0491 ni 

U _7 • U*i£.JL .^11 


Gene No. 


112913 






Strand 






Start 


1 






End 


1418 




Name 


OJ991115 09 


.0421.Cll.ol. 


np 


Method 


AAT /NAP 




Start 


1 






End 


1418 




GI 


7432985 






Score 


892 




Exons 


1..617, 929 


..1021, 1125. 


.1418 








GI Descrip. 


L-ascorbate 


oxidase (EC 


1.10. 


3.3) - Arabidopsis 


thaliana 



gi I 3080452 | emb | CAA18769.il (AL022605) putative L-ascorbate 
oxidase [Arabidopsis thaliana] gi | 7271038 | emb | CAB80646. 1 1 
(AL161596) putative L-ascorbate oxidase [Arabidopsis thaliana] 



54484 






Sea No 


53686 

-j \J \J \j 




Seq. ID 


OJ991115 09 0421 Cll 




Gene No. 


112913 




Strand 






Start 


1 




End 


1418 




Name 


OJ991115 


09.0421.Cll.ol.gs 


Method 


GENSCAN 




Start 


16 




' End 


1388 




GI 


none 




Score 


. 64 




Exons 


16. .617, 


929.. 1021, 1053.. 1388 






w VJ . 1* \J • 


53686 

w# «J \J KJ \J 




Seq. ID 


OJ991115 09 0421 Cll 




Gene No. 


112914 




Strand 






Start 


4070 




End 


10933 




Name 


OJ991115 


09 0421 Cll ol tw 


Method 


TBLASTX: Wheat 




Start 


7 




End 


267 




GI 


none 




Score 


240 




Exons 


7. .267, S 


i. .263 








Sea No 


53686 




Seq. ID 


OJ991115 09 0421 Cll 




Gene No. 


112914 




Strand 






Start 


4070 




End 


10933 




Name 


OJ991115 


09 0421 CI 1 fq 


L JC LHU \Ji 


TBLASTX: Soybean 




Start 


12 




End 


302 




GI 


none 




Score 


114 




Exons 


12. .302, 


76 . .252 








Qprr Ma 


53686 




Seq. ID 


O.T991 1 1 R 09 0491 Cll 

WU37JXXX.J U-7*U t t^.X.^XX 


fS 


Gene No. 


112914 




Strand 






Start 


4070 




End 


10933 




Name 


OJ991115 


09 04 ?1 Cll n4 tm 




TBLASTX: Maize 




Start 


36 




End 


189 


iy 


GI 


none 




Score 


117 




Exons 


36. .185, 


36. .188, 49. . 189 








Sea No 


53686 

\j \J \j 




Seq.' ID 


OJ991115 09 0421 Cll 




Gene No. 


112914 




Strand 






Start 


4070 




End 


10933 




Name 


OJ991115 


09.0421.Cll.o3.tc 


Method 


TBLASTX: Cress 


M 


Start 


180 




End 


578 




GI 


none 




Score 


120 




Exons 


180. .266, 


367. .573, 372. . 57* 






£3 


Sea No 


53686 

\y \J \J 




Seq. ID 


OJ991115_09. 0421. Cll 




Gene No. 


112914 




Strand 






Start 


4070 . 




End 


10933 




Name 


OJ991115 


09.0421.Cll.ol.ts 


Method 


TBLASTX : Soybean 




Start 


534 




End 


1319 




GI 


none 




Score 


83 




Exons 


534. .620, 


547. .618, 917. .1024, 951. .1025, 1122. .1319, 1132. 




Seq. No. 


53686 




Seq. ID 


OJ991115_09. 0421. Cll 




Gene No. 


112914 




Strand 






Start 


4070 




End 


10933 




Name 


OJ991115 


_09. 0421. Cll. ol.tc 


Method 


TBLASTX: Cress 




Start 


899 




End 


1301 




GI 


none 




Score 


93 




Exons 


899. .1024 


, 951. .1019, 1125.. 


.1301, 1129, 


. . 1290 



54485 




Seq. No. 


53686 






Gene No . 


112914 






Start 


4070 






Name 


OJ991115 09 


.0421 


.Cll.ol 


Start 


929 






GI 


none 






Exons 


929. .1024, 


954 . . 


1025, 1 


Seq. No. 


53686 






Gene. No. 


112914 






Start 


4070 






Name 


OJ991115 09 


.0421 


.C11.02 


Start 


4070 






GI 


none 






Exons 


4070. .4244, 


5456 


. .5625, 




7956. .8034, 


9826 


. .9855, 




Seq. ID OJ991115_09.0421.C11 
Strand 

End 10933 

.tm Method TBLASTX : Maize 

End 1319 

Score 82 
122. .1319, 1123. .1290 

Seq. ID OJ991115_09.0421.C11 
Strand 

End 10933 

. gs Method GENSCAN 

End 10825 

Score .74 
6315. .6356, 6564. .6663, 7241. .7311, 

10436. .10531, 10641. .10825 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
3 GI Descrip. 



53686 

112914 

4070 

OJ991115 09.0421.Cll.ol.gp 



OJ991115 09.0421.C11 



Seq. ID _ 
Strand 

End 10933 
Method AAT/GAP 
4417 End 10933 

368_2.R1084 Score 2233 

4417. .4438, 4550. .4966, 5456. .5619, 6315. .6356, 6451. .6492, 
6564.. 6663, 7241.. 7311, 7956.. 8034, 10641.. 10933 
'3928085 8.0e-17 (AC005770) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 
~ GI 
„ Exons 

J GI Descrip. 



53686 
112914 
4070 

OJ991115_09.0421.Cll.o2.np 
4906 
7446544 

4906.. 4966, 5456 



.5619, 

7241. .7311, 7956. .8034, 



Seq. ID 
Strand 

End 10933 

Method AAT/NAP 

End 10825 

Score 1079 
6315.. 6356, 6451.. 6492, 
10641. .10825 



OJ991115 09.0421.C11 



MADS box protein - rice gi I 2286113 | gb | AAC49817 . 1 1 
box protein [Oryza sativa] 



6564. .6663, 

(U78892) MADS 



Z Seq. No. 
if Gene No. 
* Start 

Name 

Start 

GI 

Exons 



53686 

112914 

4070 

OJ991115_09.0421.Cll.o3.tm 

5452 

none 

5452. .5514, 5456.. 5503, 5497. 
5541. .5615, 5542.. 5616, 6304. 
6424. .6492, 6432.. 6491, 6435. 
6565.. 6666, 6566.. 6664, 7197. 



Seq. ID OJ991115_09.0421.C11 
Strand 

End 10933 
Method TBLASTX: Maize 
End 7314 
Score 62 

.5532, 5504.. 5530, 5540.. 5620, 
.6357, 6312.. 6359, 6317.. 6367, 
.6494, 6445. .6495, 6564.. 6665, 
.7313, 7238.. 7312, 7240.. 7314 



Seq. No. 53686 

Gene No. 112914 

Start 4070 

Name OJ991115_09 . 0421 . Cll . o2 . tc 

Start 6332 

GI none 

Exons 6332.. 6358, 6445.. 6498, 6564, 



Seq. ID OJ991115_09. 0421. Cll 
Strand 

End 10933 

Method TBLASTX : Cress 

End 10804 

Score 165 

.6665, 7240. .7308, 10634 .. 10804 , 



54486 



10650. .10775 



Seq. ID OJ991115_09.0421.C11 
Strand 

End 10933 

Method TBLASTX : Soybean 

End 10804 

Score 175 

6564. .6665, 7240. .7305, 7914. .8036, 1064 1 10772 , 10646. .10804 



Seq. No. 53686 

Gene No. 112914 

Start 4070 

Name OJ991115_09 . 0421 . Cll . o2 . ts 

Start 6564 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53686 

112914 

4070 

OJ991115_09. 0421. Cll. o2.tw 

6587 

none 



Seq. ID OJ991115_09. 0421. Cll 
Strand 

End 10933 

Method TBLASTX : Wheat 

End 10804 

Score 68 



6587. .6664, 6588. .6665, 7238. .7300, 7240. .7308, 7284. .7310, 
7956. .8042, 7957. .8043, 10635 .. 10772 , 10643. .10804 



Seq. No. 53686 

Gene No. 112914 

Start 4070 

Name 0 J 9 9 1 1 1 5_0 9.0421.Cll.o2.tm 

Start 7959 

GI , none 

Exons 



Seq. ID OJ991115_09. 0421. Cll 
Strand 

End 10933 

Method TBLASTX : Mai ze 

End 10804 

Score 101 



7959. .8036, 7960. .8037, 7960. .8037, 10635 .. 10772 , 10643. .10804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53687 
112915 
1 

OJ991115_09.0421.C12.ol.np 
1 

6642682 

1..23, 3903. .4003, 6647. .6831 

(AC015450) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991115_09.0421.C12 
Strand 

End 6831 

Method AAT/NAP 

End 6831 

Score 282 



53687 

112915 

1 

OJ991115_09.0421.C12.o2.gs 

2354 

none 



Seq. ID OJ991115_09.0421.C12 
Strand 

End 6831 

Method GENSCAN 

End 3229 

Score . 68 



2354. .2883, 2928. .2985, 2999.-3229 



53687 

112916 

17053 

OJ991115_09.0421.C12.ol.ts 

3919 

none 



Seq. ID OJ991115_09.0421.C12 
Strand 

End 19741 

Method TBLASTX : Soybean 

End 6789 

Score 77 



3919. .4005, 3920. .4006, 6646.-6789, 6647. .6724 



Seq. No, 53687 

Gene No. 112916 

Start 17053 

Name OJ991115_09 . 0421 .C12 .o2 . tm 

Start 3937 



Seq. ID OJ991115_09.0421.C12 
Strand 

End 19741 

Method TBLASTX : Mai ze 

End 6787 



54487 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 83 

3937. .4005, 6646.. 6786, 6650. .6787 



53687 

112916 

17053 

OJ991115_09.0421.C12.o4 . gs 

17053 

none 

17053. .17103, 17599. .17966, 
18824. .19202, 19316. .19442 

53687 

112916 

17053 

OJ991115_09.0421.C12.o2.np 

17578 

7485456 

17578. .18014, 18805. .19202, 
hypothetical protein F13M23 
gi I 4455233 | emb | CAB36732 . 1 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991115_09.0421.C12 

19741 
GEN SCAN 
19442 
. 69 



1814 6. .18182, 18 680. . 18738, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991115 09.0421.C12 



19741 
AAT/NAP 
19741 
425 

1-9316. .19442, 19678.. 19741 
.40 - Arabidopsis thaliana ■ 
(AL035523) hypothetical protein 



[Arabidopsis thaliana] gi | 726934 0 | emb | CAB79399 . 1 | 
hypothetical protein [Arabidopsis thaliana] 



(AL161562) 



53687 
112916 
17053 
OJ991115 
17599 
none 
17599. 
17710. 
17887. 



09.0421.C12.ol.tm 



17670, 
17862, 
17967, 



17599. 
17710. 
17924. 



.17652, 
.17868, 
,17968 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17640 

17865 



OJ991115 09.0421.C12 



19741 

TBLASTX: Maize 
17968 
60 

17711, 17646. .17717, 
17960, 17874. .17966, 



53688 
112917 
1156 

OJ991115_09.0421.C13.ol.gs 
1156 



Seq. ID OJ991115_09.0421.C13 
Strand 

9799 
GENSCAN 
9799 
.55 



End 

Method 
End 

none Score 
1156. .1250, 1539.. 1686, 2088. .2210, 2268. .2429, 2446 
2513. .2682, 2809. .2832, 3541. .3691, 4340. .4464, 4769 
4965. .5072, 5167. .5295, 5453. .5494, 5567. .5636, 6223 
6462. .6554, 6638. .6706, 8405. .8550, 9351. .9799 



,2478, 
,4811, 
,6346, 



53688 

112917 

1156 

OJ991115_09.0421.C13.ol.np 

2099 

2760319 



Seq. ID OJ991115_09.0421.C13 
Strand 

End 9799 

Method AAT/NAP 

End 9711 

Score 1097 



2099. .2149, 2268. .2411, 2555. .2682, 2901. .3025, 3541. .3691, 
3960. .4036, 4327. .4544, 4957. .5072, 5167. .5295, 5453. .5494, 
5567. .5636, 6223. .6346, 6462. .6554, 6638.:6706, 6799. .6895, 
9658. .9711 

GI Descrip. (AC002130) F1N21.3 [Arabidopsis thaliana] 



54488 



Seq. No. 53688 
Gene No. 112917 

Start . 1156 

Name OJ991115_09 . 0421 . C13 . ol . ts 

Start 6642 
GI none 
Exons 6642.. 6707, 

9670. .9732 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991115_09.0421.C13 
9799 

TBLASTX : Soybean 

9732 

68 



6643.. 6708, 6800.. 6895, 6801.. 6896, 9653.. 9724, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53689 Seq. ID OJ991115_09 . 0421 . C14 

112918 Strand 

938 End 4483 

OJ991115_09.0421.C14.ol.np Method AAT/NAP 

938 End 4483 

6069646 Score 292 

938. .1597, 4443. .4483 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



53689 

112918 

938 

OJ991115_09.0421.C14.ol.tw 

968 
none 

968. .1168, 1240. .1356 

53689 

112918 

938 

OJ991115_09.0421.C14.o2.tm 

1046 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991115_09.0421.C14 
4483 

TBLASTX: Wheat 

1356 

124 



Seq. ID OJ991115_09.0421.C14 
Strand 
End 

Method 
End 
Score 



4483 

TBLASTX: Maize 

1581 

69 



1046. .1171, 1240. .1401, 1265. .1402, 1417. .1581 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53689 Seq. ID OJ991115_09 . 0421 . C14 

112918 Strand 
938 End 4483 

OJ991115_09.0421.C14.o2.np Method AAT/NAP 
2265 End 3769 

5803254 Score 897 

2265. .2639, 2727. .2882, 2975. .3457, 3485. .3769 
(AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 
AU078031 (E31854) , D15683 (C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



53689 

112918 

938 

OJ991115_09.0421.C14.o3.tm 

2271 

none 



Seq. ID OJ991115_09.0421.C14 



Strand 
End 

Method 

End 

Score 



4483 

TBLASTX: Maize 

2561 

84 



2271. .2426, 2274. .2351, 2434. ,2559, 2436. .2561 



54489 



Seq. No. 53689 

Gene No. 112918 

Start 938 

Name OJ991115_09 . 0421 . C14 . ol . tm 

Start 2566 

GI none 
Exons 



Seq. ID OJ991115_09.0421.C14 
Strand 

End 4483 

Method TBLASTX : Maize 

End 3352 

Score 54 



2566.-2592, 2721. .2882, 2721. .2891, 2973. .3050, 2984. .3049, 
2998. .3063, 2999. .3055, 3125. .3238, 3132. .3350, 3134. .3352 





Seq. No. 


53690 


Seq. ID 




Gene No. 


112919 


Strand 




Start 


419 


End 




Name 


OJ991115 09.0421.C15.ol.gs 


Method 




Start 


419 


End 




GI 


none 


Score 




"Rvnn s 


419.. 535, 3244. .3448, 3626.. 


3640 




Sen No 


53690 


Seq. ID 




Gene No. 


112920 


Strand 




Start 


13045 


End 




Name 


OJ991115 09.0421.C15.o3.np 


Method 




Start 


13045 


End 






6907086 


Score 




Rvnn 


13045. .13822 




i. ^ 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


f f* 


Seq. No. 


53690 


Seq. ID 


r!3 


Gene No. 


112921 


Strand 


□ 


Start 


8677 


End 




Name 


OJ991115 09.0421.C15.ol.np 


Method 


ij 


Start 


8677 


End 


%j 


GI 


6907086 


Score 


f u 


Exons 


8677. .9084, 9311.. 9538, 9599 


. .10371 


~ ss. 
V 3 


GI DescriD 


(AP001129) hypothetical protein [Oryza 


Seq. No. 


53690 


Seq. ID 




Gene No. 


112921 


Strand 


u 


Start 


8 677 


End 


,~; 


Name 


OJ991115 09.0421.C15.o3.gs 


Method 


'~ =? 


Start 


9624 


End 




GI 


none 


Score 




P von ^ 


9624. .10051, 10077. .10188 






Seq. No. 


53690 


Seq. ID 




Gene No. 


112922 


Strand 




Start 


11078 


End 




Name 


OJ991115 09.0421.C15.o2.np 


Method 




Start 


11078 


End 




GI 


4680186 


Score 




Exons 


11078. .11502, 13767.. 13822 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 




Seq. No. 


53690 


Seq. ID 




Gene No. 


112922 


Strand 




Start 


11078 


End 




Name 


OJ991115 09.0421.C15.o4.gs 


Method 




Start 


12667 


End 



+ 

3640 
GENS CAN 
3640 



+ 

13822 
AAT/NAP 
13822 
362 



10371 
AAT/NAP 
10371 
1103 



10371 
GENSCAN 
10188 
.94 



13822 
AAT/NAP 
13822 
164 



13822 

GENSCAN 

13758 



54490 



GI none 

Exons 12667. .12791, 13326.. 13758 

Seq. No. 53691 

Gene No. 112923 

Start 81 

Name OJ991115_09 . 0421 . C16 . ol . gs 

Start 81 

GI none 

Exons 81.. 527 



Score 



56 



Seq. ID OJ991115_09.0421.C16 

Strand + 

End 527 

Method GENSCAN 

End 527 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53691 
112924 
1631 

OJ991115_09-0421.C16.ol.np 
1626 
5091506 
1626. .2293 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ991115_09.0421.C16 
Strand 

End 4563 

Method AAT/NAP 

End 2293 

Score 684 



53691 

112924 

1631 

OJ991115_09.0421.C16.o2.gs 

1631 

none 



Seq. ID OJ991115_09.0421.C16 
Strand 

End 4563 

Method GENSCAN 

End 4041 

Score .46 



1631. .2026, 2074. .2165, 3288. .3507, 3838. .3893, 3987. .4041 



Seq. ID OJ991115_09.0421.C16 
Strand 

End 4563 

Method AAT/NAP 

End 4563 

Score 728 



53691 
112924 
1631 

OJ991115_09.0421.C16.o2.np 
3133 
5803254 

3133. .3507, 3592. .3738, 3838. .4563 
(AP000399) ESTs C97429 (C60159) , D22427 (C11106 ) , 
AU078031 (E31854) , D15683 (C1084 ) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 


53691 








Seq. ID 


OJ991115_09.0421.C16 


Gene No. 


112924 








Strand 




Start 


1631 








End 


4563 


Name 


OJ991115 09. 


0421. 


C16.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


3587 








End 


4225 


GI 


none 








Score 


88 


Exons 


3587. .3664, 


3589. 


.3669, 


3603. 


.3665, 3604. .3669, 3673. .3774, 




3682. .3738, 


3859. 


.3915, 


3861. 


.3926, 3992. .4225, 4000.. 4218 


Seq. No. 


53692 








Seq. ID 


OJ991115_09.0421.C17 


Gene No. 


112925 








Strand 


+ 


Start 


8261 








End 


8570 


Name 


OJ991115 09. 


0421. 


C17.o4, 


.gs 


Method 


GENSCAN 


Start 


8261 








End 


8570 


GI 


none 








Score 


.72 


Exons 


8261. .8449, 


8484 . 


.8570 








Seq. No. 


53692 








Seq. ID 


OJ991115_09.0421.C17 



54491 





Gene No. 


112926 






Strand 








Start 


1566 






End 


2736 






Name 


OJ991115 09. 


0421.C17.o2 


.gs 


Method 


GENS CAN 






Start 


1566 






End 


2736 






GI 


none 






Score 


.74 






Exons 


1566. .1982, 


2230. .2337, 


2403. 


.2443, 2682. .2736 






Seq. No. 


53692 






Seq. ID 


OJ991115 


_09.0421.C17 




Gene No. 


112927 






Strand 








Start 


3540 






End 


7335 






Name 


OJ991115 09. 


0421.C17.o3 


. gs 


Method 


GEN SCAN 






Start 


3540 






End 


7335 






GI 


none 






Score 


.78 






Exons 


3540. .3923, 


4394. .4486, 


4880. 


.5031, 6437. .6612, 


7217. .7335 




Seq. No. 


53692 






Seq. ID 


OJ991115 


_09.0421.C17 




Gene No. 


112927 






Strand 








Start 


3540 






End 


7335 






Name 


OJ991115 09. 


0421.C17.ol 


.np 


Method 


AAT/NAP 






Start 


3549 






End 


5038 






GI 


5803254 






Score 


814 






Exons 


3549. .3923, 


4008. .4175, 


4271. 


.5038 








GI Descrip. 


(AP000399) ESTs C97429 (C60159 


) ,D22427 (C11106) , 








AU07803KE31854) ,D15683 


(C1084) correspond to a 


region of thi 


3 




predicted gene; hypothetical protein 


[Oryza sativa] 


S 


Seq. No. 


53692 






Seq. ID 


OJ991115 


__09.0421.C17 


1 5 


Gene No. 


112928 






Strand 








Start 


9888 






End 


10087 






Name 


OJ991115 09. 


0421.C17.o2 


tm 


Method 


TBLASTX: 


Maize 




Start 


3536 






End 


3848 




a 


GI 


none 






Score 


80 




u 


Exons 


3536. .3628, 


3555. .3644, 


3559. 


.3636, 3561.. 3659, 


3562. .3663, 






3718. .3840, 


3723. .3848, 


3735. 


.3848 






3 


Seq. No. 


53692 






Seq. ID 


OJ991115 


_09.0421.C17 


.3 

•s 


Gene No. 


112928 






Strand 






ss 


Start 


9888 






End 


10087 




3 


Name 


OJ991115 09. 


0421.C17.ol 


tm 


Method 


TBLASTX: 


Maize 




Start 


3853 






End 


4637 




=i 


GI 


none 






Score 


38 




3. 


Exons 


3853. .3876, 


4002. .4076, 


4003. 


.4059, 4104. .4160, 


4104 . .4184, 






4271. .4453, 


4279. .4326, 


4407. 


.4448, 4457. .4630, 


4473. .4637 




Seq. No. 


53692 






Seq. ID 


OJ991115 


_09.0421.C17 




Gene No. 


112928 






Strand 








Start 


9888 






End 


10087 






Name 


OJ991115 09. 


0421.C17.o5 


gs 


Method 


GENSCAN 






Start 


9888 






End 


10087 






GI 


none 






Score 


. 97 






Exons 


9888. .10001, 


10016. .10087 










Seq. No. 


53693 






Seq. ID 


OJ991115 


_09.0421.C18 




Gene No. 


112929 






Strand 


+ 






Start 


1 






End 


3898 






Name 


OJ991115 09. 


0421.C18.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


3892 





54492 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7485455 Score 1620 

1..49, 1021. .1160, 1272. .1364, 1516. .1640, 2002. .2134, 

2330.. 2535, 2635.. 2760, 3280.. 3892 

hypothetical protein F13M23.30 - Arabidopsis thaliana 
gi I 4455232 | embl CAB36731.il (AL035523) putative protein 
[Arabidopsis thaliana] gi | 7269339 | emb | CAB79398 . 1 | (AL161562! 
putative protein [Arabidopsis thaliana] 



53693 Seq. ID 

112929 Strand 

1 End 

OJ991115_09.0421.C18.ol.gs Method 

716 End 

none Score 



OJ991115_09.0421.C18 
+ 

3898 
GENSCAN 
3898 
.87 



716. .813, 891. .957, 1041. .1160, 1272. .1364, 1516. .1713, 
2330.. 2535, 2635.. 2760, 3280.. 3898 



Seq. No. 53693 
Gene No. 112930 
Start 4507 

Name OJ991115JD9 . 0421 . C18 . ol . 

Start 661 
GI none 

Exons 661.. 768, 675.. 770, 889, 

1271.. 1354, 1272. .1367, 
1600. .1647, 1836. .1922, 
.2525, 2327.. 2530, 
,3410, 3278. .3418, 
.3882, 4501. .4701, 



2325. 
3276. 
3673. 
4862. 



,4936, 4942. .5181, 



tm 



.912, 
1515. 
1837. 
2365. 
3280. 
4552. 
4943. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991115 09.0421.C18 



6296 

TBLASTX: Maize 
5517 
117 

931. .957, 1038. .1160, 1040. .1153, 
.1577, 1516.. 1578, 1599.. 1646, 
.1920, 2002. .2133, 2003. .2140, 
.2535, 2632.. 2772, 2633.. 2761, 
.3432, 3281. .3865, 3481. .3579, 
.4659, 4717. .4785, 4843.-4938, 
.5182, 5182.. 5517, 5273.. 5500 



Seq. No. 53693 
Gene No. 112930 
Start 4507 

Name OJ991115_09 . 0421 .C18 . ol . ts 

Start 664 
GI none 

Exons 664.. 780, 672.. 779, 931.. 957, 

1076.. 1156, 1271.. 1363, 1272. 

1836.. 1925, 1837.. 1914, 1841. 

1999.. 2133, 2000.. 2140, 2003. 

2368.. 2535, 2632.. 2772, 2633. 

3481. .3579, 3685.-3882, 4498. 

4850. .4942, 4942-. 5181, 4946. 



Seq. I 
Strand 
End 

Method 

End 

Score 

1064. 
.1367, 
.1927, 
.2134, 
.2773, 
.4701, 
.5182, 



D OJ991115 09.0421.C18 



6296 

TBLASTX :S 
5517 
115 
1159, 1065. 
1515. .1646, 
1995. .2135, 
2327. .2533, 
3280. .3435, 
4717. .4785, 
5182. .5517, 



oybean 



1160, 

1516. .1647, 
1999. .2136, 
2341. .2535, 
3281. .3865, 
4843. .4941, 
5273. .5500 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53693 

112930 

4507 

OJ991115_09.0421.C18.ol.tw 

3721 

none 



Seq. ID OJ991115_09.0421.C18 
Strand 

End 6296 

Method TBLASTX : Wheat 

End 4 671 

Score 191 



3721.. 3903, 3722.. 3865, 4504.. 4671, 4552.. 4656 



Seq. No. 53693 Seq. ID OJ991115_09 . 0421 . C18 

Gene No. 112930 Strand 

Start 4507 End 6296 

Name OJ991115_09 . 0421 . C18 . o2 . gs Method GENSCAN 



54493 



Start 4507 End 6164 

GI none Score 1 

Exons 4507.. 5493, 6156.. 6164 



Seq. No. 


53693 


Seq. ID 


OJ991115_09.0421 


.CI 


Gene No. 


112930 


Strand 








4507 


End 


6296 




Name 


OJ991115 09.0421.C18.o2.np 


Method 


AAT/NAP 




O Lai U 


4510 


End 


6296 




P T 


7485455 


Score 


1002 




Exons 


4510. .4801, 4838.. 5493, 6156. .6296 






ui uescirip . 


hypothetical protein F13M23 


.30 - Arabidopsis thaliana 






gi| 4455232 lemb ICAB36731.il 


(AL035523) 


putative protein 






[Arabidopsis thaliana] gi I 7269339 I emb | CAB7 9398 . 1 1 (AL16156 




putative protein [Arabidopsis thaliana] 




o e q • ln o . 


53694 


Seq. ID 


OJ990605_39.0420 




bene ino . 


112931 


Strand 










End 


858 




Name 


OJ990605 39.0420.Cl.ol.gs 


Method 


GENSCAN 




Of a v+- 


317 


End 


858 




GI 


none 


Score 


.75 




Exons 


317. .424, 778. .858 








Q /-> /-* "NT/% 

beq . jno . 


53695 


Seq. ID 


OJ990605_39.0420 


CO 


bene jno . 


112932 


Strand 






btart 


2729 


End 


3692 




Name 


OJ990605 39.0420.C2.ol.np 


Method 


AAT/NAP 




OH > v*f 


2729 


End 


3692 




GI 


3928085 


Score 


264 




Exons 


2729.. 3036, 3657.. 3692 










(AC005770) unknown protein 


[Arabidopsis thaliana] 




oeq . lno . 


53695 


Seq. ID 


OJ990605_39.0420 


.C2 


uene lno ■ 


112932 


Strand 






Olal L 


2729 


End 


3692 




Name 


OJ990605 39.0420.C2.ol.tm 


Method 


TBLASTX: Maize 






2747 


End 


3035 




GI 


none 


Score 


361 




Exons 


2747. .3034, 2760. .3035 








Seq. No. 


53695 


Seq. ID 


OJ990605_39.0420 


-C2 


Gene No. 


112932 


Strand 






Start 


2729 


End 


3692 




Name 


OJ990605 39.0420.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


2765 


End 


2938 




GI 


none 


Score 


202 




Exons 


2765. .2938 









Seq. No. 53695 Seq. ID 

Gene No. 112932 Strand 

Start 2729 End 

Name OJ990605_39 . 0420 . C2 . ol . ts Method 

Start 2765 End 

GI none Score 

Exons 2765.. 3034, 2769.. 3047 



OJ990605_39.0420.C2 
3692 

TBLASTX: Soybean 

3047 

205 



54494 






Seq. No. 


53696 


Seq. ID 


OJ990605_ 


_39, 


0420 


.C4 




Gene No. 


112933 


Strand 


+ 










O tal L 


9QQ9 


End 


5258 










Name 


riTQQnfiOR 0490 Cd c\0 rr<5 


Mot - h oiH 












Q+- a r-4- 


OQQO ~~ 


FnH 


S258 

Jc JO 












none 


^ f'n T~*a 


. 47 










Exons 


9QQ9 ^07fi ^999 "3?fi0 M Sfi 


5258 












O £i rt M /-\ 

ocCJ. 1NO . 




Seq. ID 


OJ990605_ 


_39. 


0420 


. C4 




Gene No. 


112934. 


Strand 


+ 










Start 


6276 


End 


10734 










Name 


O.TQQOfiOS 0490 P4 n«; 


Method 


GENSCAN 










Q 3 ■*-+- 
OUaiL 


fi97 fi ~~ 


End 


10331 












none 


Score 


.4 










Exons 


fi97fi fiMfi fifiRO fi7^4 7090 


..7110, 7339. .7457, 


7612. .8 


003 






QQftl 1 0^1 

.7-700. . lUJJi 














Seq. No. 


53696 


Seq. ID 


OJ990605_ 


_39 


0490 

U 1 \J 


.C4 




Gene No. 


112934 


Strand 


+ 












fi97fi 


End 


10734 










Name 


O.TQQOfiOS ?Q 0490 P4 nl rrn 

WU33UOUJ J_7.\J*it.\J.L*±.*J-L.y£-» 


Method 


AAT/GAP 










Of a r-+- 


Q7 *3 c: ~ 

Z7 / JJ 


End 


10157 










PT 

ul 


none 


Score 


813 










CiXons 
















oeq. vio . 




Seq. ID 


OJ990605_ 


_39 


04 90 


Cd 




Gene No. 


112934 


Strand 


+ 










Start 


6276 


End 


10734 










Name 


OTQQOfiOR 0490 P4 n9 nn 


Method 


AAT/NAP 












i noRfi 

IUUjD 


End 


10734 










PT 




Score 


84 








^ y 


Exons 


i no^fi ioiqr 109R^ in^4S 

lUUJv • ■ X U X -7 -J , lU^JJ. ■ 1UJ4J/ 


10696. .10734 










X o f v~ i t™\ 




[Arabidopsis thaliana] 






fl 


ocq. iNu. 




Seq. ID 


OJ990605^ 


_39 


0420 


. C4 




Gene No. 


112935 


Strand 










M 


Start 


1 


End 


902 










Name 


D.TQQOfiOR ?Q 0490 Cd nl nn 


Method 


AAT/NAP ■ 








^ j 


o tart 


1 

X 


End 


662 








f i 


*aX 


JO JlI / O 


Score 


192 










Exons 


1 9 ^ 4 R fi fifi9 

X. • t.Z> f 400. . DDZ 
















fAT*1179fiS^ ^hhOOOfi 1 rOrv7a 


sativa] 












Seq. No. 


53696 


Seq. ID 


OJ990605_ 


_39 


0420 


.C4 




Gene No. 


112935 


Strand 












O tClX u 


i 

X 


End 


902 










Name 


O.TQQOfiOR ?Q 0490 Cd nl rrc- 
UU33UDUJ j^.uyzu.^y.ui.yij 


Method 


GEN SCAN 










Olai t 


M 7 _ 


End 


902 












none 


Score 


.92 










Exons 


M7 fiR7 R49 Q09 














Seq. No. 


53697 


Seq. ID 


OJ990605 


_39 


0420 


.C5 




Gene No. 


112936 


Strand 


+ 










Start 


1 


End 


2193 










Name 


OJ990605 39.0420.C5.ol.np 


Method 


AAT/NAP 










Start 


1 


End 


1816 










GI 


3928084 


Score 


1433 









54495 




Exons 1..1816 

GI Descrip. (AC005770) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53697 

112936 

1 

OJ990605_39.0420.C5.ol.tc 
1 

none 



Seq. ID OJ990605_39.0420.C5 

Strand + 

End 2193 

Method TBLASTX : Cress 

End 433 

Score 422 



1..261, 2. .280, 2. .292, 6. .302, 6. .293, 294. .425, 298. .426, 
301. .423, 302. .433, 302. .427, 309. .428 



Seq. No. 53697 

Gene No. 112936 

Start 1 

Name OJ990605_39. 0420 . C5 . o3 . tm 

Start 33 

GI none Score 

Exons 33. .362, 34. .366, 41. .370, 41. .370 



Seq. ID OJ990605_39.0420.C5 
Strand + 
End 2193 
Method TBLASTX: Maize 
End 370' 
319 



Seq. No. 53697 

Gene No. 112936 

Start 1 

Name OJ990605_39 . 0420 . C5 . ol . gs 

Start 167 

GI none 

Exons 167.. 1819 



Seq. ID OJ990605_39.0420.C5 

Strand + 

End 2193 

Method GENSCAN 

End 1819 



Score 



.83 



[j Seq. No. 53697 

Gene No. 112936 

If* Start 1 

fy Name OJ990605_39 . 0420 . C5 . o2 . ts 

Start 368 

il GI none 

Exons 368. .418, 440. .754, 444. .749, 478.-753, 713. .847, 739. .828, 

il 761.. 829 



Seq. ID OJ990605_39.0420.C5 

Strand + 

End 2193 

Method TBLASTX : Soybean 

End 847 

Score 50 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53697 

112936 

1 

OJ990605_39.0420.C5.o2.tm 

473 

none 



Seq. ID OJ990605_39.0420.C5 

Strand + 

End 2193 

Method TBLASTX : Mai ze 

End 1005 

Score 455 



473.-844, 478. .843, 907. .1005, 908. .1003 



Seq. No. 53697 

Gene No. 112936 

Start 1 

Name OJ990605_39 . 0420 . C5 . o3 . tc 

Start 479 

GI none 

Exons 479.-673, 484.. 666 



Seq. ID OJ990605_39.0420.C5 

Strand + 

End 2193 

Method TBLASTX: Cress 

End 673 

Score 195 



Seq. No. 
Gene No. 
Start 



53697 

112936 

1 



Seq. ID OJ990605_39.0420.C5 
Strand + 
End 2193 



54496 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

□ Seq. No. 
,1 Gene No. 

Start 
'ill Name 

Start 
Q GI 
Ly Exons 

pfs Seq. No. 

~ Gene No. 

; a Start 

=J Name 

*d Start 

GI 

Exons 

Seq. No. 
■ 3 Gene No. 
Start 
Name 
Start 
GI 

Exons 



OJ990605_39 . 0420 . C5 . ol . gp Method AAT/GAP 

7 97 End 1192 

uC-osflcyp032e09bl Score 760 
797. .1192 

'3928084 6.0e-36 (AC005770) retrotransposon-like protein 
[Arabidopsis thaliana] 1 



53697 

112936 

1 

OJ990605_39.0420.C5.o3.ts 

935 

none 



Seq. ID OJ990605_39.0420.C5 

Strand + 

End 2193 

Method TBLASTX : Soybean 

End 1237 

Score 327 



935.. 1237, 937.. 1119, 1180.. 1236 



53697 

112936 

1 

OJ990605_39 . 0420 . C5 . o4 . tm 

1006 

none 



Seq. ID OJ990605_39.0420.C5 

Strand + 

End 2193 

Method TBLASTX: Maize 

End 124 9 

Score 281 



1006. .1248, 1007. .1249, 1007. .1246, 1036. .1248 



53697 

112936 

1 

OJ990605_39.0420.C5.o2.tc 

1252 

none 



Seq. ID OJ990605_39.0420.C5 

Strand + 

End 2193 

Method TBLASTX: Cress . 

End 1651 

Score 80 



1252. .1311, 1256. .1315, 1366. .1650, 1367. .1651 



53697 

112936 

1 

OJ990605_39.0420.C5.ol.ts 

1366 

none 



Seq. ID OJ990605_39. 0420.C5 

Strand + 

End 2193 

Method TBLASTX : Soybean 

End 1755 

Score 478 



1366. .1485, 1367. .1750, 1514. .1750, 1522. .1755 



53697 

112936 

1 

OJ990605_39.0420.C5.ol.tm 

1433 

none 



Seq. ID OJ990605_39.0420.C5 

Strand + 

End 2193 

Method TBLASTX : Maize 

End 1833 

Score 535 



1433. .1756, 1435. .1782, 1436. .1768, 1438. .1788, 1443. .1787, 
1766. .1828, 1768. .1833, 1769. .1828 



Seq. No. 53697 

Gene No. 112936 

Start 1 

Name OJ990605_39 . 0420 . C5 . o2 . gp 

Start 1581 

GI 11284_1.R1084 

Exons 1581.. 2193 

GI Descrip. '3763925 1.0e-20 (AC004450) putative AflO-protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990605_39.0420.C5 

Strand + 

End 2193 

Method AAT/GAP 

End 2193 

Score 1097 



54497 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53698 

112937 

115 

OJ990605_39.0420.C6.ol.gs 

115 

none 

115. .196, 609. .748 

53699 

112938 

827 

OJ990605_39.0420.C7.ol.gs 

827 

none 



Seq. ID OJ990605_39.0420.C6 

Strand + 

End 748 

Method GEN SCAN 

End 748 

Score .4 



Seq. ID OJ990605_39.0420.C7 



Strand 
End 

Method 

End 

Score 



3409 
GEN SCAN 
3406 
.86 



827. .898, 1399. .1436, 1772. .1824, 1888. .1907, 2172. .2317, 
2413. .2757, 2916. .2957, 3045. .3143, 3222. .3406 



53699 

112938 

827 

OJ990605_39.0420.C7.ol.tm 

1236 

none 

1236.. 1283, 1238.. 1285, 1400. 
1598. .1669, 1773. .1832, 1773. 
1974.. 2057, 1976.. 2071, 1977. 
2178. .2294 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1468, 1400 
.1832, 1832 



OJ990605_39.0420.C7 
+ 

3409 

TBLASTX: Maize 
2294 
73 

1450, 1596.. 1676, 
1849, 1966. .2064, 



,2084, 2172. .2270, 2174. .2272, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53699 

112938 

827 

OJ990605_39.0420.C7.ol.np 
1248 
3763925 
1248. .1282, 
2172. .2317, 



Seq. ID OJ990605_39.0420.C7 - 

Strand + 

End 3409 

Method AAT/NAP 

End 27 67 

Score 624 

1849, 1977.. 2060, 



1399. .1450, 1599.. 1678, 1772 
2413. .2767 

(AC004450) putative clathrin binding protein (epsin) 
[Arabidopsis thaliana] 



53699 

112938 

827 

OJ990605_39.0420.C7.ol.ts 

1248 

none 

1248.. 1283, 1400.. 1468, 1596. 
1773. .1832, 1775. .1831, 1832. 
1982.. 2071, 2163.. 2294, 2171. 

53699 

112938 

827 

OJ990605_39.0420.C7.ol.tc 

1248 

none 



Seq. ID OJ990605_39.0420.C7 

Strand + 

End 3409 

Method TBLASTX : Soybean 

End 2299 

Score 47 

.1676, 1596. .1667, 1601. .1675, 
.1849, 1974. .2066, 1980. .2084, 
.2299, 2178.. 2297 

Seq. ID OJ990605_39.0420.C7 



Strand 
End 

Method 

End 

Score 



+ 

3409 

TBLASTX: Cress 

2060 

53 



1248. .1283, 1400. .1468, 1582. .1641, 1596. .1676, 1601. .1678, 



54498 



1773. .1832, 1775. .1831, 1827. .1850, 1832. .1849, 1980. .2060 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53.699 

112938 

827 

OJ990605_39.0420.C7.ol.gp 

1986 

2799744 



Seq. ID OJ990605_39.0420.C7 

Strand + 

End 3409 

Method AAT/GAP 

End 2596 

Score 621 



1986. .2060, 2172... 2317, 2413. .2596 

3763925 1.0e-20 (AC004450) putative AflO-protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53699 
112938 
827 

OJ990605_39 . 0420 .C7 . o2 . tm 
2528 



none 

2528. 

2916. 

3065. 

3284. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2704, 2631. .2756, 2640. .2756, 2642. .2758, 2676. .2738, 
2954, 2916. .2972, 2917. .2958, 3031. .3144, 3042. .3095, 
3148, 3219. .3308, 3219. .3404, 3220.. 3405, 3265. .3405, 
3409 



OJ990605_39.0420.C7 
+ 

3409 

TBLASTX: Maize 

3409 

125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53700 Seq. ID 

112939 Strand 

1 End 

OJ990605_39.0420.C8.ol.np Method 

1 End 

3763926 Score 



OJ990605_39.0420.C8 
+ 

1967 
AAT/NAP 
1830 
395 



1..35, 279. .1024, 1097. .1244, 1328. .1830 
(AC004450) unknown protein [Arabidopsis thaliana] 



53700 Seq. ID 

112939 Strand 

1 End 

OJ990605_39 . 0420 . C8 . ol . gs Method 

228 End 

none Score 

228. .535, 941. .1244, 1328. .1847 

53700 Seq. ID 

112939 Strand 

1 End 

OJ990605_39 . 0420 . C8 . ol . gp Method 

279 End 

none Score 
279. .711 



OJ990605_39.0420.C8 
+ 

1967 
GENSCAN 
1847 
.44 



OJ990605_39.0420.C8 
+ 

1967 
AAT/GAP 
711 
841 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53700 

112939 

1 

OJ990605_39 . 0420 . C8 . ol . tm 

282 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

282. .512, 283. .519, 283.-525, 284. .526, 520. .618, 520. .594, 
530. .604, 712. .831, 713. .832, 714. .836, 809. .1249, 832. .1242, 
1031. .1243, 1041. .1280, 1307. .1513, 1329.. 1454, 1330. .1533, 



OJ990605_39.0420.C8 
+ 

1967 

TBLASTX: Maize 

1964 

269 



54499 





1336. .1533, 


1494 . 


.1571, 


1505. . 


1609, 1535.. 1573, 


1536 . . 1574, 




1547. .1621, 


1551. 


.1622, 


1554. . 


1613, 1574. .1654, 


1575. .1721, 




1577. .1699, 


1604. 


.1696, 


1604. . 


1696, 1629.. 1760, 


1635. .1754, 




1656. .1709, 


1657. 


.1788, 


1657. , 


1755, 1657.. 1773, 


1658. .1765, 




1702. .1746, 


1711. 


.1866, 


1714. . 


1782, 1760.. 1789, 


1787. .1852, 




1889. .1963, 


1890. 


.1964 










Seq. No. 


53700 








Seq. ID 


OJ990605 


_39.0420.C8 


Gene No. 


112939 








Strand 


+ 




Start 


1 








End 


1967 




Name 


OJ990605 39 


. 0420. 


C8.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1097 








End 


1800 




GI 


none 








Score 


132 




Exons 


1097. .1249, 


1102. 


.1248, 


1327. . 


1410, 1338. .1400, 


1380. .1499, 




1381. .1500, 


1426. 


.1509, 


1476. . 


1565, 1595.. 1639, 


1613. .1639, 




1616. .1642, 


1653. 


.1733, 


1654. . 


1779, 1711. .1800 




Seq. No. 


53700 








Seq. ID 


OJ990605 


_39.0420.C8 


Gene No. 


112939 








Strand 


+ 




Start 


1 








End 


1967 




Name 


OJ990605 39 


.0420. 


C8.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


1162 








End 


1515 




GI 


none 








Score 


120 




Exons 


1162. .1248, 


1163. 


.1249, 


1330. . 


1416, 1338.. 1400, 


1381. .1515, 




1435. .1515 














Seq. No. 


53700 








Seq. ID 


OJ990605 


_39.0420.C8 


Gene No. 


112939 








Strand 


+ 




Start 


1 








End 


1967 




Name 


OJ990605 39 


.0420. 


C8.o2. 


gp 


Method 


AAT/GAP 




Start 


1578 








End 


1967 




GI 


none 








Score 


768 




Exons 


1578. .1967 














Seq. No. 


53701 








Seq. ID 


OJ990605 


_39.0420.C9 


Gene No. 


112940 








Strand 


+ 




Start 


1 








End 


9190 




Name 


OJ990605 39 


.0420. 


C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


5359 




GI 


6815109 








Score 


21 




Exons 


1..52, 2863 


..2983, 3055 


. .3376, 


5248. .5359 




GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


53701 








Seq. ID 


OJ990605 


_39.0420.C9 


Gene No. 


112940 








Strand 


+ 




Start 


1 








End 


9190 




Name 


OJ990605 39 


.0420. 


C9.ol. 


gs 


Method 


GENSCAN 




Start 


2858 








End 


4738 




GI 


none 








Score 


.97 




Exons 


2858. .4738 














Seq. No. 


53701 








Seq. ID 


OJ990605 


_39.0420.C9 


Gene No. 


112940 








Strand 


+ 




Start 


1 








End 


9190 




Name 


OJ990605 39 


.0420. 


C9.o2. 


gs 


Method 


GENSCAN 




Start 


5091 








End 


6107 




GI 


none 








Score 


.96 





54500 



Exons 



5091. .6107 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53701 
112940 
1 

OJ990605_39.0420.C9.o2.np 
5964 
5852093 

5964.. 6029, 7335. 
(AL117264) zwhl6. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7450, 9162. .9190 
1 [Oryza sativa] 



39. 0420. C9 



53701 Seq. ID 

112941 Strand 

14855 End 

OJ990605_39 . 0420 . C9 . ol . gp Method 

14855 End 

none Score 
14855. .15325 



OJ990605_ 
+ 

9190 
AAT/NAP 
9190 
56 



OJ990605_39.0420.C9 
+ 

15325 
AAT/GAP 
15325 
942 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12 Seq. No. 
f7s Gene No. 
^ Start 
^ Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



53701 Seq. ID 

112942 Strand 
10045 End 
OJ990605_39 . 0420 . C9 . o3 . gs Method 
10045 End 
none Score 

10045. .10210, 13025. .13253, 13891 

15482. .15675, 15808 .. 16700, 17352 



13953, 
17693 



OJ990605_39.0420.C9 

17693 
GENSCAN 
17693 
. 68 

13967. .14053, 



53701 
112942 
10045 

OJ990605_39.0420.C9.o3.np 
15631 
2959732 

15631. .15667, 15826 .. 16485, 



OJ990605 39. 0420. C9 



Seq. ID _ 
Strand 

End 17693 
Method AAT/NAP 
End 17654 
Score 299 
17581. .17654 

(Y13649) homologous to GATA-binding transcription factors 
[Arabidopsis thaliana] gi | 489524 6 | gb | AAD32831 . 1 |AC007659_13 
(AC007659) putative GATA-type zinc finger transcription factor 
[Arabidopsis thaliana] 



OJ990605 39. 0420. C9 



53701 
112942 
10045 

OJ990605_39.0420.C9.o2.gp 
15963 

uC-osroM202001cl0al 
15963. .16394 

•2959732/emb|CAA74000| 3.0e-09 (Y13649) homologous to 
GATA-binding transcription factors [Arabidopsis thaliana] 
>gi_489524 6_gb_AAD32831.1_AC007659_13 (AC007659) putative 
GATA-binding transcription factor [Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



17693 
AAT/GAP 
16394 
856 



53701 Seq. ID 

112943 Strand 

18590 End 

OJ990605_39 . 0420 . C9 . o4 . ts Method 

2972 End 



OJ990605_39.0420.C9 
18791 

TBLASTX : Soybean 
3136 



54501 




\j ±. 










Score 


211 






2972 3136 


2980 . 


. 3135 










Seq. No. 


53701 








Seq. ID 


OJ990605_39.0420 


.C9 


Gene No. 


112943 








. Strand 






O L.CIX L. 


18590 








End 


18791 




In cuutr 


OJ990605 39 


0420 . 


C9 . ol . 


tc 


Mp1~ hnd 


TBLASTX • Cress 




o Lai. u 


"344 5 _ 








End 


3961 




OX 


none 








Score 


788 




P von q 


3445 3960 


3446 . 


. 3961 










Seq. No. 


53701 








Seq. ID 


OJ990605_39.0420 


.C9 


Gene No. 


112943 








Strand 






Start 


18590 








End 


18791 




Name 


OJ990605 39 


0420 . 


C9.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


4240 ~~ 








End 


4474 




GI 


none 








Score 


166 






4240 4380 


4241 . 


. 4351, 


4351 


..4461, 4352. .4474 




Seq. No. 


53701 








Seq. ID 


OJ990605_39.0420 


.C9 


Gene No. 


112943 








Strand 






Start 


18590 








End 


18791 




Name 


OJ990605 39 

\J\J Z? Zf \J \J \J «J — ' • 


0420 . 


C9. o2 . 


tc 


Method 


TBLASTX: Cress 




of- art 

O Lai L 


5079 _ 

i z? 








End 


5393 




OX 


none 




- 




Score 


337 






5079 5393 


5081 


5128 


5195 


. .5389 






Seq. No. 


53701 








Seq. ID 


OJ990605_39.0420 


.C9 


Gene No. 


112943 








Strand 






Start 


18590 








End 


18791 




Name 


OJ990605 39 


0420 . 


C9 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


5408 _ 








End 


5675 




GI 


none 








Score 


212 




R von s 


5408 5539, 


5409 . 


. 5549, 


5558 


..5674, 555 


8..5674, 5559. .5675 


Seq. No. 


' 53701 








Seq. ID 


OJ990605_39.0420 


.C9 


Gene No. 


112943 








Strand 






Start 


18590 








End 


18791 




Name 


OJ990605 39 


0420 . 


C9 . o4 . 


tc 


Method 


TBLASTX: Cress 




Start 


5759 ~~ 








End 


6107 




GI 


none 








Score 


88 




Fix on <? 


5759 5797 


5775 . 


.5945, 


5883 


..6041, 5900. .6040, 6048. .6107 


Seq. No. 


53701 








Seq. ID 


OJ990605_39.0420 


.C9 


Gene No. 


112943 








Strand 






Start 


18590 








End 


18791 




Name 


OJ990605 39. 


0420. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


14996 








End 


15454 




GI 


none 








Score 


64 




Exons 


14996. .15076 


, 14998. .15078, 


15129. .15155, 15130. .15159, 





15185. .15226, 15204 15233, 15233 .. 15322, 15234 .. 15323, 
15315. .15347, 15315 .. 15350, 154 12 .. 15453, 15413. .15454 



Seq. No. 53701 Seq. ID OJ990605_39 . 0420 . C9 

Gene No. 112943 Strand 

Start 18590 End 18791 

Name OJ990605_39 . 0420 . C9 . ol . tm Method TBLASTX : Mai ze 

54502 



a 3^ 
- 5 



r ~s 



Start 


15846 




End 


16082 




GI 


none 




Score 


211 




Exons 


15846. .16082, 15853. 


.16050 








Seq. No. 


53701 




Seq. ID 


OJ990605_39.0420 


.C9 


UCUC LNU . 






cjt" t*jj nH 






Start 


18590 




End 


18791 




Name 


OJ990605 39. 0420. C9. 


o3.tc 


Method 


TBLASTX: Cress 




Start 


15846 




End 


16049 




GI 


none 




Score 


216 




Exons 


15846. .16049, 15856. 


.16041 








Seq. No. 


53701 




Seq. ID 


OJ990605_39.0420 


.C9 


Pori q Mo 
VJCllC LN(J . 


lit j 




Cf ran H 
o ii aiiu 






Start 


18590 




End 


18791 




Name 


OJ990605 39. 0420. C9. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


15852 




End 


16049 




GI 


none 




Score 


231 




Exons 


15852. .16049, 15856. 


.16041 








Seq. No. 


53701 




Seq. ID 


OJ990605_39.0420 


.C9 


Gene No. 


112943 




Strand 






C f a y-j- 
jLdXL 






End 


18791 




Name 


OJ990605 39. 0420. C9. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


16365 




End 


16706 




GI 


none 




Score 


108 




Exons 


16365. .16394, 16459. 


.16599, 


16470. . 16589, 16608 .. 16706, 






16620. .16688 










Seq. No. 


53701 




Seq. ID 


OJ990605_39.0420 


.C9 


bene ino . 


J. J.Z i?fl J 




Strand 






Start 


18590 




End 


18791 




Name 


OJ990605 39. 0420. C9. 


o4 .gs 


Method 


GENSCAN 




Start 


18590 




End 


18791 




GI 


none 




Score 


.89 




Exons 


18590. .18791 










Seq. No. 


53702 




Seq. ID 


OJ990605_39.0420 


.C10 


ijciie inu * 


112944 




Strand 


+' 




Start 


1466 




End 


2611 




Name 


OJ990605 39. 0420. C10 


. ol . gs 


Method 


GENSCAN 




Start 


1466 




End 


2611 




GI 


none 




Score 


.53 




Exons 


1466. .1590, 1853. .2027, 2501 


. .2611 






Seq. No. 


53702 




Seq. ID 


OJ990605_39.0420 


.C10 




112945 




Strand 






Start 


1 




End 


495 




Name 


OJ990605 39. 0420. C10 


.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


495 




GI 


none 




Score 


846 




Exons 


1..495 










Seq. No. 


53703 




Seq. ID 


OJ990605 39.0420 


.C13 


Gene No. 


112946 




Strand 


+ 




Start 


2175 




End 


5989 





Name 



OJ990605_39 . 0420 .C13 . ol . gs Method GENSCAN 



54503 



Start 
GI 

Exons 



2175 End 5391 

none Score . 64 

2175. .2283, 2351. .2516, 3859. .4086, 4412. .4703, 4709. .4919, 
5261. .5391 



Seq. No. 


53703 




Seq. ID 


OJ990605 


Gene No. 


112946 




Strand 


+ 


Start 


2175 




End 


5989 


Name 


OJ990605 39.0420.C13.ol 


.np 


Method 


AAT/NAP 


Start 


4566 




End 


5989 


GI 


6907088 




Score 


769 


Exons 


4566.. 4703, 4879.. 5117, 


5606. 


.5989 




GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


53703 




Seq. ID 


OJ990605 


Gene No. 


112947 




Strand 


- 


Start 


6050 




End 


6206 


Name 


OJ990605 39.0420.C13.o2 


.gs 


Method 


GENS CAN 


Start 


6050 




End 


6206 


GI 


none 




Score 


.89 


Exons 


6050. .6206 








Seq. No. 


53704 




Seq. ID 


OJ990605_ 


Gene No. 


112948 




Strand 


+ 


Start 


991 




Erid 


3468 


Name 


OJ990605 39.0420.C15.ol 


.np 


Method 


AAT/NAP 


Start 


991 




End 


3468 


GI 


3355308 




Score 


1065 


Exons 


991. .1579, 1637. .1924, ; 


2011. . 


2149, 2239. .3468 



[J GI Descrip. (AJ009695) wall-associated kinase 4 [Arabidopsis thaliana] 



Seq. No. 53704 

Gene No. 112948 

Start 991 

Name OJ990605_39.0420.C15.ol.gs 

Start 1018 

GI none 

Exons 1018.. 1924, 2011.. 2178, 2269. 



Seq. ID OJ990605_39.0420.C15 

Strand + 

End 3468 

Method GEN SCAN 

End 3452 

Score .72 
.3452 



Seq. No. 
Gene No. 
□ Start 
Name 
Start 
GI 

Exons 



53704 

112949 

3959 

OJ990605_39.0420.C15.ol.tc 

1057 

none 



Seq. ID OJ990605_39.0420.C15 
Strand 

End 4336 

Method TBLASTX : Cress 

End 3308 

Score 99 



1057. .1131, 1828. .1923, 2346. .2402, 2442. .3308, 2549. .2746, 
2843. .3268 



Seq. No. 53704 

Gene No. 112949 

Start 3959 

Name OJ990605_39.0420.C15.ol.tm 

Start 2330 

GI none 
Exons 



Seq. ID OJ990605_39.0420.C15 
Strand 

End 4336 

Method TBLASTX : Maize 

End 3329 

Score 77 



2330. .2398, 2331. .2402, 2442. .2744, 2444. .2491, 2549. .2728, 
2607. .3269, 2778. .3329, 2843. .3328 



54504 




Seq. No. 


53704 








Seq. ID 


OJ990605_39.0420.C15 


Gene No. 


112949 








Strand 




Start 


3959 








End 


4336 


Name 


OJ990605 39. 


0420 


.C15.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2346 








End 


3152 


GI 


none 








Score 


65 


Exons 


2346. .2402, 


2442 


. .2582, 


2565. 


.3152, 2603.. 2728, 2858. .3079 


Seq. No. 


53704 








Seq. ID 


ojyyuDUo jy.u4^u.cio 


Gene No. 


112949 








Strand 




Start 


3959 








End 


4336 


Name 


OJ990605 39. 


0420 


.CIS.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2460 








End 


2822 


GI 


none 








Score 


354 


Exons 


2460. .2822, 


2555 


. .2737 








Seq. No. 


53704 








Seq. ID 


OJ990605_39.0420.C15 


Gene No. 


112949 








Strand 




Start 


3959 








End 


4336 


Name 


OJ990605 39. 


0420 


.C15.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2823 








End 


3098 


GI 


none 








Score 


132 


Exons 


2823. .2954, 


2825 


. .2953, 


2955. 


.3098, 2960.. 3073, 2991.. 3083 


Seq. No. 


53704 








Seq. ID 


OJ990605_39.0420.C15 


Gene No. 


112949 








Strand 




Start 


3959 








End 


4336 


Name 


OJ990605 39. 


0420 


.C15.o2 


gs 


Method 


GENSCAN 


Start 


3959 








End 


4336 


GI 


none 








Score 


. 63 


Exons 


3959. .4078, 


4240 


. .4336 








Seq. No. 


53705 








Seq. ID 


OJ990605_39.0420.C17 


Gene No. 


112950 








Strand 


+ 


Start 


136 








End 


366 


Name 


OJ990605 39. 


0420 


.C17.01 


gs 


Method 


GENSCAN 


Start 


136 








End 


366 


GI 


none 








Score 


.63 


Exons 


136. .366 












Seq. No. 


53705 








Seq. ID 


OJ990605 39.0420.C17 


Gene No. 


112951 








Strand 


+ 


Start 


2178 








End 


11840 


Name 


OJ990605 39. 


0420 


.C17.o2 


gs 


Method 


GENSCAN 


Start 


2178 








End 


11840 


GI 


none 








Score 


.74 


Exons 


2178. .2288, 


2391 


. .2562, 


2627. 


.2836, 2939.. 3066, 3415. .3513, 




3977. .4129, 


4713 


. .4816, 


4983. 


.5050, 5424.. 5528, 6204. .6644, 




6736. .6975, 


7068 


. .7234, 


7326. 


.7506, 7594. .7646, 7785. .7928, 




8080. .8184, 


8655 


. .8780, 


8869. 


.9066, 10235. .10328, 10470.. 10 




11068. .11269, 11394.. 11* 


340 






Seq. No. 


53705 








Seq. ID 


OJ990605_39.0420.C17 


Gene No. 


112951 








Strand 


+ 


Start 


2178 








End 


11840 


Name 


OJ990605 39. 


0420 


,C17.o2 


gp 


Method 


AAT/GAP 


Start 


2421 








End 


4021 



54505 



GI 10521_1.R1084 Score 1045 

Exons 2421.. 2562, 2685.-2836, 2939.. 3066, 3415.. 3513, 3977.. 4021 

GI Descrip. ' 2388 911 /emb | CAB1 1648 . 1 1 2.0e-36 ( Z98974 ). hypothetical PSUl-like 
protein [Schizosaccharomyces pombe] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53705 Seq. ID OJ990605_39 . 0420 . C17 

112951 Strand + 

2178 End 11840 

OJ990605_39 . 0420 . C17 . o2 . np Method AAT/NAP 
.2513 End 9575 

7492013 Score 310 

2513. .2562, 2685.-2836, 2939. .3066, 3415. .3513, 3977. .4129, 
4713. .4820, 9556.-9575 

hypothetical PSUl-like protein - fission yeast 

(Schizosaccharomyces pombe) gi I 2388911 1 emb | CAB11648 . 1 | (Z98974; 
hypothetical PSUl-like protein [Schizosaccharomyces pombe] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53705 Seq. ID 

112951 Strand 

2178 End 

OJ990605_39 . 0420 . C17 . o3 . gp Method 

4733 End 

30689 1.R1084 Score 



OJ990605_39.0420.C17 
+ 

11840 
AAT/GAP 
5802 
976 



4733. .4816, 4983. .5050, 5424. .5802 

'3402685 5.0e-31 (AC004 697) unknown protein [Arabidopsis 
thaliana] ' 



L| Seq. No. 
j Gene No. 
,j Start 
^ Name 
Start 
GI 

Exons 



r Z GI Descrip . 



53705 

112951 

2178 

OJ990605_39.0420.C17.o3.np 

4935 

7487053 

4935. .5039, 6487. .6569, 7068. 



OJ990605_39.0420.C17 
+ 

11840 
AAT/NAP 
11822 
1305 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7302, 7433. .7506, 



,7928, 8080. .8184, 8655. .8780, 8869. .9066, 



7594. 
9437. 



.7646, 
.9543, 



7785. 

9702. .9875, 10087 .. 10141, 10235 .. 10329, 10470 .. 10581, 
10856. .10968, 11358 .. 11565, 11596.. 11822 
hypothetical protein T16B24.17 - Arabidopsis thaliana 
gi|3402685|gb|AAC28988.1| (AC004697) putative ABC transporter 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53705 Seq. ID 

112951 Strand 

2178 End 

OJ990605_39 . 0420 . C17 . o4 . gp Method 

8637 End 

3768340 Score 



OJ990605_39.0420.C17 
+ 

11840 
AAT/GAP 
9467 
631 



8637. .8780, 8869. .9066, 9437. .9467 

3402685 5.0e-31 (AC004697) unknown protein [Arabidopsis 
thaliana] 



Seq. No. 53705 Seq. ID 

Gene No. 112952 Strand 

Start 1 End 

Name OJ990605_39 . 0420 . C17 . ol . np Method 

Start 1 End 

GI 3928085 Score 



OJ990605_39.0420.C17 

5631 
AAT/NAP 
2785 
411 



54506 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..44, 1244. .1685, 2649. .2785 

(AC005770) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605 39.0420.C17 



53705 
112952 
1 

OJ990605_39.0420.C17.o2.tm 
1244 
none 

1244. .1333, 1245. .1340, 1245. .1343, 1282. .1344, 1341. .1583, 
1349. .1585 



5631 

TBLASTX: Maize 

1585 

60 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
"5 Start 

li GI 

^ Exons 

p Seq. No. 

I:! Gene No. 

*t Start 

l^- Name 

iU Start 

s GI 

fli Exons 

C§ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53705 



Seq. ID OJ990605_39.0420.C17 



112952 Strand 
1 End 
OJ990605_39 . 0420 . C17 . ol . ts Method 
1245 End 
none Score 
1245. .1619, 1245. .1694, 1411. .1647 



53705 

112952 

1 

OJ990605_39.0420.C17.ol.tc 

1365 

none 

1365. .1658, 1434. .1646 

53705 

112952 

1 

OJ990605_39.0420.C17.ol.gp 

1473 

1631517 

1473. .1642, 2041. .2196 
3928085 8.0e-17 (AC005770) 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



5631 

TBLASTX : Soybean 

1694 

107 



OJ990605_39.0420.C17 
5631 

TBLASTX: Cress 

1658 

113 



OJ990605_39. 0420.C17 

5631 
AAT/GAP 
2196 
608 



53705 

112952 

1 

OJ990605_39.0420.C17.o3.tm 
2525 



unknown protein [Arabidopsis 



OJ990605 39.0420.C17 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
2525. .2560, 2681. .2779, 2682. .2831, 2689. .2835, 2700. .2813, 
2938. .3066, 2940. .3062, 3412. .3516, 3414. .3515, 3970. .4140, 
3974. .4129, 4712. .4813, 4713. .4814, 4980. .5051, 4984. .5052, 
5419. .5517, 5421. .5447, 5423. .5482, 5483.-5623, 5488. .5631, 
5488. .5622 



5631 

TBLASTX: Maize 

5631 

66 



Seq. No. 53705 Seq. ID 

Gene No. 112952 Strand 

Start 1 End 

Name OJ990605_39 . 0420 . C17 . o2 . tc Method 

Start 2528 End 

GI none Score 
Exons 



OJ990605_39.0420.C17 
5631 

TBLASTX: Cress 

2832 

49 



2528. .2560, 2689.-2832, 2691.. 2813 



54507 



Seq. No. 53705 
Gene No. 112952 
Start 1 

Name OJ990605_39 . 0420 . C17 . o2 . ts 

Start 2528 
GI none 

Exons 2528.. 2560, 2689.-2835, 2691. 

3412. .3447, 3414.. 3437, 3447. 
3974. .4120 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2810, 



OJ990605 39.0420.C17 



5631 

TBLASTX : Soybean 
4120 
61 

2938. .3066, 2940. .3056, 



,3515, 3448. .3516, 3967. .4119, 



Seq. No. 53705 

Gene No. 112953 

Start 8995 

Name OJ990605_39 . 0420 . C17 . o5 . tm 

Start 8995 

GI none 

Exons 8995.. 9069, 
9697. .9864 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_39.0420.C17 
9864 

TBLASTX: Maize 

9864 

71 



9431. .9550, 9431. .9544, 9454. .9546, 9697. .9864, 



Seq. No. 53705 

Gene No. 112953 

Start 8995 

□ Name OJ990605_39. 0420.C17 .o3. ts 

Start 9437 

12 GI none 
b ; : Exons 



Seq. ID OJ990605_39.0420.C17 



Strand 
End 

Method 

End 

Score 



9864 

TBLASTX : Soybean 

9843 

157 



9437. .9550, 9460. .9546, 9697. .9843, 9702. .9842 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53705 
112954 
10207 
OJ990605 
10207 
none 
10207. 
10471. 
10835. 



39.0420.C17.o4.tm 



10353, 10215. .10412, 
10587, 10474. .10581, 
10927, 10854. .10928 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 39.0420.C17 



10928 

TBLASTX: Maize 
10928 
179 

10223. .10354, 10470 10574 , 
10475. .10588, 10814. .10924, 



Seq. No. 53705 
Gene No. 112955 
Start 11044 

Name OJ990605_39 . 0420 . C17 .ol . tm 

Start . 11044 

GI none 

Exons 11044. .11103, 11054 .. 11104 , 11065 .. 11160, 11097 

11099. .11155, 11155. .11268, 11174 .. 11269, 11174 
11375. .11515, 11379. .11777, 11379. . 11774 , 11546 



Seq. ID OJ990605_39.0420.C17 
Strand 

11791 

TBLASTX: Maize 
11791 
50 



End 

Method 

End 

Score 



,11162, 
,11269, 
,11791 



Seq. No. 53706 Seq. ID 

Gene No. 112956 Strand 

Start 785 End 

Name OJ990605_39 . 0420 . C18 . ol . gs Method 

Start 785 End 

GI none Score 

Exons 785.. 896, 1219.. 1302 



OJ990605_39.0420.C18 
+ 

1302 
GEN SCAN 
1302 
.86 



Seq. No. 



53707 



Seq. ID OJ990605_39.0420.C19 



54508 




Gene No. 


112957 






Strand 






Start 


159 






End 


2256 




Name 


OJ990605 


39.0420.C19.o2. 


tm 


Method 


TBLASTX : Maize 




Start 


102 






End 


1000 




GI 


none 






Score 


168 




Exons 


102. .143, 


145. .297, 149. 


.358, 


153. .356 


, 155. .358, 526. .702, 






536. .703, 


540. .704, 847. 


.999, 


878. . 1000 




Seq. No. 


53707 






Seq. ID 


OJ990605_39.0420.C19 




Gene No. 


11295 / 






Strand 






Start 


159 






End 


2256 




Name 


OJ990605 


39.0420.C19.ol. 


gs 


Method 


GENSCAN 




Start 


159 




End 


2256 




GI 


none 






Score 


.65 




Exons 


159. .355, 


539. .727, 882. 


.989, 


1089. .1170, 1252. .1431, 1867., 


2256 


Seq. No. 


53707 






Seq. ID 


OJ990605_39.0420.C19 




Gene No. 


11295 / 






Strand 






Start 


159 






End 


2256 




Name 


OJ990605 


39.0420.C19.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


159 






End 


317 




GI 


none 






Score 


101 




Exons 


159. .314, 


159. .317 










Seq. No. 


53707 






Seq. ID 


OJ990605_39.0420.C19 




Gene No. 


112957 






Strand 






Start 


159 






End 


2256 




Name 


OJ990605 


39.0420.C19.ol. 


np 


Method 


AAT/NAP 




Start 


162 






End 


2127 




GI 


7430973 






Score 


960 




Exons 


162. .355, 


539. .697, 882. 


.989, 


1089. .1170, 1252. .1431, 1867., 


2127 


GI Descrip. 


quinone reductase homolog F18E5.200 - 


Arabidopsis thaliana 





gi I 3080402 | emb| CAA18722.il (AL022603) putative NADPH quinone 
oxidoreductase [Arabidopsis thaliana] gi | 4455266 | emb | CAB36802 . 1 | 
(AL035527) putative NADPH quinone oxidoreductase [Arabidopsis 
thaliana] gi | 7268955 | emb | CAB81265 . 1 1 (AL161555) putative NADPH 
quinone oxidoreductase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53707 

112957 

159 

OJ990605_39.0420.C19.o2.tc 

168 

none 



Seq. ID OJ990605_39.0420.C19 



Strand 
End 

Method 

End 

Score 



2256 

TBLASTX: Cress 

715 

101 



168. .353, 175. .297, 537. .698, 538. .699, 623. .715 



Seq. No. 53707 

Gene No. 112957 

Start 159 

Name OJ990605_39. 0420 .C19.ol . tc 

Start 895 

GI none 
Exons 



Seq. ID OJ990605_39.0420.C19 
Strand 

End 2256 

Method TBLASTX: Cress 

End 2127 

Score 120 



895. .933, 952. .1002, 1049. .1165, 1087. .1170, 1127. .1180, 
1249. .1434, 1253. .1432, 1864. .1887, 1903. .1935, 1975. .2055, 
2068. .2127 



Seq. No. 53707 Seq. ID OJ990605_39 . 0420 . C19 

54509 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



112957 Strand 

159 End 

OJ990605_39.0420.C19.ol.ts Method 

925 End 

none Score 



2256 

TBLASTX : Soybean 

2130 

69 



925. .1002, 926. .1000, 1052. .1165, 1087. .1176, 1087. .1176, 
1249. .1434, 1271. .1432, 1285. .1434, 1897. .2055, 2056. .2130 



53707 

112957 

159 

OJ990605_39.0420.C19.ol.tm 

1087 

none 



Seq. ID OJ990605_39.0420.C19 
Strand 

End 2256 

Method TBLASTX : Maize 

End 2169 

Score 151 



1087. .1170, 1088. .1171, 1249. .1434, 1252. .1434, 1864. .2133, 
1865. .2005, 2071. .2169, 2082. .2168 



53708 
112958 
1 

OJ990605_39.0420.C20.ol.np 
1 

2736075 
1. .164, 778. .1284 

(AF016644) PAP-specific phosphatase; HAL2-like protein 
[Arabidopsis thaliana] 



Seq. ID OJ990605_39.0420.C20 

Strand + 

End 1284 

Method AAT/NAP 

End 1284 

Score 54 6 



53708 

112958 

1 

OJ990605_39.0420.C20.ol.gs 
26 

none 

26. .164, 478. .488 



Seq. ID OJ990605_39.0420.C20 

Strand + 

End 1284 

Method GENS CAN 

End 488 

Score . 95 



53708 
112959 
870 

OJ990605_39.0420.C20.ol.ts 
11 

none 



Seq. ID OJ990605_39.0420.C20 
Strand 

1280 

TBLASTX : Soybean 
1280 
70 



End 

Method 
End 
Score 

11. .82, 754. .885, 771. .1067, 771. .1067, 1073. .1189, 1075. .1272, 
1086. .1280, 1205. .1279 



53708 

112959 

870 

OJ990605_39.0420.C20.ol.tc 
23 

none 



Seq. ID OJ990605_39.0420.C20 
Strand 

End 1280 

Method TBLASTX : Cress 

End 1280 

Score 50 



23. .82, 125. .163, 771. .1187, 776. .1186, 1236. .1280 



53708 

112959 

870 

OJ990605_39.0420.C20.ol.tm 
771 



Seq. ID OJ990605_39.0420.C20 
Strand 

End 1280 

Method TBLASTX : Maize 

End 1172 



54510 




GI 


none 






Score 


80 








Exons 


771. .977, 975.-1172, 


998. .1171 










Seq. No. 


C *3 *7 A Q 
OO /UO 






C ^ ~, T Pt 

beq. id 


OJ990605 


_39. 


0420 


.C20 


Gene No. 


1 i one n 






Strand 










Start 


o t a 
O /U 






End 


1280 








Name 


fjjyyuouo J? 


ft A ft ft r<0 ft 

. U4zu . czu . 


o2 . gs 


Method 


GENSCAN 








Start 


o. t a 
o /U 






f — -3 


1112 








GI 


none 






Score 


.61 








Exons 


870. .1112 
















Seq. No. 


C *3 "7 n Q 

OO / Uo 






beq. ID 


OJ990605 


_39. 


0420 


.C20 


Gene No . 


nzyoy 






Strand 










Start 


Q "7 A 






bna 


1280 








Name 


ujyyuouo oy 


ft a 0 ft pon 


oi . tw 


Method 


TBLASTX: 


Wheat 




Start 


Q*7 C 

y / o 








1166 








GI 


none 






Score 


223 








Exons 


Q"7 C. 1 1 


y o y . . 1 1 bo 














Seq. No. 


53709 






Seq. ID 


OJ990605 


_39. 


0420 


.C22 


Gene No. 


nz ybu 






C4-V . — -J 

otrana 


+ 








btart 


1 






End 


1 O A A 

lo U4 








Name 


nTQOnCflC OQ 

ojyyuouo jy 


A A ft ft pOO 

. U4zU . CZZ . 


ol . np 


Method 


AAT/NAP 








Start 


1 






End 


1804 








GI 


OOOZl / O 






Score 


160 








Exons 


1 . . 45, 417 . 


.551, 1759 


1 O ft A 

. .1804 












GI Descrip. 


(AL117265) 


zhb0006.1 


[Oryza 


sativa] 










Seq. No. 


o j /uy 






Seq. ID 


OJ990605 


_39. 


0420 


.C22 


Gene No. 


T 1 ft ft ft 

112960 






Strand 


+ 








Start 


1 






End 


1804 








Name 


OJyyUbuo o9 


ft A ft ft /"» ft ft 

. 04 zU . CZZ . 


ol . gs 


Method 


GENSCAN 








Start 


/I 1 t 






hnd 


564 








GI 


none 






Score 


.89 








Exons 


417. .564 
















Seq. No. 


jj / uy 






beq. id 


OJ990605 


_39. 


0420 


.C22 


Gene No. 


iizybi 






Strand 










Start 


lolo 






End 


1582 








Name 


ujyyubuo jy 


A A O A POO 

. U4zU . LZZ . 


ft 

oz . gs 


Method 


GENSCAN 








Start 


1 CIO 

lolo 




End 


1582 








GI 


none 






Score 


.77 








Exons 


1518. .1582 
















Seq. No. 


OO 1 1U 






C T Pi 

beq. 1LJ 


OJ990605_ 


_39. 


0420 


.C23 


Gene No. 


11296z 






Strand 


+ 








Start 


1 ft Q 

IZo 






End 


308 








Name 


ojyyubUo oy 


A y) ft A /*^ ft O 

. U4zU . LZo . 


ol.gp 


Method . 


AAT/GAP 








Start 


i ft o 
lZO 






End 


308 








GI 


3763456 






Score 


309 








Exons 


123. .308 
















Seq. No. 


53710 






Seq. ID 


OJ990605_ 


_39. 


0420 


.C23 


Gene No. 


112963 






Strand 










Start 


163 






End 


572 








Name 


OJ990605 39 


.0420. C23. 


ol . gs 


Method 


GENSCAN 








Start 


163 






End 


572 









54511 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

163. .207, 450. .572 



Score 



.69 



53711 
112964 
1103 

OJ990605_39 . 0420 . C24 . ol . gp 
1103 

uOosflm202106a01bl 
1103. .1319, 1465. .1514 

M006914/emb|CAB16844.1| 9.0e-23 (Z99708) serine 
C-palmitoyltransferase like protein [Arabidopsis thaliana] ' 



Seq. ID OJ990605_39.0420.C24 
Strand + 

1514 
AAT/GAP 
1514 
494 



End 

Method 

End 

Score 



53711 

112965 

1528 

OJ990605_39.0420.C24.ol.np 

1528 

4006914 



Seq. ID OJ990605_39.0420.C24 

Strand + 

End 3514 

Method AAT/NAP 

End 3514 

Score 754 



1528. .1633, 1731. .1825, 1937. .2028, 2435.. 2528, 2603.. 2675, 
2779. .2911, 3312. .3514 

(Z99708) serine C-palmitoyltransferase like protein [Arabidopsis 
thaliana] 



53711 

112965 

1528 

OJ990605_39 . 0420 . C24 . o2 . gs 

1528 

none 



Seq. ID OJ990605_39.0420.C24 

Strand + 

End 3514 

Method GENSCAN 

End 34 8 6 

Score .84 



1528. .1633, 1731.. 1825, 1937. .2028, 2563. .2675, 2779.. 2911, 
3312. .3486 



" Seq. No. 

„ Gene No. 

3 Start 

J Name 

* Start 

Z Exons 

sf Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



53711 
112966 
406 

OJ990605_39.0420.C24.ol.gs 
406 
none 

406. .555, 1124. .1439 

53711 
112967 
1588 

OJ990605_39.0420.C24.o2.ts 
1588 
none 

1588. .1635, 1730.. 1825, 1925. .2011 



Seq. ID OJ990605_39.0420.C24 
Strand 

1439 
GENSCAN 
1439 
.62 



Seq. ID OJ990605_39.0420.C24 
Strand 

2011 

TBLASTX: Soybean 
2011 
59 



End 

Method 
End 
Score 



53711 

112968 

2420 

OJ990605_39.0420.C24.ol.tm 

2420 

none 



Seq. ID OJ990605_39.0420.C24 
Strand 

End 3486 

Method TBLASTX : Mai ze 

End 2807 

Score 134 



2420. .2524, 2421. .2528, 2423. .2524, 2578. .2673, 2594. .2674, 
2604. .2678, 2616. .2678, 2778. .2807 



54512 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53711 Seq. ID 

112968 Strand 

2420 End 

OJ990605_39 . 0420 . C24 . ol . ts Method 

2427 End 

none Score 



OJ990605_39.0420.C24 
3486 

TBLASTX: Soybean 

3486 

139 



2427. .2528, 2427. .2522, 2432. .2530, 2593. .2673, 2594.-2674, 
2777. .2911, 2778.-2966, 2778. .2915, 3310. .3486, 3312. .3485 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53711 

112968 

2420 

OJ990605_39.0420.C24.ol.tc 

2590 

none 



Seq. ID OJ990605_39.0420.C24 
Strand 

End 3486 

Method TBLASTX : Cress 

End 3449 

Score 4 6 



2590. .2667, 2593.-2697, 2594. .2716, 2777. .2911, 2778. .2966, 
3310. .3447, 3312. .3449, 3312. .3449 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53712 

112969 

1 

OJ990605_39.0420.C25.ol.np 
1 

4006914 



Seq. ID OJ990605_39.0420.C25 

Strand + 

End 157 8 

Method AAT/NAP 

End 1426 

Score • 641 



1..234, 434..S29, 626.-748, 1032. .1157, 1256. .1426 

(Z99708) serine C-palmitoyltransf erase like protein [Arabidopsis 

thaliana] 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53712 Seq. ID 

112969 Strand 

1 End 

OJ990605_39.0420.C25.ol.gs Method 

94 End 

none Score 



OJ990605_39.0420.C25 
+ 

1578 
GEN SCAN 
1420 
. 94 



94. .234, 434. .529, 626. .767, 1030. .1157, 1256. .1420 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53712 
112969 
1 

OJ990605_39.0420.C25.ol.gp 
1080 
568349 
1080. .1157, 1256. .1578 

4006914/emb|CAB16844.1| 9.0e-23 (Z99708) serine 
C-palmitoyltransferase like protein [Arabidopsis thaliana] 



Seq. ID OJ990605_39.0420.C25 

Strand + 

End 1578 

Method AAT/GAP 

End 1578 

Score 774 



53712 Seq. ID 

112970 Strand 

8796 End 

OJ990605_39 . 0420 - C25 . o3 . gs Method 

8796 End 

none Score 



OJ990605_39.0420.C25 
+ 

12776 
GENSCAN 
12342 
.64 



8796.-8984, 9112. .9137, 9869.. 9909, 10011 .. 10130, 104 57 .. 10648 , 
10664. .10788, 11066 .. 11165, 11347 .. 114 60, 11665 .. 11887 , 
12189. .12342 



54513 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53712 

112970 

8796 

OJ990605_39.0420.C25.o3.np 

11727 

7486520 



Seq. ID OJ990605_39.0420.C25 

Strand + 

End 12776 

Method AAT/NAP 

End 12776 

Score 235 



11727. .11887, 12189. .12327, 12656. .12776 
hypothetical protein F6H11.180 - Arabidopsis thaliana 
gi|2827716|emb|CAA16689.1| (AL021684) predicted protein 
[Arabidopsis thaliana] 



Seq. No. 53712 

Gene No. 112971 

Start 3389 

Name OJ990605_39 . 0420 . C25 . o3 . ts 

Start 91 

GI none 
Exons 



Seq. ID OJ990605_39.0420.C25 
Strand 

End 4698 

Method TBLASTX : Soybean 

End 717 

Score 201 



91. .237, 91. .231, 93. .236, 376. .516, 379. .525, 434. .529, 
611. .709, 625. .717 



Seq. No. 53712 

Gene No. 112971 

Start 3389 

Name OJ990605_39 . 0420 . C25 . o3 . tm 

Start 607 

GI none 
Exons 



Seq. ID OJ990605_39.0420.C25 
Strand 

End 4698 

Method TBLASTX : Maize 

End 1417 

Score 129 



607. .765, 611. .766, 613. .768, 1018. .1113, 1028. .1147, 
1029. .1160, 1240. .1395, 1244. .1417, 1254. .1367, 1255. .1413 



^ Seq. No. 53712 

III Gene No. 112971 

i_3 Start 3389 

ryj Name OJ990605_39 . 0420 . C25 . o2 . tc 

[~ Start 1031 

l„ GI * none 

^ Exons 



Seq. ID OJ990605_39.0420.C25 
Strand 

End 4698 

Method TBLASTX : Cress 

End 1396 

Score 96 



1031. .1153, 1038.'. 1157, 1253. .1396, 1261. .1389 



Li 



Seq. No. 53712 

Gene No. 112971 

Start 3389 

Name OJ990605_39 . 0420 . C25 . o2 . ts 

Start 1253 

GI none 

Exons 1253.. 1417, 1255.. 1413 



Seq. ID OJ990605_39.0420.C25 
Strand 

End 4 698 

Method TBLASTX : Soybean 

End 1417 

Score 220 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



53712 
112971 
3389 

OJ990605_39. 0420 . C25 . o2 . gp 
3389 

16760_1.R1084 
3389.. 3750, 3873.. 3970 

, 4006914/emb|CAB16844.1| 9.0e-23 (Z99708) serine 
C-palmitoyltransferase like protein [Arabidopsis thaliana] f 



Seq. ID OJ990605_39.0420.C25 
Strand 

End 4 698 

Method AAT/GAP 

End 3970 

Score 847 



53712 
112971 



Seq. ID OJ990605_39.0420.C25 
Strand 



54514 




Start 


3389 


End 


4698 


Name 


OJ990605 39.0420.C25.o2.tm 


Method 


TBLASTX: Maize 


Start 


3668 


End 


4134 


GI 


none 


Score 


111 


Exons 


3668.. 3760, 3837.. 3944, 3872. 


.4132, 3872. .3937, 3874. .4134 


Seq. No. 


53712 


Seq. ID 


OJ990605_39.0420.C25 


Gene No. 


112971 


Strand 




Start 


3389 


End 


4698 


Name . 


OJ990605 39.0420.C25.o2.np 


Method 


AAT/NAP 




3710 


End 


4683 


GI 


6318615 


Score 


749 


Exons 


3710.. 3750, 3873.. 4683 






GI Descrip. 


(AF162 661) phosphoenolpyruvate carboxylase kinase [Kalanchoe 




fedtschenkoi] gi | 6318617 | gb | AAF06970 . 1 


AF162662_1 (AF162662) 




phosphoenolpyruvate carboxylase kinase 


[Kalanchoe f edtschenk< 


Seq. No. 


JJ / 1Z 


Seq. ID 


OJ990605_39.0420.C25 


k^ene wo. 


112971 


Strand 




Start 


3389 


End 


4698 


Name 


UJyyUDUD J J . UH ZU . j . OX . LW 


Method 


TBLASTX: Wheat 


Start 


J O DO 


End 


4215 


GI 


none 


Score 


74 


Exons 


jODj. 4±x/..4Z±j 






Seq. No. 


JJ / lz 


Seq. ID 


OJ990605_39.0420.C25 


Gene No . 


112971 


Strand- 




Start 


3389 


End 


4698 


Name 


ujyyuouj oy.u4izu.uzD.oi.uc 


Method 


TBLASTX: Cress 


Start 


JO / 4 


End 


4660 


GI 


none 


Score 


63 


Exons 


JO / ^ . . 41J / / 4XX/..4ZXJ, 4Z Jl . 


.4452, 4546. .4659, 4565. .4660 


Seq. No. 


j j / ±z 


Seq. ID 


OJ990605_39.0420.C25 


Gene No. 


X XZ. .7 / X 


Strand 




OLdLL 


3389 


End 


4698 


Name 


OJ990605 39.0420.C25.ol.ts 


Method 


TBLASTX: Soybean 


Start 


3874 


End 


4671 


GI 


none 


Score 


94 


Exons 


3874. .4137, 3878. .4123, 4117. 


.4215, 4121. .4156, 4228. .4452, 




4549. .4671 






Seq. No. 


53712 


Seq. ID 


OJ990605_39.0420.C25 


bene ino . 


112971 


Strand 




Start 


3389 


End 


4698 


Name 


OJ990605 39.0420.C25.ol.tm 


Method 


TBLASTX: Maize 


Start 


4243 


End 


4698 


GI 


none 


Score 


168 


Exons 


4243. .4458, 4246. .4458, 4471. 


.4503, 4546.-4698, 4559. .4660 


Seq. No. 


53713 


Seq. ID 


OJ990605_30.0419.C4 


Gene No. 


112972 


Strand 


+ 


Start 


736 


End 


1710 


Name 


OJ990605 30.0419.C4.ol.gs 


Method 


GENSCAN 


Start 


736 


End 


1710 


GI 


none 


Score 


.55 


Exons 


736. .813, 1446. .1710 







54515 



• 



Seq. No. 53714 

Gene No. 112973 

Start 144 

Name OJ990605_30 . 04 19 . C6 . ol . gs 

Start 144 

GI none 

Exons 144.. 280 



Seq. ID OJ990605_30.0419.C6 
Strand 

End 280 

Method GENSCAN 

End 280 

Score .44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
£3 Name 

Start 
1% GI 

Exons 

i? ! £ 

I L5 

l3 Seq. No. 

Id Gene No. 

Start 

Zfv Name 

iyi Start 

s GI 

C3 Exons 

'~.A GI Descrip. 



J j Seq. No. 
L3 Gene No. 
[3 Start 

Name 

Start 

GI 

Exons 



53715 
112974 
1 

OJ990605_30.0419.C12.ol.np 
1 

7489737 
1..431, 887. .1020 

gag protein homolog - maize retrotransposon Opie-2 

gi|3645898 | gb | AAC4 9501 . 1 | (U68408) in-frame stop codon; possibly 

a post-transposition mutation [Zea mays] 



Seq. ID OJ990605_30.0419.C12 
Strand 

End 1020 

Method AAT/NAP 

End 1020 

Score 216 



53715 

112974 

1 

OJ990605_30 . 04 1 9 . C12 . ol . tw 
84 

none 

84. .431, 298. .396, 303. .398 



Seq. ID OJ990605_30.0419.C12 
Strand 

End 1020 

Method TBLASTX : Wheat 

End 431 

Score 1 66 



Seq. ID OJ990605_30.0419.C13 
Strand + 

352 

AAT/GAP 
352 
143 



53716 
112975 
136 

OJ990605_30 . 04 19 . C13 . ol . gp 
136 

1211_2.R1084 
136. .206, 300. .352 

, 5106775/gb|AAD39838.1|AF067732_l 2.0e-67 (AF067732) ribosomal 
protein S12 [Hordeum vulgare] 1 



End 

Method 

End 

Score 



53716 

112976 

177 

OJ990605_30.0419.C13.ol.gs 

177 

none 

177. .392 



Seq. ID OJ990605_30.0419.C13 
Strand 

End 392 

Method GENSCAN 

End 392 

Score .52 



Seq. No. 53717 

Gene No. 112977 

Start 208 

Name OJ990605_30 . 0419 . C15 . ol . gp 

Start 208 

GI 1211_2.R1084 

Exons 208. .431 

GI Descrip. 9 5106775/gb | AAD39838 . 1 | AF067732_1 2.0e-67 (AF067732) ribosomal 
protein S12 [Hordeum vulgare] ' 



Seq. ID OJ990605_30.0419.C15 

Strand + 

End 431 

Method AAT/GAP 

End 4 31 

Score 297 



Seq. No. 



53717 



Seq. ID OJ990605_30.0419.C15 



54516 



C3 



few 

1 



Gene No. 


112978 










Strand 










Start 


604 










End 


1015 








Name 


OJ990605 30. 


0419 


.C15 


.ol 


. gs 


Method 


GENSCAN 








Start 


604 










End 


1015 








GI 


none 










Score 


.74 








Exons 


604. .1015 




















Seq. No. 


53718 










Seq. ID 


OJ990605_ 


30. 


.0419. 


C16 


Gene No.- 


112979 










Strand 










Start 


374 










End 


488 








Name 


OJ990605 30. 


0419 


.C16 


.ol 


. gs 


Method 


GENSCAN 








Start 


374 










End 


488 








GI 


none 










Score 


.75 








Exons 


374. .488 




















Seq. No. 


53719 










Seq. ID 


OJ990605_ 


30. 


.0419. 


C18 


Gene No. 


112980 










Strand 


+ 








Start 


1427 










End 


1538 








Name 


OJ990605 30. 


0419 


.C18 


.ol 


■ 9 s 


Method 


GENSCAN 








Start 


1427 








End 


1538 








GI 


none 










Score 


.72 








Exons 


1427. .1538 




















Seq. No. 


53720 










Seq. ID 


OJ990605_ 


30. 


,0419. 


C19 


Gene No. 


112981 










Strand 


+ 








Start 


256 










End 


2107 








Name 


OJ990605 30. 


0419 


.C19 


.ol 


. gs 


Method 


GENSCAN 








Start 


256 










End 


1861 








GI 


none 










Score 


.6 









Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



256. .384, 501. .583, 1433. .1861 

53720 Seq. ID 

112981 Strand 

256 End 

OJ990605_30.0419.C19.ol.np Method 

1121 End 

6907086 Score 
1121. .1878, 1936. .2107 " 
(AP001129) hypothetical protein [Oryza 



53721 Seq. ID 

112982 Strand 

56 End 
OJ990605_30 . 04 19 . C20 . ol . gs Method 

56 End 

none Score 
56. .140 



OJ990605_30.0419.C19 
+ 

2107 
AAT/NAP 
2107 
1093 

sativa] 

OJ990605_30.0419.C20 
140 

GENSCAN 

140 

.57 



Seq. No. 53722 Seq. ID 

Gene No. 112983 Strand 

Start 1 End 

Name OJ990605_30 .0419. C22 . ol . np Method 

Start 1 End 

GI 7339719 Score 

Exons 1..37, 411.. 500, 976.. 1098 

GI Descrip. (AP001539) hypothetical protein [Oryza sativa] 



OJ990605_30.0419.C22 
+ 

1098 
AAT/NAP 
1098 
121 



54517 



Seq. No. 53722 

Gene No. 112983 

Start 1 

Name OJ990605_30 . 04 19 . C22 . ol . gs 

Start 465 

GI none 

Exons 4 65.. 921 



Seq. ID OJ990605_30.0419.C22 

Strand + 

End 1098 

Method GENS CAN 

End 921 

Score .73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53723 
112984 
852 

OJ990605_30 . 04 1 9 . C23 . ol . gp 
852 

LIB3474-008-P1-K1-G7 
852. .1101 

'4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. ID OJ990605_30.0419.C23 

Strand + 

End 1101 

Method AAT/GAP 

End 1101 

Score 473 



53723 

112985 

1 

OJ990605_30.0419.C23.ol.np 
1 

5734747 



Seq. ID OJ990605_30.0419.C23 
Strand 

End 1511 

Method AAT/NAP 

End 1511 

Score .177 



1..167, 850. .953, 1038.. 1099, 1417.. 1511 

(AC007651) Hypothetical protein [Arabidopsis thaliana] 



53723 

112985 

1 

OJ990605_30.0419.C23.ol. ts 
41 

none 



Seq. ID OJ990605_30.0419.C23 
Strand 

End 1511 

Method TBLASTX : Soybean 

End 1102 

Score 60 



41. .160, 54. .170, 57. .137, 58. .162, 92. .163, 841. .1080, 
845. .1102, 854. .1102 



- Seq. No. 
3 Gene No. 
3 Start 
^ Name 
* Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



53723 

112985 

1 

OJ990605_30.0419.C23.ol.gs 
44 

none 

44. .167, 850. .1146 

53723 

112985 

1 

OJ990605_30.0419.C23.ol.tm 
44 

none 



Seq. ID OJ990605_30.0419.C23 
Strand 

End 1511 

Method GENSCAN 

End 114 6 

Score .42 



Seq. ID OJ990605_30.0419.C23 
Strand 

End 1511 

Method TBLASTX : Mai ze 

End 1102 

Score 189 



44. .160, 48. .170, 49. .168, 841. .1011, 844. .1005, 851. .1012, 
994. .1080, 1010. .1102, 1010. .1102 



53724 

112986 

125 

OJ990605_30.0419.C26.ol.gp 



Seq. ID OJ990605_30.0419.C26 

Strand + 

End 667 

Method AAT/GAP 



54518 




Start 


125 


End 


667 




GI 


none 


Score 


926 




Exons 


125. .667 








Seq. No. 


53724 


Seq. ID 


OJ990605_30.0419. 


C26 


Gene No. 


112986 


Strand 


+ 




Start 


125 


End 


667 




Name 


OJ990605 30.0419.C26.ol.gs 


Method 


GENS CAN 




Start 


159 


End 


252 




GI 


none 


Score 


.77 




Exons 


159. .252 








Seq- No. 


53725 


Seq. ID 


OJ990605_30.0419. 


C28 


Gene No. 


112987 


Strand 






Start 


654 


End 


773 




Name 


OJ990605 30.0419.C28.ol.gs 


Method 


GEN SCAN 




Start 


654 


End 


773 




GI 


none 


Score 


.66 




Exons 


654. .773 








Seq. No. 


53726 


Seq. ID 


OJ990605_30.0419. 


C29 


Gene No. 


112988 


Strand 






Start 


353 


End 


437 




Name 


OJ990605 30.0419.C29.ol.gs 


Method 


GENSCAN 




Start 


353 


End 


437 




GI 


none 


Score 


. 94 




Exons 


353. .437 








Seq. No. 


53727 


Seq. ID 


OJ990605 30.0419. 


C30 


Gene No. 


112989 


Strand 


+ 




Start 


181 


End 


1973 




Name 


OJ990605 30 . 0419. C30 . ol . gp 


Method 


AAT/GAP 




Start 


181 


End 


1197 




GI 


uC-osflM202014gllbl 


Score 


906 




Exons 


181. .599, 1128. .1197 








GI Descrip. 


, 2632252/emb|CAA73067 | l.Oe- 


44 (Y12464) 


serine /threonine 


kinase 




[Sorghum bicolor] 1 








Seq. No. 


53727 


Seq. ID 


OJ990605_30.0419. 


C30 


Gene No. 


112989 


Strand 


+ 




Start 


181 


End 


1973 




Name 


OJ990605 30.0419.C30.ol.tm 


Method 


TBLASTX: Maize 




Start 


263 


End 


1863 




GI 


none 


Score 


121 




Exons 


263. .349, 307. .345, 429. .614, 483. .542, 


497. .613, 1125.. 


1193, 




1125.. 1193, 1783.. 1863, 1785 


. .1856 






Seq. No. 


53727 


Seq. ID 


OJ990605_30.0419. 


C30 


Gene No. 


112989 


Strand 


+ 




Start 


181 


End 


1973 




Name 


OJ990605 30.0419.C30.ol.gs 


Method 


GENSCAN 




Start 


429 


End 


1857 




GI 


none 


Score 


.83 




Exons 


429. .599, 1128. .1190, 1786.. 


1857 






Seq. No. 


53727 


Seq. ID 


OJ990605_30.0419. 


C30 


Gene No. 


112989 


Strand 


+ 





54519 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



181 End 1973 

OJ990605_30 . 04 19 . C30 . ol . np Method AAT/NAP 
429 End 1973 

7446372 Score 309 

429. .599, 1128. .1190, 1786. .1861, 1949. .1973 

probable serine/threonine kinase (EC 2.7.1.-) SNFL2 - sorghum 
gi I 2632254 | emb I CAA73068.il (Y12465) serine/threonine kinase 
[Sorghum bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53727 

112989 

181 

OJ990605_30.0419.C30.ol.tc 

447 

none 



Seq. ID OJ990605_30.0419.C30 
Strand 
End 

Method 
End 
Score 



+ 

1973 

TBLASTX: Cress 

1865 

208 



447. .614, 500. .604, 1125. .1193, 1783. .1863, 1785. .1865 



53727 
112989 
181 

OJ990605_30 . 04 1 9 . C30 . ol . ts 
447 
none 

447. .614, 449. .595, 1124. .1192, 1125, 
1785. .1856 



Seq. ID OJ990605_30.0419.C30 
Strand + 



End 

Method 

End 

Score 



1973 

TBLASTX : Soybean 

1857 

219 

1193, 1783. .1857, 



Seq. No. 53727 

Gene No. 112989 

Start 181 

Name OJ990605_30 . 0419 . C30 . ol . tw 

Start 447 

GI none 

Exons 447. .614, 497. .574, 1124.. 1180, 1125.. 1181 



Seq. ID OJ990605 30.0419.C30 



Strand 
End 

Method 

End 

Score 



+ 

1973 

TBLASTX: Wheat 
1181 
178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53728 Seq. ID 

112990 Strand 

1 End 

OJ990605_30 .0419. C31 . ol . np Method 

1 End 

6715641 Score 



1..90, 324. .404, 532. .661, 750. .841, 928 
1370.. 1486, 1576.. 1632, 1751.. 1837, 1922 



OJ990605_30.0419.C31 
+ 

2424 
AAT/NAP 
1996 
665 

1047, 1144. .1251, 
1996 



GI Descrip. (AC007323) T25K16.13 [Arabidopsis thaliana] 



Seq. No. 


53728 






Seq. ID 


OJ990605_30.0419.C31 


Gene No. 


112990 






Strand 


+ 


Start 


1 






End 


2424 


Name 


OJ990605 


30.0419.C31.o2 


ts 


Method 


TBLASTX : Soybean 


Start 


305 






End 


846 


GI 


none 






Score 


104 


Exons 


305. .406, 


306. .407, 520 


.660, 


522. .656, 


745. .846, 749. .841 


Seq. No. 


53728 






Seq. ID 


OJ990605_30.0419.C31 


Gene No. 


112990 






Strand 


+ 


Start 


1 






End 


2424- 


Name 


OJ990605 


30.0419.C31.ol 


tc 


Method 


TBLASTX: Cress 


Start 


306 






End 


846 



54520 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



none Score 110 

306. .413, 350. .406, 529. .660, 543. .641, 739. .846, 749. .841 



53728 Seq. ID 

112990 Strand 

1 End 

OJ990605_30 . 04 19 . C31 . ol . tm Method 

345 End 

none Score 



OJ990605_30.0419.C31 
+ 

2424 

TBLASTX: Maize 

1631 

109 



345. .407, 350. .406, 524. .658, 524. .655, 529. .660, 531. .656, 
745. .846, 749. .832, 927. .1049, 928. .1047, 942. .1049, 1135. .1251, 
1158. .1247, 1349. .1486, 1369. .1488, 1370. .1489, 1570. .1629, 
1573. .1629, 1575. .1631 



53728 Seq. ID 

112990 Strand 

1 End 

OJ990605_30.0419.C31.ol.gp Method 

351 End 

2443084 Score 

351. .404, 532. .657, 752. .841, 928. .966 

2632252/emb|CAA73067| 1.0e-44 (Y12464) 
[Sorghum bicolor] 

53728 Seq. ID 

112990 Strand 

1 End 

OJ990 605_30 . 04 1 9 . C31 . ol . gs Method 

351 End 

none Score 
351. .404, 532. .657, 928. .1047, 1135. 
1751. .2010, 2352. .2424 



OJ990605_30.0419.C31 
+ 

2424 
AAT/GAP 
966 
518 

serine/threonine kinase 



OJ990605_30.0419.C31 
+ 

2424 
GENS CAN 
2424 
.73 

1251, 1367.. 1486, 



53728 

112990 

1 

OJ990605_30.0419.C31.ol.ts 

928 

none 

928. .993, 1003. .1044, 1135 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1248, 1162. .1248, 1366. .1485, 
1367. .1489, 1570. .1632, 1573. .1641, 1578. .1634, 1746. .1781, 
1748. .1831, 1750. .1818 



OJ990605_30.0419.C31 
+ 

2424 

TBLASTX : Soybean 
1831 
71 



53728 Seq. ID 

112990 Strand 

1 End 

OJ990605_30 .0419. C31 . ol . tw Method 

1171 End 

none Score 



OJ990605_30.0419.C31 
+ 

2424 

TBLASTX: Wheat 

2022 

117 



1171. .1251, 1179. .1253, 1179. .1247, 1352. .1486, 1368. .1484, 

1369. .1485, 1372. .1491, 1373. .1489, 1570. .1632, 1573. .1641, 

1575. .1634, 1732. .1821, 1746. .1820, 1748. .1825, 1750. .1824, 

1865.. 2020, 1882.. 2022, 1924.. 2022 



53728 

112990- 

1 



Seq. ID OJ990605_30.0419.C31 
Strand + 
End 2424 



54521 



Name 
Start 
GI . 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990605_30 . 04 19 . C31 . o2 . gp 
1345 

LIB3434-019-P1-K1-D7 
1345. .I486, 1576.. 1632, 1751. 
1 2632252/emb | CAA73067 | 9.0e-31 
[Sorghum bicolor] ' 



Method AAT/GAP ■ 
End 2211 
Score 984 
.1825, 1922.. 2211 

(Y12464) serine/threonine kinase 



53728 Seq. ID 

112990 Strand 
1 End 
OJ990605_30 . 0419 . C31 . o2 . tc Method 
1369 End 
none Score 

1369. .1485, 1394. .1489, 1573. .1641, 1578. .1634, 1748. .1825, 

1750. .1824, 1922. .1966 



OJ990605_30.0419.C31 
+ 

2424 

TBLASTX : Cress 
1966 
101 



Seq. No. 53728 

Gene No. 112990 

Start 1 

Name OJ990605_30 . 0419 . C31 . o2 . tm 

Start 1744 

GI none 

Exons 1744.. 1821, 1746.. 1820, 
1919.. 2020, 1921.. 2028, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1748. .1831, 1750. .1824, 
1921. .2022 



OJ990605_30.0419.C31 
+ 

2424 

TBLASTX: Maize 
2028 
77 

1907. .2020, 



in 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



p Seq. No. 

G Gene No. 

U Start 

= „ Name 

w Start 

S3 GI 

O Exons 

GI Descrip. 



53729 Seq. ID 

112991 Strand 

1 End 
OJ990605_30 .0419. C32 . ol . np Method 

1 End 

6742729 Score 
1. .254 

(AF121139) RIM2 protein [Oryza sativa] 



OJ990605_30.0419.C32 
+ 

254 

AAT/NAP 

254 

265 



OJ990605 
+ 

550 

AAT/GAP 

550 

691 



30.0419.C35 



53730 Seq. ID 

112992 Strand 
181 End 
OJ990605_30 . 04 19 . C35 . ol . gp Method 
181 End 
718_3.R1084 Score 
181. .550 

'548 605/sp|P3688 6|PSAK_HORVU 6.0e-63 PHOTOSYSTEM I REACTION 
CENTRE SUBUNIT X PRECURSOR (LIGHT-HARVESTING COMPLEX I 7 KD 

PROTEIN) (PSI-K) >gi_539055_pir A48527 photosystem I protein 

psaK precursor - barley >gi_304220 (L12707) photosystem I PSI-K 
subunit [Hordeum vulgare] ' 



Seq. No. 53730 Seq. ID 

Gene No. 112993 Strand 

Start 434 End 

Name OJ990605_30 .0419. C35 . ol . gs Method 

Start 434 End 

GI none Score 

Exons 434 . . 556 



OJ990605_30.0419.C35 
561 

GENSCAN 

556 

.97 



Seq. No. 
Gene No. 



53730 
112993 



Seq. ID 
Strand 



OJ990605 30.0419.C35 



54522 




Start 434 End 561 

Name OJ990605_30.0419.C35.ol.np Method AAT/NAP 

Start 437 End 550 

GI 548605 Score 152 

Exons 437.. 550 



GI Descrip. PHOTOSYSTEM I REACTION CENTRE SUBUNIT X PRECURSOR 
(LIGHT-HARVESTING COMPLEX I 7 KD PROTEIN) (PSI-K) 
gi I 539055 | pir | | A48527 photosystem I protein psaK precursor - 
barley gi 1304220' (L12707) photosystem I PSI-K subunit [Hordeum 
vulgare] 



Seq. No. 


53730 




Seq. . ID 


OJ990605_30 


.0419. C35 


Gene No. 


112993 




Strand 






Start 


434 




End 


561 




Name 


OJ990605 30.0419.C35.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


437 




End 


561 




GI 


none 




Score 


62 




Exons 


437. .550, 510. .551, 520 


. . 561 








Seq. No. 


53731 




Seq. ID 


OJ990605_30 


.0419. C36 


Gene No. 


112994 




Strand 






Start 


436 




End 


545 




Name 


OJ990605 30.0419.C36.ol 


. gs 


Method 


GEN SCAN 




Start 


436 




End 


545 




GI 


none 




Score 


-.76 




Exons 


436. .545 










Seq. No. 


53732 




Seq. ID 


OJ990605 30 


.0419. C37 


Gene No. 


112995 




Strand 


+ 




Start 


370 




End 


396 




Name 


OJ990605 30.0419.C37.ol 


. gs 


Method 


GEN SCAN 




Start 


370 




End 


396 




GI 


none 




Score 


.71 




Exons 


370. .396 










Seq. No. 


53733 




Seq. ID 


OJ990605_30 


.0419. C38 


Gene No. 


112996 




Strand 


+ 




Start 


8$6 




End 


995 




Name 


OJ990605 30.0419.C38.ol 


.gp 


Method 


AAT/GAP 




Start 


896 




End 


995 




GI 


LIB3477-003-P1-K1-E9 




Score 


113 




Exons 


896. .995 










GI Descrip. 


•2498586/sp|Q40638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY SI)" 


>gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 










Seq. No. 


53734 




Seq. ID 


OJ990605_30 


.0419. C41 


Gene No. 


112997 




Strand 


+ 




Start 


628 




End 


1891 




Name 


OJ990605 30.0419.C41.ol 


.np 


Method 


AAT/NAP 




Start 


628 




End 


1891 




GI 


4996648 




Score 


48 




Exons 


628. .732, 1761. .1891 










GI Descrip. 


(AB028133) Dof zinc finger protein [Oryza sativa] 




Seq. No. 


53734 




Seq. ID 


OJ990605_30 


.0419. C41 


Gene No. 


112998 




Strand 







54523 



Start 
Name 
Start 
GI 

Exons 



922 End 1982 

OJ990605_30 . 0419 . C4 1 . ol . gs Method GENS CAN 

922 End 1982 

none Score .74 

922. .1006, 1447. .1626, 1820. .1982 



Seq. No. 53735 Seq. ID 

Gene No. 112999 Strand 

Start 526 ' End 

Name OJ990605_30 . 0419 . C42 . ol . gs Method 

Start 526 End 

GI none Score 

Exons 526.. 1038 



OJ990605_30.0419.C42 
+ 

1330 
GENSCAN 
1038 
.48 



Seq. No. 53735 

Gene No. 112999 

Start 526 

Name OJ990605_30.0419.C42.ol .np 

Start 526 

GI 4680203 

Exons 526.. 1330 

GI Descrip. (AF114171) TNP2-like protein 

Seq. No. 53735 

Gene No. 112999 

Start 526 

Name OJ990605_30 . 0419 . C42 . ol . tw 

Start 851 

GI none 

Exons 851.. 970, 872.. 973, 883.. 984, 



Seq. ID OJ990605_30.0419.C42 

Strand + 

End 1330 

Method AAT/NAP 

End 1330 

Score 743 

[Sorghum bicolor] 

Seq. ID OJ990605_30.0419.C42 

Strand + 

End 1330 

Method TBLASTX : Wheat 

End 1220 

Score 38 

967. .1218, 975. .1217, 978. .1220 



Seq. No. 53735 Seq. ID 

Gene No. 112999 Strand 

Start 526 End 

Name OJ990605_30 . 0419. C42 . ol . ts Method 

Start 1000 End 

GI none Score 

Exons 1000.. 1218, 1038.. 1238 



OJ990605_30.0419.C42 
+ 

1330 

TBLASTX : Soybean 

1238 

225 



Seq. No. 53736 Seq. ID 

Gene No. 113000 Strand 

Start 1123 End 

Name OJ990605_30 . 0419 . C43 . ol . gs Method 

Start 1123 End 

GI none Score 

Exons 1123.. 1266 



OJ990605_30.0419.C43 

1266 
GENSCAN 
1266 
.59 



Seq. No. 53737 Seq. ID 

Gene No. 113001 Strand 

Start 318 End 

Name OJ990605_30 . 04 19 . C4 4 . ol . gs Method 

Start 318 End 

GI none Score 

Exons 318.. 437, 579.. 683 



OJ990605_30.0419.C44 
+ 

683 

GENSCAN 

683 

.79 



Seq. No. 
Gene No. 



53738 
113002 



Seq. ID OJ990605_30.0419.C47 
Strand + 



54524 




Start 


500 




End 


1353 




Name 


OJ990605 30.0419.C47.ol. 


gs 


Method 


GEN SCAN 




Start 


500 




End 


1353 




GI 


none 




Score 


.95 




Exons 


500. .613, 1316. .1353 










Seq. No. 


53739 




Seq. ID 


OJ990605_30.0419 


.C51 


Gene No. 


113003 




Strand 






Start 


1 




End 


1236 




Name 


OJ990605 30.0419.C51.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1236 




GI 


5734747 




Score 


528 




Exons 


1..84, 424. .1236 










GI Descrip. 


(AC007651) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


53739 




Seq. ID 


OJ990605 o(J.U4iy 


-C51 


Gene No. 


113003 




Strand 






Start 


1 




End 


1236 




Name 


OJ990605 30.0419.C51.ol. 


gs 


Method 


GEN SCAN 




Start 


332 




End 


1167 




GI 


none 




Score 


. 73 




Exons 


332. .515, 650. .1167 










Seq. No. 


53739 




Seq. ID 


OJ990605_30 .0419 


.C51 


Gene No. 


113003 




Strand 






Start 


1 




End 


1236 




Name 


OJ990605 30.0419.C51.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


426 




End 


875 




GI 


none 




Score 


79 




Exons 


426. .542, 446. .535, 544. 


.864, 


572. .841, 


621. .875, 698.. 


871 


Seq. No. 


53739 




Seq. ID 


OJ990605_30.0419 


.C51 


Gene No. 


113003 




Strand 






Start 


1 




End 


1236 




Name 


OJ990605 30.0419.C51.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


483 




End 


1017 




GI 


none 




Score 


50 




Exons 


483.-536, 568.. 597, 569. 


.598, 


605. .676, 


616. .699, 616.. 


699, 




700. .1017, 702. .926, 703 


. .1017 






Seq. No. 


53739 




Seq. ID 


OJ990605_30.0419 


.C51 


Gene No. 


113003 




Strand 






Start 


1 




End 


1236 




Name 


OJ990605 30.0419.C51.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


507 




End 


1109 




GI 


none 




Score 


41 




Exons 


507. .545, 564. .926, 564. 


.851, 


568. .993, 


568. .990, 924.. 


998, 




979. .1107, 984. .1109, 985. .1107, 998. .1108 




Seq. No. 


53740 




Seq. ID 


OJ990605__30.0419 


.C52 


Gene No. 


113004- 




Strand 






Start 


730 




End 


1655 




Name 


OJ990605 30.0419.C52.ol. 


gp 


Method 


AAT/GAP 




Start 


512 




End 


1414 




GI 


1211 2.R1084 




Score 


623 





Exons 512.. 789, 880.. 946, 1392.. 1414 

GI Descrip. 1 5106775/gb | AAD39838 . 1 | AF067732_1 2.0e-67 (AF067732) ribosomal 



54525 





protein S12 [Hordeum vulgare] 


? 






Seq. No. 


53740 


Seq. ID 


OJ990605 30.0419 


.C52 


Gene No. 


113004 


Strand 






Start 


730 


End 


1655 




Name 


OJ990605 30.0419.C52.ol.ts 


Method 


TBLASTX : Soybean 




Start 


602 


End 


946 




GI 


none 


Score 


57 




Exons 


602.. 685, 602.. 670, 696.. 791, 


721. .798, 


722. .832, 729.. 


800, 




878. .946, 880. .945 








Seq. No. 


53740 


Seq. ID 


OJ990605_30.0419 


.C52 


Gene No. 


113004 


Strand 






Start 


730 


End 


1655 




Name 


OJ990605 30.0419.C52.ol.gs 


Method 


GENSCAN 




Start 


730 


End 


945 




GI 


none 


Score 


. 74 




Exons 


730. .789, 880. . 945 








Seq. No. 


53740 


Seq. ID 


OJ990605 30.0419 


.C52 


Gene No. 


113004 


Strand 






Start 


730 


End 


1655 




Name 


OJ990605 30.0419.C52.ol.np 


Method 


AAT/NAP 




Start 


733 


End 


1655 




GI 


5106775 


Score 


136 




Exons 


733. .789, 880. .945, 1580. .1655 






GI Descrip. 


(AF067732) ribosomal protein 


S12 [Hordeum vulgare] 




Seq. No. 


53741 


Seq. ID 


OJ990605_30.0419 


.C54 


Gene No. 


113005 


Strand 






Start 


176 


End 


528 




Name 


OJ990605 30.0419.C54.ol.gs 


Method 


GENSCAN 




Start 


176 


End 


528 




GI 


none 


Score 


.93 




Exons 


176. .402, 427. .528 








Seq. No. 


53742 


Seq. ID 


OJ990605_30.0419 


.C55 


Gene No. 


113006 


Strand 


+ 




Start 


1 


End 


732 




Name 


OJ990605 30.0419.C55.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


732 




GI 


5734747 


Score 


277 




Exons 


1. .732 








GI Descrip. 


(AC007651) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


53742 


Seq. ID 


OJ990605_30.0419 


.C55 


Gene No. 


113006 


Strand 


+ 




Start 


1 


End 


732 




Name 


OJ990605 30.0419.C55.ol.gs 


Method 


GENSCAN 




Start 


51 


End 


398 




GI 


none 


Score 


.58 




Exons 


51. .183, 268. .398 








Seq. No. 


53742 


Seq. ID 


OJ990605_30.0419 


.C55 


Gene No. 


113006 


Strand 


+ 




Start 


1 


End 


732 




Name 


OJ990605 30.0419.C55.o2.tm 


Method 


TBLASTX: Maize 





54526 




Start 


74 


End 


265 




GI 


none 


Score 


204 




Exons 


74. .265, 78. .260, 79. .261 








Seq. No. 


53742 


Seq. ID 


OJ990605_30.0419 


.C55 


Gene No. 


113006 


Strand 


+ 




Start 


1 


End 


732 




Name 


OJ990605 30.0419.C55.ol. tm 


Method 


TBLASTX: Maize 




Start 


351 


End 


724 




GI 


none 


Score 


350 




Exons 


351. .722, 353. .673, 355. .705, 


521. .724 






Seq. No. 


53743 


Seq. ID 


OJ990605_30.0419 


.C56 


Gene No. 


113007 


Strand 


+ 




Start 


241 


End 


456 




Name 


OJ990605 30.0419.C56.ol.gs 


Method 


GENS CAN 




Start 


241 


End 


456 




GI 


none 


Score 


.85 




Exons 


241. .321, 352. . 456 








Seq. No. 


53744 


Seq. ID 


OJ990605_30.0419 


.C58 


Gene No. 


113008 


Strand 


+ 




Start 


1 


End 


620 




Name 


OJ990605 30.0419.C58.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


591 




GI 


6630685 


Score 


982 




Exons 


1. .591 








GI Descrip. 


(AP000969) Similar to copia-type pol polyprotein. (AF105716 




[Oryza sativa] 








Seq. No. 


53744 


Seq. ID 


OJ990605 30.0419 


.C58 


Gene No. 


113008 


Strand 


+ 




Start 


1 


End 


620 




Name 


OJ990605 30.0419.C58.ol.tm 


Method 


TBLASTX: Maize 




Start 


3 


End 


620 




GI 


none 


Score 


863 




Exons 


3. .608, 4. .612, 408. .620, 509 


. .610 






Seq. No. 


53744 


Seq. ID 


OJ990605_30.0419 


.C58 


Gene No. 


113008 


Strand 


+ 




Start 


1 


End 


620 




Name 


OJ990605 30-0419. C58-ol-ts 


Method 


TBLASTX : Soybean 




Start 


31 


End 


576 




GI 


none 


Score 


250 




Exons 


31. .324, 124. .318, 159. .323, 


336. .449, 


343. .576 




Seq. No. 


53744 


Seq. ID 


OJ990605_30.0419 


.C58 


Gene No. 


113008 


Strand 


+ 




Start 


1 


End 


620 




Name 


OJ990605 30.0419.C58.ol.gs 


Method 


GENSCAN 




Start 


43 


End 


594 




GI 


none 


Score 


.91 




Exons 


43. .594 








Seq. No. 


53744 


Seq. ID 


OJ990605_30.0419 


.C58 


Gene No. 


113008 


Strand 


+ 




Start 


1 


End 


620 





54527 



Name 


O.TQQOfiOS 10 041 Q PSff ol 


f" T A f 


MpfhnH 
L it: LUUU 


TRT aCTV • Whp^f 
IDLnjlAi vviicrdL 


j Lai L. 


71 _ 

/ j 




JliI id 


S4 0 


\J -L 


none 




Score 


1 99 

111 




71 Ill 99ft 10ft 1R9 


R4 0 

J 4 \J , 


IRQ S9R 
JJU . • *J c.D 






^1744 




OC-J ■ X U 


OTQQOfiOS 10 041Q PRfi 


Gene No. 


113008 




Strand 




Start 


1 




End 


620 


Name 


O.TQQOfin^ 10 041 Q TSft nl 

VU ? JUUU J J VJ • U417i LJO • \J 1. . 


L L. 


Mpi-hnH 


TRT A9TY • Prpq 

1 D JjnO 1 z\ ■ v^lcoo 


Of -s r 4- 
O Lax L 


lift — 
no 




EjIILI 


S7 1 
J f J 


wX 


none 




Score 


69 

Dl 


F vnn c 

IjAUl io 


lift 904 90ft 14 9 1S4 


^91 


161 S71 
JUl i • j / j 




Can M n 

O CLj • LNU • 


^174 ^ 




kj tzrLj . 1U 


HTQQOfiOR ID 041Q PRQ 


Con o NI 

UCllC 1NU • 


1 1 100Q 

X X J VJ U _? 




Cf ranH 
OLl cllUJ. 




Start 


319 




End 


1651 


Name 


OJ990605 30.0419.C59.ol. 


gp 


Method 


AAT/GAP 


Start 


319 




End 


1170 


VJ J. 


907ft7 1 R1 0ft4 

£.\J 1 \J 1 X * £\X VJ O 4 




O /-^ /-\ >~ 


1171 

1 X / X 


Exons 


q q"o (C 1 0 Rfi 1170 

JX J . • O L U , X U J O . • X X / U 








OX UCSLi. J. ■ 


' 4961S07 /rrh I AAD1 Sill I 1 

4Z.UJ JU / / LjU | n/iui J J J J | X . 


0p-1 9 


/ AP004 04 

\ U VJ 4 U 4 


A \ h \ 7T~\/^\f hof 1 /-> a "1 r~\ t* /-\f o 
4/ Iiy^ULllcLlLal piUL.C 




rUrahi HnnQ i q f ha 1 i ana 1 ' 
inxauiuu^oio Liicix laiia J 








OClj. IN VJ ■ 


S174 R 

JJ f 4 J 




O <3 Lj . x u 


O.TQQOfiOS in 041 Q PSQ 

WO 33UDUJ JU • U4 13 t Lj^ 


"JC11C IN VJ . 


1 1 100Q 




Strand 




Of ar f 
O tCII L 


11 Q 




End 


1651 


Name 


OJ990605 30.0419.C59.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


412 




End 


1649 




none 




Score 


122 


Exons 


419 fiOfi 44£ RQR 447 


.614, 


499. .657, 580. .819, 580. .819, 




RQO R9Q SQO ft9Q 1046 


..1237, 1053.. 


1355, 1056.. 1310, 




10S7 1 141ft 1 64ft 

1U J / . • X J J J , 14 lO • • 1040 ; 


1419. 


.1649 




OC^. IN VJ • 


^174^ 

JJ / 4 J 




Seq. ID 


OJ990605_30.0419.C59 


Gene No. 


113009 




Strand 




Start 


319 




End 


1651 


Name 


OJ990605 30.0419.C59.ol. 


gs 


Method 


GENSCAN 


Cf arf 


446 




End 


1477 


GI 


none 




Score 


.82 


Pynn e 


446. .826, 1056. .1311, 1419. .1477 




Seq. No. 


53745 




Seq. ID 


OJ990605_30.0419.C59 


uCHC LNVJ • 


113009 




Strand 




Start 


319 




End 


1651 


Name 


OJ990605 30.0419.C59.ol. 


ts 


Method * 


TBLASTX: Soybean 


Start 


506 




End 


1648 


GI 


none 




Score 


77 


IjAUIIo 


506. .850, 672. .791, 1054 


..1170, 1056.. 


1310, 1056.. 1313, 




1075.. 1314, 1418.. 1486, 


1425. 


.1475, 1490. .1612, 1493. .1648, 




1494. .1646 








O G L^ • IN U • 


53745 




Seq. ID 


OJ990605_30.0419.C59 


Gene No. 


113009 




Strand 




Start 


319 




End 


1651 


Name 


OJ990605 30.0419.C59.ol. 


np 


Method 


AAT/NAP 


Start 


596 




End 


1651 


GI 


2961357 




Score 


298 



54528 







SQfi R?fi IDSfi 1^11 1419 


.1651 








(AL022140) Dutative orotein 


[Arabidopsis thaliana] 




Seq. No. 


53745 


Seq. ID 


OJ990605_30. 0419.C59 




Gene No. 


113009 


Strand 


— 




O l_ CI X l_ 


319 


End 


1651 




Name 


OJ990605 30 0419 C59 ol tc 


Method 


TBLASTX: Cress 




04- a >-+- 
O U d-L L 


785 ~~ 


End 


1561 




Vjrx 




Score 


229 




Exons 


785 850- 1056 1361, 1057. 


.1362, 1418 


. .I486, 1493. .1561 




Clorr No 
O tr Lj . IN U . 


53745 


Seq. ID 


OJ990605_30.0419.C59 




(ifunp No 


113009 


Strand 






Start 


319 


End 


1651 




Name 


OJ990605_30.0419.C59.o2.gp 


Method 


AAT/GAP 




Start 


1142 


End 


1651 




w J. 


21128 1 R1084 


Score 


686 




YAP Q 


1142 ""1311. 1419.. 1651 










'3924615 3 0e-21 (AF069442) 


hypothetical protein [Arabidops 






t 1 i stiaI 1 

L-ilCLXXGUlGl J 








9#=>n No 


53746 


Seq. ID 


OJ990605 30.0419.C61 




C^onp No 


113010 


Strand 


+ ~~ 




Start 


172 


End 


249 




Name 


OJ990605 30.0419.C61.ol.np 


Method 


AAT /NAP 




Start 


172 


End 


24 9 




vJ X 


6630699 


Score 


91 






172. .249 








ox UcoLIip. 


(AP000969) hypothetical protein [Oryza 




y 




gi | 6721536 | dbj I BAA8 9566 . 1 1 


(AP001073) ] 


Tvnnthpt iral orotein 


rj 




[Oryza sativa] 






[J 


UCU ■ IN ^ • 


53746 


Seq. ID 


OJ990605_30.0419.C61 




Gene No. 


113011 


Strand 


+ 


3 


Start 


385 


End 


623 


'4 


Name 


OJ990605 30.0419.C61.o2.np 


Method 


AAT /NAP 




O L Ct -L L 


385 


End 


623 




\J X 


6539570 


Score 


121 






385. .623 










(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


53746 


Seq. ID 


OJ990605_30.0419.C61 




Gene No. 


113012 


Strand 






O Lai L. 


385 


End 


500 




N^TTIO 


OJ990605 30.0419.C61.ol.gs 


Method 


GENSCAN 




O L.GLX U 


385 


End 


500 




OX 


none 


Score 


.86 




Hi A. VJl lo 


385. .500 








kJC^ 1 IN O • 


53747 


Seq. ID 


OJ990605_30.0419.C62 




Gene No. 


113013 


Strand 


+ 




Start 


532 


End 


672 




Name 


OJ990605 30.0419.C62.ol.gp 


Method 


AAT/GAP 




Start 


532 


End 


672 




GI 


LIB3474-008-P1-K1-G7 


Score 


258 




Exons 


532. .672 








GI Descrip. 


•4176420/dbj IBAA37167 | 2 . 0e 


-11 (AB008097) cytochrome P450 



54529 



[Arabidopsis thaliana] 1 

Seq. No. 53747 Seq. ID 

Gene No. 113014 Strand 

Start 587 End 

Name OJ990605_30 .0419. C62 . ol . gs Method 

Start 587 End 

GI none Score 

Exons 587.. 672 



OJ990605__30.0419.C62 
+ 

672 

GENSCAN 

672 

.91 



Fij 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53748 Seq. ID 

113015 Strand 

167 End 
OJ990605_30.0419.C64 .ol.gs Method 

167 End 

none Score 
167. .197, 



OJ990605_30.0419.C64 
+ 

1535 
GENSCAN 
1535 
.65 



289. .408, 1057. .1239, 1482. .1535 



53749 

113016 

181 

OJ990605_30.0419.C65.ol.gs 

181 

none 

181. .235 

53750 

113017 

1 

OJ990715_11.0419.Cl.ol.np 



Seq. ID OJ990605_30.0419.C65 

Strand + 

End 235 

Method GENSCAN 

End 235 

Score .55 



Seq. ID OJ990715_11.0419.C1 
Strand 

End 655 

Method AAT/NAP 

End 550 

Score 378 



3643271 
1..41, 88. .550 

(AF090872) 33 kDa secretory protein [Oryza sativa] gi 13851590 
(AF093570) 33 kDa secretory protein [Oryza sativa] gi 14249681 
(AF097724) 33 kDa secretory protein [Oryza sativa] 



Seq. No. 


53750 












Seq. ID 


OJ990715 


Gene No. 


113017 












Strand 




Start 


1 












End 


655 


Name 


OJ990715 


11 


.0419 


.CI 


ol 


.gs 


Method 


GENSCAN 


Start 


180 












End 


568 


GI 


none 












Score 


.76 


Exons 


180. .568 
















Seq. No. 


53750 












Seq. ID 


OJ990715 


Gene No. 


113017 












Strand 




Start 


1 












End 


655 


Name 


OJ990715 


11 


.0419 


CI 


ol 


• gp 


Method 


AAT/GAP 


Start 


397 












End 


655 


GI 


2310144 












Score 


514 


Exons 


397. .655 
















Seq. No. 


53751 












Seq. ID 


OJ990715 


Gene No. 


113018 












Strand 


+ 


Start 


4843 












End 


6023 


Name 


OJ990715 


11 


.0419 


C2 


o2 


. np 


Method 


AAT/NAP 



54530 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4843 End 5860 

3643271 Score 891 

4843. .5212, 5407. .5860 

(AF090872) 33 kDa secretory protein [Oryza sativa] gi 13851590 

(AF093570) 33 kDa secretory protein [Oryza sativa] gi 14249681 

(AF097724) 33 kDa secretory protein [Oryza sativa] 



53751 Seq. ID 

113018 Strand 

4843 "* End 

OJ990715_11 . 04 1 9 . C2 . o3 . gs Method 

4843 End 

none Score 
4843.-4922, 5407. .5863 



OJ990715_11.0419.C2 
+ 

6023 
GENS CAN 
5863 
.77 



53751 Seq. ID 

113018 Strand 
4843 End 
OJ9907 15_1 1 . 04 19 . C2 . o3 . gp Method 
5624 End 
3761071 Score 
5624. .6023 

3643271 9.0e-30 (AF090872) 33 kDa secretory protein [Oryza 
sativa] >gi_3851590 (AF093570) 33 kDa secretory protein [Oryza 
sativa] >gi_4249681 (AF097724) 33 kDa secretory protein [Oryza 
sativa] 



OJ990715_11.0419.C2 
+ 

6023 
AAT/GAP 
6023 
696 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53751 

113019 

6409 

OJ9907 15_11 . 04 1 9 . C2 . o4 . gs 

6409 

none 

6409. .6574, 7663. .7796 

53751 

113020 

10884 

OJ990715_11.0419.C2.o5.gs 

10884 

none 



Seq. ID OJ990715_11. 0419.C2 

Strand . + 

End 77 96 

Method GENSCAN 

End 7796 

Score . 65 



Seq. ID OJ990715_11.0419.C2 



Strand 
End 

Method 

End 

Score 



+ 

11674 
GENSCAN 
11674 
.56 



10884. .10926, 11005 .. 11219, 11234. .11674 



53751 Seq. ID 

113021 Strand 
15702 End 
OJ990715_ll.0419.C2.o4 .gp Method 
15702 End 
2431246 Score 
15702. .15956, 17427.. 17511 

5852170/embl AL117265. 1 IOST17804 1.0e-44 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



OJ990715_11.0419.C2 
+ 

17511 
AAT/GAP 
17511 
584 



Seq. No. 53751 Seq. ID OJ990715_ 

Gene No. 113022 Strand + 

Start 17465 End 21626 

Name OJ990715 11 . 04 19 . C2 . o7 . gs Method GENSCAN 



11. 0419. C2 



54531 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



17465 
none 



End 
Score 



21306 
.93 



17465. .17653, 18223 .. 18288, 18452 .. 18574 , 20057 20128, 
20473. .20569, 20835 .. 20898, 21237.. 21306 



OJ990715_11.0419.C2 
+ 



53751 Seq. ID 

113022 Strand 

17465 End 21626 

OJ9907 15_1 1 . 04 1 9 . C2 . 06 . np Method AAT/NAP 

17477 End 21294 

4567095 Score 1027 

17477. .17653, 18223 .. 18288, 18452 .. 18574 , 19252 .. 19332, 

19412. .19505, 19721. .19796, 19880. .19959, 20057. .20128, 

20251. .20310, 20473. .20569, 20835 .. 208 98 , 21001 .. 21060, 
21237. .21294 

(AF129516) fertilization-independent endosperm protein 
[Arabidopsis thaliana] 



53751 Seq. ID 

113022 Strand 
17465 End 
OJ9907 15_11 . 04 1 9 . C2 . o5 . gp Method 
17606 End 
2310633 Score 
17606. .17653, 18223.. 18288 
19412.. 19498 

4567095/gb|AAD23584.1| 1.0e-41 (AF129516) 
fertilization-independent endosperm protein [Arabidopsis 
thaliana] 



OJ990715_11.0419.C2 
+ 

21626 
AAT/GAP 
19498 
715 



18452. .18574, 19252 .. 19332, 



53751 Seq. ID 

113022 Strand 

17465 End 

OJ9907 15_11 . 04 1 9 . C2 . 06 . gp Method 

20348 End 

14513 1.R1084 Score 



OJ990715_11.0419.C2 
+ 

21626 
AAT/GAP 
21626 
1386 



20348. .20569, 20835 .. 20898, 21001 .. 21060, 21237.. 21626 
, 4567095/gb|AAD23584.1| 8.0e-33 (AF129516) 
fertilization-independent endosperm protein [Arabidopsis 
thaliana] 1 



53751 
113023 
22532 
OJ990715 
22532 
none 
22532 
24886 
26980 
28931 
31042 



_11.0419.C2.o8.gs 



22605, 
24959, 
27034, 
28982, 
31106, 



22640. 
25549. 
27301. 
29823. 
31447. 



.22641, 
.25629, 
.27378, 
.29889, 
.31552 



53751 

113023 

22532 

OJ990715_11.0419.C2.o7.gp 



Seq. ID OJ990715_11.0419.C2 

Strand + 

End 31895 

Method GEN SCAN 

End 31552 

Score .83 
23189. .23382, 24 626 .. 24799, 
26008. .26068, 26139 .. 26188 , 
28405. .28458, 28548 .. 28608 , 
30098. .30157, 30251 .. 30313, 



Seq. ID OJ990715_11.0419.C2 

Strand + 

End 31895 

Method AAT/GAP 



54532 



Start 22951 End 26049 

GI 7900_1.R1084 Score 978 

Exons 22951. .23093, 23189 .. 23280, 24 626.-24799, 2488 6.-24 959, 

25549. .25629, 26008.. 26049 
GI Descrip. ' 4757718/ref | NP_004292 . 1 | pACTL6 | 4.0e-24 actin-like 6 

>gi_4001803 (AF041474) BAF53a [Homo sapiens] 

>gi_4218064_dbj_BAA74577_ (AB015907) actin-related protein [Homo 
sapiens] ' 



Seq. No. 


53751 




Seq. ID 


OJ990715_ 


11.0419 


.C2 


Gene No. 


113023 




Strand 


+ 






Start 


22532 




End 


31895 






Name 


OJ990715 11. 0419. C2. 


o7 . np 


Method 


AAT/NAP 






Start 


24699 




End 


31521 






GI 


6714302 




Score 


926 






Exons 


24699. .24799, 24886. 


.24959, 


25549.-25646, 25941. 


.26188, 






26980. .27095, 27285. 


.27378, 


27459. .27512, 28405. 


.28458, 






28548. .28608, 28931. 


.28982, 


29823.-29889, 30098. 


.30157, 






30251. .30313, 30457. 


.30519, 


31042. .31106, 31325. 


.31393, 






31479. .31521 












GI Descrip. 


(AC013354) F15H18.8 


[Arabidopsis thaliana] 






Seq. No. 


53751 




Seq. ID 


OJ990715_ 


11.0419 


.C2 


Gene No . 


113023 




Strand 


+ 






Start 


22532 




End 


31895 






Name 


OJ990715 11. 0419. C2. 


08 .gp 


Method 


AAT/GAP 






Start 


30076 




End 


31895 






GI 


2837 1.R1084 




Score 


1364 






Exons 


30076. .30157, 30251. 


.30313, 


30457. .30519, 31042. 


.31106, 






31325. .31393, 31479. 


.31895 










GI Descrip. 


M001805 5.0e-18 (AF041476) 


BAF53a [Mus musculus] ? 




Seq. No. 


53751 




Seq. ID 


OJ990715_ 


11.0419 


.C2 


Gene No. 


113024 




Strand 


+ 






Start 


34247 




End 


38845 






Name 


OJ990715 11. 0419. C2. 


o9 . gs 


Method 


GENSCAN 






Start 


34247 




End 


38845 






GI 


none 




Score 


.84 






Exons 


34247. .34287, 34508. 


.34793, 


35501. .35566, 35771. 


.35893, 






36469. .36561, 36807. 


.36882, 


36959. .37038, 37137. 


.37208, 






37641. .37700, 37881. 


.37977, 


38646. .38E 


145 






Seq. No. 


53751 




Seq. ID 


OJ990715_ 


11.0419 


.C2 


Gene No. 


113024 




Strand 


+ 






Start 


34247 




End 


38845 






Name 


OJ990715 11. 0419. C2 . 


08 . np 


Method 


AAT/NAP 






Start 


34617 




End 


38703 






GI 


4567095 




Score 


980* 






Exons 


34617. .34793, 35501. 


.35566, 


35771. .35893, 36309. 


.36389, 






36469. .36561, 36807. 


.36882, 


36959. .37038, 37137. 


.37208, 






37641. .37700, 37881. 


.37977, 


38202. .38265, 38410. 


.38469, 





38646. .38703 

GI Descrip. (AF129516) fertilization-independent endosperm protein 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 



53751 
113025 



Seq. ID OJ990715_11.0419.C2 
Strand + 



54533 




Start 


40378 




End 


41986 


Name 


OJ990715 11. 0419. C2 


. o9.np 


Method 


AAT/NAP 


Start 


40378 




End 


41986 


GI 


4680186 




Score 


191 


Exons 


40378. .40401, 41750 


. .41986 






GI Descrip. 


(AF1117 09) unknown 


[Oryza 


sativa subsp 


indica] 


Seq. No. 


53751 




Seq. ID 


OJ990715_11.0419.C2 


Gene No. 


113026 




Strand 




Start 


1765 




End 


3050 


Name 


OJ990715 11. 0419. C2 


.ol.gp 


Method 


AAT/GAP 


Start 


1493 




End 


3050 


GI 


887 1.R1084 




Score 


2241 



Exons 1493.. 2218, 2591.. 3050 

GI Descrip. '3643271 1.0e-126 (AF090872) 33 JcDa secretory protein [Oryza 

sativa] >gi_3851590 (AF093570) 33 kDa secretory protein [Oryza 
sativa] >gi_424 9681 (AF097724) 33 kDa secretory protein [Oryza 
sativa] 1 



in 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
"* GI 

Exons 
iJ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53751 

113026 

1765 

OJ990715_11.0419.C2.o2.gs 

1765 

none 



Seq. ID OJ990715_11.0419.C2 
Strand 

End 3050 

Method GENSCAN 

End 2961 

Score .73 



1765. .2218, 2591. .2797, 2882. .2961 



53751 
113026 
1765 

OJ990715 
1768 
3643271 
1768. .2218, 
(AF090872) 



OJ990715 11. 0419. C2 



Seq. ID _ 
Strand 

End 3050 
Method AAT/NAP 
End 2961 
Score 134 9 

2591. .2961 
33 kDa secretory protein [Oryza sativa] 



_11.0419.C2.ol.np 



(AF093570) 33 kDa secretory protein [Oryza sativa] 
(AF097724) 33 kDa secretory protein [Oryza sativa] 



gi|3851590 
gil 4249681 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990715 11. 0419. C2 



53751 
113027 
10905 

OJ990715_11.0419.C2.o3.np 
10905 
7488294 
10905. .11621 

reticuline oxidase homolog F21C20.170 
gi I 5262222 | emb | CAB45848.il (AL080254) 
protein [Arabidopsis thaliana] gi | 7268878 | emb | CAB79082 . 1 1 
(AL161553) reticuline oxidase-like protein [Arabidopsis 
thaliana] 



11621 
AAT/NAP 
11621 
149 

- Arabidopsis thaliana 
reticuline oxidase-like 



Seq. No. 53751 Seq. ID 

Gene No. 113028 Strand 

Start 11601 End 

Name OJ9907 15_11 . 04 1 9 . C2 . o5 . np Method 

Start 11601 End 

GI 5852180 Score 



OJ990715_11.0419.C2 

15898 
AAT/NAP 
15472 
942 



54534 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11601. .11643, 14659.. 15472 
(AL117265) zhbOOOlO.l [Oryza sativa] 



53751 

113028 

11601 

OJ990715_11.0419.C2.o4 .np 

11690 

7228450 



Seq. ID OJ990715_11.0419.C2 
Strand 

End 15898 

Method AAT/NAP 

End 13203 

Score 194 



11690. .11806, 11892. .12014, 12151 .. 12236, 13087. .13203 
(AP001366) hypothetical protein [Oryza sativa] 



53751 

113028 

11601 

OJ990715_ll.0419.C2.o6.gs 

12365 

none 

12365. .12409, 12602 12807 , 
15187. .15362, 15808.. 15898 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990715_11.0419.C2 

15898 
GENSCAN 
15898 
. 66 



14541. .14642, 14728 .. 15133, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53751 Seq. ID 

113029 Strand 

41602 End 

OJ990715_11.0419.C2.ol.tm Method 

10903 End 

none Score 



OJ990715_11.0419.C2 
41986 

TBLASTX: Maize 

11307 

81 



10903. .10998, 10911. .11000, 10921 10980, 1098 9 11030, 
11034. .11165, 11038. .11166, 11145 .. 11207 , 1117 9 Ill 96, 
11210. .11302, 11228. .11302, 11236.. 11307 



ii\ Seq. No. 

! rf Gene No . 

Start 

□ Name 

Si Start 

U GI 

~ Exons 



53751 Seq. ID 

113029 Strand 

41602 End 

OJ990715_11 . 04 19 . C2 . o2 . t s Method 

17482 End 

none Score 



OJ990715_11.0419.C2 
41986 

TBLASTX: Soybean 

35566 

205 



17482. .17523, 17483 .. 17 662, 17566 .. 17658 , 18220 .. 18288, 
34628. .34750, 34 628 .. 3478 6, 34629.-34796, 34 632 .. 34787, 
35498. .35566 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



53751 Seq. ID 

113029 Strand 

41602 End 

OJ990715_ll.0419.C2.ol.ts Method 

19249 End 

none Score 

19249. .19332, 19251 .. 19334 , 

19703. .19795, 19711 . . 1 97 94 , 

19872. .19958, 19872 .. 19964 , 

20042. .20128, 20056 .. 20136, 

36308. .36391, 36469. . 36561, 

36957. .37043, 36958 .. 3704 1 , 

53751 Seq. ID 

113029 Strand 
41602 End 



OJ990715_11.0419.C2 
41986 

TBLASTX : Soybean 
37207 
123 

19430. .19507, 19431 .. 19505 , 
19728. .19796, 1972 9 .. 19800 , 
19879. .19962, 19882 .. 19968 , 
20249. .20266, 36306 .. 3638 9, 
36806. .36880, 36807 .. 3688 1, 
37125. .37193, 37157.. 37207 

OJ990715_11.0419.C2 

41986 



54535 



Name 

Start 

GI 

Exons 



OJ9907 

19274 

none 

19274. 

19431. 

19723. 

20051. 

36467. 

36809. 

36957. 

37151. 



15 11.0419.C2.o3.tm 



,19333, 
,19505, 
,19806, 
,20110, 

36562, 
,36889, 

37040, 
,37207 



19275. 
19432. 
19872. 
36332. 
36469. 
36955. 
36958. 



.19334, 
.19506, 
.19961, 
.36394, 
.36561, 
.37035, 
.37047, 



Method 

End 

Score 

19275. .1 

19703 

19879 

36335 

36793 

36956 

37128 



TBLASTX: Maize 
37207 
94 

9334, 19430. .19507, 
9795, 19720. .19794, 
9962, 20050. .20127, 
6391, 36466. .36561, 
6888, 36807. .36881, 
7036, 36957. .37043, 
7190, 37139. .37207, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53751 
113029 
41602 
OJ99071 
23061 
none 
23061. . 
24626. . 
24884. . 
25536. . 
26006. . 
26139. . 
26978. . 
27300. . 
28399. . 
28548. . 
28930. . 
30103. . 
30251. . 
31304. . 
31468. . 



5 11.0419.C2.o2.tm 



23090, 
24802, 
24958, 
25628, 
26071, 
26186, 
27046, 
27383, 
28458, 
28607, 
28992, 
30159, 
30319, 
31396, 
31542, 



23164. 
24668. 
24885. 
25537. 
26008. 
26139. 
27286. 
27423. 
28402. 
28548. 
28931. 
30104. 
31036. 
31307. 
31479. 



.23283, 
.24808, 
.24959, 
.25629, 
.26079, 
.26201, 
.27381, 
.27512, 
.28458, 
.28625, 
.28993, 
.30160, 
.31104, 
.31405, 
.31532 



Seq. ID 
Strand 

End 41986 
Method TBLASTX 
End 31542 
Score 167 
23187. .23282, 24624 
24883. .24957, 24884 
24886. .24960, 25530 
25543. .25635, 25547 
26008. .26076, 26138 
26141. .26188, 26977 
27296. .27370, 27298 
27458. .27511, 27463 
28406. .28462, 28538 
28926. .28982, 28930 
30102. .30158, 30102 
30247. .30291, 30250 
31036. .31104, 31041 
31323. .31412, 31323 



OJ990715 11. 0419. C2 



Maize 



. .24800, 
. .24913, 
. .25628, 
. .25636, 
. .26188, 
. .27045, 
. .27378, 
. .27513, 
. .28618, 
. .28983, 
. .30173, 
. .30315, 
. .31106, 
. .31412, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990715 11. 0419. C2 



53751 
113029 
41602 

OJ990715_11.0419.C2.o9.gp 
41602 

LIB3477-003-P1-K1-E9 
41602. .41637, 41923.. 41986 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



41986 
AAT/GAP 
41986 
118 



53752 
113030 
4669 

OJ990715_11.0419.C3.ol.np 
4653 
7459604 
4653. .5507, 6832. .7565 

hypothetical protein - Arabidopsis thaliana 
gi I 2244882 | emb | CAB10303.il (Z97338) hypothetical protein 
[Arabidopsis thaliana] gi | 7268271 | emb | CAB78566 . 1 | (AL161541) 
hypothetical protein [Arabidopsis thaliana] 



•Seq. ID 
Strand 
End 

Method 

End 

Score 



OJ990715_ 
+ 

11648 
AAT/NAP 
7565 
791 



11. 0419. C3 



54536 





Seq. No. 


53752 


Seq. ID 


OJ990715 


_11.0419.C3 




Gene No. 


113030 


Strand 


+ 






tj U ai L. 


4669 


End 


11648 






Name 


OJ990715 11.0419.C3.o2.gs 


Method 


GENSCAN 






Qf art 


4669 


End 


11648 






wX 


none 


Score 


.54 








4669.-4765, 4870. .5507, 7114. .7237, 8024. .8084, 


11282. . 11648 






53752 


Seq. ID 


OJ990715 


11. 0419. C3 




Gpnp No . 


. 113030 


Strand 


+ 






Start 


4669 


End 


11648 






Name 


OJ990715 11.0419.C3.o2.gp 


Method 


AAT/GAP 






Start 


7036 


End 


7573 








LIB34 32-00 5-P1-K1-H4 


Score 


803 








7036. .7365, 7461. .7573 










("IT npc;r , r"i n 


, 2244882/emb|CAB10303.1| 3. 


Oe-16 (Z97338) hypothetical protein 






[Arabidopsis thaliana] 1 












53752 


Seq. ID 


OJ990715 


XX. w T X J' • _J 




Gene No . 


113031 


Strand 


+ 






Start 


12259 


End 


13222 






Name 


OJ990715 11 0419 C3 o3 gd 


Method 


AAT/GAP 






Start 


12036 


End 


12986 








17087 1.R1084 


Score 


948 






Pyrin c 


12036. .12433, 12871. .12986 












•4104058 1.0e-ll (AF031195) 


blue copper-binding 


nrnfoi ti Vi nm o 1 or 


! B 

j | 




[Triticum aestivum] 1 










Seq. No. 


53752 


Seq. ID 


OJ990715 




J 


Gene No. 


113031 


Strand 


+ 






Start 


12259 


End 


13222 




3 


Name 


OJ990715 11.0419.C3.o3.gs 


Method 


GENSCAN 






q-i- o rt 

O U CIX L. 


12259 


End 


13196 






GI 


none 


Score 


.62 








12259. .12433, 12871.. 13196 








& 


O " ^ • LNU • 


53752 


Seq. ID 


OJ990715 


_11.0419.C3 


2S, 


Gene No . 


113031 


Strand 


+ 






Start 


12259 


End 


13222 






Name 


OJ990715 11.0419.C3.o2.np 


Method 


AAT/NAP 






Start 


12265 


End 


13222 






GI 


4104058 


Score 


282 






DAU11D 


12265. .12433, 12871. .13222 










VJ X 1— ' O -1- X k^> * 


(AF031195) blue copper-binding protein 


homolog 


[Triticum 






aestivum] 










Qprr Kir) 


53752 


Seq. ID 


OJ990715 


_11.0419.C3 




Gene No . 


113032 


Strand 








Start 


32 


End 


458 






Name 


OJ990715 11.0419.C3.ol.gp 


Method 


AAT/GAP 






Start 


32 


End 


458 






GI 


4878407 


Score 


676 






Exons 


32. .458 










GI Descrip. 


6069643/dbj | AP000616. 1 | AP000616 1.0e-152 Oryza 


sativa genomic 






DNA, chromosome 6, clone : P0514G12 








Seq. No. 


53752 


Seq. ID 


OJ990715 


_11.0419.C3 



54537 




Gene No. 


113033 




Strand 






Start 


13761 




End 


19185 




Name 


OJ990715 11. 0419. C3 


.ol. tc 


. Method 


TBLASTX: Cress 




Start 


5088 




End 


5456 




GI 


none 




Score 


63 




Exons 


5088. .5156, 5181.. 5372, 5355 


. .5456 






Seg.. No. 


53752 




Seq. ID 


OJ990715_11.0419 


.C3 


Gene No. 


113033 




Strand 






otart 


13761 




End 


19185 




Name 


OJ990715 11. 0419. C3 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


5141 




End 


7056 




GI 


5666695 




Score 


354 




Exons 


5141. .5314, 5190.. 5510, 5414 


..5500, 6829. .7056, 6843. .7055 


GI Descrip. 












Seq. No. 


53752 




Seq. ID 


OJ990715_11.0419 


.C3 


Gene No. 


113033 




Strand 






Start 


13761 




End 


19185 




Name 


OJ990715 11. 0419. C3 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


12334 




End 


13064 




GI 


none 




Score 


147 




Exons 


12334. .12426, 12358 


. .12426, 


12362. .12439, 12362 12427 , 






12860. .13057, 12873 


. .13064 








Seq. No. 


53752 




Seq. ID 


OJ990715_11.0419 


.C3 


Gene No. 


113033 




Strand 






Start 


13761 




End 


19185 




Name 


OJ990715_11.0419.C3 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


12340 




End 


15780 




GI 


none 




Score 


98 




Exons 


12340. .12426, 12367 


. .12432, 


12368. .12451, 12857. .13051, 






12858. .13064, 15691 


. .15780 








Seq. No. 


53752 




Seq. ID 


OJ990715_11.0419 


.C3 


Gene No. 


113033 




Strand 






Start 


13761 




End 


19185 




Name 


OJ990715 11. 0419. C3 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


12346 




End 


13206 




GI 


none 




Score 


63 




Exons 


12346. .12426, 12894 


. .13064, 


13165. .13206 




Seq. No. 


53752 




Seq. ID 


OJ990715_11.0419 


.C3 


Gene No . 


113033 




Strand 






Start 


13761 




End 


19185 




Name 


OJ990715 11. 0419. C3 


.02. tc 


Method 


TBLASTX: Cress 




Start 


12855 




End 


13064 




GI 


none 




Score 


183 




Exons 


12855. .13064, 12896 


. .13051 








Seq. No. 


53752 




Seq. ID 


OJ990715JL1.0419 


-C3 


Gene No. 


113033 




Strand 






Start 


13761 




End 


19185 




Name 


OJ990715 11. 0419. C3 


o4 . gs 


Method 


GENS CAN 




Start 


13761 




End 


17837 




GI 


none 




Score 


.69 




Exons 


13761. .13826, 14364 


.14402, 


14841. .15012, 15179. .15349, 





54538 



15432. .16807, 16886 .. 17 619, 17708. .17837 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990715_11.0419.C3 
Strand 

End 19185 

Method AAT/GAP 

End 15023 

Score 766 



53752 
113033 
13761 

OJ990715_11.0419.C3.o4.gp 
14503 

LIB3431-001-P1-N1-B5 
14503. .14735, 14841. .15023 

'4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



53752 
113033 
13761 

OJ990715_11.0419.C3.o3.np 
17179 
5724773 
17179. .17348, 18370. .19185 

(AF160183) contains similarity to Antirrhinum majus hypothetical 
protein TNP2 (GB:X57297); may be a pseudogene [Arabidopsis 
thaliana] 



Seq. ID OJ990715_11.0419.C3 
Strand 

End 19185 

Method AAT/NAP 

End 19185 

Score 668 



oeq ... jno . 


53752 




Seq. ID 


HTQQmi R 11 041 Q 
\JUy¥\Jf±Z) -LX.UftJ.:?. 




bene ino . 


113033 




Strand 






o car u 


13761 




End 


X Z> X 0 0 




V* CliLLC 


OJ990715 11. 0419. C3. 


o5 ,gs 


Method 


GEN SCAN 




Start 


18320 




End 


19138 




GI 


none 




Score 


.67 




Exons 


18320. .19138 










Seq. No. 


53752 




Seq. ID 


OJ990715_11.0419. 


C3 


Gene No. 


113033 




Strand 






Start 


13761 




End 


19185 




Name 


OJ990715 11. 0419. C3 . 


o5 . gp 


Method 


AAT/GAP 




Start 


18367 




End 


18829 




GI 


5002953 




Score 


316 




Exons 


18367. .18439, 18698. 


.18829 








GI Descrip. 


4680203/gb|AAD27566. 


1IAF114171 7 l.Oe- 


39 (AF114171) TNP2 


-like 




protein [Sorghum bicolor] 








Seq. No. 


53752 




Seq. ID 


OJ990715_11.0419. 


C3 


Gene No. 


113033 




Strand 






Start 


13761 




End 


19185 




Name 


OJ990715 11. 0419. C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


18369 




End 


18814 




GI 


none 




Score 


187 




Exons 


18369. .18770, 18371. 


.18814 








Seq. No. 


53752 




Seq. ID 


OJ990715_11.0419. 


C3 


Gene No. 


113033 




Strand 






Start 


13761 




End 


19185 




Name 


OJ990715 11. 0419. C3. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


18425 




End 


18910 




GI 


none 




Score 


89 




Exons 


18425. .18910, 18432. 


.18581, 


18717. .18893 





54539 




Seq. No. 


53752 




Seq. ID 


OJ990715_11.0419. 


C3 


Gene No. 


113033 




Strand 






Start 


13761 




End 


19185 




Name 


OJ990715 11. 0419. C3 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


18818 




End 


19174 




GI 


none 




Score 


66 




Exons 


18818. .18901, 18819 


..18902, 18938. .19174, 18939.. 19139 




Seq. No. 


53752 




Seq. ID 


OJ990715_11.0419. 


C3 


Gene No. 


113033 




Strand 






Start 


13761 




End 


19185 




Name 


OJ990715 11. 0419. C3 


,o3.tm 


Method 


TBLASTX: Maize 




Start 


18947 




End 


19162 




GI 


none 




Score 


93 




Exons 


18947. .19009, 19016 


..19162, 19026.. 19133 




Seq. No. 


53753 




Seq. ID 


OJ990715_11.0419. 


C4 


Gene No. 


113034 




Strand 






Start 


1 




End 


797 




Name 


OJ990715 11. 0419. C4 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


797 




GI 


4680203 




Score 


866 




Exons 


1. .797 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


53753 




Seq. ID 


OJ990715_11. 0419. 


C4 


Gene No. 


113034 




Strand 






Start 


1 




End 


797 




Name 


OJ990715 11. 0419. C4 


.ol .tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


457 




GI 


none 




Score 


91 




Exons 


2. .187, 4. .159, 128 


..298, 190 


..306, 204 


..302, 205. .315, 






307. .411, 314. .400, 


422. .457 








Seq. No. 


53753 




Seq. ID 


OJ990715_11.0419. 


C4 


Gene No. 


113034 




Strand 






Start 


1 




End 


797 




Name 


OJ990715 11. 0419. C4 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


10 




End 


408 




GI 


none 




Score 


78 




Exons 


10.. 159, 163.. 408, 


167. .358 








Seq. No. 


53753 




Seq. ID 


OJ990715_11.0419. 


C4 


Gene No. 


113034 




Strand 






Start 


1 




End 


797 




Name 


OJ990715 11. 0419. C4 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


253 




End 


583 




GI 


none 




Score 


59 




Exons 


253. .582, 254. .328, 


295. .399, 


350. .409, 


446. .583 




Seq. No. 


53753 




Seq. ID 


OJ990715_11.0419. 


C4 


Gene No. 


113034 




Strand 






Start 


1 




End 


797 




Name 


OJ990715 11. 0419. C4 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


331 




End 


750 




GI 


none 




Score 


110 




Exons 


331.. 579, 335.. 580, 


629. .748, 


630. .749, 


631. .750 





54540 



Seq. No. 


53753 




Seq. ID 


OJ990715 


Gene No. 


113034 




Strand 




Start 


1 




End 


797 


Name 


OJ990715 11. 0419. C4 . 


o2.tw 


Method 


TBLASTX:! 


Start 


478 




End 


796 


GI 


none 




Score 


54 


Exons 


478. .582, 488. .583, 


629. .796, 


631. .795 




Seq. No. 


53754 




Seq. ID 


OJ990715 


Gene No. 


113035 




Strand 




Start 


99 




End 


325 


Name 


OJ990715 11.0419.C11 


.ol.gs 


Method 


GEN SCAN 


Start 


99 




End 


325 


GI 


none 




Score 


.97 


Exons 


99. .325 








Seq. No. 


53755 




Seq. ID 


OJ990715 


Gene No. 


113036 




Strand 


+ 


Start 


1 




End 


1094 


Name 


OJ990715 11.0419.C12 


. o 1 . np 


Method 


AAT/NAP 


Start 


1 




End 


1091 


GI 


7267236 




Score 


134 


Exons 


1..36, 507. .578, 852 


..903, 1018. .1091 





GI Descrip. (AL161501) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 53755 

Gene No. 113036 

Start 1 

Name OJ990715_11 . 0419.C12 . ol . gs 

Start 507 

GI none 

Exons 507.. 578, 852.. 903, 1018.. 1094 

Seq. No. 53755 

Gene No. 113037 

Start 1882 

Name OJ990715_11 . 0419.C12 . o2 . gs 

Start 1882 

GI none 
Exons 



Seq. ID OJ990715_11.0419.C12 

Strand + 

End 1094 

Method GENSCAN 

End 1094 

Score . 92 



End 

Method 
End 
Score 

1882. .1961, 2252. .2470, 2487. .2587, 2657. .2790, 2858. .3037, 
3983. .4039, 4142. .4283, 5076. .5203, 5315. .5420, 5534. .5613, 
5717. .5814, 5928. .6041, 6198. .6338, 6505. .6589, 6728.-6844 



Seq. ID OJ990715_11.0419.C12 
Strand 

7449 
GENSCAN 
6844 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



53755 
113037 
1882 

OJ990715_11.0419.C12.o2.np 
2223 
2281103 
2223.. 2531, 3055.. 3112 

(AC002333) putative beta-1, 3-glucanase, C terminal fragment 
[Arabidopsis thaliana] 



Seq. ID OJ990715_11.0419.C12 
Strand 

End 7449 

Method AAT/NAP 

End 3112 

Score 192 



53755 

113037 

1882 



Seq. ID OJ990715_11.0419.C12 
Strand 

End 7449 



54541 



Name 

Start 

GI 

Exons 



• 



OJ990715_11 . 0419. C12 . ol . gp Method AAT/GAP 

3468 End 3696 

2275993 Score 454 
3468. .3696 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



53755 

113037 

1882 

OJ990715_11.0419.C12,o3.np 
3730 
4835771 
3730. .3810, 
5534. .5613, 
6728. .6820, 
(AC007202) 



Seq. ID OJ990715_11.0419.C12 
Strand 

End 7449 

Method AAT/NAP 

End 7449 

Score 950 
.4283, 5076.. 5203, 



.6041, 6198.. 6338, 



5315. 
6505. 



5420, 
6589, 



3983.. 4042, 4169. 
5717.. 5814, 5928. 
7347. .7449 

Similar to gi 13844599 F31D5.2 gene product from 



Caenorhabditis elegans cosmid gb|U28941 and contains PF 100097 
Zinc (Ring) finger C3HC4 domain. ESTs gb|F19963 and gb|T42582 
come from this gene. [Arabidopsis thaliana] 



Seq. No. 53755 Seq. ID 

Gene No. 113037 Strand 

Start 1882 End 

Name OJ990715_11 . 0419.C12.ol.tm Method 

Start 3733 End 

GI none Score 
Exons 



OJ990715_11.0419.C12 
7449 

TBLASTX: Maize 

6595 

117 



3733. .3813, 3986. .4042, 5052. .5204, 5075. .5206, 5315. .5422, 

5319. .5426, 5536. .5616, 5714. .5827, 5715. .5819, 5926. .6042, 

5927. .6082, 6199. .6330, 6199. .6345, 6215. .6349, 6492. .6590, 
6497. .6595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990715_11.0419.C12 

7449 
AAT/GAP 
5340 
493 



53755 Seq. ID 

113037 Strand 
1882 End 
OJ990715_11 .0419. C12 . o2 . gp Method 
4144 End 
LIB3433-019-P1-K1-H12 Score 
4144.. 4283, 5076.. 5203, 5315.. 5340 

M835771/gb|AAD30238.1|AC007202_20 1.0e-18 (AC007202) Similar to 
gi_3844599 F31D5.2 gene product from Caenorhabditis elegans 
cosmid gb_U28 941 and contains PF_00097 Zinc (Ring) finger C3HC4 
domain. ESTs gb_F19963 and gb_T42582 come from this gene. 
[Arabidops 1 



53755 

113037 

1882 

OJ990715_11.0419.C12.ol.ts 

5075 

none 



Seq. ID OJ990715_11.0419.C12 
Strand 
End 

Method 
End 
Score 



7449 

TBLASTX : Soybean 

6051 

101 



5075. .5206, 5076. .5204, 5301. .5435, 5315. .5422, 5316. .5423, 
5536. .5616, 5714. .5827, 5715. .5816, 5926. .6051, 5927. .6031 



Seq. No. 53755 Seq. ID 

Gene No. 113037 Strand 

Start 1882 End 

Name OJ990715_11 . 0419. C12 . ol . tc Method 

Start 5315 End 



OJ990715_11.0419.C12 
7449 

TBLASTX: Cress 
6046 



54542 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 124 

5315. .5422, 5319. .5435, 5536. .5616, 5714. .5827, 5715. .5822, 
5926. .6042, 5927. .6046 



53755 

113037 

1882 

OJ990715_11.0419.C12.o2.tc 

6196 

none 



Seq. ID OJ990715_11.0419.C12 
Strand 

End 7449 

Method TBLASTX : Cress 

End 6778 

Score 73 



6196.. 6339, 6199.. 6345, 6218.. 6358, 6452.. 6592, 6489.. 6590, 
6725. .6778 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13 GI Descrip. 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



53755 Seq. ID OJ990715_11 . 04 19 . C12 

113037 Strand 

1882 End 7449 

OJ9907 15_11 . 0419. C12 . o2 . ts Method TBLASTX : Soybean 

6196 End 6592 

none Score 87 

6196. .6315, 6199. .6345, 6215. .6355, 6495. .6590, 6503. .6592 

53756 Seq. ID OJ990715_11 . 0419 . C13 

113038 Strand + 

9 End 5480 

OJ990715 JL1 . 0419. C13 . ol . gs Method GEN SCAN 
9 End 5480 

none Score .82 

9. .152, 224. .297, 420. .517, 927. .1080, 1154. .1286, 1515. . 1722, 
1847.. 1974, 2347.. 2460, 2683.. 2900, 3468.. 3526, 3876.. 3999, 
4131. .4186, 4627. .4772, 4877. .5047, 5199. .5480 

53756 Seq. ID OJ990715_11 . 04 19 . C13 

113038 Strand + 

9 End 5480 

OJ9907 15_1 1 . 04 1 9 . C13 . ol . np Method AAT/NAP 

357 End 5474 

6729013 Score 603 

357. .517, 927. .1080, 1154. .1286, 1629. .1731, 1871. .2002, 

2148.. 2248, 2347.. 2465, 2748.. 2900, 3468.. 3526, 3601.. 3786, 

4627.. 4772, 4877.. 5047, 5199.. 5474 

(AC016827) hypothetical protein [Arabidopsis thaliana] 



53756 

113039 

6195 

OJ990715_11.0419.C13.o2.tm 

926 

none 



Seq. ID OJ990715_11.0419.C13 
Strand 

End 6831 

Method TBLASTX : Maize 

End 1289 

Score 95 



926. .1003, 929. .982, 977. .1084, 977. .1084, 1152. .1202, 
1173.. 1220, 1209.. 1289, 1209.. 1280 



Seq. No. 53756 

Gene No. 113039 

Start 6195 

Name OJ990715_11 . 0419 . C13 . ol . tm 

Start 1915 

GI none 



Seq. ID OJ990715_11.0419.C13 
Strand 

End 6831 

Method TBLASTX: Maize 

End 2459 

Score 117 



54543 



Exons 



1915. .2001, 1920. .2000, 2144. .2248, 2147. .2251, 2154. .2249, 
2325. .2438, 2344. .2451, 2347. .2451, 2348. .2452, 2349. .2459 



Seq. No. 53756 

Gene No. 113039 

Start 6195 

Name OJ9907 15_1 1.0419. C13 . o2 . gs 

Start 6195 

GI none 

Exons 6195.. 6322, 6747.. 6831 



Seq. ID OJ990715_11.0419.C13 
Strand 

End 6831 

Method GEN SCAN 

End 6831 

Score . 8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53757 
113040 
3410 

OJ990715_11.0419.C14.ol.gp 
3410 

15870_2.R1084 
3410. .3602 

'287403/dbj | D10838 | RICSBE1 8.0e-69 Rice gene for starch 
branching enzyme 1 



Seq. ID OJ990715_11.0419.C14 

Strand + 

End 3602 

Method AAT/GAP 

End 3602 

Score 272 



53757 

113041 

519 

OJ990715_11.0419.C14.ol.gs 

519 

none 

519. .680, 1275. .1313 



Seq. ID OJ990715_11.0419.C14 
Strand 

End 1313 

Method GENSCAN 

End 1313 

Score . 91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53758 

113042 

1 

OJ990715_11.0419.C15.ol.np 
1 

5817305 



Seq. ID OJ990715_11.0419.C15 
Strand 

End 1175 

Method AAT/NAP 

End 1175 

Score 8 6 



1..26, 444. .523, 828. .932, 1149. .1175 

(AF087820) auxin transport protein [Arabidopsis thaliana] 





Seq. No. 


53758 






Seq. ID 


OJ990715 




Gene No. 


113042 






Strand 






Start 


1 






End 


1175 




Name 


OJ990715 


_ll.0419.C15.ol 


.gs 


Method 


GENSCAN 




Start 


36 






End 


983 




GI 


none 






Score 


.73 




Exons 


36. .361, 


373. .461, 467. 


.667, 


828. .983 






Seq. No. 


53759 






Seq. ID 


OJ990715 




Gene No. 


113043 






Strand 






Start 


534 






End 


733 




Name 


OJ990715 


JLl.0419.C21.ol 


.gs 


Method 


GENSCAN 




Start 


534 






End 


733 




GI 


none 






Score 


.42 




Exons 


534. .733 












Seq. No. 


53760 






Seq. ID 


OJ990715 




Gene No. 


113044 






Strand 


+ 




Start 


1 






End 


1368 



54544 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990715_11.0419.C22.ol.np Method AAT/NAP 
1 End 1347 

2147484 Score 1682 

1..920, 1009.. 1347 

homeotic protein - Phalaenopsis sp gi 11173622 
protein [Phalaenopsis sp. 'hybrid SM9108 1 ] 



( U3 4 7 4 3 ) homeobox 



53760 Seq. ID 

113044 Strand 

1 End 
OJ990715_11 . 0419. C22 . ol . gs Method 

9 End 

none Score 

9.. 920, 1027. .1368 



11.0419.C22 



53760 

113045 

3592 

OJ990715_11.0419.C22.ol.gp 
3362 

3079_1.R1084 

3362. .3767, 4500. .4594, 4676. 
1 1174778/sp| P43283ITRP1 MAIZE 



OJ990715_ 
+ 

1368 
GENSCAN 
1368 
.47 



OJ990715 11.0419.C22 



Seq. ID _ 
Strand 

End 6850 
Method AAT/GAP 
End 4732 
Score 1032 
.4732 

2.0e-54 TRYPTOPHAN SYNTHASE BETA 

CHAIN 1 (ORANGE PERICARP 1) >gi_320136_pir PQ04 4 9 tryptophan 

synthase (EC 4.2.1.20) beta-1 chain - maize (fragment) 
>gi_168572 (M76684) tryptophan synthase beta-subunit [Zea mays] 1 



53760 Seq. ID 

113045 Strand 

3592 End 

OJ9907 15_11 . 0419. C22 . o2 . gs Method 

3592 End 

none Score 



OJ990715_11.0419.C22 

6850 
GENSCAN 
6486 
.89 



3592. .3767, 4500. .4594, 4676. .5118, 5228. .5584, 6283. .6486 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990715 11.0419.C22 



53760 
113045 
3592 

OJ990715_11.0419.C22.o2.np 
3595 
1174780 

3595. .3767, 4500. .4594, 4676. .5118, 5228. 
6827.. 6850 

TRYPTOPHAN SYNTHASE BETA CHAIN 2 PRECURSOR (ORANGE PERICARP 2) 
gi|320135|pir| IPQ0450 tryptophan synthase (EC 4.2.1.20) beta-2 
chain precursor - maize (fragment) gi 1168574 (M76685) tryptophan 
synthase beta-subunit [Zea mays] 



6850 . 
AAT/NAP 
6850 
1915 

.5584, 6283. 



,6517, 



53760 

113045 

3592 

OJ990715_11.0419.C22.o2.gp 
5032 

641 1.R1084 



Seq. ID OJ990715_11.0419.C22 



Strand 
End 

Method 

End 

Score 



6850 
AAT/GAP 
6606 
1277 



5032. .5118, 5228. .5584, 6283. .6518, 6582. .6606 

1 1174780/sp| P43284 |TRP2_MAIZE 7.0e-97 TRYPTOPHAN SYNTHASE BETA 
CHAIN 2 PRECURSOR (ORANGE PERICARP 2) >gi_320135_pir PQ0450 



54545 



tryptophan synthase (EC 4.2.1.20) beta-2 chain precursor - maize 
(fragment) >gi_168574 (M76685) tryptophan synthase beta-subunit 
[Zea mays] ' 

Seq. No. 53760 Seq. ID OJ990715_11 . 04 19 . C22 

Gene No. 113046 Strand 

Start 7231 End 13522 

Name OJ990715_11 . 0419.C22 .o3.gs Method GENSCAN 

Start 7231 End 13522 

GI none Score .46 

Exons 7231. .7281, 7299. .7472, 10388 .. 12468, 12969 .. 13049, 13126. .13522 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53760 

113047 

16436 

OJ990715_11.0419.C22.ol.tc 
2 

none 



Seq. ID OJ990715_11.0419.C22 
Strand 

End 17828 

Method TBLASTX: Cress 

End 1338 

Score 373 



2. .259, 3. .275, 321. .530, 332. .526, 542. .919, 543. .905, 
999. .1175, 1003. .1176, 1204. .1338, 1212.. 1337 



Seq. No. 53760 Seq. ID OJ9907 15_11 . 04 19 . C22 

Gene No. 113047 Strand 

Start 16436 End 17828 

Name OJ990715_11 . 0419.C22 . ol . ts Method TBLASTX: Soybean 

Start 3 End 1176 

GI none Score 270 

Exons 3. .266, 23. .259, 321. .509, 332. .517, 539. .910, 558. .905, 
1003. .1176 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53760 

113047 

16436 

OJ990715_11.0419.C22.o2.tm 
60 

none 



Seq. ID OJ990715 11.0419.C22 



Strand 
End 

Method 

End 

Score 



17828 

TBLASTX: Maize 

1338 

221 



60. .272, 62. .259, 321. .560, 332. .559, 537. .671, 557. .667, 
663. .905, 665. .925, 1015. .1176, 1023. .1175, 1204. .1338, 
1212. .1325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53760 Seq. ID 

113047 Strand 

16436 End 
OJ9907 15_1 1 . 0 4 1 9 . C22 . o3 . ts Method 

1204 End 

none Score 

1204. .1338, 1212. .1337 



OJ990715_11.0419.C22 
17828 

TBLASTX: Soybean 

1338 

197 



Seq. No. 53760 

Gene No. 113047 

Start 16436 

Name OJ990715_11 . 0419.C22 . o2 . ts 

Start 3584 

GI none 

Exons 3584. 

4533. 



.3739, 
.4601, 
5221. .5559, 



3589. 
4638. 
5225. 



.3768, 
.5120, 
.5587, 



3674, 
4675. 
5226, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990715 11.0419.C22 



17828 

TBLASTX : Soybean 
6406 
109 

3772, 4498. .4593, 4501. .4605, 
5154, 4676. .5134, 4681. .5154, 
5585, 6283.. 6405, 6356.. 6406 



54546 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53760 Seq. ID 

113047 Strand 

16436 End 

0 J9907 15_11 . 04 19 . C22 . o2 . tc Method 

3589 End 

none Score 



OJ990715_11.0419.C22 
17828 

TBLASTX: Cress 

6405 

97 



3589. .3768, 3677. .3772, 4501. .4605, 4538. .4594, 4636. .5154, 
4667. .5119, 4675. .5154, 4853. .5155, 5225. .5590, 5225. .5608, 
5226. .5603, 6269. .6403, 6283. .6405 



Seq. No. 53760 Seq. ID 

Gene No. 113047 Strand 

Start 16436 End 

Name OJ990715_11 .0419. C22 . ol . tm Method 

Start 3592 End 

GI none Score 
Exons 



OJ990715_11.0419.C22 
17828 

TBLASTX: Maize 

6432 

180 



3592. .3768, 3594. .3767, 3595. .3768, 3602. .3775, 3603. .3776, 

4496.-4594, 4497. .4601, 4498. .4599, 4501. .4605, 4667. .5119, 

4674. .5132, 4675. .5154, 4676. .5119, 5214. .5585, 5225. .5608, 

5226. .5603, 6283.. 6432, 6284.. 6403 



*<% Seq. No. 53760 

*t Gene No. 113047 

^ Start 16436 

0 Name OJ990715_11 .0419. C22 . o4 . tm 

fU Start 10249 

fi GI none 

l7> Exons 10249. .10284, 10257 10289, 

*Z 10388. .10576, 10533.. 10577 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990715_11.0419.C22 
17828 

TBLASTX : Maize 

10577 

128 



10364. .10573, 10386 .. 10571, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53760 

113047 

16436 

OJ990715 

11485 

none 



11.0419.C22.o3.tm 



Seq. ID OJ990715_11.0419.C22 
Strand 
End 

Method 
End 
Score 



17828 

TBLASTX: Maize 

11929 

110 



11485. .11694, 11486. .11929, 114 87 .. 11927, 11495. .11929 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53760 
113047 
16436 

OJ990715_11 . 04 19 . C22 . o5 . tm 
15350 
none 
15350 
15516 
15581 

15705. .15776, 15717.. 15758 

53760 

113047 

16436 

OJ990715_11 .0419. C22 . o4 . gs 

16436 

none 



OJ990715 11.0419.C22 



17828 

TBLASTX: Maize 

15776 

44 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

15394, 15353. .15406, 15483 15566, 15515 .. 15577, 
15566, 15517. .15567, 15576 .. 15668 , 15578 .. 15685, 
15661, 15676. .15708, 15678 .. 15710 , 15703 .. 15756, 



Seq. ID OJ990715_11.0419.C22 



Strand 
End 

Method 

End 

Score 



17828 
GENSCAN 
17828 
.52 



16436. .16470, 16924 .. 17007, 17116 .. 17234 , 17671. .17828 



54547 



Seq. No. 53761 Seq. ID OJ990715_11 . 04 19 . C23 

Gene No. 113048 Strand + 

Start 263 End 340 

Name OJ990715_11 . 04 19 . C23 . ol . gp Method AAT/GAP 

Start 263 End 340 

GI LIB3477-003-P1-K1-E9 Score 92 

Exons 263. .340 

GI Descrip. ' 24 98586/sp I Q4 0638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
%J. Start 
[ft GI 
fij Exons 

GI Descrip. 



53762 
113049 
62 

OJ9907 15_11 . 04 19 . C25 . ol . gs 
62 

none 

62. .125, 245. .334, 1124. .1202, 2135 



Seq. ID OJ990715_11.0419.C25 

Strand + 

End 2208 

Method GEN SCAN 

End 2208 

Score .42 
2208 



Seq. ID OJ990715_11.0419.C25 

Strand + 

End 4 089 

Method AAT/GAP 

End 4 089 

Score 1249 



53762 
113050 
3433 

OJ9907 15_1 1 . 04 1 9 . C25 . ol . gp 
3433 

82543JL.R1084 
3433. .4089 

'3643271 1.0e-30 (AF090872) 33 kDa secretory protein [Oryza 
sativa] >gi_3851590 (AF093570) 33 kDa secretory protein [Oryza 
sativa] >gi_4249681 (AF097724) 33 kDa secretory protein [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53762 




Seq. ID 


OJ990715 


113051 




Strand 




214 




End 


1655 


OJ990715 11.0419.C25.ol 


. np 


Method 


AAT/NAP 


214 




End 


1655 


6907088 




Score 


888 


214. .613, 1101. .1341, 1518. 


.1655 




(AP001129) hypothetical 


protein [Oryza 


sativa] 


53762 




Seq. ID 


OJ990715 


113052 




Strand 




3630 




End 


5038 


OJ990715 ll.0419.C25.o2 


.gs 


Method 


GENSCAN 


3630 




End 


4941 


none 




Score 


.73 


3630. .4083, 4568. .4941 








53762 




Seq. ID 


OJ990715 


113052 




Strand 




3630 




End 


5038 


OJ990715 ll.0419.C25.o2 


. np 


Method 


AAT/NAP 


3633 




End 


4941 


3643271 




Score 


1209 



3633. .4083, 4568. .4941 

(AF090872) 33 kDa secretory protein [Oryza sativa] gi 1 3851590 



54548 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AF093570) 33 kDa secretory protein [Oryza sativa] gi 14249681 
(AF097724) 33 kDa secretory protein [Oryza sativa] 



Seq. ID OJ990715_11.0419.C25 
Strand 

End 5038 

Method AAT/GAP 

End 5038 

Score 833 



53762 
113052 
3630 

OJ990715_ll.0419.C25.o2.gp 
4569 

887_4.R1084 
4569. .5038 

'3643271 7.0e-16 (AF090872) 33 kDa. secretory protein [Oryza 
sativa] >gi_3851590 (AF093570) 33 kDa secretory protein [Oryza 
sativa] >gi_4249681 (AF097724) 33 kDa secretory protein [Oryza 
sativa] 1 



53762 Seq. ID 

113053 Strand 

6900 End 
OJ990715_11 .0419. C25 . o3 . gs Method 

6900 End 

none Score 
6900. .7085 



OJ990715_11.0419.C25 

7085 
GENS CAN 
7085 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53763 Seq. ID 

113054 Strand 

17 End 
0 J9907 15_11 . 0 4 1 9 . C2 6 . ol . gs Method 

17 End 

none Score 

17. .189, 251. .411, 444. .622 



OJ990715_11.0419.C26 
+ 

622 

GENSCAN 

622 

.73 



Seq. ID OJ990715_11.0419.C26 
Strand 

1563 
AAT/NAP 
1563 
579 



53763 
113055 
1112 

OJ990715_11.0419.C26.ol.np 
1112 
3643271 
1112.. 1563 

(AF090872) 33 kDa secretory protein [Oryza sativa] gi 13851590 
(AF093570) 33 kDa secretory protein [Oryza sativa] gi 14249681 
(AF097724) 33 kDa secretory protein [Oryza sativa] 



End 

Method 

End 

Score 



Seq. No. 


53764 


Seq. ID 


OJ990715 


Gene No. 


113056 


Strand 




Start 


1 


End 


726 


Name 


OJ990715 12 


.0419.C6.ol.np Method 


AAT/NAP 


Start 


1 


End 


726 


GI 


4680182 


Score 


313 


Exons 


1. .726 






GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


indica] 


Seq. No. 


53765 


Seq. ID 


OJ990715 


Gene No. 


113057 


Strand 


+ 


Start 


212 


End 


753 


Name 


OJ990715 12 


.0419.C12.ol.gs Method 


GENSCAN 


Start 


212 


End 


753 


GI 


none 


Score 


.7 



54549 



Exons 



212. .365, 602. .753 



Seq. No. 53766 

Gene No. 113058 

Start 1 

Name OJ990615_10 . 0419 . C3 . ol . np 

Start 1 

GI 5295971 

Exons 1 . . 34 4 

GI Descrip. (AB026295) EST D24315 (R17 18 ; 

predicted gene.; Similar to 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615_ 
+ 

368 

AAT/NAP 

344 

369 



10. 0419. C3 



corresponds to a region of the 
Tobacco DNA for retroviral-like 



transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 





Seq. No. 


53766 




Seq. ID 


OJ990615_10.0419 


.C3 




Gene No. 


113058 




Strand 


+ 






Start 


1 




End 


368 






Name 


OJ990615 10.0419.C3.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


2 




End 


308 






GI 


none 




Score 


359 






Exons 


2. .307, 3. .308 












Seq. No. 


53766 




Seq. ID 


OJ990615_10.0419 


.C3 


SI. 


Gene No . 


113058 




Strand 


+ 




J 


Start 


1 




End 


368 




a# 


Name 


OJ990615 10.0419.C3.ol. 


ts 


Method 


TBLASTX : Soybean 




fl 


Start 


2 




End 


188 






GI 


none 




Score 


184 




XT 
J 


Exons 


2. .187, 3. .188 










y 


Seq. No. 


53766 




Seq. ID 


OJ990615_10.0419 


.C3 


S3. 


Gene No . 


113058 




Strand 


+ 




i 3 


Start 


1 




End 


368 






Name 


OJ990615 10.0419.C3.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


60 




End 


368 






GI 


none 




Score 


191 




& 


Exons 


60.. 323, 101.. 322, 336. 


.368 










Seq. No. 


53766 




Seq. ID 


OJ990615 10.0419 


.C3 




Gene No. 


113058 




Strand 


+ 






Start 


1 




End 


368 






Name 


OJ990615 10.0419.C3.ol. 


gs 


Method 


GENSCAN 






Start 


75 




End 


332 






GI 


none 




Score 


.83 






Exons 


75. .332 












Seq. No. 


53767 




Seq. ID 


OJ990615_10.0419 


.C4 




Gene No. 


113059 




Strand 








Start 


1 




End 


1519 






Name 


OJ990615 10.0419.C4.ol. 


np 


Method 


AAT/NAP 






Start 


1 


End 


1519 






GI 


5803259 




Score 


751 






Exons 


1..690, 1487. .1519 












GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


53768 




Seq. ID 


OJ990615_10.0419 


.C5 




Gene No. 


113060 




Strand 








Start 


1 




End 


1145 





54550 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990615_10 . 0419 . C5 . ol . np Method AAT/NAP 

1 End 1145 

7228456 Score 992 

1..94, 555. .1145 

(AP001366) hypothetical protein [Oryza sativa] 



Seq. ID OJ990615_10.0419.C14 

Strand + 

End 1789 

Method AAT/NAP 

End 1789 

Score 1612 



53769 
113061 
1 

OJ990615_10.0419.C14.ol.np 
1 

5295971 
1..691, 737. .1789 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



53769 
113061 
1 

OJ990615_10.0419.C14.o2.ts 
3 

none 

3. .380, 861. .1025, 862. .1026 

53769 
113061 
1 

OJ990615_10.0419.C14.o2.tw 
3 

none 
3. .332 

53769 
113061 
1 

OJ990615_10.0419.C14.ol.gs 
27 

none 

27. .507, 548. .1722 

53769 
113061 
1 

OJ990615_10.0419.C14.ol.tm 
56 

none 

56. .382, S7..383 

53769 
113061 
1 

OJ990615JL0 . 0419. C14 . o2 . tm 
832 
none 

832. .918, 894. .1094, 895. .1113, 1210. .1308 



Seq. ID OJ990615_10.0419.C14 

Strand + 

End 178 9 

Method TBLASTX : Soybean 

End 1026 

Score 185 



Seq. ID OJ990615_10.0419.C14 

Strand + 

End 1789 

Method TBLASTX : Wheat 

End 332 

Score 221 



Seq. ID OJ990615_10.0419.C14 

Strand + 

End 1789 

Method GENSCAN 

End 1722 

Score .41 



Seq. ID OJ990615_10.0419.C14 

Strand + 

End 178 9 

Method TBLASTX : Mai ze 

End 383 

Score 27 9 



Seq. ID OJ990615_10.0419.C14 

Strand + 

End 1789 

Method TBLASTX : Mai ze 

End 1308 

Score 55 



54551 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



53769 

113061 

1 

OJ990615_10.0419.C14.ol.tw 

915 

none 



Seq. ID OJ990615_10.0419.C14 

.Strand + 

End 1789 

Method TBLASTX : Wheat 

End 1374 

Score 217 



915. .1091, 931. .1149, 1207. .1287, 1294. .1374 



End 

Method 
End 
Score 



53769 
113061 
1 

OJ990615_10.0419.C14.ol.ts 
1312 
none 

1312. .1632, 1408. .1488 

53769 
113061 
1 

OJ990615_10.0419.C14.o3.tw 
1447 
none 

1447. .1659, 1661. .1783, 1662. .1787 



Seq. ID OJ990615_10.0419.C14 
Strand + 

1789 

TBLASTX : Soybean 
1632 
218 



Seq. ID OJ990615_10.0419.C14 
Strand + 

1789 

TBLASTX: Wheat 
1787 
122 



End 

Method 
End 
Score 



53769 

113061 

1 

OJ990615_10.0419.C14.o3.tm 

1459 

none 



Seq. ID OJ990615_10.0419.C14 

Strand + 

End 1789 

Method TBLASTX: Maize 

End 1787 

Score 98 



1459. .1632, 1662. .1787, 1664. .1786 



53770 
113062 
1 

OJ990615_10.0419.C15.ol.np 
1 

6539558 
1..1360 

(AP000836) Similar to putative polyprotein (AC006248) [Oryza 
sativa] 



Seq. ID OJ990615_10.0419.C15 

Strand + 

End 1360 

Method AAT/NAP 

End 1360 

Score 1632 



53770 

113062 

1 

OJ990615_10.0419.C15.ol.ts 
31 

5509260 

31. .534, 126. .290, 351. .425 



53770 

113062 

1 

OJ990615_10 . 04 19 . C15 . o2 . tm 
61 

none 



Seq. ID OJ990615_10.0419.C15 

Strand + 

End 1360 

Method TBLASTX : Soybean 

End 534 

Score 441 



Seq. ID OJ990615_10.0419.C15 

Strand + 

End 1360 

Method TBLASTX: Maize 

End 378 

Score 380 



54552 



Exons 



61. .378, 70. .366, 117. .377 



Seq. No. 53770 

Gene No. 113062 

Start 1 

Name OJ990615_10 .0419. CIS. ol.gs 

Start 82 

GI none 

Exons 82.. 1182 



Seq. ID OJ990615_10.0419. 

Strand + 

End 1360 

Method GENSCAN 

End 1182 

Score .83 



C15 



Seq. No. 53770 

Gene No. 113062 

Start 1 

Name OJ990615_10 . 0419 . CIS . o2 . tc 

Start 156 

GI none 

Exons 156. .398, 157.. 417 



Seq. ID OJ990615JL0.0419, 

Strand + 

End 1360 

Method TBLASTX : Cress 

End 417 

Score 252 



CIS 



Seq. No. 53770 

Gene No. 113062 

Start 1 

Name OJ990615_10 . 04 19 . C15 . ol . tw 

Start 198 

GI none 
Exons 



Seq. ID OJ990615_10.0419. 

Strand + 

End 1360 

Method TBLASTX : Wheat 

End 7 38 

Score 305 



CIS 



198. .329, 199. .543, 214. .546, 529. .738 



Seq. No. 53770 Seq. ID 

Gene No. 113062 Strand 

Start 1 End 

Name OJ990615_10 .0419. CIS . o3 . tm Method 

Start 582 End 

GI none Score 

Exons 582. .839, 583.. 840, 610.. 840 



OJ990615_10.0419. 
+ 

1360 

TBLASTX: Maize 

840 

304 



CIS 



Seq. No. 53770 Seq. ID 

Gene No. 113062 Strand 

Start 1 End 

Name OJ990615_10 . 04 19 . CIS . o3 . ts - Method 

Start 688 End 

GI none Score 

Exons 688.. 951, 688.. 948 



OJ990615_10.0419. 
+ 

1360 

TBLASTX: Soybean 

951 

223 



CIS 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53770 

113062 

1 

OJ990615_10.0419.C15.o2.tw 

754 

none 



Seq. ID OJ990615_10.0419, 

Strand + 

End 1360 

Method TBLASTX : Wheat 

End 1146 

Score 66 



CIS 



754. .861, 885. .1034, 886. .1071, 1072. .1146 



Seq. No. 53770 

Gene No. 113062 

Start 1 

Name OJ990615_10 . 0419 . CIS . ol . tm 

Start 842 

GI none 
Exons 



Seq. ID OJ990615_10.0419, 

Strand + 

End 1360 

Method TBLASTX : Mai ze 

End 1299 

Score 101 



C15 



842. .1291, 847. .1299, 847. .1293, 876. .1298 



54553 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53770 

113062 

1 

OJ990615_10.0419.C15.ol.tc 

876 

none 



Seq. ID OJ990615_10.0419.C15 

Strand + 

End 1360 

Method TBLASTX: Cress 

End 1299 

Score 285 



876. .1046, 877. .1179, 1107. .1178, 1182. .1298, 1183. .1299 



Seq. No. 53770 

Gene No. 113062 

Start 1 

Name OJ990615_10 . 04 19 . C15 . o2 . ts 

Start 955 

GI none 

Exons 955.. 1302, 1098.. 1250 



Seq. ID OJ990615_10.0419.C15 

Strand + 

End 1360 

Method TBLASTX : Soybean 

End 1302 

Score . 329 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

f3 Exons 

GI Descrip. 

~ rju 

l\] Seq. No. 
I y Gene No . 
£3 Start 
; J Name 
% s Start 

- ^ Exons 

C3 Seq. No. 
'-J Gene No. 

U Start 
r ~ Name 

Start 
S3 GI 
Q Exons 

GI Descrip. 



53771 
113063 
1 

OJ990615_10.0419.C19.ol.np 
1 

4680186 
1. .127 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990615_10.0419.C19 

Strand + 

End 674 

Method AAT/NAP 

End 127 

Score 204 



53771 

113063 

1 

OJ990615_10.0419.C19.ol.gs 

20 

none 

20. .152, 502. .674 



Seq. ID OJ990615_10.0419.C19 

Strand + 

End 674 

Method GENSCAN 

End 674 

Score .96 



53771 
113064 
1 

OJ990615_10.0419.C19.ol.gp 
1 

uC-osflcyp033a04bl 
1. .60 

, 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990615_10.0419.C19 

Strand 

End 60 

Method AAT/GAP 

End . 60 

Score 112 



Seq. No. 53772 

Gene No. 113065 

Start 78 

Name OJ990615_10 . 04 19 . C21 . ol . gs 

Start 78 

GI none 

Exons 78.. 299 



Seq. ID OJ990615_10.0419.C21 
Strand 

End 299 

Method GENSCAN 

End 299 

Score .51 



Seq. No. 53773 

Gene No. 113066 

Start 1 

Name OJ990615_10 . 04 19 . C22 . ol . np 

Start 1 



Seq. ID OJ990615_10.0419.C22 
Strand 

End 1087 

Method AAT/NAP 

End 1087 



54554 



GI 7228457 Score 1733 

Exons 1..101, 168.. 1087 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 53773 Seq. ID 

Gene No. 113066 Strand 

Start 1 - End 

Name OJ990615_10 . 0419 . C22 . ol . gs Method 

Start 48 End 

GI none Score 

Exons 48.. 845, 924.. 1037 



OJ990615_10.0419.C22 

1087 
GENS CAN 
1037 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53773 

113066 

1 

OJ990615_10.0419.C22.ol.tw 

189 

none 



Seq. ID OJ990615_10.0419.C22 



Strand 
End 

Method 

End 

Score 



1087 

TBLASTX: Wheat 

647 

87 



189. .338, 190. .327, 372. .623, 373. .558, 393. .647 



Seq. No. 


53774 


Seq. ID 


OJ990615_10 . 0419 . C23 


Gene No. 


113067 


Strand 




Start 


1 


End 


545" 


Name 


OJ990615 10.0419.C23.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


366 


GI 


7228457 


Score 


598 


Exons 


1. .366 






GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, 


polyprotein 


l . (AF098806) [Oryza 




sativa] 






Seq. No. 


53774 


Seq. ID 


OJ990615_10.0419.C23 


Gene No. 


113067 


Strand 




Start 


1 


End 


545 


Name 


OJ990615 10.0419.C23.ol.gs 


Method 


GENSCAN 


Start 


31 


End 


545 


GI 


none 


Score 


.79 


Exons 


31. .411, 441. .545 






Seq. No. 


53775 


Seq. ID 


OJ990615_10.0419.C25 


Gene No. 


113068 


Strand 




Start 


1 


End 


757 


Name 


OJ990615 10.0419.C25.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


757 


GI 


6539558 


Score 


579 


Exons 


1. .757 






GI Descrip. 


(AP000836) Similar to putative polyprotein (AC006248) [Oryza 




sativa] 







Seq. No. 53775 Seq. ID 

Gene No. 113068 Strand 

Start 1 End 

Name OJ990615_10 . 0419 . C25 . ol . gs Method 

Start 140 End 

GI none Score 



OJ990615_10.0419.C25 
757 

GENSCAN 

704 

.89 



54555 



Exons 



140. .704 



Seq. No. 53775 Seq. ID 

Gene No. 113068 Strand 

Start 1 End 

Name OJ990615JL0 . 0419.C25.ol. tm Method 

Start 579 End 

GI none Score 

Exons 579.. 755, 583.. 756 



OJ990615_10.0419.C25 
757 

TBLASTX: Maize 

756 

132 



Seq. No. 53776 

Gene No. 113069 

Start 1082 

Name OJ990615_10 . 04 19 . C26 . ol . gp 

Start 1082 

GI 82303_1.R1084 

Exons 1082.. 1165 

GI Descrip. ' 4521193/dbj | AB013450 . 1 | AB013450 
similar sequence to Pib gene 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990615_ 
+ 

1165 
AAT/GAP 
1165 
168 



10.0419.C26 



1.0e-99 Oryza sativa DNA, 



Seq. No. 53777 Seq. ID 

Gene No. 113070 Strand 

Start 305 End 

Name OJ990 615_10 . 04 19 . C27 . ol . gs Method 

Start 305 End 

GI none Score 

Exons 305.. 353 



OJ990615_10.0419.C27 
+ 

353 

GENSCAN 

353 

.42 



Seq. No. 53778 Seq. ID 

Gene No. 113071 Strand 

Start 536 End 

Name OJ990615_10 . 0419.C38 . ol ,np Method 

Start 536 End 

GI 7523517 Score 

Exons 536.. 823, 967.. 1021 

GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



OJ990615_10.0419.C38 
+ 

1021 
AAT/NAP 
1021 
198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53778 Seq. ID 

113072 Strand 
24 69 End 
OJ990615_10 . 0419 . C38 . o2 . np Method 
2469 End 
7228457 Score 
2469. .4011, 4066. .5725, 5792. .7310 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ990615_10.0419.C38 
+ 

7310 
AAT/NAP 
7310 
3154 



Seq. No. 53778 

Gene No. 113073 

Start 7930 

Name OJ990615_10 . 04 19 .C38 . 06 . tw 

Start 2481 

GI none 

Exons " 2481.. 2531, 2532.. 2645, 2543. 
2651. .2875 



OJ990615_10.0419.C38 
8447 

TBLASTX: Wheat 

2876 

59 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2593, 2619. .2876, 2631. .2840, 



54556 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



53778 

113073 

7930 

OJ990615_10. 

2526 

none 

2526. .2765 



0419.C38.o4.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615_10.0419.C38 
8447 

TBLASTX: Maize 

2765 

197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53778 

113073 

7930 

OJ990615_10. 

3510 

none 

3510. .3692, 
3890. .3955 



0419.C38.o4.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615_10.0419.C38 
8447 

TBLASTX: Wheat 

3965 

143 



3518. .3619, 3729.-3965, 3731. .3847, 3741. .3950, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53778 

113073 

7930 

OJ990615_10, 

4157 

none 

4157. .4612, 



0419.C38.ol.tw 



4158. .4613 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615_10.0419.C38 
8447 

TBLASTX: Wheat 

4613 

555 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53778 

113073 

7930 

OJ990615_10, 

4197 

none 

4197. .4421, 



0419.C38.o2. ts 



4428. .4562 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615_10.0419.C38 
8447 

TBLASTX : Soybean 

4562 

117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53778 

113073 

7930 

OJ990615_10. 

4287 

none 

4287. .4643, 



0419.C38.ol.tm 



4349. .4642 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615_10.0419.C38 
8447 

TBLASTX: Maize 

4643 

415 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53778 

113073 

7930 

OJ990615_10, 

4671 

none 

4671. .4961, 



0419.C38.o3.tm 



4838. .4948, 4940. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5053 



OJ990615_10.0419.C38 
8447 

TBLASTX: Maize 

5053 

247 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53778 

113073 

7930 

OJ990615_10, 

4728 

none 

4728. .4952, 
4955. .5149, 



0419.C38.o2.tw 



4732. .4884, 4827, 
4955. .5116, 4957, 



Seq. ID OJ990615_10.0419.C38 
Strand 

End 8447 

Method TBLASTX : Wheat 

End 5151 

Score 268 

.4922, 4834. .4980, 4838.-4948, 
.5151 



54557 




Seq. No. 


53778 








Seq. ID 


OJ990615 10.0419 


. C38 


Gene No. 


113073 








Strand . 






Start 


7930 








End 


8447 




Name 


OJ990615 10 


0419 


.C38.ol 


• ts 


Method 


TBLASTX: Soybean 




Start 


4782 








End 


5206 




GI 


none 








Score 


182 




Exons 


4782. .4970, 


4841 


. .4960, 


4958. 


.5206 






Seq. No. . 


53778 








Seq. ID 


OJ990615_10 . 0419 


. C38 


Gene No. 


113073 








Strand 






Start 


7930 








End 


8447 




Name 


OJ990615 10 


0419 


.C38.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


5296 








End 


5704 




GI 


none 








Score 


203 




Exons 


5296. .5523, 


5297 


. .5521, 


5531. 


.5704 






Seq. No. 


53778 








Seq. ID 


OJ990615 10.0419 


. C38 


Gene No. 


113073 








Strand 






Start 


7930 








End 


8447 




Name 


OJ990615 10 


0419 


.C38.o8 


.tw 


Method 


TBLASTX: Wheat 




Start 


5708 








End 


6063 




GI 


none 








Score 


193 




Exons 


5708. . 6001, 


5728 


. .6063 










Seq. No. 


53778 








Seq. ID 


OJ990615 10.0419 


.C38 


Gene No. 


113073 








Strand 






Start 


7930 








End 


8447 




Name 


OJ990615 10 


0419 


.C38.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6206 








End 


6513 




GI 


none 








Score 


320 




Exons 


6206. .6511, 


6223 


. .6513 










Seq. No. 


53778 








Seq. ID 


OJ990615_10 . 0419 


. C38 


Gene No. 


113073 








Strand 






Start 


7930 








End 


8447 




Name 


OJ990615 10 


0419 


.C38.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


6337 








End 


6691 




GI 


none 








Score 


335 




Exons 


6337. . 6393, 


6338 


. .6691, 


6439. 


.6681 






Seq. No. 


53778 








Seq. ID 


OJ990615_10.0419 


.C38 


Gene No. 


113073 








Strand 






Start 


7930 








End 


8447 




Name 


OJ990615 10. 


0419 


.C38.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


6718 








End 


7301 




GI 


none 








Score 


345 




Exons 


6718. . 6816, 


6725 


. .7153, 


6862. 


.6969, 7170.. 7301, 7175.. 7300 


Seq. No. 


53778 








Seq. ID 


OJ990615_10.0419 


.C38 


Gene No. 


113073 








Strand 






Start 


7930 








End 


8447 




Name 


OJ990615 10. 


0419 


.C38.o2 


.gs 


Method 


GENSCAN 




Start 


7930 








End 


8447 




GI 


none 








Score 


.61 




Exons 


7930. .8289, 


8356 


. . 8447 











54558 



Seq. No. 


53779 






Seq. ID 


OJ990615 


Gene No. 


113074 






Strand 




otart 


1 






End 


"7 "7 Q 


Name 


OJ990615 10.0419.C40. 


ol 


. np 


Method 


AAT/NAP 


Start 


1 






End 


779 


GI 


7228456 






Score 


1188 


Exons 


1. .779 










GI Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


53779 






Seq. ID 


OJ990615 


Gene No. 


113074 






Strand 


+ 


Start 


1 






End 


779 


Name 


OJ990615 10.0419.C40. 


ol 


.gs 


Method 


GENSCAN 


Start 


201 






End 


722 


GI 


none 






Score 


.45 


Exons 


201 . . 722 










Seq. No. 


53780 






Seq. ID 


OJ990615 


Gene No. 


113075 






Strand 




Start 


654 






End 


797 


Name 


OJ990615 10.0419.C42. 


ol 


.gs 


Method 


GENSCAN 


Start 


654 






End 


797 


GI 


none 






Score 


.95 


Exons 


654. .797 










Seq. No. 


53781 






Seq. ID 


OJ990615_ 


Gene No. 


113076 






Strand 


+ 


Start 


809 






End 


5194 


Name 


OJ990615 10.0419.C43. 


ol 


.gs 


Method 


GENSCAN 


Start 


809 






End 


5194 


GI 


none 






Score 


.56 



Exons 



809. .895, 1376. .1488, 1991. .2117, 2385. .2670, 3308. .3952, 
5187. .5194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



53781 

113077 

1 

OJ990615_10.0419.C43.ol.np 
1 

2342690 



Seq. ID OJ990615_10.0419.C43 
Strand 

End 37 63 

Method AAT/NAP 

End 3763 

Score 101 



1..345, 424. .494, 608. .650, 3727. .3763 
(AC000106) Similar to Homo copine I (gb|U83246) 
thaliana] 



[Arabidopsis 



53782 
113078 
2171 

OJ990615_10.0419.C45.o3.np 
2171 
7523517 
2171. .2482 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ990615_10.0419.C45 

Strand + 

End 2482 

Method AAT/NAP 

End 2482 

Score 213 



53782 

113079 

1 

OJ990615_10.0419.C45.ol.np 



Seq. ID OJ990615_10.0419.C45 
Strand 

End 2475 

Method AAT/NAP 



54559 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 1767 

6721561 Score 584 

1..350, 420. .478, 549. .734, 1699. .1767 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



53782 

113079 

1 

OJ990615_10.0419.C45.ol.gs 

102 

none 

102. .350, 420. .478, 549. .734, 
1977. .2112, 2391. .2475 



Seq. ID OJ990615_10.0419.C45 
Strand 
End 

Method 
End 
Score 

801. .925, 1092. .1223, 1626. .1762, 



2475 
GENS CAN 
2475 
.85 

1092. .1223, 



Seq. No. 
Gene No. 
Start 
^Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53782 Seq. ID OJ990615JL0 . 04 19 . C4 5 

113079 Strand 

1 End 2475 

OJ990615_10 . 04 19 .C45 . o2 . np Method AAT/NAP 

150 End 1725 

6721558 Score 233 

150. .360, 801. .925, 1626. .1725 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



OJ990615_10.0419.C46 
+ 

1041 
AAT/NAP 
1041 
263 



53783 Seq. ID 

113080 Strand 
1 End 
OJ990615_10.0419.C4 6.ol.np Method 
1 End 
7248394 Score 
1..295, 665. .1041 

(AP001389) ESTs C97394 (C60113 ) , AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



Seq. No. 


53784 


Seq. ID 


OJ990615 


Gene No. 


113081 


Strand 


+ 


Start 


3975 


End 


4254 


Name 


OJ990615 10.0419.C47.o3 


. np Method 


AAT/NAP 


Start 


3975 


End 


4254 


GI 


7228456 


Score 


437 


Exons 


3975. .4254 






GI Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


53784 


Seq. ID 


OJ990615 


Gene No. 


113082 


Strand 




Start 


543 


End 


4254 


Name 


OJ990615 10.0419.C47.ol 


. gs Method 


GENSCAN 


Start 


543 


End 


4066 


GI 


none 


Score 


.52 



54560 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



*J Seq. No. 

Q Gene No. 

|f] Start 

f\l Name 

Li Start 

" GI 

^ Exons 

fy Seq. No. 

Gene No. 

L Start 

b Z Name 

'""4. Start 

U GI 

i.1 Exons 

S3 « 

^ Seq. No. 
kt * Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



543. .627, 1181. .1337, 2419. .2487, 2848.-2937, 3037. .3109, 
3930. ,4066 



53784 

113082 

543 

OJ990615_10.0419.C47.o2.np 
2541 
5042454 



Seq. ID OJ990615_10.0419.C47 
Strand 

End 4254 

Method AAT/NAP 

End 4254 

Score 281 



2541. .2594, 2848. .3031, 3602. .3720, 3938. .4100, 4221. .4254 
(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990615_10.0419.C48 

Strand + 

End 1378 

Method AAT/NAP 

End 1378 

Score 303 



53785 
113083 
1 

OJ990615_10 . 04 19 . C48 . ol . np 
1 

5295971 
1..30, 946. .1378 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



53785 

113083 

1 

OJ990615_10.0419.C48.ol.gs 

823 

none 

823. .1329 

53785 

113083 

1 

OJ990615_10.0419.C48.ol.tm 

957 

none 

957.. 1229, 973.. 1242 



Seq. ID OJ990615_10.0419.C48 

Strand + 

End 1378 

Method GENSCAN 

End 1329 

Score 1 



Seq. ID OJ990615_10.0419.C48 

Strand + 

End 1378 

Method TBLASTX : Maize 

End 1242 

Score 217 



53786 
113084 
1 

OJ990615_10.0419.C49.ol.np 
1 

6714305 
1. .212 

(AC013354) F15H18.4 [Arabidopsis thaliana] 



Seq. ID OJ990615_10.0419.C49 
Strand + 

3001 
AAT/NAP 
212 
101 



End 

Method 

End 

Score 



53786 
113084 
1 

OJ990615_10.0419.C4 9.ol.gs 
94 

none 

94. .209, 935. .1122, 2791. .3001 



Seq. ID OJ990615_10.0419.C49 

Strand + 

End 3001 

Method GENSCAN 

End 3001 

Score .48 



Seq. No. 



53786 



Seq. ID OJ990615_10.0419.C49 



54561 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



l[] Seq. No. 

fy Gene No. 

Q Start 

\ y Name 

s 4 Start 

Sri GI 

i & Exons 

s GI Descrip. 



113084 Strand 
1 End 
OJ990615_10.0419.C4 9.ol.gp Method 
171 - End 
1631448 Score 
171. .209, 314. .573 

53787 Seq. ID 

113085 Strand 
93 End 
OJ990615_10.0419.C51.ol.gs Method 
93 End 
none Score 
93. .253 



+ 

3001 
AAT/GAP 
573 
416 



OJ990615_10.0419.C51 
+ 

253 

GENSCAN 

253 

.52 



53787 
113086 
648 

OJ990615_10.0419.C51.o2.gp 
648 

5816518 
648. .754 

4521193/dbj | AB013450 . 1 1 AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615 
+ 

754 

AAT/GAP 
754 
155 



10.0419.C51 



53787 Seq. ID 

113087 Strand 

762 End 

OJ990615_10.0419.C51.o3.gp Method 

7 62 End 

3761181 Score 
762. .991 

4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ990615_10.0419.C51 
+ 

991 

AAT/GAP 
991 
358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53787 

113088 

1059 

OJ990615_10.0419.C51.o2.np 
888 

7106512 



Seq. ID OJ990615_10.0419.C51 



Strand 
End 

Method 

End 

Score 



+ 

3267 
AAT/NAP 
3267 
1644 



888. .948, 1022. .1195, 1318. .1428, 2233.-3267 
(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



53787 Seq. ID 

113088 Strand 

1059 End 

OJ990615_10.0419.C51.o2.gs Method 

1059 End 

none Score 



OJ990615_10.0419.C5l 
+ 

3267 
GENSCAN 
3185 
.4 



1059. .1082, 1622. .1774, 1970. .2056, 2172. .3185 



53787 Seq. ID 

113088 Strand 
1059 End 

OJ990615 10.0419.C51.o4.gp Method 



OJ990615_10.0419.C51 
+ 

3267 
AAT/GAP 



54562 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1757 End 2056 

uOosflcyp053g09bl Score 502 

1757. .2056 

'4521193/dbj I AB013450.il AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



53787 
113089 
1 

OJ990615_10.0419.C51.ol.np 
1 

5733885 

1..294, 406. .507, 1922. .1970 

(AC007932) ESTs gb|H37217 and gb|T22141 come from this gene. 
[Arabidopsis thaliana] 



Seq. ID OJ990615_10.0419.C51 
Strand 

End 1970 

Method AAT/NAP 

End 1970 

Score 136 



53787 

113089 

1 

OJ990615_10.0419.C51.ol.tm 
15 

none 



Seq. ID OJ990615_10.0419.C51 
Strand 

End 1970 

Method TBLASTX : Maize 

End 527 

Score 68 



15. .86, 35. .85, 78. .236, 78. .242, 80. .241, 243. .317, 244. .327, 
244. .315, 383..466, 396. .467, 397. .468, 471. .527 



53787 

113089 

1 

OJ990615_10.0419.C51.ol.gp 
47 

2797635 
47. .167 



Seq. ID OJ990615_10. 0419.C51 
Strand 

End 1970 

Method AAT/GAP 

End 167 

Score 192 



Seq. No. 53788 

Gene No. 113090 

Start 1 

Name OJ990615_10 .0419. C52 . ol . np 

Start 1 

GI 7106512 

Exons 1..904, 959.. 1157 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ990615_10.0419.C52 

Strand + 

End 1161 

Method AAT/NAP 

End 1157 

Score 1235 



Seq. No. 


53788 








Seq. ID 


OJ990615 


Gene No. 


113090 








Strand 


+ 


Start 


1 








End 


1161 


Name 


OJ990615 


_10.0419.C52 


.01 


. gs 


Method 


GENSCAN 


Start 


17 








End 


1161 


GI 


none 








Score 


.79 


Exons 


17. .701, 


959. .1161 










Seq. No. 


53788 








Seq. ID 


OJ990615 


Gene No. 


113091 








Strand 




Start 


1476 








End 


1628 


Name 


OJ990615 


10.0419.C52 


.o2 


.np 


Method 


AAT/NAP 


Start 


1476 








End 


1628 


GI 


7106513 








Score 


271 



54563 



Exons 1476.. 1628 



GI Descrip. 


(AP001278) hypothetical 


protein [Oryza 


sativa] 








064. NO. 






beq. lu 




1 n 


U 4 X .? . 




Gene No. 


113092 




b trana 










Start 


889 






1032 








Name 


OJ990615 10.0419.C53.ol 


. gs 


Method. 


GENSCAN 








Start 


889 






1032 








GI 


none 




Score 


.82 








Exons 


889. .1032 














beq. jno. 


53789 




beq ■ x u 


OJ990615 


_10. 


0419, 




Gene No. 


113093 




OLianu 










Start 


944 




EjIICI 


1194 








Name 


OJ990615 10.0419.C53.ol 


.tm 


^ "f - ^\ 


TBLASTX: Maize 




Start 


944 






1194 








GI 


none 




Score 


95 








Exons 


944. .1030, 945. .1031, 1114.. 


1194, 1116 


. . 1193 








beq. wo. 


c -37 qd 




Can t n 
beq . x u 


OJ990615 


_10. 


0419, 




Gene No. 


1 1 ^flQjl 

1 ± ju y h 




Strand 










Start 


D / O 




bna 


/ / y 








Name 




. gs 


Method 


GENSCAN 








Start 


O / o 




Lna 


779 








GI 


none 




Score 


.78 








Exons 


D/o. . / / y 














beq. no. 


53791 




beq. XD 


OJ990615 


_10. 


0419, 




Gene No. 


113095 




btrana 










Start 


152 




bna 


437 








Name 


OJ990615 10.0419.C64.ol 


.gs 


Method 


GENSCAN 








Start 


152 






437 








GI 


none 




Score 


.94 








Exons 


152. .272, 393. .437 














beq. no. 


53792 




beq. id 


OJ990615 


_10. 


0419, 


. LCD 


Gene No. 


113096 




otrana 


+ 








Start 


171 






572 








Name 


OJ990615 10.0419.C66.ol 


.gs 


ixieunoa 


GENSCAN 








Start 


171 






572 








GI 


none 




Score 


.91 








Exons 


171. .375, 417. .572 














Seq. No. 


53793 




Seq. ID 


OJ990615 


_10. 


0419. 


,C67 


Vac 1 its 1NU ■ 


113097 




Strand 


+ 








Start 


1 




End 


2173 








Name 


OJ990615 10.0419.C67.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


2173 








GI 


6714305 




Score 


399 








Exons 


1..87, 907. .1018, 1221. 


.1395 


, 1529. .1687, 1995. 


.2173 




GI Descrip. 


(AC013354) F15H18.4 [Arabidopsis thaliana] 








Seq. No. 


53793 




Seq. ID 


OJ990615_ 


JL0. 


0419. 


.C67 


Gene No. 


113097 




Strand 


+ 








Start " - 


1 




End 


2173 








Name 


OJ990615 10.0419.C67.ol 


.gs 


Method 


GENSCAN 








Start 


894 




End 


1670 









54564 



GI none 

Exons 894.. 1065, 1229.. 1389, 1523.. 

Seq. No. 53793 

Gene No. 113097 

Start 1 

Name OJ990615_10 . 0419 . C67 . ol . ts 

Start 1228 

GI none 

Exons 1228.. 1338, 1324.. 1395, 1516. 
1529. .1666 



Score 
,1670 



.89 



Seq. ID OJ990615_10.0419.C67 

Strand + 

End 2173 

Method TBLASTX : Soybean 

End 1666 

Score 97 

.1644, 1521. .1664, 1522. .1638, 



Seq. No. 53793 

Gene No. 113097 

Start 1 

Name OJ990615_10 . 0419 . C67 . ol . tm 

Start 1522 

GI none 

Exons 1522.. 1638, 1529.. 1648, 1550. 

Seq. No. 53793 

Gene No. 113097 

Start 1 

Name OJ990615_10 . 0419 .C67 . ol . tw 

Start 1523 

GI none 

Exons 1523.. 1636, 1525.. 1635, 1998. 

Seq. No. 53793 

Gene No. 113097 

Start 1 

Name OJ990615_10 . 0419 . C67 . ol . tc 

Start 1586 

GI none 

Exons 1586.. 1639, 1998.. 2171, 2006. 

Seq. No. 53793 

Gene No. 113097 

Start 1 

Name OJ990615_10 . 04 19 . C67 . o2 . ts 

Start 1995 

GI none 

Exons 1995.. 2171, 2018.. 2164 

Seq. No. 53794 

Gene No. 113098 

Start 217 

Name OJ990615_10 . 0419 . C68 . ol . gp 

Start 217 

GI 1631448 

Exons 217.. 302, 428.. 683 

Seq. No. 53794 

Gene No. 113099 

Start 1721 

Name OJ990615_10 . 0419 .C68 . o2 .gp 

Start 1721 



Seq. ID OJ990615_10. 0419.C67 

Strand + 

End 2173 

Method TBLASTX : Mai ze 

End 2171 

Score 161 

.1648, 1995. .2171, 2000. .2164 

Seq. ID OJ990615_10.0419.C67 

Strand + 

End 2173 

Method TBLASTX : Wheat 

End 2171 

Score 178 
.2171, 2006.. 2134 

Seq. ID OJ990615_10.0419.C67 

Strand + 

End 2173 

Method TBLASTX : Cress 

End 2171 

Score 84 
.2167, 2037.. 2168 

Seq. ID OJ990615_10.0419.C67 

Strand + 

End 2173 

Method TBLASTX : Soybean 

End 2171 

Score 200 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990615_10.0419.C68 
+ 

683 

AAT/GAP 

683 

618 



OJ990615_10.0419.C68 
+ 

2197 

AAT/GAP 

2197 



54565 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2338_1.R1084 Score 109 

1721. .1821, 2179. .2197 

1 5803242/dbj | AP000399 . 1 | AP000399 2.0e-40 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



53794 

113100 

1100 

OJ990615_10.0419.C68.ol.gs 

1100 

none 

1100. .1264 



Seq. ID OJ990615_10.0419.C68 
Strand 

End 1264 

Method GENSCAN 

End 1264 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53795 
113101 
1 

OJ990615_10.0419.C74.ol.np 
1 

7106512 
1. .766 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ990615_10.0419.C74 
Strand 

766 

AAT/NAP 
766 
1003 



End 

Method 

End 

Score 



53795 

113101 

1 

OJ990615_10.0419.C74.ol.gs 
69 

none 
69..754 



Seq. ID OJ990615_10.0419.C74 
Strand 

End 766 

Method GENSCAN 

End 754 

Score .51 



Seq. No. 53796 

Gene No. 113102 

Start 537 

Name OJ990615_10 . 0419.C82 .ol .gs 

Start 537 

GI none 

Exons 537.. 570 



Seq. ID OJ990615_10.0419.C82 
Strand 

End 570 

Method GENSCAN 

End 570 

Score . 7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53797 
113103 
1 

OJ990615_10.0419.C83.ol.np 
1 

6572063 



Seq. ID OJ990615_10.0419.C83 
Strand + 

2679 
AAT/NAP 
2305 
282 



End 

Method 
End 
Score 

1.-79, 387. .597, 949. .999, 1112. .1371, 1796. .1928, 2015. .2305 
(AL133452) mucin-like protein [Arabidopsis thaliana] 



53797 

113103 

1 

OJ990615_10.0419.C83.ol.gp 
79 

none 

79. .298, 382. .525 



Seq. ID OJ990615_10.0419.C83 

Strand + 

End 2679 

Method AAT/GAP 

End 525 

Score 608 



Seq. No. 



53797 



Seq. ID OJ990615 10.0419.C83 



54566 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



113103 Strand + 

1 End 2 679 

OJ990615_10.0419.C83.ol.gs Method GEN SCAN 

155 End 2320 

none Score .97 

155. .298, 382. .597, 949. .1019, 1135. .1371, 1796. .1928, 

2018. .2320 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53797 

113103 

1 

OJ990615 

173 

none 



Seq. ID OJ990615_10.0419.C83 



10.0419.C83.o2.tm 



Strand 
End 

Method 

End 

Score 



+ 

2679 

TBLASTX: Maize 

597 

61 



173. .229, 379. .450, 442. .492, 499.-597, 501. .596 



53797 Seq. ID 

113103 Strand 
1 End 
OJ990615_10 . 04 19 . C83 . ol . ts Method 
379 End 
none Score 
379. .447, 433. .501, 484. .597, 1132. .1374, 1133. .1372, 
1794. .1937, 1799. .1921, 1997 .'. 2278 , .2053 .. 2283 



OJ990615_10.0419.C83 
+ 

2679 

TBLASTX: Soybean 
2283 
76 



:!! Seq. No. 

^' :3 Gene No. 

lU Start 

[ 3 Name 

hj Start 

s * GI 

;~! Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



1267 
1794 



53797 

113103 

1 

OJ990615_10.0419.C83.ol.tm 

1198 

none 

1198. .1275, 1199. .1276, 
1793. .1858, 1794. .1859, 

53797 

113103 

1 

OJ990615_10.0419.C83.o2.gp 
1798 

3776_1.R1084 
1798. .1928, 2018. .2679 
•3894193 2.0e-09 (AC005662) 
[Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1371, 



OJ990615_ 
+ 

2679 

TBLASTX: Maize 
1897 
102 

1268.. 1372, 1289 



10.0419.C83 



.1871, 1860. .1895, 1862. 



.1372, 
,1897 



Seq. ID OJ990615_10.0419.C83 

Strand + 

End 2679 

Method AAT/GAP 

End 2679 

Score 1530 



putative ■ strictosidine synthase 



Seq. ID 

Strand 

End 

Method 

End 

Score 



53798 
113104 
1 

OJ990615_10.0419.C85.ol.np 
1 

7228438 

1..417, 507. .805, 882. .1140, 1233. .1415, 1573. 
(AP001366) EST C28952 (C62945) corresponds to a 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



OJ990615_ 
+ 

1747 
AAT/NAP 
1747 
1960 



10.0419.C85 



,1747 
region of the 



53798 
113104 



Seq. ID OJ990615_10.0419.C85 
Strand + 



54567 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990615_10.0419.C85.ol.gs 
91 



none 



End 

Method 

End 

Score 



1747 
GENSCAN 
1638 
.82 



91. .417, 507. .805, 882. .1140, 1233. . 1415, 1573. .1638 



53798 
113104 
1 

OJ990615_10.0419.C85.ol.gp 
633 

LIB3475-007-P1-K1-G8 
633.. 805, 882.. 1132 

? 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. ID OJ990615_10.0419.C85 

Strand + 

End 1747 

Method AAT/GAP 

End 1132 

Score 801 



Seq. No. 


53799 




Seq. ID 


OJ990615 


_10.0419 


C86 


Gene No. 


113105 




Strand 


+ 






Start 


84 




End 


209 






Name 


OJ990615 10 0419 C86 ol 


.gs 


Method 


GENSCAN 






Start 


84 




End 


209 






GI 


none 




Score 


.87 






Exons 


84. .209 












Seq. No. 


53799 




Seq. ID 


OJ990615_ 


10.0419. 


C86 


Gene No. 


113106 




Strand 








Start 


1 




End 


176 






LN CUUC 


UU jjUDIj 1U. U41".LOD.Ul 


.gp 


Method 


AAT/GAP 






Start 


1 




End 


162 






GI 


7406 1.R1084 




Score 


252 






Exons 


1. .162 












GI Descrip. 


1 1122315/emb | CAA63901 | 


7.0e- 


10 (X94191) 


heat shock protein 17 




[Pennisetum glaucum] 1 












Seq. No. 


53799 




Seq. ID 


OJ990615_ 


10.0419. 


C86 


Gene No. 


113106 




Strand 








Start 


1 




End 


176 






Name 


OJ990615 10.0419.C86.ol 


. np 


Method 


AAT/NAP 






Start 


1 




End 


176 






GI 


6721543 




Score 


85 






Exons 


1. .176 












GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


53799 




Seq. ID 


OJ990615_ 


10.0419. 


C86 


Gene No. 


113107 




Strand 








Start 


2157 




End 


2359 






Name 


OJ990615 10.0419.C86.o2 


.gs 


Method 


GENSCAN 






Start 


2157 




End 


2359 






GI 


none 




Score 


.48 






Exons 


2157. .2359 












Seq. No. 


53800 




Seq. ID 


OJ990615_ 


10.0419. 


C87 


Gene No. 


113108 




Strand 








Start 


1 




End 


976 






Name 


OJ990615 10.0419.C87.ol 


.gp 


Method 


AAT/GAP 






Start 


1 


End 


976 







54568 




GI 49507_1.R1084 Score 379 

Exons 1..91, 830.. 976 

GI Descrip. 1 4006829/gb | AAC95171 . 1 | 2.0e-55 (AC005970) putative protein 
kinase [Arabidopsis thaliana] 1 



Seq. No. 


53800 




Seq. ID 


OJ990615_10.0419. 


C87 


Gene No. 


113108 




Strand 






Start 


1 




End 


976 




Name 


OJ990615 10.0419.C87 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


976 






*i WOO c. J 




Score 


262 




Exons 


1..92, 831. .976 










GI Descrip. 


(AC005970) putative 


protein kinase [Arabidopsis thaliana] 


Seq. No. 


53800 




beq. iu 


ujyyubio iu.U4±y. 


L,o / 


Gene No. 


113108 




btrana 






Start 


1 






y / o 




Name 


OJ990615 10.0419.C87 


.ol.ts 


Method 


TBLASTX: Soybean 




Q-J- -a T-+- 
O LdL L 


9 1 




End 


960 




GI 


none 




Score 


Q A 




Exons 


21. .92, 22. .93, 811. 


. ybU, ool 


. . yoy 






Seq. No. 


53800 




beq. iu 


ujyyuoio ±u.u4iy. 


lo / 


Gene No. 


113108 




btrana 






Start 


1 - 






y / d 




Name 


OJ990615 10.0419.C87 


.ol.tc 


Method 


TBLASTX: Cress 




Q+- a r-+- 


9 A 




End 


953 




GI 


none 




Score 


n i 




Exons 


24. .92, 28. .87, 811. 


. yjy, oJi 








Seq. No. 


53800 




beq. iu 


riTQQfi^iR in n/iiQ 


L,0 1 


Gene No. 


113108 




Strand 






Start 


1 




17 »-> ^-1 


q*7 a 
y / o 




Name 


OJ990615_10.0419.C87 


i Ul i LIU 


Mo 1~ Vi o 


TRT.A^TX • M;=i \ 7P 






Ol / 




End 


962 




GI 


none 




Score 


150 




Exons 


814. .960, 831. .962, 


831. .959 








Seq. No. 


53800 




Seq. ID 


OJ990615_10.0419. 


C87 


Gene No. 


113108 




Strand 






Start 


1 




End 


976 




Name 


OJ990615 10.0419.C87 


.ol.gs 


Method 


GEN SCAN 




Start 


831 




End 


908 




GI 


none 




Score 


.62 




Exons 


831. .908 










Seq. No. 


53801 




Seq. ID 


OJ990615_10.0419. 


C88 


Gene No. 


113109 




Strand 






Start 


1 




End 


329 




Name 


OJ990615 10.0419.C88 


. o 1 . np 


Method 


AAT/NAP 




Start 


1 




End 


329 




GI 


7485509 




Score 


89 




Exons 


1..60, 248. .329 











GI Descrip. hypothetical protein F15B8.40 - Arabidopsis thaliana 

gi|4678270|emb|CAB41178.1| (AL049660) protein kinase-like 
protein [Arabidopsis thaliana] 



54569 



Seq. No. 53801 Seq. ID 

Gene No. 113109 Strand 

Start 1 End 

Name OJ990615_10 . 04 19 . C88 . ol . gs Method 

Start 4 9 End 

GI none Score 

Exons 49.. 169, 257.. 329 

Seq. No. 53801 Seq. ID 

Gene No. . 113110 Strand 

Start 275 End 

Name OJ990615_10 . 0419 . C88 . ol . tm Method 

Start 275 End 

GI none Score 

Exons 275.-466, 276.. 467 

Seq. No. 53802 Seq. ID 

Gene No. 113111 Strand 

Start 1 End 

Name OJ990615_10 . 0419 . C89 . ol . np Method 

Start 1 End 

GI 4585873 Score 

Exons 1..19, 1184.. 1319 
GI Descrip. (AC005850) Putative protein 

Seq. No. 53802 Seq. ID 

Gene No. 113111 Strand 

Start 1 End 

Name OJ990615_10 . 0419 . C8 9 . ol . gs Method 

Start 149 End 

GI none Score 

Exons 149.. 165, 1184.. 1319 



OJ990615_10. 0419.C88 
329 

GENSCAN 

329 

.67 



OJ990615_10.0419.C88 
467 

TBLASTX: Maize 

467 

252 



OJ990615_10.0419.C89 

1320 
AAT/NAP 
1319 
154 



kinase [Arabidopsis thaliana] 



OJ990615_10.0419.C89 

1320 
GENSCAN 
1319 
.49 



Seq. No. 53802 Seq. ID 

Gene No. 113111 Strand 

Start 1 End 

Name OJ990615_10 . 0419 . C89 . ol . tc Method 

Start 1182 End 

GI none Score 

Exons 1182.. 1319, 1192.. 1320 

Seq. No. 53802 Seq. ID 

Gene No. 113111 Strand 

Start 1 End 

Name OJ990615_10 . 0419 . C8 9 . ol . tm Method 

Start 1182 End 

GI none Score 

Exons 1182.. 1319 



OJ990615_10. 0419.C89 
1320 

TBLASTX: Cress 

1320 

67 



OJ990615_10.0419.C89 
1320 

TBLASTX: Maize 

1319 

200 



Seq. No. 53802 Seq. ID 

Gene No. 113111 Strand 

Start 1 End 

Name O J9 90 615_10.0419.C89.ol.ts Method 

Start 1188 End 

GI none Score 

Exons 1188.. 1319 



OJ990615_10.0419.C89 
1320 

TBLASTX: Soybean 

1319 

214 



54570 



Seq. No. 53803 

Gene No. 113112 

Start 1 

Name OJ990615_10.0419.C92.ol.np 

Start 1 

GI 6648172 

Exons 1..59, 817. .901, 1180. .1355 

GI Descrip. (AC010926) putative exportin, 
tRNAs) [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615_10.0419.C92 

1355 
AAT/NAP 
1355 
205 



tRNA {nuclear export receptor for 



Seq. No. 53803 Seq. ID 

Gene No. 113112 Strand 

Start 1 End 

Name OJ990615_10 . 0419 . C92 . ol . gs Method 

Start 803 End 

GI none Score 

Exons 803.. 901, 1005.. 1070, 1180.. 1353 



OJ990615_10.0419.C92 

1355 
GENSCAN 
1353 
.69 



Seq. No. 


53804 






Seq. ID 


OJ990615_ 


10. 


0419 


.C95 


Gene No. 


113113 






Strand 


+ 








Start 


162 






End 


412 








Name 


OJ990615 10 


.0419.C95.ol. 


gp 


Method 


AAT/GAP 








Start 


162 






End 


412 








GI 


2798070 






Score 


196 








Exons 


162.. 199, 295.. 412 














Seq. No. 


53805 






Seq. ID 


OJ990615_ 


10. 


0419 


.C96 


Gene No. 


113114 






Strand 


+ 








Start 


1082 






End 


1447 








Name 


OJ990615 10 


0419.C96.ol. 


gs 


Method 


GENSCAN 








Start 


1082 






End 


1447 








GI 


none 






Score 


.65 








Exons 


1082. .1127, 


1257. .1447 














Seq. No. 


53805 






Seq. ID 


OJ990615_ 


10. 


0419 


.C96 


Gene No. 


113115 






Strand 










Start 


2771 






End 


3321 








Name 


OJ990615 10 


0419.C96.o2. 


gs 


Method 


GENSCAN 








Start 


2771 






End 


3321 








GI 


none 






Score 


.63 








Exons 


2771. .2859, 


3201. .3321 














Seq. No.. 


53806 






Seq. ID 


OJ990615_ 


10. 


0419 


.C99 


Gene No. 


113116 






Strand 


+ 








Start 


670 






End 


1069 








Name 


OJ990615 10. 


0419.C99.ol. 


np 


Method 


AAT/NAP 








Start 


670 




End 


1068 








GI 


4006829 






Score 


221 








Exons 


670. .1068 

















GI Descrip. (AC005970) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 53806 Seq. ID 

Gene No. 113116 Strand 

Start 670 End 

Name OJ990615_10 . 0419. C99 . ol . ts Method 

Start 838 End 

GI none Score 



OJ990615_10.0419.C99 
+ 

1069 

TBLASTX : Soybean 

1069 

187 



54571 



Exons 



838. .990, 840. .1022, 1011. .1064, 1013. .1069 



Seq. No. . 53807 

Gene No. 113117 

Start 1345 

Name OJ990615_10. 04 19 . C101 . o2 . gs 

Start 1345 

GI none 

Exons 1345.. 1476 



Seq. ID OJ990615_10.0419.C101 
Strand 

End 1476 

Method GEN SCAN 

End 1476 

Score .85 



Seq. No. 53808 

Gene No. 113118 

Start 28 

Name OJ990615JL0 . 04 19 . C103 . ol . gp 

Start 28 

GI 19595_1.R1084 

Exons 28.. 714 

GI Descrip. '3608481 2.0e-49 (AF088913) ribosomal protein L27a [Petunia x 
hybrida] 1 . ■ 



Seq. ID OJ990615_10.0419.C103 
Strand 

End 726 

Method AAT/GAP 

End 714 

Score 1314 



Seq. No. 53808 

Gene No. 113118 

Start 28 

fg Name OJ990615_10 . 04 19 . C103 . ol . ts 

% Start 156 

It. GI none 
± a Exons 



Seq. ID OJ990615_10.0419.C103 
Strand 

End 726 

Method TBLASTX : Soybean 

End 67 9 

Score 69 



156. .212, 271. .327, 272. .328, 313. .678, 314. .679 



Seq. No. 53808 

Gene No. 113118 

Start 28 

Name OJ990615_10. 04 19 . C103 . ol . tw 

Start 167 

GI none 
Exons 



Seq. ID OJ990615_10.0419.C103 
Strand 

End 726 

Method TBLASTX : Wheat 

End 702 

Score 159 

167. .379, 271. .390, 331. .381, 430. .687, 434. .697, 679. .702 



Seq. No. 53808 

Gene No. 113118 

Start 28 

Name OJ990615_10 . 0419. C103 . ol . gs 

Start 238 

GI none 

Exons . 238.. 678 



Seq. ID OJ990615_10.0419.C103 
Strand 

End 72 6 

Method GENSCAN 

End 678 

Score .73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



53808 
113118 
28 

OJ990615_10.0419.C103.ol.np 
241 

3608481 
241. .678 

(AF088913) ribosomal protein L27a [Petunia x hybrida] 



Seq. ID OJ990615_10.0419.C103 
Strand 

End 726 

Method AAT/NAP 

End 678 

Score 615 



53808 

113118 

28 

OJ990615 10.0419. C103.ol.tc 



Seq. ID OJ990615_10.0419.C103 
Strand 

End 726 

Method TBLASTX : Cress 



54572 




Start 


271 


End 


691 




GI 


none 


Score 


65 




Exons 


271. .327, 272. .325, 326. .379, 


328. .390, 


430. .690, 434.. 


691 


Seq. No. 


53808 


Seq. ID 


OJ990615_10.0419 


.C103 


Gene No. 


113118 


Strand 






Start 


28 


End 


726 




Name 


OJ990615 10.0419.C103.ol.tm 


Method 


TBLASTX: Maize 




Start 


271 


End 


726 




GI 


none 


Score 


557 




Exons 


271. .726, 272.-697 








Seq. No. 


53809 


Seq. ID 


OJ990615_10.0419 


.C105 


Gene No. 


113119 


Strand 


+ 




Start 


1 


End 


f i f 
636 




Name 


OJ990615 10.0419.C105.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


636 




GI 


5852093 


Score 


70 




Exons 


1..57, 531. .636 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


53810 


Seq. ID 


OJ990615_10.0419 


.C106 


Gene No. 


113120 


Strand 


+ 




Start 


731 


End 


900 




Name 


OJ990615 10-0419. C106-ol-gs 


Method 


GENSCAN 




Start 


731 


End 


900 




GI 


none 


Score 


.75 




Exons 


731. .900 








Seq. No. 


53810 


Seq. ID 


OJ990615_10.0419 


.C106 


Gene No. 


113121 


Strand 






Start 


3616 


End 


5619 




Name 


OJ990615 10.0419.C106.ol.gp 


Method 


AAT/GAP 




Start 


3398 


End 


3627 




GI 


3760905 


Score 


421 




Exons 


3398. .3627 








Seq. No. 


53810 


Seq. ID 


OJ990615_10.0419 


.C106 


Gene No. 


113121 


Strand 






Start 


3616 


End 


5619 




Name 


OJ990615 10.0419.C106.o2.gs 


Method 


GENSCAN 




Start 


3616 


End 


5496 




GI 


none 


Score 


.86 




Exons 


3616. .3951, 4078. .4170, 5199. 


.5273, 5407.. 5496 




Seq. No. 


53810 


Seq. ID 


OJ990615_10.0419 


.C106 


Gene No. 


113121 


Strand 






Start 


3616 


End 


5619 




Name 


OJ990615 10.0419.C106.ol.np 


Method 


AAT/NAP 




Start 


3622 


End 


5619 




GI 


6730751 


Score 


335 




Exons 


3622.. 3945, 4036.. 4170, 5199. 


.5273, 5407.. 5619 




GI Descrip. 


(AC016529) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


53810 


Seq. ID 


OJ990615_10.0419 


.C106 


Gene No. 


113121 


Strand 






Start 


3616 


End 


5619 





54573 



Name 

Start 

GI 

Exons 



OJ990615_10 . 0419. C106 . ol . tc Method TBLASTX : Cress 
3622 End 5255 

none Score 93 

3622. .3804, 3623. .3820, 3727. .3948, 3776. .3904, 4081. .4173, 
5193. .5255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53810 



Seq. ID OJ990615_10.0419.C106 



113121 Strand 

3616 End 

OJ990615_10.0419.C106.ol.tm Method 

3628 End 

none Score 



5619 

TBLASTX: Maize 

4173 

300 



3628. .3888, 3629. .3889, 3913. .3957, 3914. .3952, 4105. .4173 



Seq. No. 53810 Seq. ID 

Gene No. 113121 Strand 

Start 3616 End 

Name OJ990615_10 . 0419. C106 . o2 . gp Method 

Start 5185 End 

GI 286763 Score 

Exons 5185.. 5273, 5407.. 5577 



OJ990615_10.0419.C106 

5619 
AAT/GAP 
5577 
425 



Seq. No. 53811 Seq. ID 

Gene No. 113122 Strand 

Start 1 End 

Name OJ990615_10 . 04 19 . C107 . ol . gp Method 

Start 1 End 

GI 286763 Score 

Exons 1..192, 567.. 634 



OJ990615_10.0419.C107 

4951 
AAT/GAP 
634 
448 



Seq. No. 53811 Seq. ID 

Gene No. 113122 Strand 

Start 1 End 4951 

Name OJ990615_10 . 04 19 . C107 . ol . np Method AAT/NAP 

Start 1 End 4951 

GI 6730751 Score 875 

Exons 1..192, 567.. 667, 1205.. 1282, 1617.. 1773, 1874. 

2596. .2712, 2948. .3037, 3139. .3358, 3455. .3604, 



OJ990615 10.0419.C107 



,2142, 
4741. .4951 



GI Descrip. (AC016529) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 53811 

Gene No. 113122 

Start 1 

Name OJ990615_10 . 0419 . C107 . ol . ts 

Start 19 

GI none 
Exons 



Seq. ID OJ990615_10.0419.C107 
Strand 

End 4951 

Method TBLASTX : Soybean 

End 4951 

Score 68 



19. .198, 32. .178, 564. .662, 1209. .1274, 1209. .1283, 1210. .1287, 
1612. .1773, 1616. .1774, 1868. .2143, 1983. .2153, 2604. .2693, 
2611. .2697, 2615. .2707, 2949. .3047, 2953. .3015, 3135. .3356, 
3140. .3400, 3143. .3361, 3452. .3550, 3453. .3500, 3533. .3604, 
3561.. 3608, 4741.. 4950, 4742.. 4951 



Seq. No. 53811 Seq. ID 

Gene No. 113122 Strand 

Start . 1 End 

Name OJ990615_10 .0419. C107 . ol . gs Method 

Start 22 End 



OJ990615_10.0419.C107 

4951 

GENSCAN 

4875 



54574 





GI 


none 








Score 


.76 




Exons 


22. .192, 567. .667, 1617. 


.1773, 


1874. .2143, 2600. .2712, 






3038. .3044, 


3146 


. .3313, 


3455. . 


3604, 4741.. 4875 




Seq. No. 


53811 








Seq. ID 


OJ990615_10.0419.C107 




Gene No. 


113122 








Strand 






Start 


1 








End 


4951 




Name 


OJ990615 10. 


0419 


.C107.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


564 








End 


3000 




GI 


none 








Score 


.70 




Exons 


564. .614, 564. .614, 565. 


.615, 


615. .665, 


616. .666, 1172. .1276 






1200. .1283, 


1207 


. .1284, 


1207. . 


1305, 1612. .1776, 1616.. 1774, 






1853. .2143, 


1874 


. .2146, 


1875. . 


2147, 1947. .2144, 2597. .2710, 






2598. .2711, 


2599 


. .2703, 


2948. . 


2998, 2953.. 3000, 2953.. 3000 




Seq. No. 


53811 








Seq. ID 


OJ990615_10.0419.C107 




Gene No. 


113122 








Strand 






Start 


1 








End 


4951 




Name 


OJ990615 10. 


0419 


.C107.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1949 








End 


3296 




GI 


none 








Score 


128 




Exons 


1949. .2140, 


1983 


. .2138, 


2010. . 


2144, 2615. .2731, 2949. .3047, 






3146. .3295, 


3159 


. .3296 








.... 

E3 


Seq. No. 


53811 








Seq. ID 


OJ990615_10.0419.C107 




Gene No. 


113122 








Strand 




Eil 


Start 


1 








End 


4951 


i y 


Name 


OJ990615 10. 


0419 


.C107.O2 


.tm 


Method 


TBLASTX: Maize 




Start 


3138 








End 


3627 




GI 


none 








Score 


266 


« XT 


Exons 


3138. .3356, 


3143 


. .3361, 


3146. . 


3361, 3452. .3604, 3453.. 3605, 


? : : 




3462. .3614, 


3556 


. .3627 








a 


Seq. No. 


53812 








Seq. ID 


OJ990615_10.0419.C108 


C3 


Gene No. 


113123 








Strand 


+ 




Start 


495 








End 


709 




Name 


OJ990615 10. 


0419 


■C108.O1 


.gs 


Method 


GENSCAN 


f ^ 


Start 


495 








End 


709 


%3 


GI 


none 








Score 


.82 




Exons 


495. .709 














Seq. No. 


53813 








Seq. ID 


OJ990615_10.0419.C111 




Gene No . 


113124 








Strand 






Start 


23 








End 


2611 




Name 


OJ990615 10. 


0419 


.Clll.ol 


.gs 


Method 


GENSCAN 




Start 


23 








End 


2611 




GI 


none 








Score 


.95 




Exons 


23. .192, 1156.. 1251, 1351. .1755, 1793.. 


2312, 2418. .2611 




Seq. No. 


53813 








Seq. ID 


OJ990615_10.0419.C111 




Gene No. 


113124 








Strand 






Start 


23 








End 


2611 




Name 


OJ990615 10. 


0419 


.Clll.ol 


.np 


Method 


AAT/NAP 




Start 


127 








End 


2584 




GI 


6730753 








Score 


984 




Exons 


127. .432, 1156. .1251, 1351. .2344, 2423. 


.2584 



GI Descrip. (AC016529) unknown protein [Arabidopsis thaliana] 



54575 



Seq. No. 53813 

Gene No. 113124 

Start 23 

Name OJ990615_10.0419.C111 .ol. tm 

Start 292 

GI none 
Exons 



Seq. ID OJ990615_10.0419.C111 
Strand 

End 2611 

Method TBLASTX : Maize 

End 2323 

Score 116 



292. .444, 296. .427, 1153. .1257, 1351. .1482, 1552. .1773, 
1553. .1792, 1836. .1958, 1841. .1915, 1925. .2065, 2096. .2167, 
2234.. 2323 



Seq. No. 53813 

Gene No. 113124 

Start 23 

Name OJ990615_10 . 04 19. CI 11 . o2 . ts 

Start 292 

GI none 

Exons 2 92.. 4 38 



Seq. ID OJ990615_10.0419.C111 
Strand 

End 2611 

Method TBLASTX : Soybean 

End 438 

Score 182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53813 

113124 

23 

OJ990615_10.0419.Clll.ol.ts 

1351 

none 



Seq. ID OJ990615_10.0419.C111 
Strand 

End 2611 

Method TBLASTX : Soybean 

End 2521 

Score 88 



1351. .1482, 1552. .1773, 1553. .1783, 1841.. 1915, 1854. .1913, 
1940.. 2002, 2216.. 2323, 2438.. 2521 



53814 
113125 
2382 

OJ990615_10.0419.C112.ol.np 
2382 
6539585 
2382.. 2553, 2836.. 2909 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ990615_10.0419.C112 

Strand + 

End 2909 

Method AAT/NAP 

End 2909 

Score 133 



53814 

113126 

3326 

OJ990615_10.0419.C112.ol.gs 

3326 

none 



Seq. ID OJ990615_10.0419.C112 

Strand + 

End 6337 

Method GENS CAN 

End 6337 

Score .52 



3326. .3669, 4327. .4443, 4532. .4648, 4726. .4810, 4969. .5092, 
S253..5366, 5464.. 5625, 6231.. 6337 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53814 

113126 

3326 

OJ990615_10.0419.C112.ol.gp 
3488 

159 1.R1084 



Seq. ID OJ990615_10.0419.C112 
Strand + 
End 6337 
Method AAT/GAP 
End 6054 

_ Score 1466 

3488. .3560, 4327. .4443, 4532. .4648, 4726. .4810, 4969. .5092, 
5253.. 5366, 5464.. 5625, 6019.. 6054 

, 3292830/emb|CAA19820.1| 1.0e-15 (AL031018) putative protein 
[Arabidopsis thaliana] ' 



54576 



Seq. No. 53814 
Gene No. 113126 
Start 3326 

Name OJ990615_10 . 04 19 . CI 12 . ol . tm 

Start 4336 
GI none 
Exons 4336. 

4531. 

4731. 



.4443, 4344 . . 4442, 4352. 
,4632, 4532. .4648, 4535. 
,4811, 5213. .5377, 5255. 



Seq. ID OJ990615_10.0419.C112 

Strand + 

End 6337 

Method TBLASTX: Maize 

End 562 6 

Score 104 

.4456, 4352. .4447, 4524. .4646, 
.4636, 4712. .4810, 4723. .4806, 
.5365, 5459.. 5623, 5460.. 5624, 



5460.. 5624, 5465. .5626 



Seq. No. 53814 

Gene No. 113126 

Start 3326 

Name OJ990615_10 . 04 19. CI 12 .o2 . tc 

Start 4345 

GI none 

Exons 4345.. 4446, 4355.. 4456, 4524. 



Seq. ID OJ990615_10.0419.C112 

Strand + 

End 6337 

Method TBLASTX : Cress 

End 4 64 6 

Score 114 
.4646, 4532. .4639 



Seq. No. 53814 
Gene No. 113126 
Start 3326 

Name OJ990615_10 . 0419 . C112 . ol . ts 

Start 4 357 

GI none 

Exons 4357. .4446, 4358. .4447, 4508. 

5213. .5377, 5253. .5381, 5267. 
5460. .5624 



Seq. ID OJ990615_10.0419.C112 

Strand + 

End 6337 

Method TBLASTX : Soybean 

End 5624 

Score 106 

.4633, 4524. .4646, 4532. .4633, 
.5365, 5458.. 5505, 5459.. 5623, 



Seq. No. 53814 
Gene No. 113126 
Start 3326 

Name OJ990615_10 . 0419 .C112 .o2 .np 

Start 4358 
GI 6166140 
Exons 4358.. 4443, 

5464. .5624 
GI Descrip. ELONGATION 

elongation 

elongation 



4532. .4648, 4726. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4810, 



OJ990615_ 
+ 

6337 
AAT/NAP 
5624 
1003 
4969. .5092, 



10-.0419.C112 



5253. .5366, 



FACTOR 
factor 
factor 



1-BETA (EF-1-BETA) gi | 1084457 | pir || S41086 
1-beta - Rice gi | 432368 | dbj | BAA04 903 | (D23674) 
1 beta [Oryza sativa] 



Seq. No. 53814 

Gene No. 113126 

Start 3326 

Name OJ990615_10 . 0419 . C112 . o2 . tw 

Start 4368 

GI none 

Exons 4368..4442, 4375.. 4446, 4376. 

4S32..4648, 4723. .4755 



Seq. ID OJ990615_10.0419.C112 

Strand + 

End 6337 

Method TBLASTX : Wheat 

End 4755 

Score 58 

.4456, 4524. .4646, 4526. .4639, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53814 

113126 

3326 

OJ990615_ 

5213 

none 



10.0419.C112.ol.tc 



Seq. ID OJ990615_10.0419.C112 
Strand 
End 

Method 
End 
Score 



+ 

6337 

TBLASTX: Cress 

5626 

182 



5213. .5377, 5264.-5365, 5459. .5623, 5460. .5624, 5573. .5626 



54577 



Seq. No. 53814 Seq. ID 

Gene No. 113126 Strand 

Start 3326 End 

Name OJ990615_10 . 0419 . C112 . ol . tw Method 

Start 5288 End 

GI none Score 
Exons 



OJ990615_10.0419.C112 
+ 

6337 

TBLASTX: Wheat 

5631 

55 



5288.-5362, 5289. .5363, 5291. .5377, 5323. .5373, 5459. .5623, 
5460. .5624, 5463. .5624, 5464. .5631 



Seq. No. 53815 Seq. ID 

Gene No. 113127 Strand 

Start 1852 End 

Name OJ990615_10 . 04 19 . C115 . ol . gs Method 

Start 1852 End 

GI none Score 

Exons 1852.. 2352 



OJ990615_10.0419.C115 
+ 

2352 
GEN SCAN 
2352 
.77 



Seq. No. 53815 Seq. ID OJ990615_10 . 0419 . C115 

Gene No. 113127 Strand + 

Start 1852 End 2352 

Name OJ990615_10 . 04 19 . C115 . ol . np Method AAT/NAP 

Start 1909 End 2166 

GI 2498982 Score 106 

Exons 1909.. 2166 

GI Descrip. TRANSCRIPTION INITIATION FACTOR TFIID 31 KD SUBUNIT (TAFII-31) 

(TAFII-32) (TAFII32) (NEURONAL CELL DEATH RELATED GENE IN NEURON 
-7) (DN-7) gi | 1103900 (U40188) induced upon programmed cell 
death in neuronally differentiated PC12 cells [Rattus 
norvegicus] 



Seq. No. 


53815 




Seq. ID 


OJ990615_10.0419.C115 


Gene No. 


113127 




Strand 


+ 


Start 


1852 




End 


2352 


Name 


OJ990615 10.0419.C115. 


ol. tm 


Method 


TBLASTX: Maize 


Start 


1924 




End 


2158 


GI 


none 




Score 


214 


Exons 


1924.. 2157, 1924.. 2127 


, 2004. 


.2156, 2105. .2158 


Seq. No. 


53816 




Seq. ID 


OJ990615 10.0419.C116 


Gene No. 


113128 




Strand 


+ 


Start 


229 




End 


1496 


Name 


OJ990615 10.0419.C116. 


ol .gs 


Method 


GEN SCAN 


Start 


229 


End 


1496 


GI 


none 




Score 


.59 


Exons 


229. .321, 989. .1496 








Seq. No. 


53817 




Seq. ID 


OJ990615_10. 0419.C120 


Gene No. 


113129 




Strand 




Start 


1 




End 


617 


Name 


OJ990615 10.0419.C120. 


ol .np 


Method 


AAT/NAP 


Start 


1 




End 


617 


GI 


5295955 




Score 


144 


Exons 


1..63, 500. .617 








GI Descrip. 


(AB026295) Similar to 


Epstein 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 









54578 




Seq. No. 


53817 






Seq. ID 


OJ990615_10.0419.C120 


Gene No. 








otrana 




Start 


1 






End. 


617 


Name 


OJ990615 


10.0419.C120.ol. 


.gs 


Method 


GENS CAN 


Start 


297 






End 


614 


GI 


none 






Score 


.62 


Exons 


297. .305, 


4 91. .614 








Seq. No. 


53818 






Seq. ID 


OJ990615_10.0419.C121 


Gene No. 


113130 






Strand 


+ 


Start 


115 






End 


931 


Name 


OJ990615 


10.0419.C121.ol. 


,tm 


Method 


TBLASTX: Maize 


Start 


114 






End 


579 


GI 


none 






Score 


62 


Exons 


114. .185, 


114. .191, 115.. 


.192, 


279. .374 


, 281. .349, 425. .568, 




425. .520, 


430. .579 









y 

\3 



Seq. No. 53818 

Gene No. 113130 

Start 115 

Name OJ990615_10 . 0419 . C121 . ol . gs 

Start 115 

GI none 

Exons 115.. 174, 282.. 344 

Seq. No. 53818 

Gene No. 113130 

Start 115 

Name OJ990615_10 . 0419 . C121 . ol . np 

Start 115 

GI 6648172 

Exons 115. .174, 282.. 344, 428.. 527, 
GI Descrip. (AC010926) putative exportin, 
tRNAs) [Arabidopsis thaliana] 



Seq. ID OJ990615_10.0419.C121 

Strand + 

End 931 

Method GEN SCAN 

End 344 

Score . 98 



OJ990615_10.0419.C121 
+ 

931 

AAT/NAP 

931 

141 



Seq. ID 
Strand 
End 

Method 
End 
Score 
892. .931 

tRNA (nuclear export receptor for 



Seq. No. 53819 Seq. ID 

Gene No. 113131 Strand 

Start 1 End 

Name OJ990615_10 . 04 19 . C122 . ol . np Method 

Start 1 End 

GI 6648172 Score 

Exons 1..20, 168.. 380, 999.. 1029 

GI Descrip. (AC010926) putative exportin, tRNA (nuclear export receptor for 
tRNAs) [Arabidopsis thaliana] 



OJ990615_10.0419.C122 
+ 

1029 
AAT/NAP 
1029 
39 



Seq. No. 53819 

Gene No. 113131 

Start 1 

Name OJ990615_10 .0419. C122 . ol 

Start 166 

GI none 

Exons 166.. 333, 167.. 331, 170. 

Seq. No. 53819 

Gene No. 113131 

Start 1 

Name OJ990615 10 . 04 19 . C122 . ol 



Seq. ID OJ990615_10.0419.C122 

Strand + 

End 1029 

.tm Method TBLASTX: Maize 

End 383 

Score 185 
.340, 171. .383 

Seq. ID OJ990615_10.0419.C122 

Strand + 

End 1029 

.gs Method GENSCAN 



54579 



Start 
GI 

Exons 



167 
none 
167. .331 



End 
Score 



331 
.92 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53820 

113132 

102 

OJ990615_10.0419.C125.ol.tc 
78 

none 



Seq. ID OJ990615_10.0419.C125 
Strand 

End 4660 

Method TBLASTX: Cress 

End 1043 

Score 52 



78. .254, 81. .386, 99. .203, 147. .509, 228. .458, 249. .332, 
252. .605, 321. .506, 360. .707, 424. .696, 426. .674, 436. .606, 
444. .827, 561. .773, 576. .866, 636. .824, 672. .866, 873. .1043 



53820 

113132 

102 

OJ990615_10.0419.C125.ol.tm 
78 

none 



Seq. ID OJ990615_10.0419.C125 
Strand 

End 4660 

Method TBLASTX : Maize 

End 866 

Score 75 



78.-695, 117. .500, 120. .650, 261. .824, 399. .863, 424. .693, 
456. .866 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53820 

113132 

102 

OJ990615_10.0419.C125.ol.ts 
78 

none 



Seq. ID OJ990615_10.0419.C125 
Strand 

End 4660 

Method TBLASTX : Soybean 

End 8 66 

Score 251 



78. .356, 96. .578, 189. .683, 309. .779, 402. .866, 609. .866 



53820 

113132 

102 

OJ990615_10.0419.C125.ol.gs 

102 

none 



Seq. ID OJ990615_10.0419.C125 
Strand 

End 4660 

Method GEN SCAN 

End 4660 

Score .52 



102. .1602, 1845. .1937, 1943. .2254, 4336. .4421, 4577. .4660 



53821 

113133 

85 

OJ990615_10.0419.C126.ol.gs 
85 

none 
85. .263 



Seq. ID OJ990615_10.0419.C126 
Strand 

End 263 

Method GEN SCAN 

End 263 

Score .41 



Seq. No. 53822 Seq. ID OJ990615_10 . 0419 . C129 

Gene No. 113134 Strand + 

Start 415 End 768 

Name OJ990615_10 . 0419.C129.ol .np Method AAT/NAP 

Start 415 End 741 

GI 7486444 Score 162 

Exons 415.. 741 

GI Descrip. hypothetical protein F4I10.110 - Arabidopsis thaliana 
gi I 4455332 | emb I CAB36792.il (AL035525) putative protein 
[Arabidopsis thaliana] gi | 7270266 | emb | CAB80035 . 1 1 (AL161583) 



54580 




putative protein [Arabidopsis thaliana] 



Seq. No. 


53822 




Seq. ID 


OJ990615 10.0419 


.C129 


Gene No. 


113134 




Strand 


+ 




Start 


415 




End 


768 




Name 


OJ990615 10. 0419.C129.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


420 




End 


726 




GI 


none 




Score 


210 




Exons 


420. .587, 424. .567, 555. 


.701, 


556. .726 






Seq. No. 


53822 




Seq. ID 


OJ990615 10.0419 


.C129 


Gene No. 


113134 




Strand 


+ 




Start 


415 




End 


768 




Name 


OJ990615 10. 0419.C129.ol 


. as 


Method 


GENS CAN 




Start 


424 




End 


768 




GI 


none 




Score 


.78 




Exons 


424. .768 










Seq. No. 


53823 




Seq. ID 


OJ990615_10.0419 


-C130 


Gene No . 


113135 




Strand 


+ 




Start 


418 




End 


2791 




Name 


OJ990615 10.0419.C130.ol 


.gs 


Method 


GENSCAN 




Start 


418 




End 


2791 




GI 


none 




.Score 


. 8 




Exons 


418. .438, 694. .789, 1217 


..1317, 1774.. 


1882, 2299. .2612, 






2639. .2791 










Seq. No. 


53823 




Seq. ID 


OJ990615_10.0419 


.C130 


Gene No. 


113135 




Strand 


+ 




Start 


418 




End 


2791 




Name 


OJ990615 10.0419.C130.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


691 




End 


1206 




GI 


none 




Score 


102 





Exons 691. .792, 693. .791, 883 . . 960, 885 . . 953, 1083. .1205, 1104. .1205, 
1105.. 1206, 1105.. 1206 

Seq. No. 53824 

Gene No. 113136 

Start 120 

Name OJ990615_10 . 0419 . C132 . ol . gs 

Start 120 

GI none 

Exons 120.. 667 

Seq. No. 53825 

Gene No. 113137 

Start 6 

Name OJ990615_10 . 0419 . C136 . ol . gs 

Start 6 

GI none 

Exons 6.. 70, 90.. 207 

Seq. No. 53826 

Gene No. 113138 

Start 105 

Name OJ990615_10 . 0419 . C138 . ol .gs 

Start 105 



Seq. ID OJ990615_10.0419.C132 

Strand + 

End 667 

Method GENSCAN 

End 667 

Score .43 



Seq. ID OJ990615_10.0419.C136 

Strand + 

End 207 

Method GENSCAN 

End 207 

Score .88 



Seq. ID 

Strand 

End 

Method 
End 



OJ990615_10.0419.C138 
981 

GENSCAN 
903 



54581 



GI 


none 




Score 


.71 




Exons 


105. .500, 589.. 903 










Seq. No. 


53826 




Seq. ID 


OJ990615_10.0419. 


C138 


Gpne No 


113138 




Strand 






Start 


105 




End 


981 




Name 


OJ990615 10.0419.C138.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


586 




End 


981 




GI 


none 




Score 


125 




Exons 


586. .648, 673. .981, 674. 


.901, 


926. .970 






Seq. No. 


53827 




Seq. ID 


OJ990615_10.0419. 


C139 


Gene No. 


113139 




Strand 


+ 




Start 


1408 




End 


2489 




Name 


OJ990615 10.0419.C139.o2 


. np 


Method 


AAT/NAP 




Start 


1408 




End 


2489 




GI 


7485509 




Score 


104 




Exons 


1408. .1556, 2463. .2489 











GI Descrip. hypothetical protein F15B8.40 - Arabidopsis thaliana 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi | 4678270 | emb I CAB41178 . 1 | (AL04 9660) 
protein [Arabidopsis thaliana] 

53827 Seq. ID 

113140 Strand 
4 69 End 
OJ990615_10.0419.C139.ol.gs Method 
4 69 End 
none Score 
469. .860, 956. .1109 

53828 Seq. ID 

113141 Strand 
580 End 
OJ990615_10.0419.C144.ol.np Method 
580 End 
7435869 Score 
580. .696, 782. .873, 1009. .1087 
multicatalytic endopeptidase complex ( 



protein kinase-like 



OJ990615_10.0419.C139 

1109 
GEN SCAN 
1109 
.66 



OJ990615_10.0419.C14 4 

1185 
AAT/NAP 
1087 
160 



soybean gi | 3377794 | gb IAAC28135 . 1 | 
subunit [Glycine max] 



EC 3.4.99.4 6) iota chain 
(AF034572) proteasome IOTA 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53828 

113141 

580 

OJ990615_10.0419.C144.ol.gp 
608 

22513 1.R1084 



OJ990615 10.0419.C144 



Seq. ID 
Strand 

End 1185 
Method AAT/GAP 
End 1185 
_ Score 604 

608. .693, 782. .873, 1009. .1185 

, 4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



53828 Seq. ID 

113141 Strand 

580 End 

OJ990615_10.0419.C14 4 .ol.gs Method 

612 End 

none Score 



OJ990615_10.0419.C14 4 

1185 
GENS CAN 
1126 
.97 



54S82 



Exons 



612. .693, 782. .873, 1009. .1126 



Seq. No. 


53829 




Seq. ID 


OJ990615_ 


10 


0419. C145 


Gene No. 


113142 




Strand 


+ 






Start 


635 




End 


810 






Name 


OJ990615 10.0419 


.C145.ol.gs 


Method 


GEN SCAN 






Start 


635 




End 


810 






GI 


none 




Score 


.72 






Exons 


635. .810 












Seq. No. 


53830 




Seq. ID 


OJ990615_ 


10 


0419. C146 


Gene No. 


113143 




Strand 


+ 






Start 


1314 




End 


1470 






Name 


OJ990615 10.0419 


.C146.ol.gs 


Method 


GEN SCAN 






Start 


1314 




End 


1470 






GI 


none 




Score 


.64 






Exons 


1314. .1470 












Seq. No. 


53831 




Seq. ID 


OJ990615 


10 


0419. C147 


Gene No. 






Strand 


+ 






Start 


1 




End 


227 






Name 


OJ990615 10.0419 


C147 .ol.gp 


Method 


AAT/GAP 






Start 


1 




End 


227 






GI 


19595 1.R1084 




Score 


432 






Exons 


1. .227 












GI Descrip. 


•3608481 2.0e-49 


(AF088913) 


ribosomal 


protein L27a 


[Petunia x 




hybrida] ' 












Seq. No. 


c n o d 1 

53831 




Seq. ID 


OJ990615_ 


10 


0419. C147 


Gene No. 


113145 




Strand 


+ 






Start 


2533 




End 


2664 






Name 


OJ990615 10.0419 


C147.ol.np 


Method 


AAT/NAP 






Start 


2533 




End 


2664 






GI 


5852093 




Score 


40 






Exons 


2533. .2664 












GI Descrip. 


(AL117264) zwhl6 


1 [Oryza sativa] 








Seq. No. 


53831 




Seq. ID 


OJ990615_ 


10 


0419. C147 


Gene No. 


113146 




Strand 








Start 


10 




End 


4102 






Name 


OJ990615 10.0419 


C147.ol.gs 


Method 


GENSCAN 






Start 


10 




End 


4102 






GI 


none 




Score 


.4 






Exons 


10.. 101, 2883.. 3132, 3613.. 


3711, 3948. 


.4102 






Seq. No. 


53832 




Seq. ID 


OJ990615_ 


10. 


0419. C155 


Gene No. 


113147 




Strand 








Start 


51 




End 


1425 






Name 


OJ990615 10.0419. 


C155 . ol . gp 


Method 


AAT/GAP 






Start 


51 




End 


166 






GI 


3763411 




Score 


193 






Exons 


51. .166 












Seq. No. 


53832 




Seq. ID 


OJ990615_ 


10. 


0419. C155 


Gene No. 


113147 




Strand 








Start 


51 




End 


1425 






Name 


OJ990615 10.0419. 


C155 . ol . gs 


Method 


GENSCAN 







54583 



\ y 



Start 


51 


End 


1425 


GI 


none 


Score 


.74 


Exons 


51. .306, 419. .616, 1114. .1160, 


1355. . 


1425 


Seq. No. 


53833 


Seq. ID 


OJ990615 


Gene No. 


113148 


Strand 


+ 


Start 


480 


End 


1036 


Name 


OJ990615 10.0419.C156.ol.np 


Method 


AAT/NAP 


Start 


480 


End 


1036 


GI 


7228450 


Score 


288 


Exons 


480. .565, 698. .837, 923. .1036 






GI Descrip. 


(AP001366) hypothetical protein [Oryza sativa] 


Seq. No. 


53833 


Seq. ID 


OJ990615 


Gene No. 


113149 


Strand 


+ 


Start 


1021 


End 


2001 


Name 


OJ990615 10.0419.C156.ol.gs 


Method 


GENSCAN 


Start 


1021 


End 


1874 


GI 


none 


Score 


. 84 


Exons 


1021. .1121, 1153. .1171, 1586.. 


1730, 1 


808 . . 1874 


Seq. No. 


53833 


Seq. ID 


OJ990615 


Gene No. 


113149 


Strand 


+ 


Start 


1021 


End 


2001 


Name 


OJ990615 10.0419.C156.ol.gp 


Method 


AAT/GAP 


Start 


1306 


End 


1555 


GI 


3761181 


Score 


434 


Exons 


1306. .1555 






GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 l.Oe- 


99 Oryza s, 




similar sequence to Pib gene 






Seq. No. 


53833 


Seq. ID 


OJ990615 


Gene No. 


113149 


Strand 


+ 


Start 


1021 


End 


2001 


Name 


OJ990615 10.0419.C156.o2.np 


Method 


AAT/NAP 


Start 


1452 


End 


2001 


GI 


7106512 


Score 


103 


Exons 


1452. .1512, 1586. .1636, 1957.. 


2001 





W GI Descrip. 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001278) EST C98429 (E0138 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 

53834 Seq. ID OJ990615_10 . 04 19 . C157 

113150 Strand + 

1 End 1585 

OJ990615_10.0419.C157.ol.np Method AAT/NAP 

1 End 1585 

5091513 Score 1780 

1..71, 377. .1585 

(AB023482) Hypothetical protein [Oryza sativa] 

53834 Seq. ID OJ990615J.0 . 04 19 . C157 

113150 Strand + 

1 End 1585 

OJ990615_10 .0419. C157 . ol . gs Method GENSCAN 

52 End 1482 

none Score . 94 

52. .221, 314. .1482 



54584 






Seq. No. 


53835 


Seq. ID 


OJ990615 10.0419 


.C158 




Gene No. 


113151 


Strand 


-f 






Start 


1 


End 


1033 






Name 


OJ990615 10.0419.C158.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1033 






GI 


6714305 


Score 


226 






Exons 


1..39, 468. .609, 909. .1033 










GI Descrip. 


(AC013354) F15H18.4 [Arabidopsis thaliana] 






Seq. No. 


53835 


Seq. ID 


OJ990615_10.0419 


. C158 




Gene No. 


113151 


Strand 


+ 






Start 


1 


End 


1033 






Name 


OJ990615_10 . 0419.C158 .ol. tc 


Method 


TBLASTX : Cress 






Start 


4 62 


End 


615 






GI 


none 


Score 


198 






Exons 


462. .608, 463. .615, 468. .608, 


470. . 610 








Seq. No. 


53835 


Seq. ID 


OJ990615_10.0419 


. C158 




Gene No. 


113151 


Strand 


+ 






Start 


1 


End 


1033 






Name 


OJ990615_10 . 0419.C158 .ol . ts 


Method 


TBLASTX : Soybean 






Start 


4 62 


End 


610 






GI 


none 


Score 


205 




% j& 


Exons 


462 . . 608, 473 . . 610 










Seq. No. 


53835 


Seq. ID 


OJ990615_10.0419 


. C158 


hi 


Gene No. 


113151 


Strand 


+ 




iff 


Start 


1 


End 


1033 






Name 


OJ990615 10 . 0419. CI 58 .ol. tw 


Method 


TBLASTX: Wheat 






Start 


464 


End 


605 






GI 


none 


Score 


175 




! y 


Exons 


464. .547, 465. . 605 








= 

□ 


Seq. No. 


53835 


Seq. ID 


OJ990615_10.0419 


. C158 




Gene No. 


113151 


Strand 


+ 






Start 


1 


End 


1033 






Name 


OJ990615 10.0419.C158.ol.gs 


Method 


GENSCAN 






Start 


4 92 


End 


1030 




r n 


GI 


none 


Score 


.79 




f 


Exons 


492. .609, 915. .1030 










Seq. No. 


53836 


Seq. ID 


OJ990615_10.0419 


.C160 




Gene No. 


113152 


Strand 








Start 


1 


End 


1425 






Name 


OJ990615 10.0419.C160.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1425 






GI 


7228457 


Score 


2202 






Exons 


1..1191, 1253. .1425 










GI Descrip. 


(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 








retrotransposon RetroSorl, polyprotein. 


(AF098806) [Oryza 






sativa] 










Seq. No. 


53836 


Seq. ID 


OJ990615_10.0419 


.C160 




Gene No. 


113152 


Strand 








Start 


1 


End 


1425 






Name 


OJ990615 10.0419.C160.ol.gs 


Method 


GENSCAN 





54585 





Start 


54 






End 


1284 






GI 


none 






Score 


.64 






Exons 


54. .1284 














Seq. No. 


53836 






Seq. ID 


OJ990615_10.0419. 


C160 




Gene No . 


113152 






Strand 








Start 


1 






End 


1425 






Name 


OJ990615 


10.0419.C160.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


577 






End 


1129 






GI 


none 






Score 


89 






Exons 


577. .834, 


611. .850, 817. 


.915, 


818. . 910, 


922. .969, 1094.. 


1129 




Seq. No. 


53836 






Seq. ID 


OJ990615_10.0419. 


C160 




Gene No . 


113152 






Strand 








Start 


1 






End 


1425 






Name 


OJ990615 


10.0419.C160.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


679 






End 


964 






GI 


none 






Score 


94 






Exons 


679. .927, 


680. .964 












Seq. No. 


53837 






Seq. ID 


OJ990615JL0.0419. 


C161 




Gene No . 


113153 






Strand 








Start 


981 






End 


1154 






Name 


OJ990615 


10.0419.C161.ol 


. gs 


Method 


GENSCAN 




as 


Start 


981 






End 


1154 




%J 


GI 


none 






Score 


.51 






Exons 


981. .1154 














Seq. No. 


53838 






Seq. ID 


OJ990615_10.0419. 


C162 




Gene No. 


113154 






Strand 








Start 


748 






End 


903 






Name 


OJ990615 


10.0419.C162.ol 


. gs 


Method 


GENSCAN 






Start 


748 






End 


903 






GI 


none 






Score 


.68 






Exons 


748. .903 













L 7 Seq. No. 
r ~ Gene No. 
*f Start 
[3 Name 
□ Start 
GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



53838 

113155 

1262 

OJ990615_10.0419.C162.o2.gs 

1262 

none 



Seq. ID OJ990615_10.0419.C162 
Strand 

End 3429 

Method GENSCAN 

End 3371 

Score .48 



1262. .1689, 1744. .2102, 2125. .2531, 3312. .3371 

53838 Seq. ID OJ990615_10 . 04 19 . CI 62 

113155 Strand 

1262 End 3429 

OJ990615_10.0419.C162.ol.np Method AAT/NAP 

1316 End 3429 

7106512 Score 1671 

1316. .1689, 1744. .2477, 3310. .3429 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



53839 

113156 

1 



Seq. ID OJ990615_10.0419.C164 
Strand + 
End 837 



54586 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990615_10-0419.C164.ol.np Method AAT/NAP 

1 End 837 

5091513 Score 773 

1..480, 814.:837 

(AB023482) Hypothetical protein [Oryza sativa] 



53839 Seq. ID 

113156 Strand 

1 End 
OJ990615_10 . 0419 . CI 64 . ol . gs Method 

34 End 

none Score 
34. .611 



OJ990615_10.0419.C164 
+ 

837 

GEN SCAN 

611 

.53 



Seq. No. 53840 Seq. ID 

Gene No. 113157 Strand 

Start 3698 End 

Name OJ990615_10 .0419. C170 . ol . gp Method 

Start 3539 End 

GI 3763412 Score 

Exons 3539.. 4136 



OJ990615_10.0419.C170 

4136 
AAT/GAP 
4136 
1153 



Seq. No. 53840 Seq. ID 

£3 Gene No. 113157 Strand 

Start 3698 End 

;i Name OJ990615_10 . 0419.C170 . o2 .gs Method 

*!j Start 3698 End 

= ^ GI none Score 

Q Exons 3698.. 4069 



OJ990615_10.0419.C170 

4136 
GENSCAN 
4069 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53841 Seq. ID 

113158 Strand 

33 End 

OJ990615_10.0419.C171.ol.gs Method 

33 End 

none Score 
33. .150, 1278. .1314, 1333. .1495, 1683. 

53841 Seq. ID 

113158 Strand 

33 End 
OJ990615_10.0419.C171.ol.gp ' Method 

1763 End 

3763411 Score 
1763.. 2002, 2044.. 2071 



OJ990615_10.0419.C171 

2071 
GENSCAN 
1953 
.79 
.1953 

OJ990615_10.0419.C171 

2071 
AAT/GAP 
2071 
373 



Seq. No. 53842 Seq. ID 

Gene No. 113159 Strand 

Start 743 End 

Name OJ990615_10 . 0419 . C175 . ol . gs Method 

Start 743 End 

GI none Score 

Exons 743.. 1234, 1281.. 1661 



OJ990615_10.0419.C175 
+ 

2534 
GENSCAN 
1661 
.72 



Seq. No. 
Gene No. 
Start 



53842 

113159 

743 



Seq. ID OJ990615_10.0419.C175 
Strand + 
End 2534 



54587 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990615_10.0419.C175.ol.gp Method AAT/GAP 

748 End 1197 

52573_1.R1084 Score 873 
748. .1197 

, 5915838/sp|081971|C7D9_SOYBN 6.0e-23 CYTOCHROME P450 71D9 (P450 
CP3) >gi_3334661_emb_CAA71514_ (Y10490) putative cytochrome P450 
[Glycine max] 1 



53842 
113159 . 
743 

OJ990615_10.0419.C175.ol.np 
770 

5713172 
770..1669 f 2475.-2534 

(AF166332) cytochrome P450 [Nicotiana tabacum] 



Seq. ID OJ990615_10.0419.C175 

Strand + 

End 2534 

Method AAT/NAP 

End 2534 

Score 452 



53842 

113159 

743 

OJ990615_10.0419.C175.ol.tm 

842 

none 



Seq. ID OJ990615_10.0419.C175 

Strand + 

End 2534 

Method TBLASTX : Mai ze 

End 1475 

Score 86 



842. .919, 892. .975, 968. .1258, 974. .1249, 1284. .1475, 1287. .1460 



53842 
113159 
743 

OJ990615_10.0419.C175.ol.tc 
854 
none 

854.. 913, 962.. 1237 

53842 
113159 
743 

OJ990615_10.0419.C175.ol.ts 
860 
none 

860. .967, 962. .1249, 1281. .1547, 1596. .1658 



Seq. ID OJ990615_10.0419.C175 

Strand + 

End 2534 

Method TBLASTX : Cress 

End 1237 

Score 65 



Seq. ID OJ990615_10-.0419.C175 

Strand + 

End 2534 

Method TBLASTX : Soybean 

End 1658 

Score 117 



53843 

113160 

561 

OJ990615_10.0419.C177.ol.gs 

561 

none 



Seq. ID OJ990615_10.0419.C177 

Strand + 

End 2156 

Method GENSCAN 

End 2061 

Score .92 



561. .602, 672. .788, 935. .1030, 1106. .1734, 1758. .2061 



53843 
113160 
561 

OJ990615_10.0419.C177.ol.np 
1142 
5915839 
1142. .2014, 2129. .2156 

CYTOCHROME P450 71D10 gi | 2739000 | gb | AAB94588 | (AF022459) 



Seq. ID OJ990615_10.0419.C177 

Strand + 

End 2156 

Method AAT/NAP 

End 2156 

Score 370 



54588 



CYP71D10p [Glycine max] 



Seq. No. 53843 
Gene No. 113160 
Start 561 

Name OJ990615_10 . 0419 . C177 . ol . tm 

Start 1168 
GI none 

Exons 1168.. 1242, 1267.. 1317, 1298. 

1376. .1558, 1376. .1504, 1559. 
1735. .1908 



Seq. ID. OJ990615_10.0419.C177 

Strand + 

End 2156 

Method T BLAST X : Mai ze 

End 1911 

Score 40 

.1321, 1321. .1377, 1375. .1497, 
.1594, 1565. .1648, 1735. .1911, 



Seq. No. 53844 Seq. ID 

Gene No. 113161 Strand 

Start 1 End 

Name OJ990615_10 . 04 19 . C178 . ol . np Method 

Start 1 End 

GI 5915839 Score 587 

Exons 1..640 

GI Descrip. CYTOCHROME P450 71D10 gi | 2739000 | gb | AAB94 588 
CYP71D10p [Glycine max] 



OJ990615_10.0419.C178 
+ 

676 

AAT/NAP 
640 



(AF022459) 





Seq. No. 


53844 










Seq. ID 


OJ990615 10.0419. 


C178 


~ J 


Gene No. 


113161 










Strand 


+ 






Start 


1 










End 


676 






Name 


OJ990615 


_10. 


0419. 


C178 


. ol . gs 


Method 


GENS CAN 






Start 


83 










End 


676 






GI 


none 










Score 


.74 






Exons 


83. .676 


















Seq. No. 


53844 










Seq. ID 


OJ990615_10.0419. 


C178 




Gene No. 


113162 










Strand 








Start 


169 










End 


347 






Name 


OJ990615 


_10. 


0419. 


C178 


. ol . gp 


Method 


AAT/GAP 






Start 


169 










End 


347 






GI 


2798030 










Score 


293 






Exons 


169. .347 


















Seq. No. 


53844 










Seq. ID 


OJ990615_10.0419. 


C178 




Gene No. 


113163 










Strand 








Start 


908 










End 


1913 






Name 


OJ990615 


_10. 


0419. 


C178 


.ol.tc 


Method 


TBLASTX: Cress 






Start 


31 










End 


634 






GI 


none 










Score 


122 






Exons 


31. .123, 


32. 


.148, 


154 


. . 468, 


155. .634 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53844 



Seq. ID OJ990615_10.0419.C178 



113163 Strand 

908 End 

OJ990615_10 . 0419 . C178 . ol . tm Method 

31 End 

none Score 
31. .486, 32. .478 



1913 

TBLASTX: Maize 

486 

512 



Seq. No, 
Gene No. 
Start 



53844 

113163 

908 



Seq. ID 

Strand 

End 



OJ990615 10.0419.C178 



1913 



54589 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990615_10.0419.C178.ol.ts Method 

31 End 

none Score 
31. .477, 32. .625, 512. .625 



TBLASTX : Soybean 

625 

567 



53844 

113163 

908 

OJ990615_10.0419.C178.ol.tw 
31 

none 

31. .339, 32. .340 

53844 

113163 

908 

OJ990615_10.0419.C178.o2.tw 

365 

none 

365. .637, 368. .637 

53844 

113163 

908 

OJ990615_10.0419.C178.o2.gs 

908 

none 

908. .961, 1707. .1879 

53844 

113163 

908 

OJ990615_10.0419.C178.o2.gp 

1251 

none 

1251. .1626 



Seq. ID OJ990615_10.0419.C17S 
Strand 

End 1913 

Method TBLASTX : Wheat 

End 340 

Score 410 



Seq. ID OJ990615_10.0419.C17S 
Strand 

End 1913 

Method TBLASTX : Wheat 

End 637 

Score 293 



Seq. ID OJ990615_10.0419.C17S 
Strand 

End 1913 

Method GEN SCAN 

End 1879 

Score .87 



Seq. ID OJ990615_10.0419.C17S 
Strand 

End 1913 

Method AAT/GAP 

End 1626 

Score 708 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



53844 

113163 

908 

OJ990615_10.0419.C178.o2.tc 

1499 

none 

1499. .1612, 1519. .1611, 1530. 

53844 

113163 

908 

OJ990615_10.0419.C178.o2.ts 

1510 

none 

1510. .1611, 1529. .1612, 1530. 
1803. .1880 

53844 

113163 

908 



Seq. ID OJ990615_10.0419.C17S 
Strand 

End 1913 

Method TBLASTX: Cress 

End 1873 

Score 68 

.1625, 1704. .1799, 1802. .1873 

Seq. ID OJ990615_10.0419.C17S 
Strand 

End 1913 

Method TBLASTX : Soybean 

End 1880 

Score 77 

.1625, 1704. .1799, 1705. .1755, 



Seq. ID OJ990615_10.0419.C17S 
Strand 

End 1913 



54590 



Name 

Start 

GI 

Exons 



OJ990615_10 .0419. C178 . o2 . tm Method TBLASTX : Maize 
1517 End 1889 

none Score 100 

1517. .1600, 1528. .1617, 1529. .1612, 1530. .1625, 1704. .1799, 
1704.. 1799, 1709.. 1819, 1715.. 1816, 1786.. 1878, 1802.. 1882, 
1806. .1889 



Seq. No. 53844 Seq. ID 

Gene No. 113163 Strand 

Start 908 End 

Name OJ990615_10 . 04 19 . C178 . o3 . gp Method 

Start 1692 End 

GI none Score 

Exons 1692.. 1913 



OJ990615_10.0419.C178 

1913 
AAT/GAP 
1913 
263 



Seq. No. 53845 

Gene No. 113164 

Start 219 

Name OJ990615_10 . 0419 . C187 . ol . gs 

Start 219 

GI none 

Exons 219.. 298, 364.. 607 

Seq. No. 53846 

Gene No. 113165 

Start 455 

Name * OJ990615_10 . 0419 . C192 . ol . gs 

Start 455 

GI none 

Exons 4 55.. 771 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615_10.0419.C187 
+ 

607 

GENSCAN 

607 

.82 



OJ990615_10.0419.C192 
+ 

784 

GENSCAN 

771 

.71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53846 Seq. ID OJ990615_10 . 04 19 . C192 

113165 Strand + 

455 End 784 

OJ990615_10 . 04 1 9 . C192 . ol . np Method AAT/NAP 

482 End 784 

5915835 Score 244 

482. .784 

CYTOCHROME P450 71D6 gi 11762142 (U48434) putative cytochrome 
P450 [Solanum chacoense] 



Seq. No. 53846 

Gene No. 113165 

Start 455 

Name OJ990615_10 . 04 19 . C192 . ol . tm 

Start 586 

GI none 

Exons 586.. 780, 587.. 784 

Seq. No. 53846 

Gene No. 113165 

Start 455 

Name OJ990615_10 . 0419 . C192 . ol . ts 

Start 587 

GI none 

Exons 587. .628, 622.. 783, 623.. 781 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615_10.0419.C192 
+ 

784 

TBLASTX: Maize 

784 

258 



OJ990615_10.0419.C192 
+ 

784 

TBLASTX: Soybean 

783 

59 



54591 



Seq. No. 53847 

Gene No. 113166 

Start 1 

Name OJ990615JL0 . 0419. C193 . ol . np 

Start 1 

GI 5915835 

Exons 1..440, 534.. 1142 

GI Descrip. CYTOCHROME P450 71D6 gi 11762142 
P450 [Solanum chacoense] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990615_ 
+ 

1157 
AAT/NAP 
1142 
675 



10.0419.C193 



(U48434) putative cytochrome 





Seq. No. 


53847 






Seq. ID 


OJ990615_10.0419.C193 




Gene No. 


113166 






Strand 


+ 




Start 


1 






End 


1157 




Name 


OJ990615 


10.0419.C193.ol 


. gs 


Method 


GENS CAN 




Start 


66 






End 


1157 




GI 


none 






Score 


.91 




Exons 


66. .440, 


534. .1157 










Seq. No. 


53847 






Seq. ID 


OJ990615_10. 04 19. CI 93 




Gene No . 


113167 






Strand 






Start 


1088 






End 


1304 




Name 


OJ990615 


10.0419.C193.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


51 






End 


1129 


- ^ 


GI 


none 






Score 


108 


en 


Exons 


51. .314, 


360. .437, 534.. 


722, 


536. .748, 


755 . . 1129, 762 . . 1127 




Seq. No. 


53847 






Seq. ID 


OJ990615_10.0419.C193 




Gene No. 


113167 






Strand 






Start 


1088 






End 


1304 




Name 


OJ990615 


10.0419.C193.ol 


. tm 


Method 


TBLASTX: Maize * 




Start 


233 






End 


997 




GI 


none 






Score 


88 




Exons 


233. .292, 


234. .314, 360. 


.440, 


396. .434 


, 533.-997, 534. .722, 






536. .991, 


762. .995 










Seq. No. 


53847 






Seq. ID 


OJ990615_10.0419.C193 




Gene No. 


113167 






Strand 






Start 


1088 






End 


1304 




Name 


OJ990615 


10.0419.C193.o2 


,tw 


Method 


TBLASTX: Wheat 


t. -J 


Start 


360 






End 


842 




GI 


none 






Score 


50 




Exons 


360. .440, 


533. .841, 534. 


.842 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53847 Seq. ID 

113167 Strand 

1088 End 

OJ990 615_10 . 04 19 . CI 93 . ol . tc Method 

534 End 

none Score 



OJ990615_10.0419.C193 
1304 

TBLASTX: Cress 

1130 

150 



534. .722, 545. .637, 707. .1090, 780. .1130 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



53847 



Seq. ID OJ990615_10.0419.C193 



113167 Strand 

1088 End 

OJ990615_10 . 04 19 . C193 . ol . tw Method 

8 64 End 

none Score 



1304 

TBLASTX: Wheat 

1150 

340 



54592 






Exons 


864. .1145, 867. .1139, 908. .1150 






Seq. No. 


53847 


Seq. ID 


OJ990615_10.0419.C193 






113167 


Strand 






Start 


1088 


End 


1304 




Name 


OJ990615 10 0419 C193 ol od 


Method 


AAT/GAP 




Start 


1088 ~~ 


End 


1304 




GI 


569091 


Score 


411 




Exons 


1088 1304 








Seq. No. 


53848 


Seq. ID 


OJ990615_10.0419.C196 




Gene No. 


113168 


Strand 






Start 


1 


End 


1205 




Name 


OJ990615 10.0419.C196.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1205 




GI 


5713172 


Score 


395 




Exons 


1..402, 1024. .1205 








GI Descrip. 


(AF166332) cytochrome P450 [Nicotiana 


tabacum] 




Seq. No. 


53848 


Seq. ID 


OJ990615_10.0419.C196 






X X -J X UO 


Strand 






Start 


1 
X 


End 


1205 




Name 


O.7QQ0 61 ^ ID 041 Q PI Qfi nl *f-n 

VU J JUDl J 1U • UtX-z.^Xw/U.UX. l,o 


Method 


TBLASTX: Cress 


C3 


Start 


0 — 


End 


402 




GI 




Score 


83 


in 


Exons 


9 1^6 "3 1^7 17^ ?Q1 1 QO 


..402, 256. .402 


fu 


Seq. No. 


53848 


Seq. ID 


OJ990615_10.0419.C196 




UCllC LNtJ ■ 


113168 


Strand 




I : § 


Start 


i 

X 


End 


1205 




Name 


n.TQQnfii ^ in ndiQ riQfi oi 


Method 


TBLASTX : Soybean 




Start 


7 ~ 


End 


1095 


fy 


GI 


none 


Score 


118 


= 


Exons 


2. .136, 3. .137, 200. .391, 256 


..402, 1027.. 1095 


£3 


Seq. No. 


53848 


Seq. ID 


OJ990615_10.0419.C196 




Gene No. 


113168 


Strand 






Start 


1 


End 


1205 


% J 


Name 


OJ990615 10.0419.C196.ol.tm 


Method 


TBLASTX: Maize 


Q 


Start 


2 


End 


1116 


r ""jj 


GI 


none 


Score 


104 




Exons 


2. .136, 3. .134, 126. .179, 173 


..403, 262. .402, 1024. .1095, 






1027. .1116 








Seq. No. 


53848 


Seq. ID 


OJ990615_10.0419.C196 




Gene No. 


113168 


Strand 






Start 


1 


End 


1205 




Name 


OJ990615 10.0419.C196.ol.tw 


Method 


TBLASTX: Wheat 




Start 


92 


End 


1116 




GI 


none 


Score 


44 




Exons 


92. .136, 126. .173, 127. .174, 


173. .403, 


189. .380, 262. .402, 






1024. .1095, 1030. .1116, 1031. 


.1096 






Seq. No. 


53848 


Seq. ID 


OJ990615_10.0419.C196 




Gene No. 


113168 


Strand 






Start 


1 


End 


1205 




Name 


OJ990615 10.0419.C196.ol.gs 


Method 


GENSCAN 



54593 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1024 
none 

1024. .1169 

53849 

113169 

1 



End 
Score 



1169 
.91 



Seq. ID OJ990615_10.0419.C197 
Strand 

End 909 



OJ990615_10 . 0419. C197 . ol . np Method AAT/NAP 

1 End ' 8 64 

5915840 . Score 426 
1..864 

CYTOCHROME P450 71D11 gi 1 2367431 (AF000403) putative cytochrome 
P450 [Lotus japonicus] 

53849 Seq. ID OJ990615_10 . 0419 . C197 

113169 Strand 

1 End 909 
OJ990615_10 . 04 19 . CI 97 . ol . t s Method TBLASTX: Soybean 

2 End 804 
none Score 69 

2. .43, 118. .390, 418. . 690, 700. .804, 758. .802 



53849 
113169 

- 1 



Seq. ID OJ990615_10.0419.C197 
Strand 

End 909 



OJ990615_10 . 0419 .C197 . ol . gs Method GENSCAN 



26 

none 
26. .909 

53849 

113169 

1 



End 
Score 



909 
.4 



Seq. ID OJ990615_10.0419.C197 
Strand 

End 909 



OJ990615 10.0419.C197.ol.tm Method TBLASTX: Maize 



158 
none 



End 
Score 



807 
89 



158. .313, 190. .381, 199. .378, 418. .690, 433.-579, 452. .691, 
748. .807, 755. .802 



Seq. ID OJ990615_10.0419.C197 
Strand 

End 909 



53849 
113169 
1 

OJ990615_10 . 04 1 9 . CI 97 . ol . tc Method TBLASTX: Cress 
427 End 804 

none Score 78 

427. .690, 584. .691, 751. .804 

53850 
113170 
1 

OJ990615 10.0419.C198.ol.np Method AAT/NAP 



Seq. ID OJ990615_10.0419.C198 
Strand + 
End 981 



End 
Score 



742 
609 



5915836 
1. .742 

CYTOCHROME P450 71D7 gi 11762144 (U48435) putative cytochrome 
P450 [Solanum chacoense] 



54594 




Seq. No. 


53850 . 




Seq. ID 


OJ990615_10.0419.C198 


Gene No. 


113170 




Strand 


+ 


Start 


1 




End 


981 


Name 


OJ990615 10.0419.C198.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


131 




End 


442 


GI 


none 




Score 


47 


Exons 


131. .235, 135. .167, 173. 


.442, 


178. .441 




Seq. No. 


53850 




Seq. ID 


OJ990615_10.0419.C198 


Gene No. 


113170 




Strand 


+ 


Start 


1 




End 


981 


Name 


OJ990615 10.0419.C198.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


169 




End 


733 


GI 


none 




Score 


160 


Exons 


169. .336, 170. .322, 170. 


.337, 


355. . 612, 


362. .733 


Seq. No. 


53850 




Seq. ID 


OJ990615_10.0419.C198 


Gene No. 


113170 




Strand 


+ 


Start 


1 




End 


981 


Name 


OJ990615 10.0419.C198.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


170 




End 


724 


GI 


none 




Score 


67 


Exons 


170. .262, 176. .229, 178. 


.255, 


266. .319, 


269. .568, 277. .714, 




362. .721, 614. .724 








Seq. No. 


53850 




Seq. ID 


OJ990615_10.0419.C198 


Gene No. 


113170 




Strand 


+ 


Start 


1 




End 


981 


Name 


OJ990615 10.0419.C198.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


173 




End 


733 


GI 


none 




Score 


151 


Exons 


173. .322, 178. .573, 362. 


.733, 


380. .643 




Seq. No. 


53850 




Seq. ID 


OJ990615_10.0419.C198 


Gene No. 


113170 




Strand 


+ 


Start 


1 




End 


981 


Name 


OJ990615 10.0419.C198.ol 


. gs 


Method 


GENS CAN 


Start 


185 




End 


760 


GI 


none 




Score 


.52 


Exons 


185. .760 








Seq. No. 


53850 




Seq. ID 


OJ990615_10. 0419.C198 


Gene No. 


113170 




Strand 


+ 


Start 


1 




End 


981 


Name 


OJ990615 10. 0419. CI 98. ol 


.gp 


Method 


AAT/GAP 


Start 


376 




End 


981 


GI 


17099 2.R1084 




Score 


1118 


Exons 


376. . 981 








GI Descrip. 


•5915839/spl 04 8 923 |C7DA 


SOYBN 


3.0e-39 CYTOCHROME P4 50 71D10 


>gi_2739000_gb_AAB94588_ 


(AF022459) CYP71D10p [Glycine max] ■ 


Seq. No. 


53850 




Seq. ID 


OJ990615_10.0419.C198 


Gene No. 


113170 




Strand 


+ 


Start 


1 




End 


981 


Name 


OJ990615 10.0419.C198.ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


457 




End 


752 


GI 


none 




Score 


363 



54595 



Exons 



457. .735, 470,. 739, 470. .745, 525. .752 



Seq. No. 53851 

Gene No. 113171 

Start 938 

Name OJ990615_10 . 04 19 . C205 . ol . gs 

Start 938 

GI none 

Exons 938.. 1052, 1072.. 1178 

Seq. No. 53852 

Gene No. 113172 

Start 190 

Name OJ990615_10 . 0419 . C212 . ol . gs 

Start 190 

GI none 

Exons 190.. 201, 1246.. 1350 



Seq. ID OJ990615_10.0419.C205 

Strand + 

End 1178 

Method GENS CAN 

End 1178 

Score .86 



Seq. ID OJ990615_10.0419.C212 

Strand + 

End 1350 

Method GENSCAN 

End 1350 

Score .92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53853 
113173 
1 

OJ990615_10.0419.C214.ol.np 
1 

5042463 

1..187, 844. .984, 1036. .1144, 1822. .1990 
(AC007789) unknown protein [Oryza sativa] 



Seq. ID OJ990615_10.0419.C214 
Strand + 

1990 
AAT/NAP 
1990 
154 



End 

Method 

End 

Score 



53853 

113173 

1 

OJ990615_10.0419.C214.ol.gs 

907 

none 

907. .1003, 1719. .1908 



Seq. ID OJ990615_10.0419.C214 

Strand + 

End 1990 

Method GENSCAN 

End 1908 

Score .52 



Seq. No. 53854 

Gene No. 113174 

Start 1779 

Name OJ990615_10 . 04 19 . C2 17 . ol . gs 

Start 1779 

GI none 

Exons 1779.. 1986 



Seq. ID OJ990615_10.0419.C217 

Strand + 

End 198 6 

Method GENSCAN 

End 198 6 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53854 
113175 
2065 

OJ990615_10.0419.C217.ol.gp 
2065 

17099JL.R1084 
2065. .2188 

'5915836/sp|P93531|C7D7_SOLCH 3.0e-46 CYTOCHROME P450 71D7 
>gi_1762144 (U48435) putative cytochrome P450 [Solanum 
chacoense] 1 



Seq. ID OJ990615_10.0419.C217 
Strand 

End 2188 

Method AAT/GAP 

End 2188 

Score 205 



Seq. No. 
Gene No. 
Start 



53855 

113176 

102 



Seq. ID OJ990615_10.0419.C222 
Strand + 
End 232 



54596 



Name 

Start 

GI 

Exons 



OJ990615JL0 .0419. C222 . ol . gs Method GENS CAN 

102 End 232 

none Score .78 
102. .232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53855 Seq. ID OJ990615_10 . 0419 . C222 

113177 Strand 

1 End 802 

OJ990615_10 . 0419 . C222 . ol . np Method AAT/NAP 

1 End 802 

7485672 Score 108 

1..34, 121. .186, 649. .802 

hypothetical protein F17N18.30 - Arabidopsis thaliana 
gi|4753648|emb|CAB41924.1| (AL049751) putative protein 
[Arabidopsis thaliana] gi | 7268016 | emb | CAB7835 6 . 1 1 (AL161535) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53856 

113178 

768 

OJ990615_10.0419.C224.ol.gs 

768 

none 

768. .868, 1559. .1646 



53857 

113179 

1132 

OJ990615 

1132 

none 



10.0419.C225.ol.gs 



53857 

113179 

1132 

OJ990615_10.0419.C225.ol.tc 

1132 

none 

1132. .1239, 1136. .1237, 1583. 
1819.. 1.980, 1819.. 1983 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1132. .1233, 1526. .1683, 1818. .2050 



OJ990615_10. 0419.C224 

1646 
GENSCAN 
1646 
.72 



OJ990615_10.0419.C225 

2055 
GENSCAN 
2050 
. 68 



OJ990615_10. 0419.C225 
2055 

TBLASTX: Cress 
1983 
111 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1684, 1616. .1675, 1617. .1685, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53857 Seq. ID OJ990615_10 . 04 19. C225 

113179 Strand 

1132 End 2055 

OJ990615_10.0419.C225.ol.np Method AAT/NAP 

1135 End 2055 

7485846 Score 638 

1135. .1233, 1526. .1683, 1818.. 2055 

hypothetical protein F20D10.160 - Arabidopsis thaliana 
gi I 4467110 | emb | CAB37544.il (AL035538) putative protein 
[Arabidopsis thaliana] gi | 7270787 | emb | CAB80469 . 1 1 (AL161592) 
putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



53857 

113179 

1132 



Seq. ID 

Strand 

End 



OJ990615 10.0419.C225 



2055 



54597 



Name 

Start 

GI 

Exons 



OJ990615_10 . 0419 . C225 . ol . ts Method TBLASTX : Soybean 
1541 End 2044 

none Score 116 

1541. .1684, 1550. .1678, 1551. .1685, 1815. .2042, 1819. .2043, 
1819. .2043, 1820. .2044 



Seq. No. 53858 

Gene No. 113180 

Start 1 

Name OJ990615_10. 0419.C229.ol .np 

Start 1 

GI 5915839 

Exons 1..416, 509.. 874, 1241. .1848 

GI Descrip. CYTOCHROME P450 71D10 gi I 2739000 | gb | AAB94588 | (AF022459) 
CYP71D10p [Glycine max] 



Seq. ID OJ990615_10.0419.C229 

Strand + 

End 1848 

Method AAT/NAP 

End 1848 

Score 723 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53858 

113180 

1 

OJ990615_10 . 04 19 . C229 . o2 . tm 
4 

none 



Seq. ID OJ990615_10.0419.C229 

Strand + 

End 1848 

Method TBLASTX : Mai ze 

End 324 

Score 110 



4. .84, 5. .70, 131. .244, 133. .240, 277. .324, 278. .316 



Seq. No. 53858 

Gene No. 113180 

Start 1 

Name OJ990615_10 . 0419.C229. ol . ts 

Start 11 

GI none 
Exons 



Seq. ID OJ990615_10.0419.C229 

Strand + 

End 1848 

Method TBLASTX : Soybean 

End 1833 

Score 59 



11. .67, 131. .229, 278. .313, 1250. .1384, 1255. .1542, 1262. .1540, 
1539. .1832, 1540.. 1833 



Seq. No. 53858 

Gene No. 113180 

Start 1 

Name OJ990615_10 .0419. C22 9 . ol . gs 

Start 53 

GI none 

Exons 53.. 379, 1241.. 1330 



Seq. ID OJ990615_10.0419.C229 

Strand + 

End 1848 

Method GEN SCAN 

End 1330 

Score .69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53858 

113180 

1 

OJ990615_10.0419.C229.ol.tw 

1242 

none 



Seq. ID OJ990615_10.0419.C229 

Strand + 

End 1848 

Method TBLASTX : Wheat 

End 1542 

Score 138 



1242. .1535, 1255. .1542, 1257. .1496, 1262. .1540 



Seq. No. 53858 

Gene No. 113180 

Start 1 

Name OJ990615_10 . 0419. C229 . ol . tc 

Start 1255 

GI none 
Exons 



Seq. ID OJ990615_10.0419.C229 

Strand + 

End 1848 

Method TBLASTX : Cress 

End 1839 

Score 258 



1255. .1542, 1262. .1540, 1539. .1676, 1540. .1839, 1540. .1782 



54598 



Seq. No. 53858 

Gene No. 113180 

Start 1 

Name OJ990615_10.0419.C229.ol.tm 

Start 1258 

GI none 

Exons 1258.. 1542, 
1540. .1701 



Seq. ID OJ990615_10.0419.C229 

Strand + 

End 1848 

Method TBLASTX : Maize 

End 1703 

Score 348 
1262.. 1540, 1433.. 1552, 1539.. 1670, 1539.. 1703, 



Seq. No. 53858 

Gene No. 113180 

Start 1 

Name OJ990615_10 . 0419 . C229 . o2 . tw 

Start 1563 

GI none 

Exons 1563.. 1841, 



1576.. 1845, 1720. 



Seq. ID OJ990615_10.0419.C229 

Strand + 

End 1848 

Method TBLASTX : Wheat 

End 1845 

Score 316 
.1845 



Seq. No. 


53859 




Seq. ID 


OJ990615_10.0419.C238 


Gene No. 


113181 




Strand 


+ 


Start 


562 




End 


1514 


Name 


OJ990615 10.0419.C238.ol 


.gs 


Method 


GEN SCAN 


Start 


562 




End 


1484 


GI 


none 




Score 


.74 


Exons 


562. .1484 








Seq. No. 


53859 




Seq. ID 


OJ990615_10.0419.C238 


Gene No. 


113181 




Strand 


+ 


Start 


562 




End 


1514 


Name 


OJ990615 10.0419.C238.ol 


.np 


Method 


AAT/NAP 


Start 


577 




End 


1514 


GI 


5915836 




Score 


393 


Exons 


577. .1514 








GI Descrip. 


CYTOCHROME P450 71D7 gi | 


1762144 (U48435) putative cytochrome 




P450 [Solanum chacoense] 









Seq. No. 


53859 






Seq. . ID 


OJ990615_10.0419 


.C238 


Gene No. 


113181 






Strand 


+ 




Start 


562 






End 


1514 




Name 


OJ990615 


10.0419.C238.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


657 






End 


1071 




GI 


none 






Score 


71 




Exons 


657. .'761, 


658. .720, 747. 


.1007 


, 778. .1071 




Seq. No. 


53859 






Seq. ID 


OJ990615_10.0419 


.C238 


Gene No. 


113181 






Strand 


+ 




Start 


562 






End 


1514 




Name 


OJ990615 


10.0419.C238.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


664 






End 


1065 




GI 


none 






Score 


71 




Exons 


664. .729, 


778. .1065 










Seq. No. 


53859 






Seq. ID 


OJ990615 10.0419 


.C238 


Gene No. 


113181 






Strand 


+ 




Start 


562 






End 


1514 




Name 


OJ990615 


10.0419.C238.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


664 






End 


1133 




GI 


none 






Score 


85 





54599 



Exons 



664. .774, 666. .752, 781. .1128, 798. .884, 924. .1133 



Seq. No. 53860 Seq. ID OJ990615_10 . 04 19 . C24 1 

Gene No. 113182 Strand 

Start 1 End 1141 

Name OJ990615_10 . 04 19 . C241 . ol . np Method AAT/NAP 

Start 1 End 1141 

GI 220578 Score 126 

Exons 1..62, 110.. 196, 715.. 1141 

GI Descrip. (D00570) open reading frame (251 AA) [Mus musculus] 



Seq. No. 53861 

Gene No. 113183 

Start 756 

Name OJ990615_10.0419.C242.ol.gs 

Start 756 

GI none 

Exons 756. .863 



Seq. ID OJ990615_10.0419.C242 
Strand 

End 863 

Method GENSCAN 

End 8 63 

Score .75 



Seq. No. 53862 

Gene No. 113184 

Start 176 

Name OJ990615_10 . 04 19 . C243 . ol . gs 

Start 176 

GI none 

Exons 176.. 263, 623..7"ti2. 



Seq. ID OJ990615_10.0419.C243 

Strand + 

End 702 

Method GENSCAN 

End 7 02 

Score .53 



Seq. No. 53863 

Gene No. 113185 

Start 721 

Name OJ990615_10 . 0419 . C244 . ol . np 

Start 721 

GI 6739506 

Exons 721.. 1027 

GI Descrip. (AF122821) cytochrome P450 [Capsicum annuum] 



Seq. ID OJ990615_10.0419.C244 

Strand + 

End 1027 

Method AAT/NAP 

End 1027 

Score 126 



^ Seq. No. 53863 

* Gene No. 113186 

3 Start 351 

§ Name OJ990615JL0 . 0419 . C244 . ol . gs 

^ Start 351 

55 GI none 

Exons 351.. 545, 624.. 870, 912.. 980 



Seq. ID OJ990615_10.0419.C244 
Strand 

End 980 

Method GENSCAN 

End 980 

Score . 6 



Seq. No. 53864 

Gene No. 113187 

Start 230 

Name OJ990615_10 . 0419 . C248 . ol . gs 

Start 230 

GI none 

Exons 230.. 329 



Seq. ID OJ990615_10.0419.C248 

Strand + 

End 329 

Method GENSCAN 

End 329 

Score .79 



Seq. No. 53865 

Gene No. 113188 

Start 391 

Name OJ990615_10 . 04 19 . C2 4 9 . ol . gs 

Start 391 



Seq. ID OJ990615_10.0419.C249 

Strand + 

End 1101 

Method GENSCAN 

End 475 



54600 



GI 


none 


Score 


.45 


Exons 


391. .475 






Seq. No. 


53865 


Seq. ID 


OJ990615_10.0419.C24 9 


Gene No. 


113188 


Strand 


+ 


Start 


391 


End 


1101 


Name 


OJ990615 10.0419.C249.ol.np 


Method 


AAT/NAP 


Start 


391 


End 


1101 


GI 


6721547 


Score 


86 


Exons 


391. .475, 1032. .1101 






GI Descrip. 


(AP001073) Similar to Oryza sativa gene 


for Pib. (AB013448) 


Seq. No. 


53866 


Seq. ID 


OJ990615_10.0419.C250 


Gene No. 


113189 


Strand 




Start 


1087 


End 


1162 


Name 


OJ990615 10.0419.C250.ol.gs 


Method 


GEN SCAN 


Start 


1087 


End 


1162 


GI 


none 


Score 


. 66 


Exons 


1087. .1162 






Seq. No. 


53867 


Seq. ID 


OJ990615_10.0419.C251 


Gene No. 


113190 


Strand 


+ 


Start 


216 


End 


831 


Name 


OJ990615 10.0419.C251.ol.tm 


Method 


TBLASTX: Maize 


Start 


193 


End 


804 


GI 


none 


Score 


100 


Exons 


193. .345, 216. .338, 349. .402, 


360. .773, 


393. .527, 395. .619, 




445. .804 






Seq. No. 


53867 


Seq. ID 


OJ990615_10.0419.C251 


Gene No. 


113190 


Strand 


+ 


Start 


216 


End 


831 


Name 


OJ990615 10.0419.C251.ol.tc 


Method 


TBLASTX: Cress 


Start 


208 


End 


810 


GI 


none 


Score 


171 


Exons 


208. .405, 228. .326, 354. .653, 


370. .759, 


445. .810 


Seq. No. 


53867 


Seq. ID 


OJ990615_10. 0419.C251 


Gene No. 


113190 


Strand 


+ 


Start 


216 


End 


831 


Name 


OJ990615 10.0419.C251.ol.ts 


Method 


TBLASTX : Soybean 


Start 


208 


End 


816 


GI 


none 


Score 


190 


Exons 


208. .405, 228. .419, 438.-776, 


445. .816, 


463. .807 


Seq. No. 


53867 


Seq. ID 


OJ990615_10.0419.C251 


Gene No. 


113190 


Strand 


+ 


Start 


216 


End 


831 


Name 


OJ990615 10.0419.C251.ol.np 


Method 


AAT/NAP 


Start 


216 


End 


828 


GI 


5915837 


Score 


603 


Exons 


216. .828 






GI Descrip. 


CYTOCHROME P450 71D8 (P450 CP7) gi | 3334 667 | emb | CAA7 1517 | 




(Y10493) putative cytochrome 


P450 [Glycine max] 


Seq. No. 


53867 


Seq. ID 


OJ990615_10.0419.C251 


Gene No. 


113190 


Strand 


+ 



54601 



Start 
Name 
Start 
GI 

Exons 



216 End 

OJ990615_10 . 04 19 . C251 . o2 . tw Method 

216 End 

none Score 
216. .521, 217. .522 



831 

TBLASTX: Wheat 

522 

315 



Seq. No. 53867 
Gene No. 113190 
Start 216 

Name OJ990615JL0 . 0419 . C251 . ol . gp 

Start 217 

GI 12793_1.R1084 

Exons 217.. 650 

GI Descrip. ' 5915837/sp | 081974 | C7D8_SOYBN 
CP7) >gi_3334667_emb_CAA71517_ 
[Glycine max] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615_ 
+ 

831 

AAT/GAP 

650 

840 



10.0419.C251 



1.0e-49 CYTOCHROME P450 71D8 (P450 
(Y10493) putative cytochrome P450 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

_ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



53867 
113190 
216 

OJ990615_10.0419.C251.ol.gs 
268 
none 

268. .813 
53867 

113190 Strand 
216 End 
OJ990615_10 . 0419 . C251 . ol . tw Method 
552 End 
none Score 
552. .779, 553. .831, 553. .822 



OJ990615_10.0419.C251 
+ 

831 

GEN SCAN 

813 

.65 



Seq. ID OJ990615_10.0419.C251 
+ 

831 

TBLASTX: Wheat 
831 
378 



Seq. No. 53868 Seq. ID OJ990615_10 . 04 19 . C252 

Gene No. 113191 Strand 

Start 308 End 1331 

Name OJ990615_10. 0419.C252 .ol.gp Method AAT/GAP 

Start 308 End 1331 

GI 23689_1.R1084 Score 822 

Exons 308. .710, 1310.. 1331 

GI Descrip. 1 2911044 /emb | CAA17554 | 2.0e-30 (AL021961) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 


53868 








Seq. ID 


OJ990615_10.0419 


.C252 


Gene No. 


113191 








Strand 






Start 


308 








End 


1331 




Name 


OJ990615 


10.0419.C252 


.ol 


. gs 


Method 


GENSCAN 




Start 


505 








End 


1086 




GI 


none 








Score 


.93 




Exons 


505. .710, 


1077. .1086 












Seq. No. 


53868 








Seq. ID 


OJ990615_10.0419 


.C252 


Gene No. 


113191 








Strand 






Start 


308 








End 


1331 




Name 


OJ990615 


10.0419.C252 


.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


588 








End 


713 




GI 


none 








Score 


130 





54602 



Exons 



588. .713, 589. .708, 591. .710 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53869 

113192 

243 

OJ990615 

243 

none 

243. .454 



10.0419.C253.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615_ 
+ 

454 

GENSCAN 

454 

.85 



10.0419.C253 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990615 10.0419.C255 



53870 Seq. ID 

113193 Strand 
1789 End 
OJ990615_10 . 0419 .C255 . ol . gp Method 
1529 End 
62580_1.R1084 Score 
1529. .2211 

'5091508/dbj IBAA78743.il 1.0e-16 (AB023482) 
C22458 (C62866) , C22459 (C62866) correspond to 
predicted gene.; Similar to genomic sequence of Arabidopsis 
thaliana BAC F8A5, complete sequence. (AC002292) [Oryza sativa] ■ 



2845 
AAT/GAP 
2211 
1214 



ESTs 

a region of the 



53870 








Seq. ID 


OJ990615 


_10.0419.C255 


113193 








Strand 






1789 








End 


2845 




OJ990615 10 


.0419. 


C255.ol 


.tm 


Method 


TBLASTX : 


Maize 


1789 








End 


2840 




none 








Score 


48 




1789. .1836, 


1793. 


.1837, 


1795. 


.1836, 1926. .2063, 


1929. .2159, 


1930. .2178, 


1930. 


.2178, 


2171. 


.2413, 2173.. 2463, 


2261. .2449, 


2573. .2839, 


2574. 


.2840, 


2598. 


.2840 






53870 - 








Seq. ID 


OJ990615 


_10.0419.C255 


113193 








Strand 






1789 








End 


2845 




OJ990615 10 


.0419. 


C255.o2 


.gs 


Method 


GENSCAN 




1789 






End 


2845 




none 








Score 


.6 




1789. .2464, 


2574. 


.2845 










53870 








Seq. ID 


OJ990615 


_10.0419.C255 


113193 








Strand 






1789 








End 


2845 




OJ990615 10 


.0419. 


C255.ol 


.np 


Method 


AAT/NAP 




1867 








End 


2836 




5903051 








Score 


784 




1867. .2464, 


2574. 


.2836 











(AC008016) Contains PF| 00069 Eukaryotic protein kinase domain. 
ESTs gb|W43822, gb|T20475 and gb|AA586152 come from this gene. 
[Arabidopsis thaliana] 



Seq. No. 


53870 


Seq. ID 


OJ990615_10.0419 


Gene No. 


113193 


Strand 




Start 


1789 


End 


2845 


Name 


OJ990615 10.0419.C255.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1957 


End 


2836 


GI 


none 


Score 


110 



54603 



# 



Exons 


1957. .2130, 


2140. 


.2463, 


2270. 


.2446, 2S73..2626, 2645.-2836 


Seq. No. 


53870 








Seq. ID 


OJ990615_10.0419.C255 


Gene No . 










St rand 




Start 


1789 








UtilU. 


Z O ft D 


Name 


OJ990615 10 


.0419. 


C255.ol 


.tc 


\A /-\ 4- Vi 


1 D_rt.O 1 A . LlcSS 


Start 


1981 








CjUU 


9ft *36 


GI 


none 








Score 




Exons 


1981. .2463, 


2270. 


.2425, 


2573. 


. ZojO 




Seq. No. 


53870 








Seq. ID 


OJ990615_10.0419.C255 


bene jno . 


ini Q-a 








Ot j_a.HU. 




Start 


1789 








__»nu. 


9ft d R 

-.04 J 


Name 


OJ990615 10 


.0419. 


C255.01 


.tw 


+- V-s /-\ 

irictrnju 


TAT Zl QTV • TaTHoo +- 
I DLrto 1 A . l/vncat 


Start 


2194 








TTnH 




GI 


none 








OLUI c 


1 on 

X u u 


Exons 


2194. .2478, 


2282. 


.2446 








Seq. No. 


53870 








Seq. ID 


OJ990615_10.0419.C255 


Gene No. 


113193 








Strand 




Start 


1789 








End 


2845 


Name 


OJ990615 10 


.0419. 


C255.o2 


• gp 


Method 


AAT/GAP 


Start 


2377 








End 


2839 


GI 


70315 1.R1084 






Score 


661 


Exons 


2377. .2464, 


2574. 


.2839 









GI Descrip. 



: f Seq. No. 

3 Gene No. 

y Start 

Name 

« Start 

i gi 

^ Exons 



, 5091508/dbj IBAA78743.il 2.0e-55 (AB023482) ESTs 
C22458 (C62866) ,C22459 (C62866) correspond to a region of the 
predicted gene.; Similar to genomic sequence of Arabidopsis 
thaliana BAC F8A5, complete sequence. (AC002292) [Oryza sativa]' 



Seq. ID OJ990615_10.0419.C256 

Strand + 

End 2192 

Method GENSCAN 

End 1781 

Score . 61 

185. .451, 457. .558, 751. .785, 815. .995, 1009.-1049, 1097. .1255, 
1386. .1781 



53871 
113194 
185 

OJ990 615_10 . 04 1 9 . C25 6 . ol . gs 
185 
none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53871 
113194 
185 

OJ990615_10.0419.C256.ol.np 
296 

5295971 
296.. 2192 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. ID OJ990615_10.0'419.C256 

Strand + 

End 2192 

Method AAT/NAP 

End 2192 

Score 1924 



53871 

113194 

185 

OJ990615_10. 0419. C256.o2. tin 

620 

none 



Seq. ID OJ990615_10.0419.C256 

Strand + 

End 2192 

Method TBLASTX : Mai ze 

End 924 

Score 4 6 



620. .655, 637. .666, 638. .667, 655. .813, 680. .811, 680. .847, 



54604 



• 



691. .813, 799.-897, 800. .922, 800. .922, 802. .924 



Seq. No. 53871 

Gene No. 113194 

Start 185 

Name OJ990615_10 . 0419 . C256. ol . tm 

Start 1135 

GI none 
Exons 



Seq. ID OJ990615_10.0419.C256 

Strand + 

End 2192 

Method TBLASTX : Mai ze 

End 1801 

Score 326 



1135. .1383, 1136. .1354, 1147. .1383, 1290. .1400, 1353. .1478, 
1371. .1430, 1452. .1550, 1461. .1580, 1462. .1566, 1555. .1800, 
1557. .1799, 1591. .1800, 1592. .1801 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53871 

113194 

185 

OJ990615_10.0419.C256.o3.tm 

1832 

none 



Seq. ID OJ990615_10.0419.C256 

Strand + 

End 2192 

Method TBLASTX : Mai ze 

End 2034 

Score 228 



1832.. 2032, 1833.. 2033, 1836. .2033, 1882.. 2034 



53872 
113195 
1 

OJ990615_10.0419.C257.ol.np 
1 

5295971 
1..1549 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . {X13777 ) [Oryza sativa] 



Seq. ID OJ990615_10.0419.C257 

Strand + 

End 1549 

Method AAT/NAP 

End 154 9 

Score 1955 



53872 
113195 
1 

OJ990615_10.0419.C257.ol.gs 
61 

none 



Seq. ID OJ990615_10.0419.C257 
Strand + 

1549 
GENSCAN 
1520 
.65 



End 

Method 
End 
Score 

61. .351, 398. .573, 584. .633, 698. .847, 864 .. 938, ■ 1175 .. 1367, 
1407. .1520 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53872 

113195 

1 



Seq. ID OJ990615_10.0419.C257 
Strand + 
End 1549 



OJ990615_10 . 0419. C257 . ol . tm Method TBLASTX : Maize 

134 End 505 

none Score 98 

134. .274, 134. .349, 138. .380, 141. .350, 142. .360, 349. .504, 
350. .505 



Seq. No. 53872 Seq. ID OJ990615_10 . 04 19 . C257 

Gene No. 113195 Strand + 

Start 1 End 154 9 

Name OJ990615_10 . 0419. C257 . o2 . ts Method TBLASTX : Soybean 

Start 141 End 589 

GI none Score 208 

Exons 141. .350, 194. .346, 350. .418, 443. .589 



54605 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53872 

113195 

1 

OJ990615_10.0419.C257.ol.ts 
953 

5509260 



Seq. ID OJ990615_10.0419.C257 

Strand + 

End 1549 

Method TBLASTX : Soybean 

End 1445 

Score 167 



953. .1183, 1027.. 1206, 1227. .1445, 1262. .1423 



53872 

113195 

1 

OJ990615_10.0419.C257.o2.tm 

992 

none 



Seq. ID OJ990615_10.0419.C257 



Strand 
End 

Method 

End 

Score 



+ 

1549 

TBLASTX: Maize 

1295 

218 



992. .1183, 994. .1161, 1227. .1295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53872 

113195 

1 

OJ990615_10.0419.C257.ol.tw 

1120 
none 



Seq. ID OJ990615_10.0419.C257 

Strand + 

End 1549 

Method TBLASTX : Wheat 

End 1460 

Score 55 



1120. .1179, 1121. .1183, 1227. .1460, 1277. .1456 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



v! Seq. No. 
. ; Gene No. 

Start 
\J Name 
Q Start 

£3 GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



53873 
113196 
35 

OJ990615_10.0419.C260.ol.gp 
35 

uC-osflM20208 9gl0bl 
35. .439 

, 4584536/emb|CAB40766.1| 3.0e-13 (AL049608) cytochrome p450 like 
protein [Arabidopsis thaliana] ' 



Seq. ID OJ990615_10.0419.C260 

Strand + 

End 1684 

Method AAT/GAP 

End 4 39 

Score 779 



53873 

113196 

35 

OJ990615_10.0419.C260.ol.gs 
42 

none 

42. .938, 1019. .1684 



Seq. ID OJ990615_10.0419.C260 

Strand + 

End 1684 

Method GENSCAN 

End 1684 

Score .94 



53873 
113196 
35 

OJ990615_10.0419.C260.ol.np 
42 

6739506 
42.. 938, 1019.. 1637 

(AF122821) cytochrome P450 [Capsicum annuum] 



Seq. ID OJ990615_10.0419.C260 

Strand + 

End 1684 

Method AAT/NAP 

End 1637 

Score 979 



53873 

113196 

35 

OJ990615_10.0419.C260.ol.tm 
146 



Seq. ID OJ990615_10.0419.C260 

Strand + 

End 1684 

Method TBLASTX : Mai ze 

End 539 



54606 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



76 



146. .235, 159. .197, 197 .. 499, 198 .. 539, 390. .539 



53873 
113196 
35 

OJ990615_10.0419.C260.ol.ts 
146 
none 



Seq. ID OJ990615_10.0419.C260 

Strand + 

End 1684 

Method TBLASTX : Soybean 

End- 1603 

Score 317 

146. .340, 159. .536, 389. .490, 567. .827, 1007. .1129, 1145. .1213, 
1253. .1318, 1364. .1603, 1369. .1476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53873 

113196 

35 

OJ990615_10.0419.C260.ol.tc 

165 

none 



Seq. ID OJ990615__10.0419.C260 

Strand + 

End 1684 

Method TBLASTX : Cress 

End 1584 

Score 41 

165. .194, 216. .359, 248. .361, 402. .512, 1013. .1213, 1271. .1318, 
1364. .1534, 1369. .1584 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53873 

113196 

35 

OJ990615_10.0419.C260.o2.tm 

752 

none 



Seq. ID OJ990615_10.0419.C260 

Strand + 

End 1684 

Method TBLASTX: Maize 

End 1489 

Score 87 



752. .811, 753. .827, 843. .938, 844. .894, 879. .938, 887. .943, 
1018. .1092, 1019. .1138, 1088. .1138, 1136. .1213, 1144. .1317, 
1253. .1318, 1274. .1318, 1364. .1489, 1375. .1476, 1448. .1489 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



53873 

113196 

35 

OJ990615_10.0419.C260.o2.tw 

891 

none 



Seq. ID OJ990615_10.0419.C260 

Strand + 

End 1684 

Method TBLASTX ; Wheat 

End 1318 

Score 39 



891. .938, 1006. .1092, 1019. .1135, 1139.. 131* 



53873 

113196 

35 

OJ990615_10 . 0419 . C260 . ol . tw 

1364 

none 

1364. .1606, 1369. .1593 

53874 

113197 

157 

OJ990615_10 . 04 1 9 . C2 63 . ol . gs 

157 

none 

157. .471, 501. .1073 

53874 
113197 



Seq. ID OJ990615_10.0419.C260 

Strand + 

End 1684 

Method TBLASTX : Wheat 

End 1606 

Score 283 



Seq. ID OJ990615_10. 0419.C263 

Strand + 

End 1166 

Method GEN SCAN 

End 1073 

Score . 64 



Seq. ID OJ990615_10.0419.C263 
Strand + 



54607 




Start 


157 


End 


1166 


Name 


OJ990615 10.0419.C263.ol.np 


Method 


AAT/NAP 


Start 


157 


End 


1166 


GI 


5524157 


Score 


395 


Exons 


157. .1166 






GI Descrip. 


(AF124816) cytochrome p450 isoform PM17 


[Mentha x piperita] 


Seq. No. 


53874 


Seq. ID 


OJ990615_10.0419.C2 63 


Gene No. 


113197 


Strand 


+ 


Start 


157 


End 


1166 


Name 


OJ990615 10 . 0419. C263 . ol . tm 


Method 


TBLASTX: Maize 


Start 


195 


End 


641 


GI 


none 


Score 


116 


Exons 


195. .323, 235.-324, 290. .388, 


304 . .492, 


325. .453, 498. .620, 




501. .641 






Seq. No. 


53874 


Seq. ID 


OJ990615_10.0419.C2 63 


Gene No. 


113197 


Strand 


+ 


Start 


157 


End 


1166 


Naiue 


OJ990615 10.0419.C263.ol.tc 


Method 


TBLASTX: Cress 


Start 


256 


End 


623 


GI 


none 


Score 


56 


Exons 


256. .309, 316. .489, 522. .623 






Seq.. No. 


53874 


Seq: ID 


OJ990615_10.0419.C2 63 


Gene No. 


113197 


Strand 


+ 


Start 


157 


End 


1166 


Name 


OJ990615 10.0419.C263.ol.ts 


Method 


TBLASTX : Soybean 


Start 


256 


End 


1070 


GI 


none 


Score 


87 


Exons 


256. .312, 328. .468, 492. .623, 


714. .941, 


990. . 1070 


Seq. No. 


53875 


Seq. ID 


OJ990615_10.0419.C2 64 


Gene No . 


113198 


Strand 


+ 


Start- 


1 


End 


950 


Name 


OJ990615 10.0419.C264.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


950 


GI 


7486287 


Score 


118 


Exons 


1..224, 823. .950 






GI Descrip. 


hypothetical protein F28A23.60 - Arabidopsis thaliana 




gi I 2911044 lemb ICAA17554.il (AL021961) putative protein 




[Arabidopsis thaliana] gi | 7270368 | emb | CAB80135 . 1 1 (AL161585) 




putative protein [Arabidopsis 


thaliana] 




Seq. No. 


53875 


Seq. ID 


OJ990615_10.0419.C2 64 


Gene No. 


113198 


Strand 


+ 


Start 


1 


End 


950 


Name 


OJ990615 10.0419.C264.ol.gs 


Method 


GENSCAN 


Start 


53 


End 


197 


GI 


none 


Score 


.7 


Exons 


53. .197 






Seq. No. 


53875 


Seq. ID 


OJ990615_10.0419.C2 64 


Gene No. 


113199 


Strand 




Start 


1 


End 


204 


Name 


OJ990615 10.0419.C264.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


204 



54608 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23689_1.R1084 Score 373 

1. .204 

1 2911044/emb | CAA17554 | 2.0e-30 (AL021961) putative protein 
[Arabidopsis thaliana] ' 



53875 

113199 

1 

OJ990615_10.0419.C264.ol.tm 
1 

none 

1..198, 2. .199 



Seq. ID OJ990615_10.0419.C264 

Strand 

End 204 

Method TBLASTX : Mai ze 

End 199 

Score 256 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

i Gene No. 

5 Start 

z Name 

;; Start 

LJ GI 

3 Exons 

i Seq. No. 
Z Gene No. 
y Start 

Name 
3 Start 

J GI 
I Exons 

f Seq. No. 
3 Gene No. 
3 Start 

Name 

Start 

GI 

Exons 



53876 
113200 
1 

OJ990615_10. 0419.C266.ol.np 
1 

5713172 
1. .276 

(AF166332) cytochrome P450 [Nicotiana tabacum] 



Seq. ID OJ990615_10.0419.C266 
Strand 

End 283 

Method AAT/NAP 

End 27 6 

Score 256 



53876 

113200 

1 

OJ990615_10.0419.C266.ol.tw 
1 

none 

1..276, 2. .277, 149. .283 

53876 

113200 

1 

OJ990615_10.0419.C266.ol.tc 
8 

none 

8. .265, 88. .273 

53876 

113200 

1 

OJ990615_10.0419.C266.ol.gs 
33 

none 
33.-225 



Seq. ID OJ990615_10.0419.C266 
Strand 

End 283 

Method TBLASTX : Wheat 

End 283 

Score 231 



Seq. ID OJ990615_10.0419.C266 
Strand 

End 283 

Method TBLASTX : Cress 

End 273 

Score 154 



Seq. ID OJ990615_10.0419.C266 
Strand 

End 283 

Method GEN SCAN 

End 225 

Score .44 



Seq. No. 53876 

Gene No. 113200 

Start 1 

Name OJ990615_10. 0419 ,C266.ol . tm 

Start 62 

GI none 

Exons 62.. 283, 88.. 276 

Seq. No. 53876 

Gene No. 113200 

Start 1 



Seq. ID OJ990615_10.0419.C266 
Strand 

End 283 

Method TBLASTX : Mai ze 

End 283 

Score 212 



Seq. ID OJ990615_10.0419.C266 
Strand 

End 283 



54609 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



TBLASTX: Soybean 

273 

172 



10.0419.C270 



OJ990615_10.0419.C266.ol.ts Method 
7 4 End 
none Score 
74. .265, 88. .273 

53877 Seq. ID 

113201 Strand 
1628 End 
OJ990615_10.0419.C270.ol.np Method 
1628 End 
7485846 Score 
1628. .2089, 2236.-2283 

hypothetical protein F20D10.160 - Arabidopsis thaliana 
gi|4467110|emb|CAB37544.1| (AL035538) putative protein 
[Arabidopsis thaliana] gi | 7270787 | emb | CAB80469. 1 | (AL161592) 



OJ990615_ 
+ 

2283 
AAT/NAP 
2283 
308 







putative protein 


[Arabidopsis 


thaliana] 








Seq. No. 


53877 




Seq. ID 


OJ990615_10.0419 


.C270 




Gene No. 


113201 




Strand 


+ 






Start 


1628 




End 


2283 






Name 


OJ990615 10.0419, 


C270.ol.tc 


Method 


TBLASTX: Cress 






Start 


1832 




End 


2074 






GI 


none 




Score 


355 




£3 


Exons 


1832. .2074, 1840, 


.2073 










Seq. No. 


53877 




Seq. -ID 


OJ990615_10.0419 


.C270 


f F= 


Gene No. 


113201 




Strand 


+ 




=5 : ; 


Start 


1628 




End 


2283 




\J 


Name 


OJ990615 10.0419, 


C270.ol.tm 


Method 


TBLASTX: Maize 






Start 


1921 




End 


2088 






GI 


none 




Score 


257 






Exons 


1921. .2088, 1922, 


.2074, 2026. 


.2082 







= Seq. No. 

fl Gene No. 

lj Start 

e ^ Name 

*Z Start 

\2 GI 

tj Exons 

12 GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615 
+ 

978 

AAT/NAP 

978 

408 



10.0419.C271 



53878 
113202 
1 

OJ990615_10.0419.C271.ol.np 
1 

7485846 
1..42, 276. .562, 932. .978 

hypothetical protein F20D10.160 - Arabidopsis thaliana 
gi I 4467110 | emb | CAB37544 .il (AL035538) putative protein 
[Arabidopsis thaliana] gi | 7270787 | emb | CAB80469. 1 | (AL161592) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start • 
Name 



53878 Seq. ID 

113202 Strand 

1 End 

OJ990615_10 . 0419 . C271 . ol . tm Method 

25.2 End 

none Score 



OJ990615_10.0419.C271 
+ 

978 

TBLASTX: Maize 

406 

126 



252. .404, 265. .396, 273. .404, 275. .406 



53878 

113202 

1 

OJ990615 10.0419.C271.ol.tc 



Seq. ID OJ990615_10.0419.C271 

Strand + 

End 978 

Method TBLASTX : Cress 



54610 



Start 
GI 

Exons 



273 End 494 

none Score 135 

273. .359, 275. .358, 360,. 386, 387. .422, 392. .418, 420. .494, 
443. .487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53878 

113202 

1 



Seq. ID OJ990615_10.0419.C271 
Strand + 
End 978 



OJ990615_10 .0419. C271 . ol . gs Method GENSCAN 



276 
none 

276. .572 



End 
Score 



572 
.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990615_10.0419.C271 
Strand + 
End 978 



53878 
113202 
1 

OJ990615_10 . 0419 . C271 . ol . ts Method TBLASTX : Soybean 
303 
none 

303. .524, 305. .523 



End 524 
Score 212 



53879 
113203 
627 

OJ990615_10 . 0419 . C272 . ol . gs Method GENSCAN 



Seq. ID OJ990615_10.0419.C272 
Strand 

End 1869 



627 
none 

627. .1292, 1529. .1822 



End 
Score 



1822 
.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



53879 

113203 

627 



Seq. ID OJ990615_10.0419.C272 
Strand 

End 1869 



OJ990615_10 . 0419 . C272 . ol .np Method AAT/NAP 
690 End 1869 

6739506 Score 708 

690. .1292, 1529. .1869 

(AF122821) cytochrome P450 [Capsicum annuum] 

53879 Seq. ID OJ990615_10 . 0419 . C272 

113203 Strand 

627 End 1869 

OJ990615_10 . 0419 .C272 . ol . tm Method TBLASTX: Maize 

693 End 1292 

none Score 60 

693. .1172, 699. .812, 853. .1149, 1177. .1281, 1185. .1292 



Seq. ID OJ990615_10.0419.C272 
Strand 

1869 



53879 
113203 

627 End 
OJ990615_10.0419.C272.ol.ts Method TBLASTX : Soybean 

693 End 1618 

none Score 257 

693. .1292, 735. .1292, 853. .1293, 1529. .1618 



53879 

113203 

627 



Seq. ID OJ990615_10.0419.C272 
Strand 

End 1869 



54611 





Name 


OJ990615 10.0419.C272.ol.tc 


Method 




Start 


699 


End 




GI 


none 


Score 




R von 


699. .1292, 756. .1154, 853. .1287, 1191.. 




Seq. No. 


53879 


Seq. ID 




Gene No. 


113203 


Strand 




Start 


627 


End 




Name 


OJ990615 10.0419.C272.o2.tw 


Method 




o Lai i— 


699 


End 




ox 


none 


Score 






699. .956, 700. .738, 705. .956 






Seq. No. 


53879 


Seq. ID 




Gene No. 


113203 


Strand 




Start 


627 


End 




Name 


OJ990615 10.0419.C272.ol.tw 


Method 




Start 


984 


End 




GI 


none 


Score 




Exons 


984. .1292, 984. .1292, 985. .1293, 1529.. 




Seq. No. 


53880 


Seq. ID 




Gene No. 


113204 


Strand 


3 


Start 


154 


End 




Name 


OJ990615 10.0419.C277.ol.gs 


Method 




04- r -J- 
O Lai U 


154 


End 




(IT 


none 


Score 


z 




154. .181 






Qpn Kfn 

*J ^ \A • LN W . 


53881 


Seq. ID 


W 




113205 


Strand 


3 


Start 


1 


End 


u 


Name 


OJ990615 10.0419.C279.ol.np 


Method 




Start 


1 


End 


.Jt 


GI 


5915837 


Score 




F.xon *^ 


1..87, 572. .1054 






GT Dpsrri o 

VJ ^ L*/ V^r fcj Vp^ ^ ^ k«/ ■ 


CYTOCHROME P450 71D8 (P450 CP7) gi | 3334 


=| 




(Y10493) putative cytochrome 


P450 [Glyc 


=| 


Seq. No. 


53881 


Seq. ID 


3 


Gene No. 


113205 


Strand 




Start 


1 


End 




Name 


OJ990615 10.0419.C279.ol.tw 


Method 




Start 


582 


End 




GI 


none 


Score 




Exon s 

J-J AVI 1 O 


582. .683, 588. .719, 589.-897, 


760. .894, 




Seq. No. 


53881 


Seq. ID 




Gene No. 


113205 


Strand 




Start 


1 


End 




Name 


OJ990615 10-0419. C279.ol.tm 


Method 




Start 


588 


End 




GI 


none 


Score 




Exons 


588. .989, 589. .777, 817. .984, 


981. .1028 




Seq. No. 


53881 


Seq. ID < 




Gene No. 


113205 


Strand 



TBLASTX: Cress 
1292 
157 



1869 

TBLASTX: Wheat 
956 
50 



1869 

TBLASTX: Wheat 
1618 
169 



+ 

181 

GENSCAN 
181 
.59 



+ 

1054 
AAT/NAP 
1054 
417 



+ 

1054 

TBLASTX: Wheat 
897 
65 



+ 

1054 

TBLASTX: Maize 
1028 
200 

, 989. .1027 



54612 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990615_10.0419.C279.ol.tc 

589 

none 



End 

Method 

End 

Score 



1054 

TBLASTX: Cress 

1052 

280 



589.-984, 600. .989, 987. .1052, 989. .1039 



53881 

113205 

1 

OJ990615_10.0419.C279.ol.ts 

592 

none 



Seq. ID OJ990615_10.0419.C279 

Strand + 

End 1054 

Method TBLASTX : Soybean 

End 1028 

Score 193 



592. .777, 600. .788, 600. .791, 810. .986, 817. .984, 974. .1027, 
975. .1028 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



53881 

113205 

1 

OJ990615_10.0419.C279.ol.gs 

640 

none 

640. .749, 816. .1014 



Seq. ID OJ990615_10.0419.C279 

Strand + 

End 1054 

Method GENSCAN 

End 1014 

Score .8 



53881 
113205 
1 

OJ990615_10.0419.C27 9.ol.gp 
729 

17099_1.R1084 
729.. 1054 

, 5915836/sp|P93531|C7D7_SOLCH 3.0e-46 CYTOCHROME P450 71D7 
>gi_1762144 (U48435) putative cytochrome P450 [Solanum 
chacoense] 1 



Seq. ID OJ990615_10.0419.C279 
Strand + 

1054 
AAT/GAP 
1054 
542 



End 

Method 

End 

Score 



53882 
113206 
1 

OJ990525_06. 0421 . C4 . ol . np 
1 

4680179 
1. .963 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990525_06.0421.C4 
Strand 

End 963 

Method AAT/NAP 

End 963 

Score 1369 



53882 

113206 

1 

OJ990525_06 . 0421 . C4 . ol . tw 
40 

none 

40. .507, 86. .475 

53882 

113206 

1 

OJ990525_06. 0421.C4 .ol.tm 

73 - 

none 



Seq. ID OJ990525_06.0421.C4 
Strand 

End 963 

Method TBLASTX : Wheat 

End 507 

Score 358 



Seq. ID OJ990525_06.0421.C4 
Strand 

End 963 

Method TBLASTX: Maize 

End 4 36 

Score 168 



54613 



Exons 



73. .435, 82..43S, 86. .436 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53882 

113206 

1 

OJ990525_06.0421.C4 .o2.ts 
256 
' none 

: 256. .501, 257.. 499 



Seq. ID OJ990525_06.0421.C4 

Strand 

End 963 

Method TBLASTX: Soybean 

End 501 

Score 97 



53882 
113206 
1 

OJ990525_06.0421.C4 .o2. tm 
472 
none 

472. .786, 515. .565, 593. .646, 793. .963, 818. .961 



Seq. ID OJ990525_06.0421.C4 
Strand 

End 963 

Method TBLASTX: Maize 

End 963 

Score 50 



53882 

113206 

1 

OJ990525JD6 . 0421 . C4 . o2 . tw 

508 

none 

508. .810, 524 . . 808 



Seq. ID OJ990525_06.0421.C4 
Strand 

End 963 

Method TBLASTX : Wheat 

End 810 

Score 267 



53882 
113206 
1 

OJ990525JD6 . 0421 . C4 .-ol . ts 
523 
none 

523. .882, 524. .814, 842. .880, 886. .918, 887. .916 



Seq. ID OJ990525_06.0421.C4 
Strand 

End 963 

Method TBLASTX: Soybean 

End 918 

Score 199 



Seq. No. 53882 

Gene No. 113206 

Start 1 

Name OJ990525_06 . 0421 .C4 .o3. tw 

Start 811 

GI none 

Exons 811.. 879, 814.. 963, 821.. 958 



Seq. ID OJ990525_06.0421.C4 
Strand 

End 963 

Method TBLASTX : Wheat 

End 963 

Score 57 



Seq. No. 53883 

Gene No. 113207 

Start 333 

Name OJ990525_06 . 0421 . C5 . ol . gs 

Start 333 

GI none 

Exons 333.-428, 



Seq. ID OJ990525_06.0421.C5 
Strand + 
End 4882 



Method GENSCAN 
End 2888 
Score . 66 
64. .902, 1471. .1539, 2463.-2888 



Seq. No. 53883 

Gene No. 113207 

Start 333 

Name OJ990525_06 . 0421 . C5 . ol . np 

Start 406 

GI 5257279 

Exons 406.. 594, 



Seq. ID OJ990525_06.0421.C5 

Strand + 

End 4882 

Method AAT/NAP 

End 4882 

Score 1131 
3566.-3922, 4271. .4506, 4805. .4882 



54614 



GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues . (L35053) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53884 

113208 

1 

OJ990525_06.0421.C6.ol.np 
1 

5257279 



Seq. ID OJ990525_06.0421.C6 

Strand + 

End 5435 

Method AAT/NAP 

End 5435 

Score 5550 



1..66, 172. .3124, 3341. .3502, 3617. .4213, 5210. .5435 
(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. No. 53884 

Gene No. 113208 

Start 1 

Name OJ990525_06 . 0421 . C6 . o7 . tw 

Start 313 

GI none 

Exons 313.. 513, 336.. 530, 553.. 699 



Seq. ID OJ990525_06.0421.C6 

Strand + 

End 5435 

Method TBLASTX : Wheat 

End 699 

Score 157 



Seq. No. 

Gene No. 

Start 
J Name 
3 Start 

n GI 

i= Exons 



53884 

113208 

1 

OJ990525_06.0421.C6.ol.gs 

613 

none 



Seq. ID OJ990525_06.0421.C6 

Strand + 

End 5435 

Method GENSCAN 

End 4 600 

Score .45 



613. .1043, 1116. .1238, 1484. .2611, 2731. .2992, 3140. .3475, 
3608. .3703, 3833. .4600 



=5 

GI 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Exons 



53884 

113208 

1 

OJ990525_06.0421.C6.o6.tm 

1233 

none 

1233. .1556, 1280. .1381, 1494. 



Seq. ID OJ990525_06.0421.C6 

Strand + 

End 5435 

Method TBLASTX: Maize 

End 1556 

Score 201 
.1556 



Seq. No. 53884 

Gene No. 113208 

Start 1 

Name OJ990525_06 . 0421 .C6 . 08 . tw 

Start 1238 

GI none 
Exons 



Seq. ID OJ990525_06.0421.C6 

Strand + 

End 5435 

Method TBLASTX : Wheat 

End 1616 

Score 126 



1238. .1360, 1239. .1460, 1239. .1397, 1458. .1610, 1494. .1616, 
1505.. 1615 



Seq. No. 53884 

Gene No. 113208 

Start 1 

Name OJ990525_06 . 0421 . C6 . o7 . tm 

Start 1691 

GI none 

Exons 1691.. 1852, 1692.. 1853 



Seq. ID OJ990525_06.0421.C6 

Strand + 

End 5435 

Method TBLASTX :Maize 

End 1853 

Score 181 



Seq. No. 
Gene No. 



53884 
113208 



Seq. ID OJ990525_06.0421.C6 
Strand + 



54615 




Start 


1 








End 


5435 


Name 


OJ990525 06. 


0421 


.C6.o3. 


tw 


Method 


TBLASTX : Wheat 


Start 


1788 ~ 








End 


2270 


GI 


none 








Score 


540 




1788 2270. 


1799 


. .2095, 


1908 . 


.2237, 2123.. 2266 


Seq. No. 


53884 








Seq. ID 


OJ990525_06.0421.C6 


Gene No. 


113208 








Strand 


+ 


Start 


1 








End 


5435 


Name 


OJ990525 06. 


0421 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1854 ~ 








End 


2324 


GI 


none 








Score 


399 


Exons 


1854 . .2324 












Seq. No. 


53884 








Seq. ID 


OJ990525_06.0421.C6 


Gene No. 


113208 








Strand 


+ 


Start 


1 








End 


5435 


Name 


OJ990525 06 


0421 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2211 ~ 








End 


2606 


GI 


none 








Score 


54 




2211 2243. 


2241 


. .2396, 


2242. 


.2400, 2247.. 2606, 2249.. 2605 


Seq. No. 


53884 








Seq. ID 


OJ990525_06.0421.C6 


Gene No. 


113208 








Strand 


+ 


Start 


1 








End 


5435 


Name 


OJ990525 06 


0421 


. C6 . o5 . 


tw 


Method 


TBLASTX: Wheat 


O L.CIJ- U 


2319 _ 








End 


2621 


O -L 


nnnp 








Score 


402 




2319 2621 


2319 


2555, 


2321 . 


.2605 




Seq. No. 


53884 








Seq. ID 


OJ990525_06.0421.C6 


Gene No. 


113208 








Strand 


+ 


Start 


1 








End 


5435 


Name 


OJ990525 06. 


0421 


.C6 ,o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


2325 ~ 








End 


2488 


GI 


none 








Score 


203 


iJAV/1 1 v 


2325 2486. 


2325 


. .2480, 


2330. 


.2488 




Seq. No. 


53884 








Seq. ID 


OJ990525_06.0421.C6 


Gene No. 


113208 








Strand 


+ 


Start 


1 








End 


5435 


Name 


OJ990525 06 


0421 


.C6 .o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


2492 ~~ 








End 


2929 


GI 


none 








Score 


291 


<k \J X X 


2492 2788. 


2493 


. . 2792, 


2795 . 


.2929, 2795.. 2920 


Seq. No. 


53884 








Seq. ID 


OJ990525_06.0421.C6 


Gene No. 


113208 








Strand 


+ 


Start 


1 








End 


5435 


Name 


OJ990525 06 


0421 


. C6 . o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2622 ~~ 








End 


3045 


GI 


none 








Score 


205 


Exons 


2622. .2792, 


2657 


. .2794, 


2794. 


.3045, 2795. .3043 


Seq. No. 


53884 








Seq. ID 


OJ990525_06.0421.C6 


Gene No. 


113208 








Strand 


+ 


Start 


1 








End 


5435 



546.16 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990525_06, 

2628 

none 

2628. .2789, 

53884 

113208 

1 

OJ990525_06. 

3046 

none 

3046. .3600, 

53884 

113208 

1 

OJ990525_06. 

3320 

none 

3320. .3493, 



0421.C6.o3.ts 



2804. .2872 



0421.C6.o2.tw 



3089.. 3613, 3333. 



0421.C6.ol.tc 



Method TBLASTX : Soybean 
End 2872 
Score 144 



Seq. ID OJ990525_06.0421.C6 

Strand + 

End 5435 

Method TBLASTX : Wheat 

End 3613 

Score 576 
.3608 

Seq. ID OJ990525_06.0421.C6 

Strand + 

End 5435 

Method TBLASTX : Cress 

End 3637 

Score 111 



3327.. 3461, 3494.. 3637, 3496.-3636 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53884 

113208 

1 

OJ990525JJ6, 

3412 

none 

3412. .3657, 

53884 

113208 

1 

OJ990525_06. 

3460 

none 

3460. .3747, 



0421.C6.o2.ts 



3413. .3658 



0421.C6.o4.tm 



3461. .3751 



Seq. ID OJ990525_06.0421.C6 

Strand + 

End 5435 

Method TBLASTX: Soybean 

End 3658 

Score 262 



Seq. ID OJ990525_06.0421.C6 

Strand + 

End 5435 

Method TBLASTX : Maize 

End 3751 

Score 363 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53884 

113208 

1 

OJ990525_06, 

3620 

none 

3620. .4246, 

53884 

113208 

1 

OJ990525_06. 

3803 

none 

3803. .3961, 
3958. .4386, 



0421.C6.ol.tw 



3622. .4245 



0421.C6.ol.tm 



3805.. 3957, 3831. 
3959.. 4387, 4072. 



Seq. ID OJ990525_06.0421.C6 

Strand + 

End 5435 

Method TBLASTX : Wheat 

End 4246 

Score 682 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3965, 3899 
.4392 



OJ990525_06.0421.C6 
+ 

5435 

TBLASTX: Maize 
4392 
209 

4099, 3954. .4100, 



Seq. No. 
Gene No. 
Start 



53884 

113208 

1 



Seq. ID OJ990525_06.0421.C6 
Strand + 
End 5435 



54617 



Name 


OJ990525 06.0421.C6.o6.tw 


Method 


TBLASTX: 


Start 


4247 


End 


4579 


GI 


none 


Score 


360 


Exons 


4247. .4579 






Seq. No. 


53885 


Seq. ID 


OJ990525 


Gene No. 


113209 


Strand 


+ 


Start 


1407 


End 


1552 


Name 


OJ990525 06.0421.C7.ol.gp 


Method 


AAT/GAP 


Start 


1407 


End 


1552 


GI 


LIB3434-038-P1-K1-F1 


Score 


205 


Exons 


1407. .1552 






GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza 




DNA, chromosome 8, clone: 


P0026F07' 




Seq. No. 


53885 


Seq. ID 


OJ990525 


f^pnp Mr* 
UCIJC W • 


113210 


Strand 


- 


Start 


1226 


End' 


1309 


Name 


OJ990525 06.0421.C7.ol.gs 


Method 


GENSCAN 


Start 


1226 


End 


1309 


GI 


none 


Score 




Exons 


1226. .1309 






Seq. No. 


53886 


Seq. ID 


OJ990525 


Gene No. 


113211 


Strand 


+ 


Start 


1 


End 


1882 


Name 


OJ990525 06.0421.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1882 


GI 


6539580 


Score 


184 


Exons 


1..58, 1719. .1882 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


53886 


Seq. ID 


OJ990525 




113211 


Strand 


+ 


Start 


1 


End 


1882 


Name 


OJ990525 06.0421.C8.ol.gs 


Method 


GENSCAN 


Start 


338 


End 


1633 


GI 


none 


Score 


.62 


Exons 


338. .386, 642. .779, 1494. 


.1633 




Seq. No. 


53886 


Seq. ID 


OJ990525 


Gene No. 


113211 


Strand 


+ 


Start 


1 


End 


1882 


Name 


OJ990525 06-0421. C8.ol.gp 


Method 


AAT/GAP 


Start 


492 


End 


1018 


GI 


LIB3434-038-P1-K1-F1 


Score 


749 


Exons 


492. .1018 







GI Descrip. 1 5257255/dbj | AP000364 . 1 1 AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 53886 

Gene No. 113212 

Start 7547 

Name OJ990525_06. 0421 .C8 -o2 .gp 

Start 7547 

GI uC-osflcypl62g04bl 

Exons 7547.. 7834 



Seq. ID OJ990525_06.0421.C8 

Strand + 

End 7834 

Method AAT/GAP 

End 7834 

Score 496 



54618 



GI Descrip. ' 4966364/gb | AAD34695 . 1 | AC006341_23 3.0e-35 (AC006341) Similar to 
gb_AJ224359 surfeit locus protein 5 (surf 5b) from Homo sapiens. 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53886 Seq. ID 

113213 Strand 
8976 End 
OJ990525_06.0421.C8.o3.gp Method 
897 6 End 
uC-osflcypl62g04bl Score 
8976.. 9031, 9117.. 9233 

, 4966364/gb|AAD34695.1|AC006341_23 3.0e-35 (AC006341) Similar to 
gb_AJ224359 surfeit locus protein 5 (surf 5b) from Homo sapiens. 
[Arabidopsis thaliana] ' 



OJ990525_06.0421.C8 
+ 

9233 
AAT/GAP 
9233 
265 



53886 
113214 
3002 

OJ990525_06.0421.C8.o2.gs 
3002 



none 
3002. 
6141. 
8405. 



Seq. ID 
Strand 

End 10276 

Method GEN SCAN 

End 10276 

Score .58 
3127, 3567.. 3778, 5040.. 5189, 5289.. 5399, 



OJ990525 06. 0421. C8 



.6446, 6581.. 6745, 7164.. 7243, 
.8418, 10188. .10276 



7486. .7862, 



5529. 
7993. 



.5720, 
.8099, 



53886 Seq. ID 

113214 Strand 

3002 End 

OJ990525 J)6 . 0421 . C8 . o2 . np Method 

3274 End 

2130141 Score 



OJ990525J36.0421.C8 

10276 
AAT/NAP 
7694 
920 



3274.. 3306, 4576.. 5743, 7665.. 7694 

mudrA protein - maize transposon MuDR gi 1540581 (M76978) mudrA 
[Zea mays] gi 1595816 (U14597) mudrA gene product [Zea mays] 



53886 

113214 

3002 

OJ990525_06.0421.C8.ol.tm 

4906 

none 



Seq. ID OJ990525_06.0421.C8 



Strand 
End 

Method 

End 

Score 



10276 

TBLASTX: Maize 

5680 

49 



4906. .4956, 4919. .4957, 4976. .5290, 5011. .5337, 5302. .5412, 
5366... 5416, 5419. .5676, 5423. .5680, 5498. .5677 



Seq. No. 


53886 








Seq. ID 


OJ990525_06.0421 


.C8 


Gene No. 


113214 








Strand 






Start 


3002 








End 


10276 




Name 


OJ990525 06. 


0421 


.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5866 








End 


6077 




GI 


none 








Score 


89 




Exons 


5866. .6018, 


5868 


. .6077, 


5925. 


. 6047 






Seq. No. 


53887 








Seq. ID 


OJ990525J)6.0421 


.C9 


Gene No. 


113215 








Strand 


+ 




Start 


622 








End 


1158 




Name 


OJ990525 06. 


0421 


.C9.ol. 


gs 


Method 


GENSCAN 




Start 


622 






End 


1158 





54619 



GI 


none 


Score 


. 54 






Exons 


622. .678, 1017. .1158 










Seq. No. 


53888 


Seq. ID 


OJ990525_06 


.0421. 


C12 


Gene No. 


113216 


Strand 


+ 






Start 


459 


End 


710 






Name 


OJ990525 06.0421.C12.ol.gs 


Method 


GENSCAN 






Start 


459 


End 


710 






GI 


none 


Score 


.44 






Exons 


459. .710 










Seq. No. 


53889 


Seq. ID 


OJ990525_06 


.0421. 


C18 


Gene No. 


113217 


Strand 


+ 






Start 


4 


End 


706 






Name 


OJ990525 06.0421.C18.ol.gs 


Method 


GENSCAN 






Start 


4 


End 


706 






GI 


none 


Score 


.88 






Exons 


4. .137, 174. .304, 396. .487, 548. .706 








Seq. No. 


53890 


Seq. ID 


OJ990525JD6 


.0421. 


C22 


Gene No. 


113218 


Strand 


+ 






Start 


1 


End 


1167 






Name 


OJ990525 06.0421.C22.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1167 






GI 


4056425 


Score 


97 






Exons 


1..132, 1098. .1167 










GI Descrip. 


(AC005322) ESTs gb|H36249, gb|AA59732 


and gb|AA651219 come from 




this gene. [Arabidopsis thaliana] 








Seq. No. 


53891 


Seq. ID 


OJ990525_06 


.0421. 


C23 


Gene No. 


113219 


Strand 








Start 


1 


End 


782 






Name 


OJ990525 06.0421.C23.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


782 






GI 


3850621 


Score 


598 






Exons 


1..162, 262. .378, 471. .782 










GI Descrip. 


(Y15382) putative RNA binding 


protein 


[Arabidopsis 


thaliana] 


Seq. No. 


53891 


Seq. ID 


OJ990525_06 


.0421. 


C23 


Gene No. 


113219 


Strand 








Start 


1 


End 


782 






Name 


OJ990525 06.0421.C23.ol.tm 


Method 


TBLASTX: Maize 




Start 


65 


End 


716 






GI 


none 


Score 


135 






Exons 


65. .163, 73. .165, 74. .163, 126. .164, 244. .384, 254 


. .379, 






262. .414, 469. .687, 471. .695, 


471. .716 


, 475. .714 






Seq. No. 


53891 


Seq. ID 


OJ990525_06 


.0421. 


C23 


Gene No. 


113219 


Strand 








Start 


1 


End 


782 






Name 


OJ990525 06.0421.C23.ol.ts 


Method 


TBLASTX: Soybean 




Start 


65 


End 


716 






GI 


none 


Score 


118 






Exons 


65. .163, 73. .165, 74. .163, 244 


1..384, 254. .379, 469 


. .672, 






471. .716, 475. .693 










Seq. No. 


53891 


Seq. ID 


OJ990525_06 


.0421. 


C23 



54620 





Gene No. 


113219 


Strand- 






Start 


1 


End 


782 




Name 


OJ990525 06.0421.C23.ol.gp 


Method 


AAT/GAP 




Start 


73 


End 


694 




GI 


1450 1.R1084 


Score 


776 




Exons 


73. .162, 262. .378, 471. .694 








GI Descrip. 


'4337177/gb|AAD18098| l.Oe- 


163 (AC006416) Identical 






g5bf gene from Arabidopsis 


thaliana . 


ESTs gb_R3057 






gb T22384, gb T22425, gb N64934 and gb 


_T4 6767 come 






gene. [Arabidopsis thaliana 


] 1 






Seq. No. 


53891 


Seq. ID 


OJ990525_06. 




Gene No. 


113219 


Strand 






Start 


1 


End 


782 




Name 


OJ990525 06-0421. C23.ol-gs 


Method 


GENSCAN 




Start 


73 


End 


692 




GI 


none 


Score 


. 99 




Exons 


73. .162, 262. .378, 471. .692 








Seq. No. 


53891 


Seq. ID 


OJ990525 06. 




Gene No. 


113219 


Strand 






Start 


1 


End 


782 




Name 


OJ990525 06.0421.C23.ol.tc 


Method 


TBLASTX : Cres 




Start 


.73 


End 


716 




GI 


none 


Score 


115 




Exons 


73. .165, 77. .163, 244. .384, 


254. .379, 


256. .381, 471 


1 1 




471. .716, 475. .714 






br 


Seq. No. 


53892 


Seq. ID 


OJ990525_06. 


J 


Gene No. 


113220 


Strand 


+ 




Start 


1 


End 


1235 




Name 


OJ990525 06.0421.C24.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


246 




GI 


uC-osflM202098c02bl 


Score 


426 




Exons 


1. .246 








GI Descrip. 


1 4378066/gb|AAD19359.1| 2.0e-13 (AF098806) polyprot 



bicolor] >gi_4680208_gb_AAD27571.1_AF114171_12 (AF114171) 
polyprotein [Sorghum bicolor] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53892 
113220 
1 

OJ990525_06.0421.C24.ol.np 
1 

7489805 
1. .1235 

polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. ID OJ990525_06.0421.C24 

Strand + 

End 1235 

Method AAT/NAP 

End 1235 

Score 970 



53892 

113220 

1 

OJ990525_06.0421.C24.o3.tw 
18 

none 

18. .239, 19. .240 



Seq. ID OJ990525_06.0421.C24 

Strand + 

End 1235 

Method TBLASTX : Wheat 

End 240 

Score 179 



54621 



Seq. No. 


53892 


Seq. ID 


OJ990525_06.0421 


.C24 


Gene No. 


113220 


Strand 


+ 




Start 


1 


End 


1235 




Name 


OJ990525 06. 0421 .C24 .ol. gs 


Method 


GEN SCAN 




Start 


62 ~ 


End 


1077 




GI 


none 


Score 


. 75 




Exons 


62. . 1077 








Seq. No. 


53892 


Seq. ID . 


OJ990525_06.0421 


.C24 


Gene No. 


113220 


Strand 


+ 




Start 


1 


End 


1235 




Name 


OJ990525 06.0421.C24.ol.tw 


Method 


TBLASTX: Wheat 




Start 


445 _ 


End 


900 




GI 


none 


Score 


446 




Exons 


445. .900, 657. .899, 688. .774 








Seq. No. 


53892 


Seq. ID 


OJ990525_06.0421 


.C24 


Gene No. 


113220 


Strand 


+ 




Start 


1 


End 


1235 




Name 


OJ990525 06. 0421 . C24 . ol . tm 


Method 


TBLASTX: Maize 




Start 


573 ~ 


End 


930 




GI 


none 


Score 


414 




Exons 


573. .929, 574. .930, 616. .930 








Seq. No. 


53892 


Seq. ID 


OJ990525_06.0421 


.C24 


Gene No. 


113220 


Strand 


+ 




Start 


1 


End 


1235 




Name 


OJ990525 06.0421.C24.o2.tw 


Method 






Start 


903 


End 


1195 




GI 


none 


Score 


190 




Exons 


903. .968, 907. .1074, 913. .1071, 1077.. 


1157, 1148 . .1195 




Seq. No. 


53892 


Seq. ID 


OJ990525_06.0421 


.C24 


Gene No. 


113220 


Strand 


+ 




Start 


1 


End 


1235 




Name 


OJ990525 06.0421.C24.o2.tm 


Method 


TBLASTX : Mai ze 




Start 


958 


End 


1180 




GI 


none 


Score 


110 




Exons 


958. .1074, 981. .1112, 1076.. 


1180, 1077 


. . 1163 




Seq. No. 


53893 


Seq. ID 


OJ990525 06.0421 


.C25 


Gene No. 


113221 


Strand 


+ ~~ 




Start . 


1 


End 


2444 




Name 


OJ990525 06.0421.C25.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2444 




GI 


7340881 


Score 


101 




Exons 


1.-119, 498. .620, 726. .774, 


2419. .2444 






GI Descrio 


(AP001551) hypothetical protein [Oryza 


sat i va 1 




Seq. No. 


53893 


Seq. ID 


OJ990525 06.0421 


.C25 


Gene No. 


113221 


Strand 


+ 




Start 


1 


End 


2444 




Name 


OJ990525 06.0421.C25.o2.np 


Method 


AAT/NAP 




Start - 


1319 


End 


2215 




GI 


5042448 


Score 


1322 




Exons 


1319. .1880, 1920. .2215 









GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 



54622 



retrotransposon [Oryza sativa] 



Seq. No. 53893 

Gene No. 113222 

Start 2471 

Name OJ990525_06.0421.C25.o3.np 

Start 2471 

GI 4680179 

Exons 2471.. 4153 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990525_06.0421.C25 

Strand + 

End 4153 

Method AAT/NAP 

End 4153 

Score 2707 



Seq. No. 53893 

Gene No. 113222 

Start 2471 

Name OJ990525_06.0421.C25.ol.tw 

Start 2734 

GI none 
Exons 



Seq. ID OJ990525_06.0421.C25 

Strand + 

End 4153 

Method TBLASTX : Wheat 

End 3097 

Score 304 



2734. .2838, 2738. .3097, 2863. .3087 



Seq. No. 53893 

Gene No. 113222 

Start 2471 

Name OJ990525_06 . 0421 . C25 . ol . tm 

^ Start 2978 

W GI none 

%J Exons 2978.. 3310, 2978.. 3262 



Seq. ID OJ990525_06.0421.C25 

Strand + 

End 4153 

Method TBLASTX : Mai ze 

End 3310 

Score 210 



Seq. No. 53893 

Gene No. 113222 

Start 2471 

Name OJ990525_0 6 . 0421 . C25 . o2 . tm 

Start 3614 

GI none 

Exons 3614.. 3934, 3658.. 3759 



Seq. ID OJ990525_06.0421.C25 

Strand + 

End 4153 

Method TBLASTX : Mai ze 

End 3934 

Score 184 



J 1 ? Seq. No. 

^ Gene No. 

M Start 

l j Name 

?5 Start 

p~S GI 

=~ Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



53893 

113222 

2471 

OJ990525_06.0421.C25.o2.tw 

3617 

none 



Seq. ID OJ990525_06.0421.C25 

Strand + 

End 4153 

Method TBLASTX : Wheat 

End 4033 

Score 148 



3617. .3826, 3652. .3765, 3848. .4033, 3877. .4032 



53894 
113223 
1 

OJ990525_06.0421.C26.ol.np 
1 

4680179 
1. .2819 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990525_06.0421.C26 

Strand + 

End 3195 

Method AAT/NAP 

End 2819 

Score 4635 



53894 

113223 

1 

OJ990525_06.0421.C26.o6.tw 
5 



Seq. ID OJ990525_06.0421.C26 

Strand + 

End 3195 

Method TBLASTX : Wheat 

End 400 



54623 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

5.-265, 305, 



Score 



147 



,400 



53894 

113223 

1 

OJ990525_06.0421.C26.ol.gs 

134 

none 



Seq. ID OJ990525_06.0421.C26 

Strand + 

End 3195 

Method GENSCAN 

End 3195 

Score .78 



134. .613, 695. .995, 1133. .2110, 2258. .2855, 2948. .3044, 
3084.. 3195 



53894 

113223 

1 

OJ990525_06.0421.C26.o4.tw 

404 

none 

404. .886, 508. .843 

53894 

113223 

1 

OJ990525_06 . 0421 . C2 6 . o3 . tm 

473 

none 

473. .940, 544 . .843 



Seq. ID OJ990525_06.0421.C26 

Strand + 

End 3195 

Method TBLASTX : Wheat 

End 88 6 

Score 533 



Seq. ID OJ990525_06.0421.C26 

Strand + 

End 3195 

Method TBLASTX: Maize 

End 940 

Score 378 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53894 

113223 

1 

OJ990525_06.0421.C2 6.ol.ts 

827 

none 



Seq. ID OJ990525_06.0421.C26 

Strand + 

End 3195 

Method TBLASTX : Soybean 

End 1212 

Score 57 

827. .859, 827. .871, 863. .991, 863. .1027, 976. .1212, 979. .1083, 
993. .1211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



53894 
113223 
1 

OJ990525_06 . 0421 . C26 . o5 . tw 
935 
none 

935. .991, 991. .1227, 993. .1226 



Seq. ID OJ990525_06.0421.C26 

Strand + 

End 3195 

Method TBLASTX : Wheat 

End 1227 

Score 71 



53894 

113223 

1 

OJ990525_06.0421.C26.o5.tm 

991 

none 

991. .1293, 1014. .1223, 1039. 

53894 

113223 

1 

OJ990525 06.0421.C26.o2.tw 



Seq. ID OJ990525_06.0421.C26 
Strand + 

3195 

TBLASTX: Maize 
1293 
282 



End 

Method 
End 
Score 
,1245 



Seq. ID OJ990525_06.0421.C26 

Strand + 

End 3195 

Method TBLASTX : Wheat 



54624 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1228 
none 

1228. .1737, 

53894 

113223 

1 

OJ990525_06. 

1234 

none 

1234. .1479 

53894 

113223 

1 

OJ990525_06. 

1300 

none 

1300. .1653, 

53894 

113223 

1 

OJ990525 J)6. 

1740 

none 

1740. .2189, 

53894 

113223 

1 

OJ990525_06. 

2008 

none 

2008. .2268, 

53894 

113223 

1 

OJ990525_06. 

2067 

none 

2067. .2354, 

53894 

113223 

1 

OJ990525_06. 

2227 

none 

2227. .2832, 

53894 

113223 

1 

OJ990525_06. 
2407 



1260.. 1571, 1306. 



0421.C26.o3.ts 



0421.C26.ol.tm 



End 1737 

Score 619 
.1653 

Seq. ID OJ990525_06.0421.C26 

Strand + 

End 3195 

Method TBLASTX : Soybean 

End 1479 

Score 187 



Seq. ID OJ990525_06.0421.C26 

Strand + 

End 3195 

Method TBLASTX : Maize 

End 1665 

Score 472 



1305. .1568, 1352. .1663, 1354. .1665 



0421.C26.o3.tw 



Seq. ID OJ990525_06.0421.C26 

Strand + 

End 3195 

Method TBLASTX : Wheat 

End 2220 

Score 155 



1741. .2220, 1774. .2187, 1965.. 2219 



0421.C26.o2.ts 
2013. .2267 

0421.C26.o4.tm 
2068. .2358 

0421.C26.ol.tw 
2229. .2831 

0421.C26.o2.tm 



Seq. ID OJ990525_06.0421.C26 

Strand + 

End 3195 

Method TBLASTX : Soybean 

End 2268 

Score 280 



Seq. ID OJ990525_06.0421.C26 

Strand + 

End 3195 

Method TBLASTX : Mai ze 

End 2358 

Score 362 



Seq. ID OJ990525_06.0421.C26 

Strand + 

End 3195 

Method TBLASTX : Wheat 

End 2832 

Score 678 



Seq. ID OJ990525_06.0421.C26 

Strand + 

End 3195 

Method TBLASTX : Mai ze 

End 2832 



54625 



GI 


none 


Score 


221 


Exons 


2407. .2568, 2410. .2559, 2415 


..2561, 2566.. 2832, 


Seq. No. 


53895 


Seq. ID 


OJ990525 


Gene No. 


113224 


Strand 


+ 


Start 


317 


End 


2065 


Name 


OJ990525 06.0421.C27.o4.np 


Method 


AAT/NAP 


Start 


317 


End 


2065 


GI 


6815109 


Score 


81 


Exons 


317. .423, 1708. .1867, 1907.. 


2065 




GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


53895 


Seq. ID 


OJ990525 


Gene No . 


113224 


Strand 


+ 


Start 


317 


End 


2065 


Name 


OJ990525 06.0421.C27.ol.gs 


Method 


GENSCAN 


Start 


491 


End 


1123 


GI 


none 


Score 


.49 


Exons 


491. .595, 1064. .1123 






Seq. No. 


53895 


Seq. ID 


OJ990525 


Gene No. 


113224 


Strand 


+ 


Start 


317 


End 


2065 


Name 


OJ990525 06.0421. C27.o2.np 


Method 


AAT/NAP 


Start 


491 


End 


2065 


GI 


6721561 


Score 


87 


Exons 


491. .597, 1931. .2065 







06.0421.C27 



GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



gil 6815086 | dbj IBAA90372. 1 | (AP001081) 
corresponds to a region of the predicted gene 
protein [Oryza sativa] 



EST AU082058 (C12976) 

hypothetical 



Seq. No. 


53895 


Seq. ID 


OJ990525 


_06 


0421. C27 


Gene No. 


113224 


Strand 


+ 






Start 


317 


End 


2065 






Name 


OJ990525 06.0421.C27.ol.gp 


Method 


AAT/GAP 






Start 


1085 


End 


1169 






GI 


uC-osflcyp088bl2bl 


Score 


106 






Exons 


1085. .1169 










GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 








Seq. No. 


53895 


Seq. ID 


OJ990525 


_06. 


0421. C27 


Gene No. 


113224 


Strand 


+ 






Start 


317 


End 


2065 






Name 


OJ990525 06.0421.C27.o3.np 


Method 


AAT/NAP 






Start 


1160 


End 


2065 






GI 


7248392 


Score 


145 






Exons 


1160. .1257, 1873. .2065 










GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 






Seq. No. 


53895 


Seq. ID 


OJ990525 


_06. 


0421. C27 


Gene No. 


113225 


Strand 








Start 


369 


End 


458 






Name 


OJ990525 06.0421.C27.ol.np 


Method 


AAT/NAP 






Start 


369 


End 


458 







54626 



GI 


4680183 


Score 


130 




Exons 


369.-458 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


53895 


Seq. ID 


OJ990525 06.0421 


.C27 


Gene No. 


113226 


Strand 






Start 


1723 


End 


1980 




Name 


OJ990525_06. 0421 .C27 ,o2 .gs 


Method 


GEN SCAN 




Start 


1723 


End 


1980 




GI 


none 


Score 


. 52 




Exons 


1723. .1980 








Seq. No. 


53896 


Seq. ID 


OJ990525_06.0421 


.C28 


Gene No. 


113227 


Strand 


+ 




Start 


39 


End 


5851 




Name 


OJ990525 06.0421.C28.ol.gs 


Method 


GEN SCAN 




Start 


.39 


End 


5799 




GI 


none 


Score 


.44 




Exons 


39.. 121, 902.. 1006, 1245. .1290, 2227.. 


2291, 2337.. 2980, 






3031. .3059, 3286. .5454, 5543. 


.5581, 5653. .5799 




Seq. No. 


53896 


Seq. ID 


OJ990525J36.0421 


.C28 


Gene No. 


113227 


Strand 


+ 




Start 


39 


End 


5851 




Name 


OJ990525 06-0421. C28.ol.gp 


Method 


AAT/GAP 




Start 


957 


End 


1338 




GI 


uC-osflcyp033a04bl 


Score 


687 




Exons 


957. .1338 








GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


53896 


Seq. ID 


OJ990525_06.0421 


.C28 


Gene No. 


113227 


Strand 


+ 




Start 


39 


End 


5851 




Name 


OJ990525 06.0421.C28.o3.np 


Method 


AAT/NAP 




Start 


3283 


End 


5851 




GI 


4680179 


Score 


2062 




Exons 


3283.. 4359, 4393.. 5520, 5802. 


.5851 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


53896 


Seq. ID 


OJ990525_06.0421 


.C28 


Gene No. 


113228 


Strand 






Start 


890 


End 


5851 




Name 


OJ990525 06.0421.C28.ol.np 


Method 


AAT/NAP 




Start 


890 


End 


5851 




GI 


4680186 


Score 


379 




Exons 


890. .1090, 1929. .1980, 5806.. 


5851 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


53896 


Seq. ID 


OJ990525_06.0421 


.C28 


Gene No. 


113228 


Strand 






Start 


890 


End 


5851 




Name 


OJ990525 06.0421.C28.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2984 


End 


5772 




GI 


none 


Score 


51 




Exons 


2984. .3046, 5508.-5771, 5516. 


.5767, 55 


81. .5772 





54627 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



53896 

113228 

890 

OJ990525_06. 

3517 

none 

3517. .3879, 

'53896 
113228 
890 

OJ990525_06. 

3760 

none 

3760. .4065, 

53896 

113228 

890 

OJ990525_06. 

4384 

none 

4384. .4737 

53896 

113228 

890 

OJ990525_06. 

4420 

none 

4420. .4629, 

53896 

113228 

890 

OJ990525_06, 

4953 

none 

4953. .5396, 

53896 

113228 

890 

OJ990525_06. 

5062 

none 

5062. .5493, 

53896 

113228 

890 

OJ990525_06. 

5568 

none 

5568. .5771, 
53896 



0421.C28.o3.tw 
3519. .3878 

0421.C28.o3.tm 
3774. .3938 

0421.C28.o4.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score . 



OJ990525_06.0421.C28 
5851 

TBLASTX: Wheat 

3879 

292 



OJ990525_06. 0421.C28 
5851 

TBLASTX: Maize 

4065 

239 



OJ990525_06.0421.C28 
5851 

TBLASTX: Maize 

4737 

183 



Seq. ID OJ990525_06.0421.C28 
Strand 

End 5851 

Method TBLASTX : Wheat 

End 4857 

Score 164 
4476. .4628, 4674. .4787, 4675. .4788, 4816. .4857 



0421.C28.o4 .tw 



0421.C28.ol.tw 



4957.. 5007, 5062. 



0421.C28.ol.tm 



5101. .5274, 5292, 



0421.C28.ol.ts 



5573. .5767, 5775. 



Seq. ID OJ990525_06.0421.C28 
Strand 

5851 

TBLASTX: Wheat 
5439 
48 



End 

Method 
End 
Score 
.5439 



Seq. ID OJ990525_06.0421.C28 
Strand 

5851 

TBLASTX: Maize 
5493 
356 



End 

Method 
End 
Score 
.5450 



Seq. ID OJ990525_06.0421.C28 
Strand 

End 5851 

Method TBLASTX : Soybean 

End 5811 

Score 212 
.5804, 5776. .5811 

Seq. ID OJ990525_06.0421.C28 



54628 




Gene No. 


113228 






Strand 






Start 


890 






End 


5851 




Name 


OJ990525 


_06.0421.C28.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5589 






End 


5814 




GI 


none 






Score 


259 




Exons 


5589.. 5771, 5592.. 5771, 


5594. 


.5779, 5617. .5772, 5776. .5814 


Seq. No. 


53897 






Seq. ID 


OJ990525 06.0421 


,C29 


Gene No. 


113229 






Strand 


+ 




Start 


1 






End 


1877 




Name 


OJ990525 


_06.0421.C29.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1877 




GI 


4680179 






Score 


2577 




Exons 


1. .1877 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp . indica] 




Seq. No. 


53897 






Seq. ID 


OJ990525 06.0421 


.C29 


Gene No . 


113229 






Strand 


+ 




Start 


1 






End 


1877 




Name 


OJ990525 


06.0421.C29 o3 


.tm 


Method 


TBLASTX: Maize 




Start 


45 






End 


299 




GI 


none 






Score 


157 




Exons 


45 167. 


46 162 165 


299 








Seq. No. 


53897 






Seq. ID 


OJ990525 06.0421 


.C29 


Gene No . 


113229 






Strand 


+ 




Start 


1 






End 


1877 




Name 


OJ990525 


06 0421 C29 o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


49 






End 


287 




GI 


none 






Score 


162 




Exons 


49 162. 


51 167. 164 


286, 165. .287 






Seq. No. 


53897 






Seq. ID 


OJ990525 06.0421 


.C2 9 


Gene No . 


113229 






Strand 


+ 




Start 


1 






End 


1877 




Name 


OJ990525 


06.0421.C29.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


288 






End 


866 




GI 


none 






Score 


663 




Exons 


288. .866, 


299. .865 










Seq. No. 


53897 






Seq. ID 


OJ990525 06.0421 


.C2 9 


Gene No . 


113229 






Strand 


+ 




Start 


1 






End 


1877 




Name 


OJ990525 


06.0421.C29.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


573 






End 


890 




GI 


none 






Score 


90 




Exons 


573. .746, 


747. .890, 749 


. .889 








Seq. No. 


53897 






Seq. ID 


OJ990525_06.0421 


.C29 


Gene No . 


113229 






Strand 


+ 




Start 


1 






End 


1877 




Name 


OJ990525 


06.0421.C29.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


654 






End 


914 




GI 


none 






Score 


296 




Exons 


654. .914, 


659. . 913 










Seq. No. 


53897 






Seq. ID 


OJ990525_06.0421 


.C29 



54629 






Gene No. 


113229 


Strand 


+ 






Start 


1 


End 


1877 






Name 


OJ990525 06.0421.C29.o2.tm 


Method 


TBLASTX: Maize 






Start 


713 ~~ 


End 


1004 






GI 


none 


Score 


374 






Exons 


713 . . 1000, 714 . . 1004 










Seq. No. 


53897 


Seq. ID 


OJ990525_06.0421 


C29 




Gene No. 


113229 


Strand 


+ 






Start 


1 


End 


1877 






Name 


OJ990525 06.0421.C29.ol.tw 


Method 


TBLASTX: Wheat 






Start 


873 


End 


1499 






GI 


none 


Score 


680 






Exons 


873. .1499, 929. .1378, 966. .1496 








Seq. No. 


53897 


Seq. ID 


OJ990525_06.0421 


.C29 




Gene No. 


113229 


Strand 


+ 






Start 


1 


End 


1877 






Name 


OJ990525 06.0421.C29.ol.tm 


Method 


TBLASTX: Maize 






Start 


1053 


End 


1652 






GI 


none 


Score 


225 






Exons 


1053.. 1214, 1056.. 1208, 1212. 


.1652, 1214. .1372, 1374. .1637 


^ 


Seq. No. 


53897 


Seq. ID 


OJ990525_06.0421 


C29 




Gene No. 


113229 


Strand 


+ 




=5 • = 


Start 


1 


End 


1877 




5 IS 


Name 


OJ990525 06.0421.C29.o3.tw 


Method 


TBLASTX: Wheat 






O U CI -L u 


1499 


End 


1832 






GI 


none 


Score 


318 






Exon s 


1499.. 1768, 1500.. 1832, 1503. 


.1811 






fil 


Sea No 


53898 


Seq. ID 


OJ990525_06.0421 


.C30 




Gene No. 


113230 


Strand 


+ 




Q 


Start 


1 


End 


2732 






Name 


OJ990525 06.0421.C30.ol.np 


Method 


AAT/NAP 




'•4 


Start 


1 


End 


401 






GI 


4680179 


Score 


543 






Exons 


1. .401 










GI Descric 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


53898 


Seq. ID 


OJ990525_06.0421 


C30 




Gene No. 


113230 


Strand 


+ 






Start 


1 


End 


2732 






Name 


OJ990525 06.0421.C30.ol.gs 


Method 


GENSCAN 






Start 


117 


End 


2732 






GI 


none 


Score 


.44 






Exons 


117. .387, 1228. .1406, 1602. .1648, 2494 


. .2732 






Seq. No. 


53898 


Seq. ID 


OJ990525_06.0421 


C30 




Gene No. 


113231 


Strand 








Start 


1 


End 


3252 






Name 


OJ990525 06.0421.C30.ol.tm 


Method 


TBLASTX: Maize 






Start 


1 


End 


260 






GI 


none 


Score 


197 






Exons 


1..159, 2. .160, 164. .259, 165 


.260 








Seq. No. 


53898 


Seq. ID 


OJ990525_06.0421 


C30 



54630 



Gene No. 


113231 




Strand 








Start 


1 




End 


"3 o c o 

3252 






Name 


OJ990525 06.0421.C30 


. o2 . np 


Method 


AAT/NAP 






Start 


1 




End 


3252 






GI 


5852180 




Score 


402 






Exons 


1. .133, 1150. .1561, 


1612.. 1732, 3175.. 


3252 






GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


sativa] 








Seq. No. 


53898 




Seq. ID 


OJ990525 


JD6.0421 


.C30 


Gene No . 


1132 31 




Strand 








Start 


1 




End 


3252 






Name 


OJ990525 06.0421.C30 


.ol.tw 


Method 


TBLASTX : 


Wheat 




Start 


2 




End 


278 






GI 


none 




Score 


205 






Exons 


2. .160, 7. .159, 10.. 


165, 174 


.278 








Seq. No. 


53899 




Seq. ID 


OJ990525 


_06.0421 


.C31 


Gene No. 


113232 




Strand 


+ 






Start 


1 




End 


1967 






Name 


OJ990525 06.0421.C31 


.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


1967 






GI 


7489805 




x Score 


657 






Exons 


1..900, 1938. .1967 













[3 GI Descrip. 



polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 





Seq. No. 


53899 






Seq. ID 


OJ990525_ 




Gene No. 


113233 






Strand 




% IS? 


Start 


243 






End 


1903 


: , : 

L Li 


Name 


OJ990525 


06.0421.C31 


.ol. ts 


Method 


TBLASTX :S 




Start 


156 






End 


524 




GI 


none 






Score 


212 


£ 


Exons 


156. .524, 


305. .523 








js at 

; 3 


Seq. No. 


53899 






Seq. ID 


OJ990525_ 




Gene No. 


113233 






Strand 




|.a 


Start 


243 






End 


1903 




Name 


OJ990525 


06.0421.C31 


.ol.tw 


Method 


TBLASTX :W 




Start 


167 






End 


595 




GI 


none 






Score 


291 




Exons 


167. .280, 


168. .569, 


308. .595 






Seq. No. 


53899 






Seq. ID 


OJ990525_ 




Gene No. 


113233 






Strand 






Start 


243 






End 


1903 




Name 


OJ990525 


06.0421.C31 


.ol.gs 


Method 


GENSCAN 




Start 


243 






End 


1903 




GI 


none 






Score 


.48 




Exons 


243. .407, 


615. .1751, 


1812. . 


1903 






Seq. No. 


53900 






Seq. ID 


OJ990525_ 




Gene No. 


113234 






Strand 






Start 


275 






End 


1731 




Name 


OJ990525 


06.0421.C32 


. ol . gs 


Method 


GENSCAN 




Start 


275 






End 


1731 




GI 


none 






Score 


.45 




Exons 


275. .797, 


1414. .1527 


, 1571. 


.1731 





54631 



Seq. No. 


53901 








Seq. ID 


OJ990525_ 


_06. 


0421 


.C33 


Gene No. 


113235 








Strand 


+ 








Start 


4 92 








End 


870 








Name 


OJ990525 06.0421.C33 


.ol 


. gs 




Method 


GEN SCAN 








Start 


4 92 








End 


870 








GI 


none 








Score 


. 93 








Exons 


492. .678, 847. .870 


















Seq. No. 


53901 








Seq. ID 


OJ990525_ 


_06. 


0421 


.C33 


Gene No. 


113236 








Strand 










Start 


1364 








End 


1435 








Name 


OJ990525 06.0421.C33 


.o2 


gs 




Method 


GEN SCAN 








Start 


1364 








End 


1435 








GI 


none 








Score 


.76 








Exons 


1364. .1435 


















Seq. No. 


53902 








Seq. ID 


OJ990525_ 


_06. 


0421 


.C34 


Gene No. 


113237 








Strand 










Start 


4526 








End 


5824 








Name 


OJ990525 06.0421.C34 


.o2 


gs 




Method 


GENSCAN 








Start 


4526 








End 


5824 








GI 


none 








Score 


. 99 








Exons 


4526. .5824 


















Seq. No. 


53903 








Seq. ID 


OJ990525_ 


_06. 


0421 


-C35 


Gene No. 


113238 








Strand 


+ 








Start 


503 








End 


1551 








Name 


OJ990525 06.0421.C35 


ol. 


QS 




Method 


GENSCAN 








Start 


503 








End 


925 








GI 


none 








Score 


. 92 








Exons 


503. .596, 783..92S 


















Seq. No. 


53903 








Seq. ID 


OJ990525_ 


_06. 


0421 


.C35 


Gene No. 


113238 








Strand 


+ 








Start 


503 








End 


1551 








Name 


OJ990525 06.0421.C35 


ol. 


np 




Method 


AAT/NAP 








Start 


543 








End 


1551 








GI 


7489554 








Score 


76 








Exons 


543. .734, 1518. .1551 


















GI Descrip. 


probable ribosomal protein 


Sll, mitochondrial - 


rice 






gil 184 1357| dbj IBAA12798. 


11 


(D85382) mitochondrial ribosomal 




protein Sll (nuclear 


encoded) 


[Oryza sativa] 








Seq. No. 


53903 








Seq. ID 


OJ990525_ 


_06. 


0421 


.C35 


Gene No. 


113239 








Strand 










Start 


216 








End 


1668 








Name 


OJ990525 06.0421.C35. 


o3. 


np 




Method 


AAT/NAP 








Start 


216 








End 


1668 








GI 


82484 








Score 


136 








Exons 


216. .244, 1564. .1668 


















GI Descrip. 


hypothetical protein 


1 - 


rice 


gi | 20382 | emb | CAA29825 


1 (X0661: 



put. ORF 2 [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



53903 

113239 

216 



Seq. ID 

Strand 

End 



OJ990525 06.0421.C35 



1668 



54632 



Name 


OJ990525 06.0421.C35.o2 


. np 


Method 


AAT/NAP 








Start 


772 




End 


1554 








GI 


6015577 




Score 


118 








Exons 


772. .895, 1311. .1554 














GI Descrip. 


(X02451) URF 3 [Zea mays] 












Seq. No. 


53903 




Seq. ID 


OJ990525_ 


06 


0421 


.C35 


Gene No. 


113239 




Strand 










Start 


216 




End 


1668 








Name 


OJ990525 06.0421.C35.o2 


. gs 


Method 


GENSCAN 








Start 


1238 




End 


1477 








GI 


none 




Score 


.72 








Exons 


1238 . . 1477 














Seq. No. 


53904 




Seq. ID 


OJ990525_ 


06 


0421 


.C36 


Gene No. 


113240 




Strand 


+ 








Start 


1623 




End 


3582 








Name 


OJ990525 06.0421.C36.ol 


. np 


Method 


AAT/NAP 








Start 


1623 




End 


3582" 








GI 


6539580 




Score 


78 








Exons 


1623. .1664, 2874.. 2 97 6, 


3078. 


.3194, 3545.. 3582 








GI Descrip. 


(AP000837 ) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


53904 




Seq. ID 


OJ990525_ 


06 


0421 


.C36 


Gene No. 


113240 




Strand 


+ 








Start 


1623 




End 


3582 








Name 


OJ990525 06.0421.C36.o2 


. gs 


Method 


GENSCAN 








Start 


2291 




End 


3377 








GI 


none 




Score 


.73 








Exons 


2291. .2293, 2874. .2976, 


3214. 


.3377 










Seq. No. 


53905 




Seq. ID 


OJ990525_ 


06 


0421 


.C37 


Gene No. 


113241 




Strand 










Start 


314 




End 


535 








Name 


OJ990525 06.0421.C37.ol 


.gs 


Method 


GENSCAN 








Start 


314 




End 


535 








GI 


none 




Score 


.41 








Exons 


314 . . 535 














Seq. No. 


53906 




Seq. ID 


OJ990525_ 


_06 


0421 


.C38 


Gene No. 


113242 




Strand 


+ 








Start 


409 




End 


511 








Name 


OJ990525 06.0421.C38.ol 


. gs 


Method 


GENSCAN 








Start 


409 




End 


511 ■ 








GI 


none 




Score 


.85 








Exons 


4 . .Oil 














Seq. No. 


53907 




Seq. ID 


OJ990525_ 


06. 


0421 


.C39 


Gene No. 


113243 




Strand 


+ 








btart 


1 




End 


536 








Name 


OJ990525 06.0421.C39.ol 


. np 


Method 


AAT/NAP 








Start 


1 




End 


323 








GI 


6862956 




Score 


291 








Exons 


1. .323 














GI Descrip. 


(AC019018) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


53907 




Seq. ID 


OJ990525_ 


06. 


0421 


.C39 



54633 



Gene No. 113243 

Start 1 

Name OJ990525_06 . 0421 . C39 . ol . gs 

Start 192 

GI none 

Exons 192.. 397, 503.. 536 

Seq. No. 53907 

Gene No. 113244 

Start 685 

Name OJ990525_06 . 0421 . C39 . ol . tm 

Start 2 

GI none 

Exons 2.. 214, 3.. 215 



Strand 
End 

Method 

End 

Score 



+ 

536 

GEN SCAN 

536 

.44 



Seq. ID OJ990525_06.0421.C39 
Strand 

End 905 

Method TBLASTX : Maize 

End 215 

Score 282 



Seq. No. 53907 

Gene No. 113244 

Start 685 

Name OJ990525_06 . 0421 . C39 . o2 . gs 

Start 685 

GI none 

Exons 685.. 809, 893.. 905 



Seq. ID OJ990525_06.0421.C39 
Strand 

End 905 

Method GENSCAN 

End 905 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53908 
113245 
1 

OJ990525_06.0421.C40.ol.np 
1 

7489805 
1. .870 

polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. ID OJ990525_06.0421.C40 
Strand 

End 870 

Method AAT/NAP 

End 870 

Score 740 



53908 

113245 

1 

OJ990525_06.0421.C40.o2.tw 
60 

none 

60. .242, 61. .222, 90. .245 

53908 

113245 

1 

OJ990525_06.0421.C40.ol.gs 
99 

none 

99. .443, 495. .643, 701. .818 

53908 

113245 

1 

OJ990525_06.0421.C40.ol.ts 

303 

none 

303. .653, 493. .636 



Seq. ID OJ990525_06.0421.C40 
Strand 

End 870 

Method TBLASTX : Wheat 

End 24 5 

Score 71 



Seq. ID OJ990525_06.0421.C40 
Strand 

End 870 

Method GENSCAN 

End 818 

Score .75 



Seq. ID OJ990525_06.0421.C40 
Strand 

End 870 

Method TBLASTX : Soybean 

End 653 

Score 88 



54634 




Seq. No. 


53908 








Seq. ID 


OJ990525_06.0421 


.C40 


Gene No . 


113245 








Strand 






Start 


1 








End 


870 




Name 


OJ990525 


06.0421.C40 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


312 








End 


732 




GI 


none 








Score 


233 




Exons 


312. .731, 


313. .732 












Seq. No. 


53908 








Seq. ID 


OJ990525_06.0421 


.C40 


Gene No. 


113245 








Strand 






Start 


1 








End 


870 




Name 


OJ990525 


06.0421.C40 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


405 








End 


789 




GI 


none 








Score 


218 




Exons 


405. .761, 


418. .789, 


554 


. .766, 


565. .771 






Seq. No. 


53909 








Seq. ID 


OJ990525_06.0421 


.C52 


Gene No. 


113246 








Strand 


+ 




Start 


1 








End 


1190 




Name 


OJ990525 


06.0421.C52 


.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1190 




GI 


4263825 








Score 


567 




Exons 


1. .1190 














GI Descrip. 


(AC006067 


) putative 


helicase 


[Arabidopsis thaliana] 




Seq. No. 


53909 








Seq. ID 


OJ990525_06.0421 


.C52 


Gene No. 


113246 








Strand 


+ 




Start 


1 








End 


1190 




Name 


OJ990525 


06.0421.C52 


.ol 


.gs 


Method 


GEN SCAN 




Start 


193 








End 


1175 




GI 


none 








Score 


.7 




Exons 


193. .528, 


585. .1175 












Seq. No. 


53909 








Seq. ID 


OJ990525_06.0421 


.C52 


Gene No. 


11324 6 








Strand 


+ 




Start 


1 








End 


1190 




Name 


OJ990525 


06.0421.C52 


.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


578 








End 


770 




GI 


none 








Score 


271 




Exons 


578. .766, 


579. .770 












Seq. No. 


53909 








Seq. ID 


OJ990525_06.0421 


.C52 


Gene No. 


11324 6 








Strand 


+ 




Start 


1 








End 


1190 




Name 


OJ990525 


06.0421.C52 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


717 








End 


1100 




GI 


none 








Score 


75 




Exons 


717. .827, 


810. .872, 


876 


. .1100 


, 1001.. 1099 




Seq. No. 


53909 








Seq. ID 


OJ990525_06.0421 


.C52 


Gene No. 


113246 








Strand 


+ 




Start 


1 








End 


1190 




Name 


OJ990525 


06.0421.C52 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


939 








End 


1190 




GI 


none 








Score 


309 




Exons 


939. .1190 


, 986. .1189 













54635 





Seq. No. 


53910 


Seq. ID 


OJ990525_06.0421.C53 




Gene No. 


113247 


Strand 






Start 


387 


End 


2046 




Name 


OJ990525 06.0421.C53.ol.np 


Method 


AAT/NAP 




Start 


202 


End 


2046 




GI 


6539581 


Score 


337 




Exons 


202. .624, 1949. .2046 








GI Descrip. 


(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 






clone F20D10; hypothetical 


protein (AL035538) [Oryza sativa] 




Seq. No. 


53910 


Seq. ID 


OJ990525_06.0421.C53 




vjcllc WO. 




Qt rand 






Start 


387 


£jLL\JL 






Name 


OJ990525 06.0421.C53.ol.gs 


Mot" h aH 


V3 Hi IN O k^rilN 




Start 


387 


FnH 

Eji 1LI 


1 8 97 

X O C. 1 




GI 


none 




■ o o 




Exons 


387. .615, 943. .1033, 1695.. 


1 P197 

IOl ( 






Seq. No. 


53911 


Seq. ID 


OJ990525_06.0421.C54 




ucfie LNO ■ 


113248 


Strand 






Start 


371 


End 


9 Qnn 




Name 


OJ990525 06.0421.C54.ol.gs 


Method 






Start 


371 


End 


9 Qnn 




GI 


none 


Score 


• DO 


E. -Jt 


Exons 


371. .503, 1768. .1974, 2850. 


.2900 




fn 


Seq. No. 


53912 


Seq. ID 


OJQQ0S9S 06 0491 fSS 


r ! § 


Gene No. 


113249 


Strand 


+ _ 




Of -a r-f- 
OLart 


594 


End 


3522 


f i 


Name 


OJ990525 06. 0421 .C55 .ol . gs 


Method 


GENSCAN 




Start 


594 


End 


3477 




GI 


none 


Score 


.71 




Exons 


594. .761, 1275. .1478, 1634. 


.1854, 1937. 


.2149, 2204. .2295, 


= 




2373.. 2560, 2635.. 2824, 3074.. 3477 






Seq. No. 


53912 


Seq. ID 


OJ990525_06.0421.C55 




Gene No. 


113249 


Strand 


+ 




Start 


594 


End 


3522 




Name 


OJ990525 06.0421.C55.ol.np 


Method 


AAT/NAP 




Start 


594 


End 


3522 




GI 


6691716 


Score 


2548 




Exons 


594. .1482, 1680. .1854, 1937 


..2045, 2122 


..2295, 2373. .2560, 



2635.. 2737, 2887.. 3000, 3074.. 3522 
GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 | dbj |BAA89397.1| (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 53912 

Gene No. 113249 

Start 594 

Name OJ990525_0 6.0421. C55 . ol . tw 

Start 713 

GI none 

Exons 713.. 766, 714.. 1004, 860.. 967 



Seq. ID OJ990525_06.0421.C55 

Strand + 

End 3522 

Method TBLASTX : Wheat 

End 1004 

Score 192 



Seq. No. 
Gene No. 



53913 
113250 



Seq. ID OJ990525_06.0421.C56 
Strand + 



54636 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5615 End 7362 

OJ990525JD6 . 0421 . C5 6 . o2 . gp Method AAT/GAP 

5437 End 5818 

uC-osflcyp033a04bl Score 691 

5437. .5818 

1 6016845/dbj | AP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990525_06.0421.C56 

Strand +. 

End 7362 

Method GENSCAN 

End 7362 

Score .91 



53913 
113250 
5615 

OJ990525_06.0421.C56.o3.gs 
5615 
none 

5615. .5686, 6706. .7362 

53913 
113251 
1 

OJ990525_06 . 0421 . C56 . o2 . np 
1 

5852180 

1..64, 4104. .4515, 4567. .4684, 5667. .5720, 7562. .7619 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990525_06.0421.C56 
Strand 

End 7619 

Method AAT/NAP 

End 7619 

Score 593 



53913 

113251 

1 

OJ990525_06.0421.C56.ol.gs 

412 

none 



Seq. ID OJ990525_06.0421.C56 
Strand 

End 7619 

Method GENSCAN 

End 3288 

Score .46 



412. .494, 624. .806, 824. .1928, 1930. .2529, 2552. .2588, 
2720. .3288 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



53913 
113251 
1 

OJ990525_06.0421.C56.ol.np 
415 

5902445 
415. .3369, 4280. .4421 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990525_06.0421.C56 
Strand . - 
End 7619 
Method AAT/NAP 
End 4421 
Score 4 662 



53913 

113251 

1 

OJ990525_06 . 0421 . C56 . o3 . tw 

424 

none 



Seq. ID OJ990525_06.0421.C56 
Strand 

End 7619 

Method TBLASTX : Wheat 

End 1037 

Score 47 



424. .561, 547. .843, 776. .820, 837. .1037, 931. .1017 



53913 
113251 

1 - 

OJ990525_06.0421.C56.o4.tm 

4 63 

none 



Seq. ID OJ990525_06.0421.C56 
Strand 

End 7619 

Method TBLASTX : Mai ze 

End 717 

Score 60 



54637 






Exons 


463. .564, 503. .565, 544 


. .717, 


545. . 604 








Seq. No. 


53913 








Seq. ID 


OJ990525_06.0421 


.C56 




Gene No. 


1 1 








burana 








Start 


1 

1 








End 


7619 






Name 


uoyyuozo uo 


n a o i 
. U4Z 1 . 


LOD . OZ 


.tw 


Method 


TBLASTX: Wheat 






Start 


"\ 1 CO 

1 lOZ 








End 


1539 






GI 


none 








Score 


106 






Exons 


1 1 co i Tin 
1 lOZ . . Loo 1 , 


1 1 CO 

1 1 0Z . 


1 CQQ 


1228. 


.1539 








Seq. No. 


53913 








Seq. ID 


OJ990525_06.0421 


.C56 




Gene No. 


11 jzoi 








Strand 








Start 


1 








End 


7619 






Name 


ujyyuozo ud 


. U4 Zl . 


pet —i 
LOO . Ol 


.tm 


Method 


TBLASTX : Maize 






Start 


1 1 Q O 
118 Z 








End 


1546 






GI 


none 








Score 


264 






Exons 


iioz . . izzy , 


1 Ol c 

1Z 10 . 


1 Q A A 

. 104 4 , 


1216. 


.1545, 1253. .1546 






Seq. No. 


53913 








Seq. ID 


OJ990525_06.0421 


.C56 




bene no . 










Strand 








Start 


1 








End 


7619 






Name 


ujyyuozo ud 


n a o i 
. U4Z1 . 


LOb . OO 


.tw 


Method 


TBLASTX: Wheat 






Start 


1 OCT 

lOD / 








End 


2280 






GI 


none 








Score 


66 




3 


Exons 


lob / . . lyoo , 


1 o o o 

lyjy . 


Ol /I o 

. zl4Z , 


1948. 


.2280, 1961.. 2275 






Seq. No. 


53913 








Seq. ID 


OJ990525_06.0421 


.C56 


y 


Gene No. 


1 1 OOC1 

llozol 








Strand 








Start 


1 








End 


7619 






Name 


OJyyUozo Ub 


. U4Z 1 . 


Cob . o4 


. tw 


Method 


TBLASTX: Wheat 




M 


Start 


Z Jl 1 








End 


2746 




J 


GI 


none 








Score 


42 




y 


Exons 




O "3 1 Q 

Zolo . 


Oyl CO 

. Z4DZ , 


2537. 


.2746 








Seq. No. 


53913 








Seq. ID 


OJ990525_06.0421 


.C56 




Gene No . 


1 1 "3 O C 1 








Strand 






M 


Start 


1 








End 


7619 






Name 


ujyyuozo ud 


. U4Z1 . 


pCC « O 

Lob . oz 


.tm 


Method 


TBLASTX: Maize 






Start 


Z 4 U4 








End 


2848 




et 


GI 


none 








Score 


42 




57 
W 


Exons 


Z4U4 . . Z4oU, 


O/l OQ 

Z4Zo . 


o an a 
. Z bU4 , 


2440. 


.2529, 2593. .2847, 2594. .2848 




Seq. No. 


53913 








Seq. ID 


OJ990525_06.0421 


.C56 




Gene No . 










Strand 








Start 


1 








End 


7619 






Name 


OJyyUozo Ud 


. U4Z1 . 


pec ~1 

Co b . Ol 


.ts 


Method 


TBLASTX: Soybean 






Start 


oci c 
ZOlO 








End 


2946 






GI 


none 








Score 


90 






Exons 


ZOlO . . Z y4 b, 


o c n o 
Z bUZ . 


. Zo / / , 


2756. 


.2899 








Seq. No. 


53913 








Seq. ID 


OJ990525_06.0421 


.C56 




Gene No. 


113251 








Strand 








Start 


1 








End 


7619 






Name 


OJ990525 06 


.0421. 


C56.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


2791 








End 


3207 






GI 


none 








Score 


187 






Exons 


2791. .3159, 


2792. 


.3157, 


2995. 


.3159, 3157.. 3207 





54638 




Seq. No. 


53913 






Seq. ID 


OJ990525 06 0421 


.C56 


Gene No. 


113251 






Strand 






Start 


1 






End 


7619 




Name 


OJ990525 06.0421 


.C56.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


2848 






End 


3075 




GI 


none 






Score 


194 




Exons 


2848. .3075 












Seq. No. 


53913 






Seq. ID 


OJ990525_06.0421 


.C56 


Gene No. 


113251 






Strand 






Start 


1 






End 


7619 




Name 


OJ990525 06.0421 


.C56.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


3079 






End 


3387 




GI 


none 






Score 


47 




Exons 


3079. .3159, 3157 


. .3297, 


3232. 


.3303, 3295.. 3387, 3297.. 3365 


Seq. No. 


53913 






Seq. ID 


OJ990525JD6.0421 


.C56 


Gene No. 


113251 






Strand 






Start 


1 






End 


7619 




Name 


OJ990525 06.0421 


.C56.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


3208 






End 


3365 




GI 


none 






Score 


79 




Exons 


3208.. 3297, 3209 


. .3295, 


3297. 


.3365 






Seq. No. 


53913 






Seq. ID 


OJ990525_06.0421 


. C56 


Gene No. 


113251 






Strand 






Start 


1 






End 


7619 




Name 


OJ990525 06.0421 


.C56.o2 


.gs 


Method 


GENSCAN 




Start 


3965 






End 


4522 




GI 


none 






Score 


1 




Exons 


3965. .4522 












Seq. No. 


53914 






Seq. ID 


OJ990525_06.0421 


.C57 


Gene No. 


113252 






Strand 






Start 


888 






End 


5109 




Name 


OJ990525 06.0421 


.C57.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


573 






End 


1370 




GI 


none 






Score 


130 




Exons 


573. .866, 577. .738, 913 


. .1149 


, 915. .1145, 1194. .1370 




Seq. No. 


53914 






Seq. ID 


OJ990525_06.0421 


.C57 


Gene No. 


113252 






Strand 






Start 


888 






End 


5109 




Name 


OJ990525 06.0421 


.C57.ol 


np 


Method 


AAT/NAP 




Start 


705 






End 


3647 




GI 


5902444 






Score 


4210 




Exons 


705. .3647 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


53914 






Seq. ID 


OJ990525_06.0421 


.C57 


Gene No. 


113252 






Strand 






Start 


888 






End 


5109 




Name 


OJ990525 06.0421 


.C57.ol. 


gs 


Method 


GENSCAN 




Start 


888 




End 


5109 




GI 


none 






Score 


.44 




Exons 


888. .1348, 1484. 


.2848, 2951.. 


3279, 3394 


..3695, 4294. .4400, 



54639 



5017. .5109 



Seq. No. 53914 Seq. ID 

Gene No. 113252 Strand 

Start 888 End 

Name OJ990525_06 . 0421 . C57 . o2 . tw Method 

Start 1950 End 

GI none Score 

Exons 1950.. 2351, 2083.. 2352 



OJ990525_06.0421.C57 
5109 

TBLASTX: Wheat 

2352 

97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53915 Seq. ID 

113253 Strand 

4853 End 

OJ990525_06 . 0421 . C58 . o2 . np Method 

4853 End 

7106512 Score 



OJ990525_06.0421.C58 
+ 

5592 
AAT/NAP 
5592 
102 



4853. .4912, 4984. .5098, 5555. .5592 

(AP001278) EST C98429 {E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



53915 Seq. ID 

113254 Strand 
637 End 
OJ990525_06 . 0421 . C58 . ol . np Method 
637 End 
100210 Score 
637. .769, 876. .1163, 2970. .2991 

extensin precursor (clone Tom L-4) - tomato gi 1170444 (M76671) 
extensin (class II) [Lycop.ersicon esculentum] 



OJ990525_06.0421.C58 

2991 
AAT/NAP 
2991 
89 



53916 Seq. ID 

113255 Strand 
71 End 
OJ990525_06 . 0421 .C62 . ol . np Method 
71 End 
4680179 Score 
71. .1155, 1189. .1822, 1872. .1968 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990525_06.0421.C62 
+ 

1968 
AAT/NAP 
1968 
1300 



Seq. No. 53916 Seq. ID 

Gene No. 113255 Strand 

Start 71 End 

Name OJ990525_06 . 0421 . C62 . ol . gs Method 

Start 235 End 

GI none Score 

Exons 235.. 1871 



OJ990525_06.0421.C62 
+ 

1968 
GENSCAN 
1871 
.43 



Seq. No. 53916 

Gene No. 113255 

Start 71 

Name OJ990525_06 . 0421 . C62 . o3 . tw 

Start 253 

GI none 

Exons 253.. 300, 313.. 510, 315.. 512 



Seq. ID OJ990525_06.0421.C62 



Strand 
End 

Method 

End 

Score 



+ 

1968 

TBLASTX: Wheat 

512 

204 



Seq. No. 
Gene No. 



53916 
113255 



Seq. ID OJ990525_06.0421.C62 
Strand + 



54640 




Start 


71 




End 


1968 




Nam© 


OJ990525 06.0421.C62.ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


533 ~ 




End 


897 




rir 

ox 


none 




Score 


53 




Fix on <5 


533. .715, 546. .740, 547. 


.897 








Seq. No. 


53916 




Seq. ID 


OJ990525_06.0421. 


C62 


Gene No. 


113255 




Strand 


+ 




Start 


71 




End 


1968 




Name 


OJ990525 06.0421.C62.bl. 


tm 


Method 


TBLASTX: Maize 




Start 


547 ~ 




End 


852 






none 




Score 


233 




F.xon *=; 


547 . . 852, 561 . . 677 










Seq. No. 


53916 




Seq. ID 


OJ990525_06.0421. 


C62 


Gene No. 


113255 




Strand 


+ 




Start 


71 




End 


1968 




Name 


OJ990525 06.0421.C62.o3 


tm 


Method 


TBLASTX: Maize 




Start 


1180 ~~ 




End 


1533 




\j ±. 


none 




Score 


183 




FiXon ^ 

L-i *W Vw/ 1U 


1180. . 1533 










Seq. No. 


53916 




Seq. ID 


OJ990525_06.0421. 


C62 


Gene No. 


113255 




Strand 


+ 




Start 


71 




End 


1968 






OJ990525 06 0421 C62 o2 


tw 


Method 


TBLASTX: Wheat 




91-^ rt* 


1216 ~ 




End 


1653 






n on 




Score 


159 






1216 1425, 1272.. 1424, 


1470. 


.1583, 1471. .1584, 1612. .1653 


Seq. No. 


53916 




Seq. ID 


OJ990525_06.0421. 


C62 


Gene No. 


113255 




Strand 


+ 




Start 


71 




End 


1968 




Name 


OJ990525 06 0421.C62.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1654 _ 




End 


1821 




GI 


none 




Score 


183 






1654 1821, 1671.. 1820 










Sea No 


53917 




Seq. ID 


OJ990525_06.0421. 


C65 


Gene No . 


113256 




Strand 


+ 




Start 


1 




End 


1099 




Name 


OJ990525 06.0421.C65.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1099 




GI 


5257279 




Score 


352 




R von <5 


1..439, 1076. .1099 












(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues. (L35053) [Oryza sativa] 






Seq. No. 


53917 




Seq. ID 


OJ990525_06.0421. 


C65 


Gene No. 


113256 




Strand 


+ 




Start 


1 




End 


1099 




Name 


OJ990525 06.0421.C65.ol 


.gs 


Method 


GENSCAN 




Start 


165 




End 


1076 




GI 


none 




Score 


.49 




Exons 


165. .167, 204. .439, 929 


. .1076 








Seq. No. 


53917 




Seq. ID 


OJ990525_06.0421. 


C65 



54641 






113256 


Strand 


+ 




Start 


1 


End 


1099 




Name 


OJ990525 06.0421.C65.o2.np 


Method 


AAT/NAP 




Of- a r +- 


84 5 

O *4 *J 


End 


1099 




pt 




Score 


84 




Exons 


8 4 S 1 0 QQ 








CZT Ho cpr i n 
vjx ucaunp^ 


\nruuiiuo J uiiiiiiai lu JVL/a 


kafirin cluster; Ty3-Gypsy 


f- V"DP 




(AFnfi19R9^ fnru7a qaH val 
\ni: uoizoz j J- y £*c3. aaLivaj 








Ca(-t Ma 
OCvj< IN L> . 


53918 


Seq. ID 


OJ990525_06.0421 


. C68 


Gene No. 


113257 


Strand 


+ 




Start 


1 


End 


838 




IN CtlLlC 


O.TQQD^^S 06 0491 Pfifi ol nn 


Method 


AAT/NAP 




O Lai L 


1 "~ 


End 


835 




ux 


^90944 S 


Score 


1133 






1 8^R 








\J J. L/COL'J LfcSm 


(AR0309R3} GAG-POL orecursor 


[Oryza sativa] 




Seq. No. 


53918 


Seq. ID 


OJ990525_06.0421 


.C68 


Gene No. 


113257 


Strand 


+ 




O L d-L L 




End 


838 




Name 


n.TQQflS?^ 06 0491 Pfift r>1 rf«? 


Method 


GEN SCAN 




O LaX L 


111 _ 


End 


838 




\j X 


n o ne 


Score 


.4 




Exons 


111 ft 
XXX. .o*jo 








Seq. No. 


53918 


Seq. ID 


OJ990525J36.0421 


.C68 


Gene No. 


113257 


Strand 


+ 




O Ldl L 


i 

X 


End 


838 




Name 


Uu -7 17 L 1 *J J UO.U*iZ.X.Lv?0.vJX.LVV 


Method 


TBLASTX: Wheat 




O LaXL 


919 ~~ 
^ x ^ 


End 


826 




OX 


■pi /-\ -pi o 


Score 


273 




von q 


919 4QD 9?9 ?91 ^7^ 474 


545. .703, 


689. .826 




Seq. No. 


53918 


Seq. ID 


OJ990525_06.0421 


.C68 


Gene No. 


113257 


Strand 


+ 




o Lai l 


1 

X 


End 


838 




Name 


O.TQQDS9S 06 0491 Pfift ol 1~m 


Method 


TBLASTX: Maize 




O Lai L 


S S4 ~~ 

J *J *i 


End 


787 




Ul 


none 


Score 


149 




LjAUI 1 o 


SS4 706 646 70S 68S 786 


686. .787 






Seq. No. 


53919 


Seq. ID 


OJ990525_06.0421 


.C69 


Gene No. 


113258 


Strand 






O Lai. L 


1 9 

X J 


End 


1678 




Name 


ri,TQQn c i9 c i 06 0491 P6Q nl rr<? 


Method 


GENS CAN 




o Ldl L 


1 Q " 

X «? 


End 


1566 




PT 


none 


Score 


. 64 




Exons 


1 q 147 990 ?94 ^Q7 MO 


650. .850, 


925.. 1353, 1387. 


. 1566 


Sea No 


53919 


Seq. ID 


OJ990525_06.0421 


.C69 


Gene No. 


113258 


Strand 






Start 


19 


End 


1678 




Name 


OJ990525 06.0421.C69.ol.np 


Method 


AAT/NAP 




Start 


896 


End 


1678 




GI 


5902447 


Score 


1023 




Exons 


896.. 1202, 1239.. 1678 









54642 




GI Descrip. (AB030283) orf4 [Oryza sativa] 



Seq. No. 


. 53920 


Seq. ID 


OJ990525_06 


.0421. C71 


Gene No. 


113259 


Strand 


+ 




Start 


300 


End 


448 




Name 


OJ990525 06.0421.C71.ol.gp 


Method 


AAT/GAP 




Start 


300 


End 


448 




GI 


uC-osflcypl77g01al 


Score 


244 




Exons 


300. .448 








GI Descrip. 


'4884864/gb|AAD3184 6.1|AF133530_l 4 . Oe- 


-12 (AF133530) water 




channel protein MipH [Mesembryanthemum 


crystallinum] 1 


Seq. No. 


53921 


Seq. ID 


OJ990525 06 


0421. C72 


Gene No. 


113260 


Strand 


+ 




Start 


356 


End 


2290 




Name 


OJ990525 06.0421.C72.ol.gs 


Method 


GENSCAN 




Start 


356 


End 


2290 




GI 


none 


- Score 


.41 




Exons 


356. .451, 952. .1009, 2115. .2290 






Seq. No. 


53921 


Seq. ID 


OJ990525_06 


0421. C72 


Gene No. 


113261 


Strand 


+ 




Start 


3375 


End 


3457 




Name 


OJ990525 06.0421.C72.ol.gp 


Method 


AAT/GAP 




Start 


3375 


End 


3457 




GI 


38012 1.R1084 


Score 


104 




Exons 


3375. .3457 








GI Descrip. 


'4097947/gb|U72255 IOSU72255 


2.0e-23 Oryza sativa 






beta-1, 3-glucanase precursor 


(Gns9) gene, complete 


cds ' 


Seq. No. 


53921 


Seq. ID 


OJ990525 06, 


0421. C72 


Gene No. 


113262 


Strand 


+ 




Start 


7669 


End 


10326 




Name 


OJ990525 06.0421.C72.o3.gs 


Method 


GENSCAN 




Start 


7669 


End 


10326 




GI 


none 


Score 


.81 




Exons 


7669. .7689, 7760. .7897, 8618 


..9220, 101 


.89. .10326 




Seq. No. 


53921 


Seq. ID 


OJ990525_06. 


0421. C72 


Gene No. 


113263 


Strand 






Start 


2525 


End 


5958 




Name 


OJ990525 06.0421.C72.o2.gs 


Method 


GENSCAN 




Start 


2525 


End 


5958 




GI 


none 


Score 


.77 




Exons 


2525.. 2611, 2850.. 2942, 4331 


..4879, 5326.. 5583, 5953.. 5958 


Seq. No. 


53921 


Seq. ID 


OJ990525_06. 


0421. C72 


Gene No. 


113264 


Strand 






Start 


8489 


End 


10449 




Name 


OJ990525 06.0421.C72.o2.gp 


Method 


AAT/GAP 




Start 


8489 


End 


10449 




GI 


1103 1.R1084 


Score 


1936 




Exons 


8489.-9229, 10203. .10449 








GI Descrip. 


'131225/sp|P23993|PSAL HORVU 


7.0e-95 PHOTOSYSTEM I 


REACTION 




CENTRE SUBUNIT XI PRECURSOR 


(SUBUNIT V) 


(PSI-L) 





>gi_100605_pir A39759 photosystem I 18K protein precursor - 

barley >gi_167087 (M61146) photosystem I hydrophobic protein 



54643 



[Hordeum vulgare] ' 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



06.0421.C72.ol.np 



Seq. ID OJ990525_06.0421.C72 
Strand 

End 10449 
Method AAT/NAP 
End 10337 
Score 955 

10203. .10337 

I REACTION CENTRE SUBUNIT XI PRECURSOR (SUBUNIT V) 
(PSI-L) gi|100605|pir| IA39759 photosystem I 18K protein 
precursor - barley gi 1 167087 (M61146) photosystem I hydrophobic 
protein [Hordeum vulgare] 



53921 
113264 
8489 

OJ990525 
8741 
131225 
8741. .9229, 
PHOTOSYSTEM 



Seq. No. 53921 

Gene No. 113265 

Start 11638 

Name OJ990525_06 . 0421 . C72 . ol . tm 

Start 8724 

GI none 
Exons 



Seq. ID OJ990525_06.0421.C72 



Strand 
End 

Method 

End 

Score 



13386 

TBLASTX: Maize 

10329 

683 



8724. .9227, 8738. .9226, 9047. .9232, 9127. .9228, 10242 .. 10328 , 
10246. .10329 



Seq. No. 


53921 


Seq. ID 


OJ990525_06.0421 


.C72 


Gene No. 


113265 


Strand 






Start 


11638 


End 


13386 




Name 


OJ990525 06.0421.C72.ol.ts 


Method 


TBLASTX : Soybean 




Start 


8726 


End 


9232 




GI 


none 


Score 


484 




Exons 


8726.-9232, 8727.. 9230, 9053.. 9232 






Seq. No. 


53921 


Seq. ID 


OJ990525_06.0421 


.C72 


Gene No. 


113265 


Strand 






Start 


11638 


End 


13386 




Name 


OJ990525 06.0421.C72.ol.tc 


Method 


TBLASTX: Cress 




Start 


8735 


End 


9227 




GI 


none 


Score 


488 




Exons 


8735.-9226, 8736. .9227 








Seq. No. 


53921 


Seq. ID 


OJ990525_06.0421 


.C72 


Gene No. 


113265 


Strand 






Start 


11638 


End 


13386 




Name 


OJ990525 06.0421.C72.o2.np 


Method 


AAT/NAP 




Start 


11605 


End 


13386 




GI 


6728982 


Score 


265 




Exons 


11605. .11865, 11953. .11996, 


12106. .12163, 13315. .13386 




GI Descrip. 


(AC018363) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


53921 


Seq. ID 


OJ990525_06.0421 


.C72 


Gene No. 


113265 


Strand 






Start 


11638 


End 


13386 




Name 


OJ990525 06.0421.C72.o4.gs 


Method 


GENSCAN 




Start 


11638 


End 


12371 




GI 


none 


Score 


.69 




Exons 


11638. .11865, 12348.. 12371 









Seq. No. 53921 Seq. ID OJ990525_06 . 0421 . C72 

54644 



Gene No. 


113265 




Start 


11638 




Name 


OJ990525 06.0421.C72. 


o2 . tm 


Start 


11713 




GI 


none 




Exons 


11713. .11907, 11719.. 


11907, 


Seq. No. 


53921 




Gene No. 


113265 




Start 


11638 




Name 


OJ990525 06.0421.C72. 


ol . tw 


Start 


11719 




GI 


none 




Exons 


11719. .11892, 11729.. 


11866, 


Seq. No. 


53921 




Gene No. 


113265 




Start 


11638 




Name 


OJ990525 06.0421.C72. 


o2. ts 


Start 


11719 




GI 


none 




Exons 


11719. .11892, 11732.. 


11956, 


Seq. No. 


53922 




Gene No. 


113266 




Start 


39 




Name 


OJ990525 06.0421.C73. 


ol . gs 


Start 


39 




GI 


none 




Exons 


39. . 635 




Seq. No. 


53922 




Gene No. 


113267 




Start 


120 




Name 


OJ990525 06.0421.C73. 


ol . np 


Start 


. 120 




GI 


6728982 




Exons 


120. .259 




GI Descrip. 


(AC018363) unknown protein 


Seq. No. 


53923 




Gene No. 


113268 




Start 


370 




Name 


OJ990525 06.0421.C74. 


ol .gs 


Start 


370 




GI 


none 




Exons 


370. .459, 1607. .1657, 


1919. 


Seq. No. 


53923 




Gene No. 


113269 




Start 


10316 




Name 


OJ990525 06.0421.C74. 


o3.gs 


Start 


10316 




GI 


none 




Exons 


10316. .10355, 12485.. 


12649, 




13287. .13358, 13438.. 


13581, 



Strand 

End 13386 

Method TBLASTX: Maize 

End 12006 

Score 7 9 
11729. .11914, 11953. .12006 

Seq. ID OJ990525_06.0421.C72 
Strand 

End 13386 

Method TBLASTX : Wheat 

End 12006 

Score 169 
11953. .12006, 11957. .12004 

Seq. ID OJ990525_06.0421.C72 
Strand 

End 13386 

Method TBLASTX : Soybean 

End 12006 

Score 147 
11953. .12006 

Seq. ID OJ990525_06.0421.C73 

Strand + 

End 635 

Method GENSCAN 

End 635 

Score .86 



Seq. ID OJ990525_06.0421.C73 

Strand 

End 259 

Method AAT/NAP 

End 259 

Score 106 

[Arabidopsis thaliana] 

Seq. ID OJ990525_06.0421.C74 

Strand + 

End 2528 

Method GENSCAN 

End 2528 

Score .78 
.2003, 2392.. 2528 

Seq. ID OJ990525_06.0421.C74 

Strand + 

End 14077 

Method GENSCAN 

End 13851 

Score .56 
12871. .12992, 13071 .. 13142, 
13783. .13851 



54645 



Seq. No. 


53923 




Seq. ID 


OJ990525_06.0421.C74 


Gene No . 


113269 




Strand 


+ 


Start 


10316 




End 


14077 


Name 


OJ990525 06.0421.C74 


. o5 . gp 


Method 


AAT/GAP 


Start 


12505 




End 


12983 


GI 


none 




Score 


510 


Exons 


12505. .12649, 12732. 


.12803, 


12900. .12983 


Seq. No. 


53923 




Seq. ID 


OJ990525_06.0421.C74 


Gene No. 


113269 




Strand 


+ 


Start 


10316 




End 


14077 


Name 


OJ990525 06.0421.C74 


. o3 . np 


Method 


AAT/NAP 


Start 


12548 




End 


14077 


GI 


129960 




Score 


136 


Exons 


12548. .12649, 12737. 


.12804, 


12900. .12992, 13071 .. 13151, 




13285. .13384, 14003. 


.14077 






GI Descrip. 


4-NITROPHENYLPHOSPHATASE (PNPPASE) gi | 5924022 | emb | CAB56540 . 1 | 




(X51611) p-nitrophenylphosphatase [Saccharomyces cerevisiae] 


Seq. No. 


53923 




Seq. ID 


OJ990525_06.0421.C74 


Gene No. 


113269 




Strand 


+ 


Start 


10316 




End 


14077 


Name 


OJ990525 06.0421.C74 


o6.gp 


Method 


AAT/GAP 


Start 


12745 




End 


13499 


GI 


5532 1.R1084 




Score 


541 


Exons 


12745. .12803, 12900. 


12992, 


13071. .13142, 13287. .13358, 




13438. .13499 









GI Descrip. • 2131161/pir I I S67800 4.0e-49 4-nitrophenylphosphatase (EC 
3.1.3.41) - yeast (Saccharomyces cerevisiae) 

>gi_1431400_emb_CAA98816_ (Z74284) ORF YDL236w [Saccharomyces 
cerevisiae] 1 



Seq. No. 53923 

Gene No. 113270 

Start 3116 

Name OJ990525_06 . 042 1 . C74 . ol . gp 

Start 2856 

GI 1450_1.R1084 

Exons 2856.. 3292, 3399.. 3488, 3588, 
4267. .4321, 4528. .4618, 4864. 

GI Descrip. 1 4337177/gb | AAD18098 | 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3703, 3796 
.4950, 5047 



OJ990525 06.0421.C74 



9494 
AAT/GAP 
5400 
2589 

4017, 
5187, 



4107. .4167, 
5284. .5400 



Oe-163 (AC006416) Identical to gb_Y10557 
g5bf gene from Arabidopsis thaliana. ESTs gb_R30578, gb_R90475, 
gb_T22384, gb_T22425, gb_N64934 and gb_T46767 come from this 
gene. [Arabidopsis thaliana] 1 



Seq. No. 53923 
Gene No. 113270 
Start 3116 

Name OJ990525_06 . 0421 . C74 . o2 . tm 

Start 3093 
GI none 

Exons 3093.. 3299, 3104.. 3295, 3391. 

3452.. 3490, 3570.. 3638, 3575. 
3627.. 3704, 3638.. 3709, 3794. 
3796. .4041, 3800. .4039, 4104. 
4106. .4186, 4264. .4326, 4266. 
4530. .4619, 4534. .4635, 4534. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3489, 3399 
.3673, 3580 
.4012, 3795 
.4169, 4105 
.4334, 4526 



OJ990525 06.0421.C74 



9494 

TBLASTX: Maize 
5381 
236 

.3491, 3400. .3489, 

.3639, 3588.. 3674, 

.3836, 3796.. 4020, 

,4167, 4106. .4168, 

,4618, 4527. .4619, 

,4620, 4853. .4951, 4861. .4950, 



54646 








4903. .4953, 


5044. 


.5163, 


5045. 


.5161, 5288. .5374, 


5292. .5381 




Seq. No. 


53923 








Seq. ID 


OJ990525 


_06.0421.C74 




Gene No. 


113270 








Strand 








Start 


3116 








End 


9494 






Name 


OJ990525 06 


.0421. 


C74.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


3108 








End 


5139 






GI 


none 








Score 


199 






Exons 


3108. .3299, 


3114. 


.3293, 


3116. 


.3295, 3391.. 3489, 


3399. .3491, 






3400. .3489, 


3570. 


.3638, 


3580. 


.3639, 3627. .3704, 


3633. .3704, 






3638. .3709, 


3794. 


.3997, 


3796. 


.4041, 3800. .4018, 


4107. .4169, 






4117. .4164, 


4266. 


.4334, 


4526. 


.4618, 4527. .4613, 


4861. .4950, 






4868. .4951, 


5024. 


.5125, 


5044. 


.5139 








Seq. No. 


53923 








Seq. ID 


OJ990525 


_06.0421.C74 




Gene No. 


113270 








Strand 








Start 


3116 








End 


9494 






Name 


OJ990525_06 


.0421. 


C74.o2 


. gs * 


Method 


GENSCAN 






Start 


3116 








End 


9457 






GI 


none 








Score 


.67 






Exons 


3116. .3292, 


3399. 


.3488, 


3588. 


.3703, 3834. .4017, 


4107. .4167, 






4267. .4321, 


4528. 


.4618, 


4864. 


.4950, 5047. .5187, 


5284. .5430, 






6644. .6912, 


7027. 


.7129, 


7208. 


.7239, 7337. .7548, 


7858. .8094, 


C3 




8403. .8490, 


8586. 


.8657, 


8746. 


.8821, 8930. .8988, 


9256. .9457 


= 1 


Seq. No . 


53923 








Seq. ID 


OJ990525 


_06.0421.C74 




Gene No. 


113270 








Strand 






ru 


Start 


3116 








End 


9494 






Name 


OJ990525 06 


.0421. 


C74.ol 


. np 


Method 


AAT/NAP 




s ■ jj 


Start 


3119 








End 


5373 






GI 


3850621 








Score 


1244 






Exons 


3119. .3292, 


3399. 


.3488, 


3588. 


.3703, 3796.. 4017, 


4107. .4167, 


§ ^ 




4267. .4321, 


4528. 


.4618, 


4864. 


.4950, 5047. .5187, 


5284 . .5373 


S3 


GI Descrip. 


(Y15382) putative 


RNA binding protein 


[Arabidopsis thaliana 




Seq. No. 


53923 








Seq. ID 


OJ990525 


_06.0421.C74 




Gene No. 


113270 








Strand 








Start 


3116 








End 


9494 






Name 


OJ990525 06 


.0421. 


C74.ol 


.tc 


Method 


TBLASTX : 


Cress 


i=J 


Start 


3125 








End 


5139 






GI 


none 








Score 


225 






Exons 


3125. .3295, 


3126. 


.3293, 


3132. 


.3296, 3399.. 3491, 


3403. .3489, 






3570. .3638, 


3580. 


.3639, 


3638. 


.3709, 3639.. 3704, 


3796. .4008, 






3796. .4041, 


3800. 


.4039, 


4105. 


.4167, 4107. .4169, 


4264. .4326, 






4266. .4334, 


4524. 


.4610, 


4526. 


.4618, 4529. .4642, 


4861. .4950, 






4868. .4954, 


5021. 


.5122, 


5036. 


.5137, 5044. .5139, 


5047. .5124 




Seq. No. 


53923 








Seq. ID 


OJ990525 


_06.0421.C74 




Gene No. 


113270 








Strand 








Start 


3116 








End 


9494 






Name 


OJ990525 06 


.0421. 


C74.ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


4584 








End 


5185 






GI 


none 








Score 


58 






Exons 


4584. .4631, 


4853. 


.4951, 


4861. 


.4959, 4861. .4950, 


5044. .5151, 






5044. .5184, 


5045. 


.5185 












Seq. No. 


53923 








Seq. ID 


OJ990525 


_06.0421.C74 



54647 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



113270 Strand 
3116 End 9494 

OJ990525_06 . 0421 . C74 . o2 . gp Method AAT/GAP 
6418 End 7053 

37107_1.R1084 Score 952 

6418. .6912, 7027.. 7053 

'1362162/pir | IA57512 2.0e-28 beta-glucosidase BGQ60 precursor - 
barley >gi_804656 (L41869) beta-glucosidase [Hordeum yulgare] ' 



53923 
113270 
3116 

OJ990525_06.0421.C74.ol.tm 
6635 
none 

6635. .6913, 6639. .6914, 6644 

7029. .7151, 7208. .7243, 7336. .7563, 7336.-7548, 7338 
7636.-7755, 7638. .7766, 7638. .7760, 7842. .8090, 7845 



Seq. ID OJ990525_06.0421.C74 
Strand 

9494 

TBLASTX: Maize 
8093 
173 

6913, 7023. .7160, 7025.. 7132, 

.7559, 
,8093 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



OJ990525 06.0421.C74 



53923 Seq. ID 

113270 Strand 
3116 End 
0 J9905 2 5_0 6 . 0 4 2 1 . C7 4 . o2 . np Method 
6635 End 
1362162 Score 
6635. .6912, 7027. .7129, 7208. .7239, 7337 
7847. .8094, 8403. .8490, 8586.-8657, 8746 
9256. .9494 

beta-glucosidase BGQ60 precursor - barley gi 1804656 (L41869) 
beta-glucosidase [Hordeum vulgare] 



9494 
AAT/NAP 
9494 
1287 

7548, 7639. 
8821, 8930, 



.7750, 
.8988, 



Seq. No. 


53923 








Seq. ID 


OJ990525 


_06.0421.C74 


Gene No. 


113270 








Strand 






Start 


3116 








End 


9494 




Name 


OJ990525 06 


.0421. 


C74.o2 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


6647 








End 


7093 




GI 


none 








Score 


205 




Exons 


6647. .6913, 


6657. 


.6914, 


6657. 


.6914, 7023.. 7070, 


7025. .7093 


Seq. No. 


53923 








Seq. ID 


OJ990525 


_06.0421.C74 


Gene No. 


113270 








Strand 






Start 


3116 








End 


9494 




Name 


OJ990525 06 


0421. 


C74.o2 


tc 


Method 


TBLASTX: 


Cress 


Start 


6650 








End 


7754 




GI 


none 








Score 


160 




Exons 


6650. .6913, 


6663. 


.6824, 


6849. 


.6905, 7023.. 7124, 


7025. .7132, 




7395. .7547, 


7402. 


.7539, 


7638. 


.7754 






Seq. No. 


53923 








Seq. ID 


OJ990525 


_06.0421.C74 


Gene No. 


113270 








Strand 






Start 


3116 








End 


9494 




Name 


OJ990525 06 


0421. 


C74.o2 


ts 


Method 


TBLASTX: Soybean 


Start 


6653 








End 


9382 




GI 


none 








Score 


161 




Exons 


6653. .6913, 


6663. 


.6827, 


6855. 


.6914, 7023.. 7160, 


7025. .7132, 




7199. .7234, 


7398. 


.7547, 


7408. 


.7518, 7636. .7749, 


7638. .7760, 




7708. .7746, 


7842. 


.7940, 


7849. 


.7941, 7852. .7941, 


7956. .8093, 



54648 



7959. .8090, 7960. .8094, 8014. .8091, 8397. .8489, 8402. .8488, 
8593. .8655, 8717. .8824, 8912. .8989, 9221. .9382, 9255. .9374 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53923 Seq. ID 

113270 Strand 

3116 End 

OJ990525_06.0421.C74.o3.gp Method 

7204 End 

uC-osflcypl57dl2bl Score 



OJ990525_06.0421.C74 

9494 
AAT/GAP 
7942 
805 



7204. .7239, 7337. .7548, 7639. .7750, 7847. .7942 

'1362162/pir | IA57512 3.0e-38 beta-glucosidase BGQ60 precursor 

barley >gi_804656 (L41869) beta-glucosidase [Hordeum vulgare] ' 



53923 

113270 

3116 

OJ990525_06.0421.C74.o4.tc 

7914 

none 



Seq. ID OJ990525_06.0421.C74 
Strand 
End 

Method 
End 
Score 



9494 

TBLASTX: Cress 

9383 

37 



7914. .7940, 7915. .7941, 7956. .8093, 8014. .8091, 8402. .8488, 
8593. .8655, 8717. .8824, 8912. .8989, 9246. .9383, 9248. .9382 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53923 Seq. ID OJ990525_06 . 0421 . C74 

113270 Strand 

3116 End 9494 

OJ990525_06 . 0421 . C74 . o4 . gp Method AAT/GAP 

8066 End 9471 

43425_1.R1084 Score 946 

8066. .8094, 8403. .8490, 8586. .8657, 8746. .8821, 8930. .8988, 
9256.. 9471 



GI Descrip. 1 1362162/pir | IA57512 3.0e-51 beta-glucosidase BGQ60 precursor 
barley >gi_804656 (L41869) beta-glucosidase [Hordeum vulgare] 1 



Seq. No. 53923 

Gene No. 113270 

Start 3116 

,:Name OJ990525_06 . 0421.C74.o3.tm 

Start 8393 

GI none 
Exons 



Seq. ID OJ990525_06.0421.C74 
Strand 

End 94 94 

Method TBLASTX: Maize 

End 9382 

Score 84 



8393. .8488, 8394. .8483, 8394. .8492, 8569. .8673, 8593. .8655, 
8595. .8657, 8747. .8824, 8748. .8822, 8750. .8824, 8912. .8989, 
8937.. 8990, 9233.. 9382, 9255.. 9380 



Seq. No. 53923 

Gene No. 113271 

Start 12529 

Name OJ990525_06 . 0421 . C74 . o3 . tc 

Start 12529 

GI none 

Exons 12529. .12651, 12736 .. 12795, 
13086. .13133 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990525_06.0421.C74 
13557 

TBLASTX: Cress 

13133 

88 



12897. . 12992, 128 99 .. 12994 , 



Seq. No. 53923 Seq. ID 

Gene No. 113271 Strand 

Start 12529 End 

Name OJ990525_06 . 042 1 . C7 4 . o3 . ts Method 

Start 12592 End 



OJ990525_06.0421.C74 
13557 

TBLASTX: Soybean 
13557 



54649 




GI 


none 




Score 


83 






Exons 


12592. .12651, 12736. 


.12795, 


12897. .12992, 12899 


. .12994, 






13064. .13150, 13068. 


.13151, 


13284. .13358, 13285 


. .133.68, 






13286. .13363, 13440. 


.13499, 


13441. .13557, 13441 


. .13503 




Seq. No. 


53923 




Seq. ID 


OJ990525_ 


_06.0421 


C74 


Gene No. 


113271 




Strand 








Start 


12529 




End 


13557 






Name 


OJ990525 06.0421.C74 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


12601 




End 


13548 






GI 


none 




Score 


68 






Exons 


12601. .12651, 12736. 


.12795, 


12899. .12994, 12900 


. .12992, 






13055. .13150, 13068. 


.13193, 


13284. .13370, 13441 


. . 13548 




Seq. No. 


53924 




Seq. ID 


OJ990525 


_06.0421 


C76 


Gene No. 


113272 




Strand 


+ 






Start 


1 




End 


547 






Name 


OJ990525 06.0421.C76 


. ol .np 


Method 


AAT/NAP 






Start 


1 




End 


547 






GI 


7340881 




Score 


446 






Exons 


1..181, 237. .547 












GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 






Seq. No. 


53924 




Seq. ID 


OJ990525^ 


_06 . 0421 


C76 


Gene No. 


113272 




Strand 


+ 






Start 


1 




End 


547 






Name 


OJ990525 06.0421.C76 


. ol.gs 


Method 


GENSCAN 






Start 


90 




End 


472 






GI 


none 




Score 


. 54 






Exons 


90. .181, 226. .472 












Seq. No. 


53924 




Seq. ID 


OJ990525_ 


_06 . 0421 


C7 6 


Gene No. 


113273 




Strand 








Start 


708 




End 


806 






Name 


OJ990525 06.0421.C76 


. o2.gs 


Method 


GENSCAN 






Start 


708 




End 


806 






GI 


none 




Score 


. 57 






Exons 


708. .806 












Seq. No. 


53925 




Seq. ID 


OJ990505 


03 . 0420 


C2 


Gene No. 


113274 




Strand 


+ 






Start 


664 




End 


717 






Name 


OJ990505 03. 0420. C2. 


ol . gs 


Method 


GENSCAN 






Start 


664 




End 


717 






GI 


none 




Score 


.57 






Exons 


664. .717 












Seq. No. 


53926 




Seq. ID 


OJ990505_ 


_03.0420 


C19 


Gene No. 


113275 




Strand 








Start 


300 




End 


554 






Name 


OJ990505 03.0420.C19 


.ol.gs 


Method 


GENSCAN 






Start 


300 




End 


554 






GI 


none 




Score 


.71 






Exons 


300. .554 












Seq. No. 


53927 




Seq. ID 


OJ990505_ 


JD3.0420 


C21 


Gene No. 


113276 




Strand 









54650 




Start 


537 


End 


702 




Name 


OJ990505 03 0420 C21.ol.as 


Method 


GENSCAN 




Start 


537 ~~ 


End 


702 




GI 


none 


Score 


. 97 




Exons 


537. .702 








Seq. No. 


53928 


Seq. ID 


OJ990505_03.0420. 


C22 


Gene No. 


113277 


Strand 






Start 


572 


End 


625 




Naine 


OJ990505 03.0420 C22.ol as 


Method 


GENSCAN 




Start 


572 ~ 


End 


625 




GI 


none 


Score 


. 68 




Exons 

J— I AVllO 


572 625 








Sea No 


53929 


Seq. ID 


OJ990505 03.0420. 


C29 


Gene No . 


113278 


Strand 






Start 


1 


End 


833 




Name 


OJ990505 03.0420.C29.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


833 




GI 


6983859 


Score 


1039 




Exons 

J— > V— ' 111*-/ 


1 . . 833 








f»I Dpscrio 


(AP001168) Similar to 22 kDa 


leaf irin 

JVCX X, JU X. *JL X X 


cluster: Tv3— Gvdsv 


t VDG 




(AF061282) [Oryza sativa] 








Seq. No. 


53929 


Seq. ID 


OJ990505_03.0420. 


C29 


Gene No. 


113278 


Strand 


+ 




Start 


1 


End 


833 




Name 


OJ990505 03 0420 C29 ol tw 


Mp1~hod 


TBLASTX • Wheat 




Start 


3 ~~ 


End 


488 




GI 


none 


Score 


545 




Exons 


3 488, 6 323, 29 487 








Sea No 


53929 


Seq. ID 


OJ990505 03 0420 


C29 


Gene No. 


113278 


Strand 


+ _ 




Start 


1 


End 


833 




Name 


OJ990505 03.0420.C29.ol.tm 


Method 


TBLASTX: Maize 




Start 


45 


End 


634 




GI 


none 


Score 


222 




Exons 


45. .203, 47. .199, 73. .207, 141 .. 344, 


196. . 330, 200. . 628, 






201. .629, 311. .634 








Seq. No. 


53929 


Seq. ID 


OJ990505_03.0420. 


C29 


Gene No. 


113278 


Strand 


+ 




Start 


1 


End 


833 




Name 


OJ990505 03.0420.C29.o2.tw 


Method 


TBLASTX * Wheat 




Start 


488 


End 


821 




GI 


none 


Score 


354 




Exons 


488. .712, 489. .821 








Seq. No. 


53929 


Seq. ID 


OJ990505 03.0420. 


C29 


Gene No. 


113278 


Strand 


+ 




Start 


1 


End 


833 




Name 


OJ990505 03.0420.C29.o2.tm 


Method 


TBLASTX: Maize 




Start 


665 


End 


806 




GI 


none 


Score 


176 




Exons 


665. .757, 666. .806, 681. .803 









54651 






Seq. No. 


53930 


Seq. ID 


OJ990505_03.0420.C32 




Gene No. 


113279 


Strand 


+ 




Start 


658 


. End 


850 




Name 


OJ990505 03.0420.C32.ol.gp 


Method 


AAT/GAP 




Start 


658 


End 


850 




GI 


4715162 


Score 


348 




Exons 


658. .850 








GI Descrip. 


4868375/gb|AAD31285.1|AF139807 1 l.Oe- 


29 (AF139807) nod factor 






binding lectin-nucleotide phosphohydrolase [Dolichos biflorus] 




Seq. No. 


53930 


Seq. ID 


OJ990505_03.0420.C32 




Gene No. 


113279 


Strand 


+ 




Start 


658 


End 


850 




Name 


OJ990505 03.0420.C32.ol.gs 


Method 


GENSCAN 




Start 


675 


End 


845 




GI 


none 


Score 


.41 




Exons 


675. .845 








Seq. No. 


53931 


Seq. ID 


OJ990505 03.0420.C35 




Gene No. 


113280 


Strand 


+ 




Start 


1 


End 


1721 




Name 


OJ990505 03-0420. C35.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1574 




GI 


6910584 


Score 


602 




Exons 


1..158, 325. .411, 569..62S, 


726. .964, 


1050. .1168, 1499. .1574 




GI Descrip. 


(AC006424) CDS [Arabidopsis 


thaliana] 




ry 


Seq. No. 


53931 


Seq. ID 


OJ990505_03.0420.C35 




Gene No. 


113280 


Strand 


+ 




Start 


1 


End 


1721 


S3. 


Name 


OJ990505 03.0420.C35.ol.gs 


Method 


GENSCAN 




Start 


7 


End 


1579 


ry 


GI 


none 


Score 


.77 


r ^ 


Exons 


7. .158, 325. .411, 855. .964, 


1050. .1168 


, 1252.. 1338, 1499. .1579 


7. : 


Seq. No. 


53931 


Seq. ID 


OJ990505_03.0420.C35 




Gene No. 


113280 


Strand 


+ 


? — 


Start 


1 


End 


1721 




Name 


OJ990505 03.0420.C35.ol.ts 


Method 


TBLASTX: Soybean 




Start 


567 


End 


1341 




GI 


none 


Score 


81 




Exons 


567. .596, 570. .620, 711. .965 


, 727. .801 


, 816. .881, 859. .969, 






1048. .1149, 1049. .1168, 1246 


..1341, 1249. .1338, 1251. .1340 




Seq. No. 


53931 


Seq. ID 


OJ990505_03.0420.C35 




Gene No. 


113280 


Strand 


+ 




Start 


1 


End 


1721 




Name 


OJ990505 03.0420.C35.ol.tm 


Method 


TBLASTX: Maize 




Start 


570 


End 


1341 




GI 


none 


Score 


53 




Exons 


570. .620, 727..792, 859.-969, 1048. .1143, 1049. .1147, 1246. .13 




Seq. No. 


53931 


Seq. ID 


OJ990505_03.0420.C35 




Gene No. 


113280 


Strand 


+ 




Start 


1 


End 


1721 




Name 


OJ990505 03.0420.C35.ol.tc 


Method 


TBLASTX: Cress 




Start 


859 


End 


1344 



54652 




GI 


none 


Score 


145 






Exons 


859. .969, 890. .961, 1048. .1167, 1049;. 


1168, 1246. .1344, 






1252.. 1341 










Seq. No. 


53931 


Seq. ID 


OJ990505 


_03.0420 


.C35 


Gene No. 


1 1 ozoL) 


Strand 


+ 






Start 


1 


End 


1721 






Name 


OJ990505 03.0420.C35.ol.gp 


Method 


AAT/GAP 






Start 


879 


End 


1721 






GI 


23020 1.R1084 


Score 


887 






Exons 


879.. 964, 1050. .1168, 1252. 


.1338, 1499 


. .1721 






GI Descrip. 


•3367522 2.0e-27 (AC004392) 


EST gb_T04 691 comes 


from this gene. 




[Arabidopsis thaliana] ' 










Seq. No. 


53932 


Seq. ID 


OJ990505 


_03.0420 


.C36 


Gene No. 


113281 


Strand 


+ 






Start 


1 


End 


567 






Name 


OJ990505 03.0420.C36.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


567 






GI 


6815099 


Score 


80 






Exons 


1..89, 442. .567 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


53932 


Seq. ID 


OJ990505 


_03.0420 


.C36 


Gene No. 


113282 


Strand 


_ 






Start 


1 


End 


2514 






Name 


OJ990505 03.0420.C36.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


2514 






GI 


4680184 


Score 


182 






Exons 


1..53, 1358. .2095, 2163. .2514 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


53932 


Seq. ID 


OJ990505 


_03.0420 


.C36 


Gene No. 


113282 


Strand 


- 






Start 


1 


End 


2514 






Name 


OJ990505 03.0420.C36.ol.gs 


Method 


GENSCAN 






Start 


709 


End 


2448 






GI 


none 


Score 


.77 






Exons 


709.. 890, 1326.. 1457, 1591. 


.1913, 2315 


. .2448 






Seq. No. 


53932 


Seq. ID 


OJ990505 


_03.0420 


.C36 


Gene No. 


113282 


Strand 








Start 


1 


End 


2514 






Name 


OJ990505 03.0420.C36.o3.np 


Method 


AAT/NAP 






Start 


937 


End 


2514 






GI 


6907086 


Score 


234 






Exons 


937.. 1261, 1436.. 1819, 2059 


. .2514 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


53933 


Seq. ID 


OJ990505 


_03.0420 


.C37 


Gene No. 


113283 


Strand 








Start 


224 


End 


4634 






Name 


OJ990505 03.0420.C37.ol.gs 


Method 


GENSCAN 






Start 


224 


End 


4634 






GI 


none 


Score 


. 66 






Exons 


224. .341, 481. .635, 716. .752, 934. .1114, 1272.. 


1404, 1682. .1880, 



3057. .3240, 3936. .3960, 4236. .4412, 4501. .4634 



54653 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53933 Seq. ID 

113283 Strand 

224 End 

OJ990505_03 . 0420 . C37 . ol . np Method 

307 End 

4680186 Score 



OJ990505_03.0420.C37 

4634 
AAT/NAP 
3251 
185 



307. .361, 994. .1120, 1724. .1877, 3218. .3251 
(AF111709) unknown [Oryza sativa subsp. indica] 



53934 Seq. ID 

113284 Strand 
315 End 
OJ990505_03 . 0420 . C38 . ol . gs Method 
315 End 
none Score 
315. .408, 705. .751 

53934 Seq. ID 

113285 Strand 
403 End 
OJ990505_03 . 0420 . C38 . ol . np Method 
403 End 
5777617 Score 
403. .500 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ990505_03.0420.C38 
+ 

751 

GENSCAN 
751 
.69 



OJ990505_03.0420.C38 
500 

AAT/NAP 
500 
77 



03.0420.C43 



53935 Seq. ID OJ990505_ 

113286 Strand + 

1721 End 4744 

OJ990505_03 . 0420 . C4 3 . ol . np Method AAT/NAP 
1721 End 4744 

1709358 Score 646 

1721. .1972, 2340. .2468, 3451. .3507, 3588. .3886, 4212. .4303, 
4420. .4744 

NUCLEOS IDE-TRI PHOS PHATASE ( NUCLEOS I DE TRI PHOS PHATE 
PHOSPHOHYDROLASE) (NTPASE) gi | 629638 | pir | | S48859 nucleoside 
triphosphatase - garden pea gi | 2129890 | pir || S65147 nucleoside 
triphosphatase precursor, chromatin-associated - garden pea 
gi|563612|emb|CAA83655| (Z32743) nucleoside triphosphatase 
[Pisum sativum] gi | 4519173 | dbj I BAA75506 . 1 | (AB022319) apyrase 
[Pisum sativum] 



53935 Seq. ID 

113286 Strand 

1721 End 

OJ990505_03 . 0420 . C4 3 . ol . gs Method 

1742 End 

none Score 



OJ990505_03.0420.C43 
+ 

4744 
GENSCAN 
4633 
.69 



1742. .1900, 1943. .1972, 2340. .2468, 3451. .3507, 3588.-3886, 
4420. .4633 



Seq. No. 53935 Seq. ID 

Gene No. 113286 Strand 

Start 1721 End 

Name OJ990505_03 . 0420 . C4 3 . ol . ts Method 

Start 1861 End 



OJ990505_03.0420.C43 
+ 

4744 

TBLASTX : Soybean 
4624 



54654 



GI 

Exons 



none Score 96 

1861. .1962, 1862. .1975, 2349. .2465, 3439. .3513, 3588. .3884, 
3661. .3786, 3722. .3880, 4210. .4305, 4401. .4589, 4595. .4624 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53935 Seq. ID 

113286 Strand 

1721 End 

OJ990505_03 . 0420 . C4 3 . ol . tm Method 

2379 End 

none Score 



OJ990505_03.0420.C43 
+ 

4744 

TBLASTX: Maize 

4 64 8 

82 



2379. .2465, 2384. .2464, 3439. .3519, 3450. .3509, 3581. .3685, 

3582. .3884, 3588. .3884, 3601. .3909, 4189. .4257, 4209. .4256, 

4264. .4305, 4266. .4304, 4418. .4585, 4419. .4589, 4568. .4627, 
4595. .4648 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
fj Start 
§:2 Name 
. ^ Start 
GI 

Exons 



53936 Seq. ID OJ990505_ 

113287 Strand + 

1 End 450 

OJ990505_03 . 0420 . C44 . ol . np Method AAT/NAP 
1 End 4 35 

6002631 Score 199 

1..242, 326. .435 

(AF093604) apyrase [Arabidopsis thaliana] 
gi I 6721177 | gb | AAF26805.il AC016829_29 (AC01682 9) 
[Arabidopsis thaliana] 



03.0420.C44 



apyrase (Atapyl) 



53936 
113287 
1 

OJ990505_03.0420.C44.ol.tm 
43 

none 



Seq. ID OJ990505_03.0420.C44 



Strand 
End 

Method 
End 
Score 

43. .150, 66. .143, 151. .243, 152. .244, 191. .250, 324. .437, 
325.-438 



+ 

450 

TBLASTX: Maize 

438 

81 





Seq. No. 


53936 








Seq. ID 


OJ990505 


b 


Gene No. 


113287 








Strand 


+ 




Start 


1 








End 


450 




Name 


OJ990505 


03.0420.C44 


.ol 


.gs 


Method 


GENSCAN 




Start 


326 








End 


450 


i J 


GI 


none 








Score 


.97 




Exons 


326. .450 














Seq. No. 


53937 








Seq. ID 


OJ990505 




Gene No. 


113288 








Strand 


+ 




Start 


224 








End 


874 




Name 


OJ990505 


03.0420.C52 


.ol 


.gs 


Method 


GENSCAN 




Start 


224 








End 


874 




GI 


none 








Score 


.42 




Exons 


224. .270, 


385.-874 












Seq. No. 


53938 








Seq. ID 


OJ990505 




Gene No. 


113289 








Strand 






Start 


1 








End 


1282 




Name 


OJ990505 


03.0420.C54 


.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1282 




GI 


7228457 








Score 


1957 



54655 




Exons 1..558, 622.. 1282 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


53938 






Seq. ID 


OJ990505J33.0420 


.C54 


Gene No. 


113289 






Strand . 






Start 


1 






End 


1282 




Name 


OJ990505 


03.0420.C54 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


64 






End 


420 




GI 


none 






Score 


74 




Exons 


64. .180, 


64. .420, 74 


. .385 








Seq. No. 


53938 






Seq. ID 


OJ990505_03.0420 


.C54 


Gene No. 


113289 






Strand 






Start 


1 






End 


1282 




Name 


OJ990505 


03.0420.C54 


.ol.tw 


Method 


TBLASTX : Wheat 




Start 


88 






End- 


551 




GI 


none 






Score 


232 




Exons 


88. .549, 


94..S49, 95 


. .550, 


111. .551 






Seq. No. 


53938 






Seq. ID 


OJ990505_03.0420 


.C54 


Gene jqo . 


113289 






Strand 






Start 


1 






End 


1282 




Name 


OJ990505 


03 . 0420 .C54 


. ol . t s 


Method 


TBLASTX : Soybean 




Start 


145 






End 


510 




GI 


none 






Score 


117 




Exons 


145. .279, 


286. .510 










Seq. No. 


53938 






Seq. ID 


OJ990505_03.0420 


.C54 


Gene No. 


113289 






Strand 






Start 


1 






End 


1282 




Name 


OJ990505 


03.0420.C54 


. ol . gs 


Method 


GENSCAN 




Start 


185 






End 


495 




GI 


none 






Score 


.95 




Exons 


185. .495 













Seq. No. 53938 Seq. ID 

Gene No. 113289 Strand 

Start 1 End 

Name OJ990505_03 . 0420 .C54 . o2 . gs Method 

Start 559 End 

GI none Score 

Exons 559.. 1278 



OJ990505_03.0420.C54 

1282 
GENSCAN 
1278 
.98 



Seq. No. 53938 Seq. ID 

Gene No. 113289 Strand 

Start 1 End 

Name OJ990505_03 . 0420 . C54 . o2 . tw Method 

Start 715 End 

GI none Score 

Exons 715.. 1200, 746. .1006, 1064.. 1201 

Seq. No. 53939 Seq. ID 

Gene No. 113290 Strand 

Start 14 End 

Name OJ990505 03 . 0420 .C55 . ol . gs Method 



OJ990505_03.0420.C54 
1282 

TBLASTX: Wheat 

1201 

168 



OJ990505_03.0420.C55 

1005 
GENSCAN 



54656 




Start 


14 




End 


859 








GI 


none 




Score 


.72 








4—1 *\ V_/l 1 O 


14 .184. 412. .469, 597. 


. 690, 


799. . 859 










Sea No 


53939 




Seq. ID 


OJ990505 


03. 


0420 


,C55 


Gene No. 


113290 




Strand 










Start 


14 




End 


1005 








Name 


OJ990505 03.0420.C55.ol 


.np. 


Method 


AAT/NAP 








Start 


131 




End 


1005 








GI 


5042454 




Score 


194 








r,von 


131. .191, 603. .768, 978 


. .1005 












GI De^crio. 


(AC007789) putative polyprotein [Oryza 


sat iva ] 








Seq. No. 


53940 




Seq. ID 


OJ990505 


03. 


0420 


.C56 


Gene No . 


113291 




Strand 










Start 


1 




End. 


960 








Name 


OJ990505 03.0420.C56.ol 


,np 


Method 


AAT/NAP 








Start 


1 




End 


960 








GI 


4868375 




Score 


83 








R von <? 


1..59, 427. .555, 926. .960 












GI Dpscrin 


(AF139807) nod factor binding 


lectin-nucleotide 


phosphohydrol 




[Dolichos biflorus] 














Seq. No. 


53941 




Seq. ID 


OJ990505 


_03. 


0420 


.C57 


Gene No. 


113292 




Strand 


+ 








Start 


776 




End 


1218 








Name 


OJ990505 03.0420.C57.ol 


.gs 


Method 


GENSCAN 








Qf art 

O Lai L. 


776 




End 


1218 








GI 


none 




Score 


.68 








F. von 

J_J AUI 1 0 


776.. 835, 1087.. 1218 














Seq. No. 


53942 




Seq. ID 


OJ990505 


_03. 


0420 


.C58 


Gene No. 


113293 




Strand 


+ 








Start 


239 




End 


1496 








Name 


OJ990505 03.0420.C58.ol 


.gs 


Method 


GENSCAN 








Start 


239 




End 


1496 








GI 


none 




Score 


.99 








E von <; 


239.. 322, 1368.. 1496 














Sea No 


53942 




Seq. ID 


OJ990505 


_03. 


0420 


.C58 


Gene No . 


113294 




Strand 










Start 


1 




End 


142 








Name 


OJ990505 03.0420.C58.ol 


.gp 


Method 


AAT/GAP 








Start 


1 




End 


142 








GI 


LIB3434-038-P1-K1-F1 




Score 


232 








Pynn S 

UAVl lO 


1. .142 














\*J ^ L-/ *J \yT J_ -1- k-' • 


'5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 . 










Seq. No. 


53943 




Seq. ID 


OJ990505^ 


_03. 


0420 


.C59 


Gene No. 


113295 




Strand 










Start 


1 




End 


5420 








Name 


OJ990505 03.0420.C59.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


4663 








GI 


5257279 




Score 


5421 








Exons 


1. .357, 472. .634, 851. . 


982, 1201. .3788, 


4423. .4663 







GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 



54657 



homologues. (L35053) [Oryza sativa] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI .. 

Exons 



53943 

113295 

1 

OJ990505_03.0420.C59.o4.tw 
73 

none 



Seq. ID OJ990505_03.0420.C59 
Strand 

End 5420 

Method TBLASTX : Wheat 

End 340 

Score 149 



73. .159, 74. .340, 83. .286, 117. .332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53943 

113295 

1 

OJ990505_03.0420.C59.o2.tm 
77 

none 



Seq. ID OJ990505_03.0420.C59 
Strand 

End 5420 

Method TBLASTX : Mai ze 

End 397 

Score 149 



77. .325, 80. .397, 85. .378, 117. .395 



Seq. No. 53943 

Gene No. 113295 

Start 1 

Name OJ990505_03 . 0420 .C59 . o2 . ts 

Start 317 

GI none 

Exons 317.. 562, 318.. 563 



Seq. ID OJ990505_03.0420.C59 
Strand 

End 5420 

Method TBLASTX : Soybean 

End 563 

Score 118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53943 

113295 

1 

OJ990505_03.0420.C59.ol.tc 

339 

none 



Seq. ID OJ990505_03.0420.C59 
Strand 

End 5420 

Method TBLASTX: Cress 

End 655 

Score 94 



339. .479, 371. .481, 488. .655, 534. .647 



Seq. No. 53943 

Gene No. 113295 

Start 1 

Name OJ990505_03 . 0420 . C59 . ol . tw 

Start 371 

GI none 

Exons 371.. 889, 375.. 866 



Seq. ID OJ990505_03.0420.C59 
Strand 

End 5420 

Method TBLASTX : Wheat 

End 88*9 

Score 309 



Seq. No. 53943 

Gene No. 113295 

Start 1 

Name OJ990505_03 . 0420 . C59 . o4 . tm 

Start 398 

GI none 

Exons 398.. 712, 399.. 500, 548.. 643 



Seq. ID OJ990505_03.0420.C59 
Strand 

End 5420 

Method TBLASTX : Mai ze 

End 712 

Score 80 



Seq. No. 53943 

Gene No. 113295 

Start 1 

Name OJ990505_03 . 0420 . C59 . ol . gs 

Start 482 

GI none 
Exons 



Seq. ID OJ990505_03.0420.C59 
Strand 

End 5420 

Method GEN SCAN 

End 5417 

Score . 69 



482. .1120, 1201. .3205, 3288. .4006, 4452.-4658, 5386. .5417 



54658 



Seq. No. 53943 

Gene No. 113295 

Start 1 

Name OJ990505_03 . 0420 . C59 . o2 . tw 

Start 971 

GI none 

Exons 971.. 1207, 989.. 1180, 1014. 
1241. .1603 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990505_03.0420.C59 
5420 

TBLASTX: Wheat 

1603 

121 



,1208, 1198. .1602, 1207. .1518, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53943 Seq. ID 

113295 Strand 

1 End 

OJ990505JD3 . 0420 . C59 . ol . tm Method 

1043 End 

none Score 



OJ990505_03.0420.C59 
5420 

TBLASTX: Maize 

1702 

86 



1043. .1198, 1055. .1180, 1261. .1701, 1274. .1702 



Seq. No. 53943 Seq. ID 

Gene No. 113295 Strand 

Start 1 End 

Name OJ990505_03 . 0420 . C59 . o3 . ts Method 

Start 1103 End 

GI none Score 

Exons 1103.. 1171, 1321.. 1566 



OJ990505_03.0420.C59 
5420 

TBLASTX : Soybean ' 

1566 

207 



Seq. No. 53943 Seq. ID 

Gene No. 113295 Strand 

Start 1 End 

Name OJ990505_03 . 0420 . C5 9 . ol . gp Method 

Start 1236 End 

GI 4107139 Score 

Exons 1236.. 2430 

GI Descrip. 5257279/dbj | BAA81778 . 1 | 0.0e+00 (AP000364) Similar to Transposon 
MAGGY gag and pol gene homologues. (L35053) [Oryza sativa] 



OJ990505_03.0420.C59 

5420 
AAT/GAP 
2430 
2010 



Seq. No. 53943 

M Gene No. 113295 

%3 Start 1 

f 3 Name OJ990505_03 . 0420 . C59 . ol . ts 

Start 1587 

~~ GI none 

Exons 1587. .1694, 1588.. 1947, 1589. 



Seq. ID OJ990505_03.0420.C59 
Strand 

End 5420 

Method TBLASTX : Soybean 

End 1983 

Score 223 

.1945, 1794. .1952, 1804. .1953, 



1951. .1983, 1952. .1981, 1954. .1983 



Seq. No. 


53943 








Seq. ID 


OJ990505_03.0420 


.C59 


Gene No. 


113295 








Strand 






Start 


1 








End 


5420 




Name 


OJ990505 03. 


0420 


.C59.05 


.tw 


Method 


TBLASTX: Wheat 




Start 


1606 








End 


1875 




GI 


none 








Score 


244 




Exons 


1606. .1875, 


1607 


. .1873 










Seq. No. 


53943 








Seq. ID 


OJ990505_03.0420 


.C59 


Gene No. 


113295 








Strand 






Start 


1 








End 


5420 




Name 


OJ990505 03. 


0420 


.C59.o5 


. tm 


Method 


TBLASTX: Maize 





54659 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1706 
none 

1706. .1864, 

53943 

113295 

1 

OJ990505_03. 

1870 

none 

1870. .2340, 

53943 

113295 

1 

OJ990505_03. 

1924 

none 

1924. .2406, 

53943 

113295 

1 

OJ990505_03. 

,2056 

none 

2056. .2340 

53943 

113295 

1 

OJ990505J33. 

2341 

none 

2341. .2502, 

53943 

113295 

1 

OJ990505_03, 

2578 

none 

2578. .2700, 

53943 

113295 

1 

OJ990505_03, 

2638 

none 

2638. .2700, 

53943 

113295 

1 

OJ990505_03. 
3509 



1708. .1869, 1714, 

0420.C59.o3.tm 
2093. .2266 

0420.C59.o3.tw 



End 1869 

Score 142 
.1869 

Seq. ID OJ990505_03.0420.C59 
Strand 

End 5420 

Method TBLASTX : Mai ze 

End 2340 

Score 65 



Seq. ID OJ990505_03.0420.C59 
Strand 

End 5420 

Method TBLASTX : Wheat 

End 2406 

Score 94 



1928. .2071, 1933. .2286, 2099. .2395 



0420.C59.o4 .ts 



0420.C59.o7.tm 
2342. .2503 

0420.C59.o7.tw 
2579.-2689, 2584, 

0420.C59.o6. tm 
2638. .2961, 2813, 

0420.C59.o6.tw 



Seq. ID OJ990505_03.0420.C59 
Strand 

End 5420 

Method TBLASTX : Soybean 

End 2340 

Score 179 



Seq. ID OJ990505_03.0420.C59 
Strand 

End 5420 

Method TBLASTX : Mai ze 

End 2503 

Score 145 



Seq. ID OJ990505_03.0420.C59 
Strand 

End 5420 

Method TBLASTX : Wheat 

End 2956 

Score 68 

.2736, 2734.-2955, 2834. .2956 

Seq. ID OJ990505_03.0420.C59 
Strand 

5420 

TBLASTX: Maize 
2961 
53 



End 

Method 
End 
Score 
.2914 



Seq. ID OJ990505_03.0420.C59 
Strand 

End 5420 

Method TBLASTX : Wheat 

End 3895 



54660 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
3509. .3655, 3690. .3872, 3704. .3895 



107 



53943 
113295 
1 

OJ990505_03.0420.C59.o2.gp 
5195 

23020_1.R1084 
5195. .5420 

'3367522 2.0e-27 (AC004392) EST gb_T04691 comes from this gene. 
[Arabidopsis thaliana] ' 



Seq. ID OJ990505_03.0420.C59 
Strand 

End 5420 

Method AAT/GAP 

End 5420 

Score 398 



53944 

113296 

3731 

OJ990505_03 .0420 . C60 . o2 . gs 

3731 

none 

3731. .3797, 4132. .4183, 4678. 

53944 

113297 

6562 

OJ990505_03.0420.C60.o3.gs 

6562 

none 

6562. .6789 



Seq. ID OJ990505_03.0420.C60 
Strand + 

4768 
GENS CAN 
4768 
.83 



End 

Method 
End 
Score 
.4768 



Seq. ID OJ990505_03.0420.C60 

Strand + 

End 6789 

Method GENSCAN 

End 678 9 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53944 
113298 
8851 

OJ990505_03 . 0420 . C60 . o3 . gp 
8851 
4715163 
8851. .9154 

6002631/gb|AAF00071.1|AF093604_l 1.0e-23 (AF093604) apyrase 
[Arabidopsis thaliana] 



Seq. ID OJ990505_03.0420.C60 

Strand + 

End 9154 

Method AAT/GAP 

End 9154 

Score 537 



Seq. ID OJ990505_03.0420.C60 
Strand 

End 3063 

Method AAT/GAP 

End 178 

Score 317 



53944 
113299 
1 

OJ990505_03 . 0420 . C60 . ol . gp 
1 

60382_1.R1084 
1. .178 

, 6002631/gb|AAF00071.1|AF093604_l 1.0e-23 (AF093604) apyrase 
[Arabidopsis thaliana] ' 



53944 

113299 

1 

OJ990505_03.0420.C60.ol.np 
1 

6910588 



Seq. ID OJ990505_03.0420.C60 
Strand 

End 3063 

Method AAT/NAP 

End 3063 

Score 403 



1..177, 1277. .1530, 2980. .3063 
(AC006424) CDS [Arabidopsis thaliana] 



54661 





Seq. No. 


C O. C\ A A 






Seq. ID 


OJ9905Q5 03.0420 


f" A 

. C60 




Gene No. 


113299 






Strand 








Start 


1 






End 


3063 






Name 


OJ990505 03 


.0420 


.C60.ol.gs 


Method 


GENS CAN 






Start 


1137 






End 


1557 






GI 


none 






Score 


.57 






Exons 


1137. .1235, 


1277 


..1366, 1465. 


.1557 








Seq. No. 


C O A. A A 






Seq. ID 


Tf\ A A C AC AO A /I O A 

OJ990505 03.0420 


. C60 




Gene No. 


113300 






Strand 








Start 


7254 






End 


9154 






Name 


OJ990505 03 


.0420 


.C60.ol.tc 


Method 


TBLASTX: Cress 






Start 


1 






End 


1440 






GI 


none 






Score 


137 






Exons 


1.-183, 2.. 


178, 


1330. .1440 










O _ _ XT _ 

beq. No. 


C O C\ A A 

ojy4 4 






Seq. ID 


f\ -r a a a c a c a o n / o n 

OJ99U5U5 03.0420 


. C60 




Gene No. 


113300 






Strand 








Start 


7254 






End 


9154 






Name 


OJ990505 03 


.0420 


.C60.ol. tm 


Method 


TBLASTX: Maize 






Start 


1 






End 


186 






GI 


none 






Score 


88 






Exons 


1..126, 2.. 


124, 


127. .186, 128 


. .178 






l*i 


Seq. No. 


0 3944 






Seq. ID 


OJ990505_03.0420 


. C60 


in 


Gene No. 


113300 






Strand 






f U 


Start 


7254 






End 


9154 




f i 


Name 


OJ990505 03 


.0420 


.C60.ol.ts 


Method 


TBLASTX : Soybean 




i~l 


Start 


7 






End 


1438 




^ tr. 


GI 


none 






Score 


135 




f U 


Exons 


7. .183, 11. 


.175, 


1322. .1438, 


1330. .1437 






Seq. No. 


53944 






Seq. ID 


OJ990505_03.0420 


.C60 


U 


Gene No . 


11 3 JUL) 






Strand 








Start 


7254 






End 


9154 






Name 


OJ990505 03 


.0420 


.C60.o2.tm 


Method 


TBLASTX: Maize 






Start 


1262 






End 


1518 






GI 


none 






Score 


47 






Exons 


1262. .1324, 


1275 


..1316, 1277. 


.1324, 1325. .1441, 1325. .1369, 


f 1 




1330. .1440, 


1345 


..1467, 1416. 


.1460, 1489. .1518 






beq. No. 


03944 






Seq. ID 


OJ990505_03.0420 


.C60 




Gene No. 


113300 






Strand 








Start 


7254 






End 


9154 






Name 


OJ990505 03 


.0420 


.C60.o4 .gs 


Method 


GEN SCAN 






Start 


7254 






End 


9152 






GI 


none 






Score 


.81 






Exons 


7254. .7466, 


9108 


. .9152 










Seq. No. 


53944 






Seq. ID 


OJ990505_03.0420 


.C60 




Gene No. 


113300 






Strand 








Start 


7254 






End 


9154 






Name 


OJ990505 03 


.0420 


.C60.o2.np 


Method 


AAT/NAP 






Start 


9036 






End 


9154 






GI 


6002631 






Score 


117 






Exons 


9036. .9154 













54662 



GI Descrip. (AF093604) apyrase [Arabidopsis thaliana] 

gi|6721177|gb|AAF26805.1|AC016829_29 (AC016829) apyrase (Atapyl) 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990505 03.0420.C61 



2560 
AAT/NAP 
2551 
773 



1176. .1469,. 1602. .1663, 1922. .2050, 



53945 
113301 
1 

OJ990505_03.0420.C61.ol.np 
1 

1709358 

1..235, 447. .661, 806. .897, 
2318. .2551 

NUCLEOSIDE-TRIPHOSPHATASE (NUCLEOSIDE TRIPHOSPHATE 
PHOSPHOHYDROLASE) (NTPASE) gi | 629638 | pir | | S4 8859 nucleoside 
triphosphatase - garden pea gi I 2129890 | pir | | S65147 nucleoside 
triphosphatase precursor, chromatin-associated - garden pea 
gi | 563612 | emb | CAA83655 | (Z32743) nucleoside triphosphatase 
[Pisum sativum] gi | 4519173 | dbj | BAA75506 . 1 1 (AB022319) apyrase 
[Pisum sativum] 



Seq. No. 53945 Seq. ID 

Gene No. 113301 Strand 

Start 1 End 

Name OJ990505_03 . 0420 . C61 . ol . tm Method 

Start 56 End 

GI none Score 
Exons 



OJ990505_03.0420.C61 
2560 

TBLASTX: Maize 

2010 

52 



56. .112, 57. .128, 110. .238, 111. .236, 444. .662, 445.-654, 
804. .845, 805. .846, 852. .899, 856. .900, 1173. .1295, 1177. .1461, 
1178. .1486, 1185. .1475, 1295. .1480, 1601. .1663, 1605. .1664, 
1907.. 2005, 1923.. 2006, 1963. .2010 



OJ990505__03.0420.C61 
2560 

TBLASTX : Soybean 
2429 
108 

56.. 103, 104. .241, 456. .662, 460. .597, 804. .899, 1178. .I486, 



Seq. No. 53945 Seq. ID 

Gene No. 113301 Strand 

Start 1 End 

Name OJ990505__03 . 0420 . C61 . ol . ts Method 

Start 56 End 

GI none Score 
Exons 



1182. .1475, 1601. .1663, 1907. 
2379. .2429 



.2050, 1923.. 2045, 2312.. 2428, 



Seq. No. 53945 Seq. ID 

Gene No. 113301 Strand 

Start 1 End 

Name OJ990505__03 . 0420 . C61 . ol . gs Method 

Start 65 End 

GI none Score 
Exons 



OJ990505_03.0420.C61 

2560 
GENSCAN 
2560 
.85 



65. .235, 447. .661, 806. .897, 1176. .1249, 1607. .1663, 1922. .2050, 
2318. .2560 



Seq. No. 53945 Seq. ID 

Gene No. 113301 Strand 

Start 1 End 

Name OJ990505_03 . 0420 . C61 . ol . gp Method 

Start 265 End 

GI 29619 1.R1084 Score 
Exons 



OJ990505_03.0420.C61 

2560 
AAT/GAP 
2551 
1590 



265. .661, 806. .897, 1607. .1663, 1922. .2050, 2318. .2551 



54663 



GI Descrip. ' 5257279/dbj | BAA81778 . 1 | O.Oe+00 (AP000364) Similar to 

Transposon MAGGY gag and pol gene homologues. (L35053) [Oryza 
sativa] * 



Seq. No. 53945 Seq. ID 

Gene No. 113301 Strand 

Start 1 End 

Name OJ990505_03 . 0420 .C61 .ol . tw Method 

Start 1613 End 

GI none Score 

Exons 1613.. 1663, 1614.. 1664, 1907.. 2050, 

2315. .2482, 2316. .2531 



OJ990505_03.0420.C61 
2560 

TBLASTX: Wheat 
2531 
54 

1921. .2052, 1923. .2072, 



Seq. No. 53946 Seq. ID 

Gene No. 113302 Strand 

Start 17 End 

Name OJ990505_03 . 0420 . C62 . ol . gs Method 

Start 17 End 

GI none Score 

Exons 17.. 389, 1609.. 1667 



OJ990505_03.0420.C62 
+ 

1667 
GENSCAN 
1667 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53947 Seq. ID 

113303 Strand 
1. End ; 
OJ990505_03 . 04 20 . C63 . o2 . np Method 
1 End 
4678924 Score 
1..108, 1366. .1550, 1669. .1858, 2513. .2715 
(AL049711) putative protein [Arabidopsis thaliana] 



OJ990505_03.0420.C63 
+ 

2715 
AAT/NAP 
2715 
273 



53947 

113303 

1 

OJ990505_03.0420.C63.ol.gs 

841 

none 



Seq. ID OJ990505_03.0420.C63 



Strand 
End 

Method 

End 

Score 



+ 

2715 
GENSCAN 
2652 
.55 



841. .1088, 1156. .1550, 1974. .2065, 2499.-2652 



53947 

113303 

1 

OJ990505_03.0420.C63.ol.np 
871 

4678924 



Seq. ID OJ990505_03. 0420.C63 

Strand + 

End 2715 

Method AAT/NAP 

End 2715 

Score 274 



871. .913, 1410. .1550, 1669. .1858, 2513. .2715 
(AL049711) putative protein [Arabidopsis thaliana] 



53947 Seq. ID 

113303 Strand 

1 End 
OJ990505_03 . 0420 . C63 . o2 . tm Method 

906 End 

none Score 

906. .1121, 918. .1103 



OJ990505_03.0420.C63 
+ 

2715 

TBLASTX: Maize 

1121 

193 



Seq. No. 
Gene No. 



53947 
113303 



Seq. ID OJ990505_03.0420.C63 
Strand + 



54664 




Start 


1 








End 


2715 




Name 


OJ990505 03 


. 0420 


.C63 . ol . 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


1438 ~~ 








End 


2394 




GI 


none 








Score 


115 




Exon ^ 


1438 1548, 


144 6 


. . 1550, 


1666 . . 


,1854, 1667. .1867, 


1668 . . 1856, 




2020. .2067, 


2142 


. .2318, 


2144 . . 


,2296, 2154.. 2300, 


2350. .2394 


Seq. No. 


53947 








Seq. ID 


OJ990505 


_03.0420.C63 


Gene No. 


113303 








Strand 


+ 




Start 


1 








End 


2715 




Name 


OJ990505 03 


. 0420 


C63 ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1471 ~~ 








End 


1857 




GI 


none 








Score 


95 




Fvnn s 


1471 1548. 


1485 


. . 1568, 


1666. . 


.1857, 1667. .1849 




Seq. No. 


53947 








Seq. ID 


OJ990505 


_03.0420.C63 


Gene No. 


113303 








Strand 


+ 




Start 


1 








End 


2715 




Name 


OJ990505 03 


. 0420 


C63 ol 


tc 


Method 


TBLASTX: 


Cress 


Start 


1477 ~~ 








End 


1855 




GI 


none 








Score 


90 




Exons 


1477 . . 1548, 


1485 


. . 1550, 


1666. , 


,1851, 1667. .1855 




Seq. No. 


53948 








Seq. ID 


OJ990505 


_03.0420.C64 


Gene No. 


113304 








Strand 


+ 




Start 


322 








End 


1237 




Name 


OJ990505 03 


.0420 


.C64 .ol. 


gs 


Method 


GENSCAN 




Start 


322 








End 


1237 




GI 


none 








Score 


.92 




TP, von <=; 


322. .475, 915. .1102, 1215. .1237 






Seer No 


53948 








Seq. ID 


OJ990505 


03 0420 C64 


Gene No. 


113305 








Strand 


+ 




Start 


4074 








End 


7871 




Name 


OJ990505 03 


.0420 


.C64.o3. 


gs 


Method 


GENSCAN 




Start 


4074 








End 


6760 




GI 


none 








Score 


.69 




Exons 


4074. .4362, 


5075 


. .5181, 


5625. . 


5735, 5893.. 6036, 


6148 . . 6360, 




6551. .6760 














Sea No 


53948 








Seq. ID 


OJ990505 


03 . 0420 . C64 


Gene No . 


113305 








Strand 


+ 




Start 


4074 








End 


7871 




Name 


OJ990505 03 


.0420 


.C64.o2. 


np 


Method 


AAT/NAP 




Start 


5653 








End 


7871 




GI 


2494119 








Score 


433 




Exon ^ 


5653.-5776, 


5880 


. .6036, 


6148. . 


6360, 6551.. 6751, 


7743 . .7871 


GI De^PTi n» 


(AC002376) EST gb|T04104 


comes from this gene. 


[Arabidopsis 




thaliana] 














Seq. No. 


53948 








Seq. ID 


OJ990505 


03.0420.C64 


Gene No. 


113306 








Strand 






Start 


1718 








End 


2638 




Name 


OJ990505 03 


.0420 


.C64 .ol. 


np 


Method 


AAT/NAP 




Start 


1718 








End 


2638 




GI 


417148 








Score 


374 




Exons 


1718. .2068, 


2134 


. .2202, 


2396. . 


2638 







54665 




GI Descrip. PROBABLE GLUTATHIONE S -TRANSFERASE (HEAT SHOCK PROTEIN 26A) 
(G2-4) gi | 99912 |pir | | A33654 heat shock protein 26A - soybean 
gi 1 169981 (M20363) Gmhsp26~A [Glycine max] 





Seq. No. 


53948 








Seq. ID 


OJ990505 


_03.0420.C64 




Gene No. 


113307 








Strand 








Start 


7236 








End 


7625 






Name 


OJ990505 03 


.0420. 


C64.ol 


.ts 


Method 


TBLASTX : 


Soybean 




Start 


1733 








End 


2623 






GI 


none 








Score 


57 






Exons 


1733. .2044, 


1770 . 


.1892, 


1923 . 


.1955, 2134.. 2202, 


2399 . . 2437 , 






2444. .2536, 


2453. 


.2545, 


2525. 


.2623 








Seq. No. 


53948 








Seq. ID 


OJ990505 


_03.0420.C64 




Gene No. 


113307 








Strand 








Start 


7236 








End 


7625 






Name 


OJ990505 03 


.0420. 


C64.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


1766 








End 


2626 






GI 


none 








Score 


75 






Exons 


1766. .2032, 


2149. 


.2202, 


2399. 


.2437, 2444.. 2536, 


2528. .2626 




Seq. No. 


53948 








Seq. ID 


OJ990505 


_03.0420.C64 


r " 

^ a? 


Gene No. 


113307 








Strand 








Start 


7236 








End 


7625 • 






Name 


OJ990505 03 


.0420. 


C64.ol 


.tm 


Method 


TBLASTX: 


Maize 


; : H 


Start 


5619 








End 


6234 




: h~ 


GI 


none 








Score 


133 




P 


Exons 


5619. .5738, 


5620. 


.5736, 


5624. 


.5740, 5647.. 5748, 


5898. .5993, 






5900. .5995, 


5923. 


.5994, 


5982. 


.6038, 5993.. 6037, 


6000 . . 6038, 






6001. .6039, 


6115. 


.6234, 


6148. 


.6234 








Seq. No. 


53948 








Seq. ID 


OJ990505 


_03.0420.C64 


= 


Gene No. 


113307 








Strand 






f i 


Start 


7236 








End 


7625 






Name 


OJ990505 03 


.0420. 


C64.o2 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


5922 








End 


6234 






GI 


none 








Score 


150 




p 


Exons 


5922. .6038, 


5923. 


.6039, 


6148. 


.6234 








Seq. No. 


53948 








Seq. ID 


OJ990505 


_03.0420.C64 




Gene No. 


113307 








Strand 








Start 


7236 








End 


7625 






Name 


OJ990505 03 


.0420. 


C64.o4 


. gs 


Method 


GEN SCAN 






Start 


7236 








End 


7625 






GI 


none 








Score 


.5 






Exons 


7236. .7625 
















Seq. No. 


53949 








Seq. ID 


OJ990505 


_03.0420.C65 




Gene No. 


113308 








Strand 


+ 






Start 


325 








End 


698 






Name 


OJ990505 03 


.0420. 


C65.ol 


. gs 


Method 


GENSCAN 






Start 


325 








End 


698 






GI 


none 








Score 


.87 






Exons 


325.. 555, 621.. 698 












Seq. No. 


53949 








Seq. ID 


OJ990505 


_03.0420.C65 




Gene No. 


113309 








Strand 


+ 





54666 



Start 
Name 
Start 
GI 

Exons 



.2044 End 

OJ990505_03 . 0420 . C65 . o2 . gs Method 

2044 End 

none Score 
2044. .2280 



2280 
GENSCAN 
2280 
.81 



Seq. No. 53950 Seq. ID OJ990505_03 . 0420 . C67 

Gene No. 113310 Strand 

Start 1 End 1892 

Name OJ990505_03 . 0420 . C67 . ol . np Method AAT/NAP 

Start - 1 End 901 

GI 6721562 Score 1419 

Exons 1..901 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene clusters- 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 


53950 


Seq. ID 


OJ990505_ 


03 , 


> 0420 


. C67 


Gene No. 


113310 


Strand 










Start 


1 


End 


1892 








Name 


OJ990505 03.0420.C67.ol.gs 


Method 


GENSCAN 








Start 


58 


End 


1515 








GI 


none 


Score 


.9 








Exons 


58. .919, 976. .1080, 1429. .1515 










Seq. No. 


53950 


Seq. ID 


OJ990505_ 


_03, 


. 0420 


.C67 


Gene No. 


113310 


Strand 










Start 


1 


End 


1892 








Name 


OJ990505 03.0420.C67.o2.np 


Method 


AAT/NAP 








Start 


1129 


End 


1892 








GI 


5042454 


Score 


197 








Exons 


1129. .1182, 1429. .1602, 1828., 


.1892 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


53951 


Seq. ID 


OJ990505_ 


03, 


,0420 


.C68 


Gene No. 


113311 


Strand 










Start 


1 


End 


342 








Name 


OJ990505 03.0420.C68.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


342 








GI 


6498423 


Score 


266 








Exons 


1..342 












GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 








Seq. No. 


53951 


Seq. ID 


OJ990505_ 


_03, 


,0420 


.C68 


Gene No. 


113311 


Strand 










Start 


1 


End 


342 








Name 


OJ990505 03.0420.C68.ol.gs 


Method 


GENSCAN 








Start 


18 


End 


305 








GI 


none 


Score 


.8 








Exons 


18. .305 












Seq. No. 


53952 


Seq. ID 


OJ990505_ 


_03. 


0420 


.C69 


Gene No. 


113312 


Strand 


+ 








Start 


275 


End 


461 








Name 


OJ990505 03.0420.C69.ol.gs 


Method 


GENSCAN 









54667 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. * 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



275 
none 

275.-289, 396. .461 



End 
Score 



461 
.82 



53953 
113313 
1 

OJ990505_03.0420.C70.ol.np 
1 

7228457 
1..1520 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ990505_03.0420.C70 
Strand 

End 1520 

Method AAT/NAP 

End 1520 

Score 2335 



53953 
113313 
1 

OJ990505_03.0420.C70.o2.tw 
74 

none 

74. .334, 75. .230 

53953 
113313 
1 

OJ990505_03.0420.C70.ol.gs 
186 
none 

186. .1041, 1195. .1328, 1349. .1440 



Seq. ID OJ990505_03.0420.C70 
Strand 

End 1520 

Method TBLASTX : Wheat 

End 334 

Score 89 



Seq. ID OJ990505_03.0420.C70 
Strand 

End 1520 

Method GENSCAN 

End 14 40 

Score . 62 



53953 

113313 

1 

OJ990505_03.0420.C70.ol.tw 

947 

none 



Seq. ID OJ990505_03.0420.C70 
Strand 

End 1520 

Method TBLASTX : Wheat 

End 1339 

Score 95 



947. .1204, 981. .1220, 1187. .1285, 1188. .1280, 1292. .1339 



53953 

113313 

1 

OJ990505_03.0420.C70.ol.tm 

1049 

none 

1049. .1297, 1050. .1334 



Seq. ID OJ990505_03.0420.C70 
Strand 

End 1520 

Method TBLASTX : Maize 

End 1334 

Score 92 



53954 
113314 
13970 

OJ990505_03.0420.C73.o3.np 
13970 
4558666 
13970. .15194, 15280. .15380 

(AC007063) putative Na/H antiporter [Arabidopsis thaliana] 



Seq. ID OJ990505_03.0420.C73 

Strand + 

End 15380 

Method AAT/NAP 

End 15380 

Score 901 



Seq. No. 



53954 



Seq. ID OJ990505_03.0420.C73 



54668 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



113315 Strand 

68 End 4 955 

OJ990505_03 . 0420 . C73 . ol . gs Method GEN SCAN 

68 End 4955 

none Score . 9 

68. .160, 529. .622, 1049. .1245, 1293. .1413, 1603. .1670, 

1859. .1930, 3112. .3289, 4621. .4955 



53954 

113315 

68 

OJ990505_03 . 0420 . C73 . ol . np 
71 

3786005 



Seq. ID OJ990505_03.0420.C73 
Strand 

End 4955 

Method AAT/NAP 

End 4943 

Score 1387 



71. .139, 529. .651, 733. .798, 1293. .1413, 1603. .1670, 1859. .1930, 
2461. .2642, 3054. .3289, 4621. .4943 

(AC005499) putative phospholipid cytidylyltransf erase 
[Arabidopsis thaliana] 



53954 

113315 

68 

OJ990505_03 . 0420 . C73 . ol . gp 
121 
none " 
121. .542 



Seq. ID OJ990505_03.0420.C73 
Strand 

End 4 955 

Method AAT/GAP 

End 542 

Score 78 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53954 

113315 

68 

OJ990505_03.0420.C73.o2.gp 
1593 

LIB3432-052-P1-K1-C8 



Seq. ID OJ990505_03.0420.C73 
Strand 

End 4 955 

Method AAT/GAP 

End 3168 

Score 7 64 



1593. .1670, 1859. .1930, 2461. .2642, 3054.. 3168 

'3786005 1.0e-60 (AC005499) putative phosphoethanolamine 

cytidylyltransferase [Arabidopsis thaliana] 1 



53954 

113316 

6582 

OJ990505_03.0420.C73.o2.gs 

6582 

none 



Seq. ID OJ990505_03.0420.C73 
Strand 

End 9538 

Method GENSCAN 

End 9538 

Score .98 



6582. .6752, 6914. .7028, 7304. .7395, 7502. .7587, 8024. .8123, 
9247. .9277, 9483. .9538 



53954 

113316 

6582 

OJ990505_03.0420.C73.o2.np 

6585 

3687235 



Seq. ID OJ990505_03.0420.C73 
Strand 

End 9538 

Method AAT/NAP 

End 9232 

Score 434 

6585..67S2, 6914. .7028, 7304. .7395, 7502. .7587, 8024. .8123, 
9143. .9232 

(AC005169) copia-like retroelement pol polyprotein [Arabidopsis 
thaliana] 



54669 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990505_03.0420.C73 
15203 

TBLASTX : Soybean 
4937 
171 

68. .142, 528. .653, 529. .654, 530. .652, 733. .798, 737. .799, 
739. .798, 1278. .1391, 1281. .1406, 1287. .1415, 1593. .1664, 
1603. .1671, 1605. .1670, 1856. .1933, 1858. .1938, 1859. .1933, 
1860. .1937, 1861. .1947, 2456.-2593, 2*461. .2610, 2462. .2608, 
2593.. 2661, 3050.. 3283, 3052.. 3291, 3053.. 3283, 3223.-3285, 
4620. .4775, 4621. .4761, 4647. .4775, 4854. .4931, 4855. .4911, 
4860. .4937 



Seq. No. 53954 

Gene No. 113317 

Start 10499 

Name OJ990505_03 . 0420.C73.ol . ts 

Start 68 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990505_03.0420.C73 
15203 

TBLASTX: Maize 
4937 
61 

68. .142, 82. .147, 529.-654, 530. .652, 733. .798, 737. .799, 
739. .798, 1593. .1664, 1603. .1671, 1605. .1670, 1856. .1933, 
1859. .1933, 1860. .1937, 1861. .1947, 2456. .2593, 2461. .2610, 
2462. .2608, 2538. .2648, 2612. .2662, 4620. .4775, 4621. .4761, 
4647.. 4775, 4854.. 4931, 4855 .. 4 911, 48 60 .. 4 937 



53954 

113317 

10499 

OJ990505_03.0420.C73.o2.tm 
68 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 53954 

Gene No. 113317 

Start 10499 

Name OJ990505_03 . 0420 . C73 . o2 . tc 

Start 733 

GI none 

Exons 733.-798, 1286.. 1375, 1287 



OJ990505 03.0420.C73 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1415, 1294.. 1404, 1294.. 1419, 
1295. .1420, 1603. .1671, 1605. .1670, 1856. .1933, 1860. .1931, 
1860. .1937, 2461. .2550, 2471. .2551, 2524.-2664, 2534.-2662, 
3052.. 3201, 3053.-3082, 3104.. 3202 



15203 

TBLASTX: Cress 

3202 

63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



53954 

113317 

10499 

OJ990505_03.0420.C73.ol.tm 

1278 

none 

1278.. 1379, 3039.. 3287, 3039. 
3053. .3292 

53954 

113317 

10499 

OJ990505_03.0420.C73.ol.tc 

4614 

none 

4614. .4775, 4615. .4761, 4860. 

53954 

113317 

10499 



Seq. ID. OJ990505_03. 0420.C73 
Strand 

End 15203 

Method TBLASTX: Maize 

End 3312 

Score 267 

.3158, 3050.. 3286, 3052.. 3312, 



Seq. ID OJ990505_03.0420.C73 



Strand 
End 

Method 
End 
Score 
.4925 

Seq. ID 

Strand 

End 



15203 

TBLASTX: Cress 

4925 

129 



OJ990505 03.0420.C73 



15203 



54670 




Name 


OJ990505 03 


.0420.C73.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


4725 






End 


5055 


GI 


none 






Score 


59 


Exons 


4725. .4775, 


4729. .4761, 


4815 


..4943, 4855. .4911, 4863. .4940, 




4990. .5055 










Seq. No. 


53954 






Seq. ID 


OJ990505_03.0420.C73 


Gene No. 


113317 






Strand 




Start 


10499 






End 


15203 


Name 


OJ990505 03 


. 0420 . C73 . o3 


tm 


Method 


TBLASTX: Maize 


Start 


6582 






End 


9236 


GI 


none 






Score 


96 


Exons 


6582. .6644, 


6638. . 6721, 


6713 


..6754, 6906. .6986, 6912. .6977, 




6914. .7024, 


6914. .7027, 


7262 


. .7399, 7291. .7395, ' 74 96. .7588, 




7512. .7589, 


8025. .8126, 


8074 


..8124, 91' 


£4. .9200, 9183. .9236 


Seq. No. 


53954 






Seq. ID 


OJ990505_03.0420.C73 


Gene No. 


113317 






Strand 




Start 


10499 






End 


15203 


Name 


OJ990505 03 


.0420.C73.o2 


ts 


Method 


TBLASTX : Soybean 


Start 


6906 






End 


8126 


GI 


none 






Score 


92 


Exons 


6906. .6986, 


6914. .7024, 


6914 


..7027, 6985. .7005, 7291. .7395, 




7473. .7589, 


7481. .7588, 


8028 


. .8126 




Seq. No. 


53954 






Seq. ID 


OJ990505_03.0420.C73 


Gene No. 


113317 






Strand 




Start 


10499 






End 


15203 


Name 


OJ990505 03 


.0420.C73.o3 


tc 


Method 


TBLASTX: Cress 


Start 


6906 






End 


8126 


GI 


none 






Score 


92 


Exons 


6906. .6986, 


6914. .7024, 


6914 


..7027, 7291.. 7395, 7316.. 7396, 




7473. .7589, 


7481. .7588, 


8028 


. .8126 




Seq. No. 


53954 






Seq. ID 


OJ990505_03.0420.C73 


Gene No. 


113317 






Strand 




Start 


10499 






End 


15203 


Name 


OJ990505 03 


.0420.C73.o3 


gs 


Method 


GENSCAN 


Start 


10499 






End 


15203 


GI 


none 






Score 


.42 


Exons 


10499. .10610, 10760. .10899, 


14004. .14582, 14604. .15203 


Seq. No. 


53954 






Seq. ID 


OJ990505_03.0420.C73 


Gene No. 


113317 






Strand 




Start 


10499 






End 


15203 


Name 


OJ990505 03 


.0420.C73.o4 


tc 


Method 


TBLASTX: Cress 


Start 


14166 






End 


14564 


GI 


none 






Score 


161 


Exons 


14166. .14393, 14472. .14564 






Seq. No. 


53954 






Seq. ID 


OJ990505_03.0420.C73 


Gene No. 


113317 






Strand 




Start 


10499 






End 


15203 


Name 


OJ990505 03 


.0420.C73.o3 


ts 


Method 


TBLASTX: Soybean 


Start 


14814 






End 


15008 


GI 


none 






Score 


190 


Exons 


14814. .15008, 14864. .15007 







54671 



■S =3, 

u 



Seq. No. 


53955 


Seq. ID 


OJ990505 03.0420 


.C74 


Gene No. 


113318 


Strand 


+ 




Start 


1 


End 


761 




Name 


OJ990505 03.0420.C74.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


683 




GI 


4678937 


Score 


268 




Exons 


1. .683 








GI Descrip. 


(AL049711) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


53955 


Seq. ID 


OJ990505 03.0420 


.C74 


Gene No. 


113318 


Strand 


+ 




Start 


1 


End 


761 




Name 


OJ990505 03.0420.C74.ol.gs 


Method 


GENSCAN 




Start 


90 


End 


761 




GI 


none 


Score 


.91 




Exons 


90. .761 








Seq. No. 


53955 


Seq. ID 


OJ990505_03.0420 


.C74 


Gene No. 


113319 


Strand 


+ 




Start 


3524 


End 


5807 




Name 


OJ990505 03.0420.C74.o3.gs 


Method 


GENSCAN 




Start 


3524 


End 


5807 




GI 


none 


Score 


.61 




Exons 


3524.. 3872, 5296.. 5469, 5749 


. .5807 






Seq. No. 


53955 


Seq. ID 


OJ990505_03.0420 


.C74 


Gene No. 


113320 


Strand 






Start 


1 


End 


5692 




Name 


OJ990505 03.0420.C74.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


5692 




GI 


4096360 


Score 


139 




Exons 


1..26, 306. .710, 1580. .1651, 


1719. .2000, 5662. .5692 




GI Descrip. 


(U31159) CR16 [Rattus norvegicus] gi | 4096372 | gb | AAC99859 . 1 1 




(U31169) SH3 domain binding protein [Rattus norvegicus] 




Seq. No. 


53955 


Seq. ID 


OJ990505J33.0420 


.C74 


Gene No. 


113320 


Strand 






Start 


1 


End 


5692 




Name 


OJ990505 03.0420.C74.ol.tm 


Method 


TBLASTX: Maize 




Start 


6 


End 


245 




GI 


none 


Score 


326 




Exons 


6. .245, 8. .244 








Seq. No. 


53955 


Seq. ID 


OJ990505_03.0420 


C74 


Gene No. 


113320 


Strand 






Start 


1 


End 


5692 




Name 


OJ990505 03.0420.C74.ol.tw 


Method 


TBLASTX: Wheat 




Start 


518 


End 


641 




GI 


none 


Score 


180 




Exons 


518. .640, 519. .641 








Seq. No. 


53956 


Seq. ID 


OJ990505_03.0420. 


C75 


Gene No. 


113321 


Strand 






Start 


748 


End 


1145 




Name 


OJ990505 03.0420.C75.ol.np 


Method 


AAT/NAP 




Start 


748 


End 


1145 





54672 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7523512 Score 109 

748. .920, 1047. .1145 

(AP001633) hypothetical protein [Oryza sativa] 



53957 

113322 

1 

OJ990505_03.0420.C76.ol.np 
1 

7228457 



Seq. ID OJ990505_03.0420.C76 

Strand + 

End 3229 

Method AAT/NAP 

End 3229 

Score 4634 



1..374, 438. .1272, 1395. .2546, 2613. .3229 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



Seq. No. 53957 

Gene No. 113322 

Start 1 

Name OJ990505_03 . 0420 . C7 6 . o4 . tw 

Start 29 

GI none 

Exons 29.. 250, 30 . .254, -63. .254 



Seq. ID OJ990505_03.0420.C76 

Strand + 

End 3229 

Method TBLASTX : Wheat 

End 254 

Score 247 



^=5 



%1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



53957 

113322 

1 

OJ990505_03.0420.C76.ol.tw 

446 

none 

446. .901, 447. .908, 447. .902 

53957 

113322 

1 

OJ990505_03.0420.C76.o2.ts 

486 

none 

486. .710, 717. .851 

53957 

113322 

1 

OJ990505_03.0420.C76.ol.tm 

576 

none 

576. .932, 611. .922, 627. .932 

53957 

113322 

1 

OJ990505_03.0420.C76.o2.tm 

959 

none 

959.. 1324, 960.. 1343 

53957 
113322 



Seq. ID OJ990505_03.0420.C76 

Strand + 

End 3229 

Method TBLASTX : Wheat 

End 908 

Score 572 



Seq. ID OJ990505_03.0420.C76 

Strand + 

End 3229 

Method TBLASTX : Soybean 

End 851 

Score 121 



Seq. ID OJ990505_03.0420.C76 

Strand + 

End 3229 

Method TBLASTX : Mai ze 

End 932 

Score 383 



Seq. ID OJ990505_03.0420.C76 

Strand + 

End 3229 

Method TBLASTX : Mai ze 

End 1343 

Score 351 



Seq. ID OJ990505_03.0420.C76 
Strand + 



54673 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



3229 

TBLASTX: Wheat 
1436 
476 



OJ990505_03.0420.C76.o2.tw 
1016 
none 

1016. .1429, 1017. .1436 

53957 
113322 
1 

OJ990505_03.0420.C7 6.ol.ts 
1065 
none 

1065. .1466, 1112. .1336 

53957 
113322 
1 

OJ990505_03.0420.C7 6.o3.tw 
2067 
none 

2067. .2321, 2071. .2289, 2091. .2342, 2156. .2341, 2376. .2525, 
2385.. 2522, 2387.. 2524 



Seq. ID OJ990505_03.0420.C76 
Strand + 

3229 

TBLASTX : Soybean 
1466 
276 



End 

Method 

End 

Score 



Seq. ID OJ990505_03.0420.C76 

Strand + 

End 3229 

Method TBLASTX : Wheat 

End 2525 

Score 53 



53957 
113322 
1 

OJ990505_03.0420.C7 6.o3.ts 
2214 
5666795 

2214.. 2312, 2388.. 2525, 2589.. 2780 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. ID OJ990505_03. 0420.C76 

Strand + 

End 3229 

Method TBLASTX : Soybean 

End 2780 

Score 67 



53957 

113322 

1 

OJ990505_03.0420.C7 6.Q5.tw 

2528 

none 

2528. .2704, 2589. .2840 



Seq. ID OJ990505_03.0420.C76 

Strand + 

End 3229 

Method TBLASTX : Wheat 

End 2840 

Score 183 



53958 
113323 
1 

OJ990505_03.0420.C77.ol.np 
1 

7228457 
1. .940 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ990505_03.0420.C77 

Strand + 

End 94 3 

Method AAT/NAP 

End 940 

Score 1574 



Seq. No. 53958 

Gene No. 113323 

Start 1 

Name OJ990505_03 . 0420 . C77 . ol . gs 

Start 127 

GI none 



Seq. ID OJ990505_03.0420.C77 

Strand + 

End 94 3 

Method GEN SCAN 

End 94 3 

Score .88 



54674 



Exons 



127. .943 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53958 Seq. ID 

113324 Strand 

1102 End 

OJ990505_03 . 0420 . C77 . ol . tm Method 

2 End 

none Score 
2. .235, 233.-346 

53958 Seq. ID 

113324 Strand 

1102 End 

OJ990505_03 . 0420 . C77 . ol . tw Method 

35 End 

none Score 
35. .433, 43. .126, 151. .294 

53958 Seq. ID 

113324 Strand 

1102 End 

OJ990505_03 . 0420 . C77 . o2 . tm Method 

800 End 

none Score 
800. .940, 805. .939 



OJ990505_03.0420.C77 
+ 

1439 

TBLASTX: Maize 

346 

162 



OJ990505_03.0420.C77 
+ 

1439 

TBLASTX: Wheat 

433 

334 



OJ990505_03.0420.C77 
+ 

1439 

TBLASTX: Maize 

940 

183 



OJ990505 
+ 

1439 
AAT/GAP 
1439 
640 



03.0420.C77 



53958 Seq. ID 

113324 Strand 
1102 End 
OJ990505_03 . 0420 . C77 . ol . gp Method 
1102 End 
2428323 Score 
1102. .1439 

5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone: P0535G04 



OJ990505_03. 0420.C78 
+ 

166 

AAT/NAP 

166 

106 



Seq. No. 53959 Seq. ID 

Gene No. 113325 Strand 

Start 1 End 

Name OJ990505_03 . 0420 . C78 . ol . np Method 

Start 1 End 

GI 6721562 Score 

Exons 1..42, 98. .166 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi| 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 53959 Seq. ID 

Gene No. 113326 Strand 

Start 406 End 

Name OJ990505_03 . 0420 . C78 . ol . gs Method 

Start 406 End 

GI none Score 

Exons 406.. 489 



OJ990505_03.0420.C78 
489 

GENSCAN 

489 

.82 



54675 



Seq. No. 53960 

Gene No. 113327 

Start 1 

Name OJ990505_03 . 0420 .C81 . ol . np 

Start 1 

GI 7106512 

Exons 1..53, 892.. 1287 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ990505_03.0420.C81 
Strand 

End 1287 

Method AAT/NAP 

End 1287 

Score 143 





Seq. No. 


53960 


Seq. ID 


OJ990505_ 


_03. 


0420 


.C81 




Gene No. 


113328 


Strand 


- 










Start 


1347 


End 


1644 










Name 


OJ990505 03.0420.C81.ol.gs 


Method 


GENSCAN 










Start 


1347 


End 


1644 










GI 


none 


Score 


.97 










Exons 


1347. .1644 














beq. no. 


53961 


Seq. ID 




U j . 




. Uo O 




Gene No. 


113329 


Strand 












Start 


565 


End 


1232 










Name 


OJ990505 03.0420.C86.ol.gs 


Method 


GENSCAN 










Start 


565 


End 


1109 










GI 


none 


Score 


.96 








Tier 


Exons 


565. .1109 












V- 2 


Seq. No. 


53961 


Seq. ID 


OJ990505_ 


_03. 


0420 


.C86 




Gene No . 


113329 


Strand 










L J 


Start 


565 


End 


1232 








Tjl' 


Name 


OJ990505 03.0420.C86.ol.np 


Method 


AAT/NAP 








=5. 


Start 


568 


End 


1232 










GI 


5803259 


Score 


1044 








i y 


Exons 


568. .1232 














GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








□ 


beq. No. 


53962 


Seq. ID 


uj y y uoud 


n q 
Uj . 


n a o n 
U4 Zu 


, Co / 




Gene No. 


113330 


Strand 












Start 


1 


End 


1445 










Name 


OJ990505 03.0420.C87.ol.np 


Method 


AAT/NAP 








r 


Start 


1 


End 


1445 










GI 


5803259 


Score 


2246 










Exons 


1..88, 184. .1445 














GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 










Seq. No. 


53962 


Seq. ID 


OJ990505_ 


_03. 


0420 


C87 




Gene No. 


113330 


Strand 












Start 


1 


End 


1445 










Name 


OJ990505 03.0420.C87.ol.gs 


Method 


GENSCAN 










Start 


184 


End 


1445 










GI 


none 


Score 


.99 










Exons 


184. .1445 














Seq. No. 


53963 


Seq. ID 


OJ990505_ 


_03. 


0420 


C90 




Gene No. 


113331 


Strand 


+ 










Start 


1 


End 


376 










Name 


OJ990505 03.0420.C90.ol.gp 


Method 


AAT/GAP 










Start 


1 


End 


376 









54676 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



16838_1.R1084 Score 740 

1. .376 

•1497987 5.0e-33 (U62798) SCARECROW [Arabidopsis thaliana] 1 



53963 
113331 
1 

OJ990505_03.0420.C90.ol.np 
1 

6822068 
1. .119 

(AL132957) SCARECROW1 [Arabidopsis thaliana] 



Seq. ID OJ990505_03.0420.C90 

Strand + 

End 37 6 

Method AAT/NAP 

End 119 

Score 154 



53963 

113331 

1 

OJ990505_03 . 0420 . C90 . ol . tm 
3 

none 

3. .119, 5. .121, 5. .115 

53963 

113331 

1 

OJ990505_03.0420.C90.ol.ts 
3 

none 

3. .113, 5. .112 

53964 

113332 

171 

OJ990505_03.0420.C91.ol.gs 

171 

none 

171. .200, 342. .557 



Seq. ID OJ990505_03.0420.C90 

Strand + 

End 37 6 

Method TBLASTX : Maize 

End 121 

Score 208 



Seq. ID OJ990505_03.0420.C90 

Strand + 

End 37 6 

Method TBLASTX: Soybean 

End 113 

Score 187 



Seq. ID OJ990505_03.0420.C91 

Strand 

End 557 

Method GENSCAN 

End 557 

Score . 62 



53965 
113333 
1 

OJ990505_03.0420.C92.ol.np 
1 

3482932 

1..66, 854. .1259, 1428. .1508 

(AC003970) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990505_03.0420.C92 
Strand + 

1508 
AAT/NAP 
1508 
399 



End 

Method 

End 

Score 



53965 

113333 

1 

OJ990505_03.0420.C92.ol.gs 

135 

none 

135. .316, 854. .1309 

53965 

113334 

2570 



Seq. ID OJ990505_03.0420.C92 

Strand + 

End 1508 

Method GENSCAN 

End 1309 

Score .81 



Seq. ID OJ990505_03.0420.C92 
Strand 

End 3372 



54677 



Name 

Start 

GI 

Exons 



OJ990505JD3 . 0420 . C92 . ol . tm Method 

860 End 

none Score 
860. .1171, 967. .1170 



TBLASTX: Maize 

1171 

453 



Seq. No. 53965 Seq. ID 

Gene No. 113334 Strand 

Start 2570 End 

Name OJ990505_03 . 0420 . C92 . ol . tc Method 

Start 953 End 

GI none Score 

Exons 953.. 1258, 973.. 1248, 980.. 1267 

Seq. No. 53965 Seq. ID 

Gene No. 113334 Strand 

Start 2570 End 

Name OJ990505_03 . 0420 . C92 . ol . ts Method 

Start 953 End 

GI none Score 

Exons 953. .1180, 954. .1106, 964. .1182, 967.. 



OJ990505_03.0420.C92 
3372 

TBLASTX: Cress 

1267 

375 



OJ990505_03.0420.C92 
3372 

TBLASTX : Soybean 
1182 
326 
1176 



Seq. No. 53965 Seq. ID 

Gene No. 113334 Strand 

Start 2570 End 

Name OJ990505_03 . 0420 . C92 . ol . tw Method 

Start 979 End 

GI none Score 

Exons 979.. 1191, 980.. 1264 



OJ990505_03.0420.C92 
3372 

TBLASTX: Wheat 

1264 

227 



I:§ Seq. No. 53965 Seq. ID 

'Z Gene No. 113334 Strand 

li Start 2570 End 

Name OJ990505_03 . 0420 . C92 . o2 . gs Method 

s Start 2570 End 

[3 GI none Score 

Exons 2570.. 2666, 3059.. 3372 



OJ990505_03.0420.C92 

3372 
GENSCAN 
3372 
.89 



Seq. No. 53966 Seq. ID 

Gene No. 113335 Strand 

Start 1150 End 

Name OJ990505JD3 . 0420 . C93 . ol . gs Method 

Start 1150 End 

GI none Score 

Exons 1150.. 1428 



OJ990505_03.0420.C93 
+ 

1428 
GENSCAN 
1428 
.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53966 Seq. ID 

113336 Strand 

1719 End 
OJ990505_03 . 0420 . C93 . o2 . gs Method 

1719 End 

none Score 

1719.. 2035, 2077.. 2280, 3589.. 3730 



OJ990505_03.0420.C93 

3730 
GENSCAN 
3730 
.51 



Seq. No. 53966 Seq. ID 

Gene No. 113337 Strand 

Start 3959 End 

Name OJ990505_03 . 0420 . C93 . ol . np Method 



OJ990505_03.0420.C93 

4177 
AAT/NAP 



54678 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



3959 End 4177 

3786007 Score 234 

3959. .4177 

(AC0054 99) hypothetical protein [Arabidopsis thaliana] 



53966 

113337 

3959 

OJ990505_03.0420.C93.ol.tm 

3962 

none 

3962. .4177, 4038. .4166 



Seq. ID OJ990505_03.0420.C93 
Strand 

End 4177 

Method TBLASTX : Mai ze 

End. 4177 

Score 72 



53967 
113338 
1 

OJ990505_03.0420.C94.ol.np 
1 

3786007 
1. .371, 1377. .1402 

(AC005499) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990505_03.0420.C94 
Strand 

1402 
AAT/NAP 
1402 
212 



End 

Method 

End 

Score 



53967 

113338 

1 

OJ990505_03.0420.C94.ol.ts 

120 

none 

120. .299, 123. .299, 127. .303 

53967 

113338 

1 

OJ990505_03.0420.C94.ol.gs 

124 

none 

124. .416, 1170. .1222 

53968 

113339 

543 

OJ990505_03.0420.C95.ol.gs 

543 

none 

543.-659, 1843. .2004 



Seq. ID OJ990505_03.0420.C94 
Strand 

End 1402 

Method TBLASTX : Soybean 

End 303 

Score 132 



Seq. ID OJ990505_03.0420.C94 
Strand 

End 1402 

Method GENSCAN 

End 1222 

Score .54 



Seq. ID OJ990505_03.0420.C95 
Strand 

End 2905 

Method GENSCAN 

End 2004 

Score .54 



53968 
113339 
543 

OJ990505_03.0420.C95.ol.np 
1414 
5852093 
1414. .1529, 2866. .2905 
(AL117264) zwhl6.1 [Oryza sativa] 



Seq. ID OJ990505_03.0420.C95 
Strand 

End 2905 

Method AAT/NAP 

End 2905 

Score 4 4 



53969 
113340 



Seq. ID OJ990505_03.0420.C96 
Strand + 



54679 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene, No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



End 

Method 
End 
Score 



1507 
AAT/NAP 
1507 
172 



OJ990505_03.0420.C96.ol.np 
1 

6063554 

1..198, 243.-271, 1331. .1507 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



53969 Seq. ID 

113340 Strand 

1 End 
OJ990505_03 . 0420 . C96 . ol . gs Method 

13 End 

none Score 

13. .211, 243. .349 



OJ990505_03.0420.C96 
+ 

1507 
GENSCAN 
349 
.92 



53969 Seq. ID 

113340 Strand 
1 End 
OJ990505_03 .0420. C96 . ol . gp Method 
910 End 
2428185 Score 
910. .1347 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



OJ990505_03.0420.C96 
+ 

1507 
AAT/GAP 
1347 
683 



53970 



Seq. ID OJ990505_03.0420.C100 



113341 Strand 
1 End 820 

OJ990505_03 . 0420 . C100 . ol . np Method AAT/NAP 
1 End 820 

6983860 Score 612 

1. .820 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 

(AF061282) [Oryza sativa] 



53970 Seq. ID 

113341 Strand 

1 End 

OJ990505_03.0420.C100.ol.gs Method 

39 End 

none Score 
39. .108, 114. .312, 328. .713 

53970 Seq. ID 

113341 Strand 

1 End 

OJ990505_03 . 0420 . C100 . ol . tm Method 

441 End 

none Score 
441. .746, 616. .732 

53970 Seq. ID 

113341 Strand 

1 End 

OJ990505 03.0420.C100.ol.tw Method 



OJ990505_03.0420.C100 
820 

GENSCAN 
713 ' 



OJ990505_03.04 20.C100 
820 

TBLASTX: Maize 

746 

87 



OJ990505_03.0420.C100 
820 

TBLASTX: Wheat 



54680 



Start 


447 


End 


747 




GI 


none 


Score 


109 




Exons 


447. .746, 553. .747 








Seq. No. 


53971 


Seq. ID 


OJ990505_03.0420 


C10 


Gene No. 


113342 


Strand 


+ 




Start 


232 


End 


1457 




Name 


OJ990505 03.0420.C101.ol.gs 


Method 


GEN SCAN 




Start 


232 


End 


1115 




GI 


none 


Score 


.59 




Exons 


232. .343, 1057. .1115 








Seq. No. 


53971 


Seq. ID 


OJ990505_03.0420 


C10 


Gene No. 


113342 


Strand 


+ 




Start 


232 


End 


1457 




Name 


OJ990505 03-0420. C101.ol.np 


Method 


AAT/NAP 




Start 


923 


End 


1457 




GI 


7106512 


Score 


58 




Exons 


923. .983, 1057. .1192, 1401.. 


1457 






GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990505_03.0420.C103 

Strand + 

End 295 

Method AAT/NAP 

End 292 

Score 473 



53972 
113343 
1 

OJ990505_03.0420.C103.ol.np 
1 

6983860 
1. .292 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



53972 

113343 

1 

OJ990505_03.0420.C103.ol.gs 
77 

none 
77. .295 



Seq. ID OJ990505_03.0420.C103 

Strand + 

End 295 

Method GENSCAN 

End 295 

Score .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53972 
113344 
1 

OJ990505_03.0420.C103.ol.tm 
1 

none 

1..147, 2. .196 

53972 
113344 
1 

OJ990505_03.0420.C103.o2.np 
1 

7476123 

1..68, 571. .821, 946. .1555, 2062. .2089 

hypothetical glycine-rich protein Rv0578c - Mycobacterium 
tuberculosis (strain H37RV) gi | 2909637 | emb | CAA17 44 9 . 1 1 



Seq. ID OJ990505_03.0420.C103 
Strand 

End 2089 

Method TBLASTX: Maize 

End 196 

Score 190 



Seq. ID OJ990505_03.0420.C103 
Strand 

End 2089 

Method AAT/NAP 

End 2089 

Score 56 



54681 




(AL021942) PE_PGRS [Mycobacterium tuberculosis] 





Seq. No. 


53972 


Seq. ID 


OJ990505_03 


0420 


.C103 




Gene No . 


113344 


Strand 










Start 


1 


End 


2089 








Name 


OJ990505 03.0420.C103.ol.tw 


Method 


TBLASTX: Wheat 






Start 


2 


End 


196 








GI 


none 


Score 


205 








Exons 


2. .196, 10. .195 












Seq. No. 


53972 


Seq. ID 


OJ990505_03 


0420 


.C103 




Gene No . 


113344 


Strand 










Start 


1 


End 


2089 








Name 


OJ990505 03.0420.C103.o2.gs 


Method 


GEN SCAN 








Start 


744 


End 


1425 








GI 


none 


Score 


. 97 








Exons 


744.. 1051, 1311.. 1425 












Seq. No. 


53973 


Seq. ID 


OJ990505 03 


0420 


.C110 




Gene No . 


113345 


Strand 










Start 


128 


End 


688 








Name 


OJ990505 03. 0420. C110. ol.gs 


Method 


GENSCAN 








Start 


128 


End 


688 








GI 


none 


Score 


.58 








Exons 


128.. 205, 356.. 688 












Seq. No. 


53974 


Seq. ID 


OJ990505 03 


0420 


.cm 


ri 3 


Gene No . 


113346 


Strand 


+ 






f =1 


Start 


1 


End 


183 








Name 


OJ990505 03.0420.Clll.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


183 








GI 


4680186 


Score 


332 








Exons 


1. .183 










f 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


53974 


Seq. ID 


OJ990505_03 


0420 


.cm 




Gene No . 


113347 


Strand 


+ 








Start 


1040 


End 


1195 








Name 


OJ990505 03.0420.Clll.o2.np 


Method 


AAT/NAP 






r ™ 


Start 


1040 


End 


1195 








GI 


4680185 


Score 


202 








Exons 


1040. .1195 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


53974 


Seq. ID 


OJ990505_03. 


0420 


.cm 




Gene No. 


113348 


Strand 










Start 


1 


End 


116 








Name 


OJ990505 03.0420.Clll.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


116 








GI 


uC-osflcyp033a04bl 


Score 


220 








Exons 


1. .116 












GI Descrip. 


'6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 ' 










Seq. No. 


53974 


Seq. ID 


OJ990505_03. 


0420 


.cm 




Gene No. 


113349 


Strand 










Start 


546 


End 


1099 







54682 



13 



Name 


OJ990505 03.0420.Clll.ol.gs 


Method 


GENSCAN 




Start 


546 


End 


1099 




GI 


none 


Score 


.53 




Exons 


546. .631, 928. .1099 








Seq. No. 


53975 


Seq. ID 


OJ990505_03.0420. 


C112 


Gene No. 


113350 


Strand 






Start 


15 


End 


836 




Name 


OJ990505 03.0420.C112.ol.gs 


Method 


GENSCAN 




Start 


15 


End 


767 




GI 


none 


Score 


.94 




Exons 


15. .767 








Seq. No. 


53975 


Seq. ID 


OJ990505JD3.0420. 


C112 


Gene No. 


113350 


Strand 






Start 


15 


End 


836 




Name 


OJ990505 03.0420. CI 12. ol.np 


Method 


AAT/NAP 




Start 


18 


End 


836 




GI 


6983860 


Score 


1216 




Exons 


18. .836 








GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Seq. No. 


53975 


Seq. ID 


OJ990505 03.0420. 


C112 


Gene No. 


113350 


Strand 






Start 


15 


End 


836 




Name 


OJ990505 03.0420.C112.o2.tw 


Method 


TBLASTX: Wheat 




Start 


63 


End 


396 




GI 


none 


Score 


113 




Exons 


63. .395, 84. .392, 127. .396 








Seq. No. 


53975 


Seq. ID 


OJ990505_03.0420. 


C112 


Gene No. 


113350 


Strand 






Start 


15 


End 


836 




Name 


OJ990505 03.0420.C112.ol.tm 


Method 


TBLASTX: Maize 




Start 


243 


End 


836 




GI 


none 


Score 


107 




Exons 


243. .683, 258. .521, 259. .681, 


681. .836, 


688. .834 




Seq. No. 


53975 


Seq. ID 


OJ990505_03.0420. 


C112 


Gene No. 


113350 


Strand 






Start 


15 


End 


836 




Name 


OJ990505 03.0420.C112.ol.tw 


Method 


TBLASTX: Wheat 




Start 


396 


End 


834 




GI 


none 


Score 


71 




Exons 


396. .833, 399. .650, 508. .834 








Seq. No. 


53976 


Seq. ID 


OJ990505JD3.0420. 


C115 


Gene No. 


113351 


Strand 


+ 




Start 


1 


End 


1664 




Name 


OJ990505 03.0420.C115.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1664 




GI 


4680186 


Score 


380 




Exons 


1..71, S69..626, 1464. .1664 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 




Seq. No. 


53976 


Seq. ID 


OJ990505_03.0420. 


C115 



54683 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
if Gene No. 
3 Start 
J Name 
i Start 

'** Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



113352 "Strand 
1 End 1603 

OJ990505_03 . 0420 . C115 . ol . np Method AAT/NAP 
1 End 1603 

5032266 Score 157 

1..355, 1569.. 1603 

(AF147265) similar to Arabidopsis thaliana putative En/Spm 

transposon protein (GB: AC005396) 



53976 

113352 

1 

OJ990505_03.0420.C115.ol.ts 
30 

none 

30. .230, 206. .352 

53976 

113352 

1 

OJ990505_03.0420.C115.ol.gs 

738 

none 

738. .775, 1344. .1419 



Seq. ID OJ990505_03.0420.C115 
Strand 

End 1603 

Method TBLASTX : Soybean 

End 352 

Score 86 



Seq. ID OJ990505_03.0420.C115 
Strand 

End 1603 

Method' GENSCAN 

End 1419 

Score . 66 



Seq. ID OJ990505_03.0420.C115 
Strand 

1603 
AAT/GAP 
1597 
695 



53976 
113352 
1 

OJ990505_03.0420.C115.ol.gp 
1216 

uC-osflcyp033a04bl 
1216. .1597 

•6016845/dbj I AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



End 

Method 

End 

Score 



53977 

113353 

239 

OJ990505_03.0420.C116.ol.gs 

239 

none 

239. .433 



Seq. ID OJ990505_03.0420.C116 
Strand 

End 4 33 

Method GENSCAN 

End 4 33 

Score .88 



Seq. No. 53978 
Gene No. 113354 
Start 1 

Name OJ990505_03 . 0420 .C118 . ol . np 

Start 1. 
GI 7228457 
Exons 1..991 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ990505_03.0420.C118 

Strand + 

End 991 

Method AAT/NAP 

End 991 

Score 1604 



Seq. No. 
Gene No. 
Start 



53978 

113354 

1 



Seq. ID OJ990505_03.0420.C118 
Strand + 
End 991 



54684 





Name 


OJ990505 03.0420.C118.ol.tm 


Method 


TBLASTX: Maize 






Start 


2 


End 


205 






GI 


none 


Score 


238 






Exons 


2. .172, 3. .185, 9. .194, 56. .205 








Seq. No. 


53978 


Seq. ID 


OJ990505_03.0420 


.C118 




Gene No. 


113354 


Strand 


+ 






Start 


1 


End 


991 






Name 


OJ990505 '03.0420.C118-ol.tw 


Method 


TBLASTX: Wheat . 






Start 


2 


End 


379 






GI 


none 


Score 


235 






Exons 


2.-232, 3. .221, 221. .379, 223 


. . 348 








Seq. No. 


53978 


Seq. ID 


OJ990505_03.0420 


.C118 




Gene No. 


113354 


Strand 


+ 






Start 


1 


End 


991 






Name 


OJ990505 03.0420.C118.o2.tw 


Method 


TBLASTX: Wheat 






Start 


380 


End 


982 






GI 


none 


Score 


241 






Exons 


380. .664, 385. .663, 856. .978, 


857. .982 








Seq. No. 


53979 


Seq. ID 


OJ990505 03.0420 


.C119 




Gene No. 


113355 


Strand 


- 






Start 


1 


End 


1168 






Name 


OJ990505 03.0420.C119.ol.np 


Method 


AAT/NAP 




f fs 


Start 


1 


End 


1168 




r i : 


GI 


6907089 


Score 


1199 






Exons 


1..76, 160. .1168 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


53979 


Seq. ID 


OJ990505_03.0420 


.C119 




Gene No. 


113355 


Strand 








Start 


1 


End 


1168 






Name 


OJ990505 03.0420.C119.ol.gs 


Method 


GEN SCAN 






Start 


89 


End 


1168 






GI 


none 


Score 


.62 






Exons 


89.-357, 553. .972, 1039. .1168 










Seq. No. 


53980 


Seq. ID 


OJ990505_03.0420 


.C123 


f 


Gene No. 


113356 


Strand 


+ 






Start 


86 


End 


815 






Name 


OJ990505 03.0420.C123.ol.gs 


Method 


GEN SCAN 






Start 


86 


End 


763 






GI 


none 


Score 


.52 






Exons 


86. .558, 674. .763 










Seq. No. 


53980 


Seq. ID 


OJ990505_03.0420 


.C123 




Gene No. 


113356 


Strand 


+ 






Start 


86 


End 


815 






Name 


OJ990505 03.0420.C123.ol.np 


Method 


AAT/NAP 






Start 


250 


End 


815 






GI 


6721515 


Score 


117 






Exons 


250. .501, 686. .815 










GI Descrip. 


(AP001072) Similar to mudrA. 


(M76978) 


[Oryza sativa] 






Seq. No. 


53981 


Seq. ID 


OJ990505_03.0420 


.C124 




Gene No. 


113357 


Strand 


+ 





54685 



Start 


1 


End 


lb4z 


Name 


OJ990505 03.0420.C124.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


531 


GI 


4680209 


Score 


158 


Exons 


1..222, 361. .531 






GI Descrip. 


(AF114171) unknown [Sorghum bicolor] 




Seq. No. 


53981 


Seq. ID 


OJ990505_03.0420.C124 


Gene No. 




Strand 


+ 


Start 


1 


End 


1 C A O 

lo4^ 


Name 


OJ990505 03.0420.C124.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


747 


GI 


6721515 


Score 


201 


Exons 


1..67, 298. .747 






GI Descrip. 


(AP001072) Similar to mudrA. 


(M76978) 


[Oryza sativa] 


Seq. No. 


53981 


Seq. ID 


OJ990505_03.0420.C124 


Gene No . 


113357 


Strand 


+ 


Start 


1 


End 


1642 


Name 


OJ990505 03-0420. C124.ol.gs 


Method 


GENSCAN 


Start 


68 


End 


1642 


GI 


none 


Score 


.73 


Exons 


68. .425, 538. .847, 1093. .1194, 1417. .1642 


Seq. No. 


53981 


Seq. ID 


OJ990505 Oi.U4zO.Clz4 


Gene No. 


113358 


Strand 




Start 


2712 


End 


2743 


Name 


OJ990505 03.0420.C124.ol.tm 


Method 


TBLASTX: Maize 


Start 


14 


End 


746 


GI 


none 


Score 


281 


Exons 


14. .364, 20. .475, 166. .462, 


419. .520, 


460. .519, 552. .746, 




558. .659 






Seq. No. 


53981 


Seq. ID 


OJ990505_03.0420.C124 


Gene No. 


113358 


Strand 




Start 


2712 


End 


2743 


Name 


OJ990505 03.0420.C124 .o2.gs 


Method 


GENSCAN 


Start 


2712 


End 


2743 


GI 


none 


Score 


.89 


Exons 


2712. .2743 






Seq. No. 


53982 


Seq. ID 


OJ990505_03.0420.C125 


Gene No. 


113359 


Strand 


+ 


Start 


271 


End 


751 


Name 


OJ990505 03.0420.C125.ol.gs 


Method 


GENSCAN 


Start 


271 


End 


751 


GI 


none 


Score 


.94 


Exons 


271. .386, 638. .751 






Seq. No. 


53982 


Seq. ID 


OJ990505_03.0420.C125 


Gene No. 


113360 


Strand 




Start 


2056 


End 


2928 


Name 


OJ990505 03.0420.C125.ol.ts 


Method 


TBLASTX: Soybean 


Start 


181 


End 


2917 


GI 


none 


Score 


89 


Exons 


181. .312, 581. .721, 586. .738, 586. .825, 590. .823, 753. .827, 




787. .825, 1289. .1399, 2083.. 


2199, 2279 


..2371, 2372. .2500, 



54686 



2693. .2917 





Seq. No. 


53982 


Seq. ID 


OJ990505_03.0420.C125 




Gene No. 


113360 


Strand 






Start 


2056 


End 


2928 




Name 


OJ990505 03.0420.C125.ol.tm 


Method 


TBLASTX: Maize 




Start 


218 


End 


2900 




GI 


none 


Score 


63 




Exons 


218. .256, 218. .256, 259. .342, 


265. .312 


, 585. .827, 586. .825, 






593..83S, 828. .902, 832. .891, 


1011. .1073, 1289. .1387, 






1305. .1388, 2074.. 2199, 2096. 


.2224, 2315. .2380, 2319. .2396, 






2378. .2503, 2379.. 2501, 2669. 


.2899, 2690.. 2890, 2763.. 2900 




Seq. No. 


53982 


Seq. ID 


OJ990505_03.0420.C125 




Gene No. 


113360 


Strand 






Start 


2056 


End 


2928 




Name 


OJ990505 03.0420.C125.o2.gs 


Method 


GENS CAN 




Start 


2056 


End 


2914 




GI 


none 


Score 


.92 




Exons 


2056.. 2198, 2320.. 2503, 2684. 


.2914 






Seq. No. 


53982 


Seq. ID 


OJ990505_03.0420.C125 




Gene No. 


113360 


Strand 




£=* 
1 -i 


Start 


2056 


End 


2928 


*3 


Name 


OJ990505 03.0420.C125.ol.np 


Method 


AAT/NAP 




Start 


2059 ~ 


End 


2928 


LI 2 


GI 


6006799 


Score 


325 


a: 5 

I Li 


Exons 


2059.. 2198, 2320.. 2503, 2684. 


.2928 




~ 


GI Descrip. 


(AF156782) nod factor binding 


lectin-nucleotide phosphohydrolase 


; . ; 




[Medicago sativa] 








Seq. No. 


53982 


Seq. ID 


OJ990505_03.0420.C125 




Gene No. 


113360 


Strand 




a 


Start 


2056 


End 


2928 


s= 


Name 


OJ990505 03.0420.C125.o2.np 


Method 


AAT/NAP 


^ J 


Start 


2059 


End 


2928 




GI 


6006797 


Score 


343 


? — 


Exons 


2059. .2198, 2320.. 2505, 2686. 


.2928 




=? 


GI Descrip. 


(AF156781) apyrase [Dolichos 


bif lorus] 





Seq. No. 53983 Seq. ID OJ990505 

Gene No. 113361 Strand + 

Start . 1 End 723 

Name OJ990505_03.0420.C127.ol.np Method AAT/NAP 

Start 1 End 537 

GI 6002631 Score 232 

Exons 1..239, 428.. 537 

GI Descrip. (AF093604) apyrase [Arabidopsis thaliana] 

gi| 6721177 | gb | AAF26805.il AC016829_29 (AC016829) 
[Arabidopsis thaliana] 



03.0420.C127 



apyrase (Atapyl) 



Seq. No. 53983 Seq. ID 

Gene No. 113361 Strand 

Start 1 End 

Name OJ990505_03 . 0420 . C127 . ol . gp Method 

Start 51 End 

GI 4715163 Score 



OJ990505_03.0420.C127 
+ 

723 

AAT/GAP 

723 

852 



54687 



Exons 51.. 239, 428.-723 

GI Descrip. 6002631/gb | AAF00071 . 1 | AF093604_ 
[Arabidopsis thaliana] 



1 1.0e-23 (AF093604) apyrase 



Qo/T Ma 
octj. IN U . 


JJJO J 










kj \^ . j. 


OJ990505 03 0420 C127 


f m> rt r\ rt M rt 
OCIIC INU . 


T 1 










ij L. X. Ol 1U 




O Lai L 


1 

X 










End 


723 


Name 


V/U .7 .7 U »J \J 




\J *i £. \J . 




1 +" TT| 
. X . L.1LI 


Mpt hori 

11C Ll Iv 


TRT.A^TX * Ma i 7P 


Start 


53 










End 


552 • 


GI 


none ' 










Score 


146 


Exons 


53. .181, 


55. 


.180, 


163 


. .240, 


179. .241, 


426. .548, 427. .552 


Seq. No. 


53983 










Seq. ID 


OJ990505_03.0420.C127 


Gene No. 


113361 










Strand 


+ 


Start 


1 










End 


723 


Name 


OJ990505 


_03. 


0420. 


C127 


. ol . gs 


Method 


GENSCAN 


Start 


73 










End 


564 


GI 


none 










Score 


.78 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



73. .239, 428.-564 



53984 
113362 
803 

OJ990505_03 ... 0420 . CI 30 . ol . np 
803 

6721547 
803. .887 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990505_03.0420.C130 
+ 

887 

AAT/NAP 
887 
92 



OJ990325_08.0419.C1 
+ 

468 

AAT/GAP 

468 

170 



53985 Seq. ID 

113363 Strand 
350 End 
OJ990325_08 . 0419. CI .ol . gp Method 
350 End 
LIB3431-021-P1-K1-B10 Score 
350. .468 

1 3377805 1.0e-39 (AF075597) contains similarity to several 
apoptosis or programmed cell death proteins such as rat 
apoptosis protein RP-8 (GB:M80601) [Arabidopsis thaliana] 
>gi_3912928_gb_AAC78712.1_ (AF001308) putative zinc finger 
protein [Arabidopsis thaliana] 1 



53985 

113364 

335 

OJ99032 
335 

7488433 
335. .45 
zinc fi 
gi|3377 
several 
apoptos 
gi|3912 
protein 
(AL1614 



Seq. ID OJ990325_08. 0419. CI 
Strand 

End 1270 
Method AAT/NAP 
End 1270 
Score 305 
750. .833, 939. .1270 

homolog T10M13.22 - Arabidopsis thaliana 
805|gb|AAC28178.1| (AF075597) contains similarity to 

apoptosis or programmed cell death proteins such as rat 
is protein RP-8 (GB:M80601) [Arabidopsis thaliana] 
928|gb|AAC78712.1| (AF001308) putative zinc finger 
[Arabidopsis thaliana] gi | 7268 982 | emb | CAB80715 . 1 | 
94) putati 



5 08.0419.Cl.ol.np 



5, 528.. 661, 
nger protein 



54688 



Seq. No. 53985 

Gene No. 113364 

Start 335 

Name OJ990325_08 . 04 19 . CI . ol . tm 

Start 335 

GI none 
Exons 



Seq. ID OJ990325_08.0419.C1 
Strand 

End 1270 

Method TBLASTX : Mai ze 

End 1221 

Score 12 9 



335. .457, 336. .458, 349. .462, 360. .458, 528. .656, 528. .662, 

529. .663, 530. .667, 741. .839, 747. .833, 751. .834, 927. .974, 

928. .984, 938. .982, 991. .1044, 1033. .1206, 1101. .1220, 
1102.. 1221 



Seq. No. 53985 

Gene No. 113364 

Start 335 

Name OJ990325J38 . 04 19 . CI . ol . gs 

Start 358 

GI none 
Exons 



Seq. ID OJ990325_08.0419.C1 
Strand 

End 1270 

Method GENSCAN 

End 1238 

Score . 7 



358.-493, 750. .833, 939. .957, 1024. .1238 



Seq. No. 53985 

Gene No. 113364 

Start 335 

Name OJ990325_08 . 0419 . CI . ol . ts 

Start 380 

GI none 
Exons 



Seq. ID OJ990325_08.0419.C1 
Strand 

End 1270 

Method TBLASTX : Soybean 

End 974 

Score 59 



380. .457, 384. .458, 513. .644, 530. .643, 741. .833, 760. .834, 
927. .974 



Seq. No. 53985 

Gene No. 113364 

Start 335 

Name OJ990325_08 . 0419 . CI . o2 . gp 

Start 1033 

GI none 

Exons 1033.. 1220 



Seq. ID OJ990325_08.0419.C1 
Strand 

End 1270 

Method AAT/GAP 

End 1220 

Score 2 96 



5 ; Seq. No. 53986 

r J Gene No. 113365 

^ Start 1 

Q Name OJ990325_08 . 0419 . C2 . ol . np 

il Start 1 

GI 6635236 

Exons 1..1062, 3168.. 3356 

GI Descrip. (AB029327) elicitor-inducible receptor-like protein EIR 
[Nicotiana tabacum] 



Seq. ID OJ990325_08.0419.C2 

Strand + 

End 4143 

Method AAT/NAP 

End 3356 

Score 348 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



53986 

113365 

1 

OJ990325_08. 0419 .C2 . ol . gs 

188 

none 



Seq. ID OJ990325_08.0419.C2 

Strand + 

End 4143 

Method GENSCAN 

End 414 3 

Score .56 



188. .342, 1430. .1541, 2302. .2442, 3900. .4143 



53986 

113365 

1 



Seq. ID OJ990325_08.0419.C2 
Strand + 
End 4143 



54689 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990325 08.0419.C2.ol.ts 



Method TBLASTX : Soybean 



279 End 931 

none Score 62 

279. .404, 282. .404, 348. .404, 356. .406, 484. .765, 485. .766, 

485. .745, 485. .766, 494. .769, 565.-765, 635. .769, 737. .838, 

800. .931, 833. .931, 835. .924, 839. .928 



53986 

113365 

1 

OJ990325_08.0419.C2.ol.tc 

299 

none 

299. .403, 317. .403, 366 
485. .769, 485. .691, 485 
503. .847, 512. .769, 512 
733. .783, 737. .835, 809 



Seq. ID 
Strand 
End 

Method 
End 
Score 47 
404, 466. .630, 485 
769, 485. .568, 494 
766, 523.. 693, 538 
925, 833.. 931, 853 



OJ990325_08.0419.C2 
+ 

4143 

TBLASTX: Cress 
931 



.766, 485. 

.814, 503. 

.705, 601. 
.906 



,772, 
,841, 
.765, 



53986 

113365 

1 

0 J99032 5_0 8 . 04 1 9 . C2 . ol . tm 

485 

none 

485. .766, 485.-766, 485.-763, 
598. .765, 665. .766, 764.-835 



Seq. ID OJ990325_08.0419.C2 

Strand + 

End 4143 

Method TBLASTX : Mai ze 

End 835 

Score 216 

485. .721, 524.-766, 529. .693, 



Seq. No. 53987 

Gene No. 113366 

Start 1064 

Name OJ990325_08 . 0419. C7 . ol . gp 

Start 1064 

GI none 

Exons 1064. .1417 

Seq. No. 53988 

Gene No. 113367 

Start 581 

Name OJ990325_08 . 0419.C8 . ol . gs 

Start 581 

GI none 

Exons 581. . 657 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990325_08.0419.C7 
+ 

1417 
AAT/GAP 
1417 
553 



OJ990325_08.0419.C8 
+ 

657 

GENSCAN 

657 

.64 



Seq. No. 53989 Seq. ID 

Gene No. 113368 Strand 

Start 123 End 

Name OJ990325_08 . 0419. C9 . ol . gs Method 

Start 123 End 

GI none Score 

Exons 123. .300 



OJ990325_08.0419.C9 
+ 

300 

GENSCAN 

300 

.54 



Seq. No. 53989 Seq. ID 

Gene No. 113369 Strand 

Start 796 End 

Name OJ990325_08 . 0419. C9. o2 . gs Method 

Start 796 End 

GI none Score 



OJ990325_08.0419.C9 

1820 
GENSCAN 
1820 
.81 



54690 






796. .968, 1748. .1820 










Seq. No. 


53990 






Seq. ID 


OJ990325_08.0419 


.C10 


Gene No. 


113370 






Strand 


+ 




O Ldl U 


1480 






EjILVJL 


2608 

C U \J o 




IN dllic 


OJ990325 08 


.0419. C10. ol 




Mot* h oH 


O EJ IN O vnl 1 ! 




C -j- -> yf 


1480 






FnH 


244? 

C. *4 *± C. 






none 








64 




Exons 


1480. .2232, 


2323. .2442 










O fcJ . IN (J . 


53990 






q prr t n 

iJC^i XL/ 


CK7990325 08 0419 


. C10 


Gene No. 


113370 






Strand 


+ ~~ 




Start 


1480 






End 


2608 




Ma mo 
lvalue 


OJ990325 08 


.0419. C10. ol 


.np 


Method 


AAT /NAP 




Of a rt- 


1524 






End 


2608 

\J \J O 






6705984 






Score 


480 




Exons 


1524. .2396, 


2479. .2608 












(AB033235) 


gag-pol polyprotein [Oryza 


O O. 1 L VQj 




Seq. No. 


53990 






Seq. ID 


OJ990325_08.0419 


.C10 


Gene No. 


113370 






Strand 


+ 




o lqi l. 


1480 






End 


2608 




Name 


OJ990325 08 


.0419. C10. ol 


.tin 


Method 


TRT.A^TX • Ma i zp 




Q f -a r-4- 


1530 






End 








none 






Score 






Exons 


1530. .1712, 


1531. .1713 










Seq. No. 


53990 






Seq. ID 


OJ990325_08.0419 


.C10 


Gene No. 


113370 






Strand 


+ 




Of ort- 


1480 






End 


2608 




Name 


OJ990325 08 


.0419. C10. ol 


.tw 


Method 


TRT A^TY * Whoaf 




Cf a yf 


1546 






End 


207^ 




ul 


none 






Score 


?Q4 

J Zf *i 




Exons 


1546. .1698, 


1548. .2045, 


1549. 


2073 






Seq. No. 


53990 






Seq. ID 


OJ990325_08.0419 


.C10 


Gene No. 


113370 






Strand 


+ 




Of a r f 


1480 






End 


2608 




IN dill 


OJ990325 08 


.0419. C10. ol 


. ts 


Method 


i o Lino j. /v . ou_yjhjGdii 




Of avf 


1579 






End 


1 968 






none 






Score 


llVJ 




Hi A.VJ1 lo 


1579. .1716, 


1747. .1968 










Oprr Ma 
OC^i IN • 


53991 






Seq. ID 


OJ990325 08 0419 

V/U Z> Zr \J £. *J \J \J • \J *± A. Zs 


. Cll 


Gene No. 


113371 






Strand 


+ _ 




Start 


1359 






End 


2658 




IN dillC 


OJ990325 08 


.0419.Cll.ol 


np 


Method 


AAT /NAP 




Of a r f 


1359 






End 


26S8 

t, U JO 






7523512 






Score 


74 




Exons 


1359. .1492, 


2514. .2658 










VjX LIcSCiip. 


(AP001633) 


hypothetical 


protein [Oryza 


f • i 

sat i va J 




Seq. No. 


53991 






Seq. ID 


OJ990325_08.0419 


.Cll 


Gene No. 


113372 






Strand 






Start 


429 






End 


1615 




Name 


OJ990325 08 


.0419.Cll.ol 


gs 


Method 


GENSCAN 




Start 


429 




End 


1615 





54691 



GI 


none 






Score 


. 73 


UAvllw 


429. .623, 1361. .1455, 1501.. 


1615 




Sf»a No 


53992 






Seq. ID 


OJ990325 08.0419.C13 


Gene No . 


113373 






Strand 


+ ~~ 


Start 


993 






End 


1143 


Name 


OJ990325 08 


.0419.C13.ol 


.gp 


Method 


AAT/GAP 


Start 


993 






End 


1143 


GI 


21474 1.R1084 




Score 


246 


P, von*? 


993. . 1143 












! 3894159 2. 


0e-10 (AC005312) 


hypothetical protein [Arabidops 




thaliana] ' 












53992 






Seq. ID 


OJ990325_08.0419.C13 


Gene No. 


113374 






Strand 




Start 


1487 






End 


5375 


Name 


OJ990325 08 




.gs 


Method 


GEN SCAN 


Start 


1487 






End 


4838 




none 






Score 


.72 


F,5f on*? 


1487 1672- 


17^9 1 ft ^0 


1945 


..2017, 2102. .2212, 2309. .2482, 




2592 3277. 


"397Q "3491 


3547 


..3688, 3763. .4563, 4610. .4838 


Spa No 


53992 






Seq. ID 


OJ990325_08.0419.C13 




113374 






Strand 




Start 


1487 






End 


5375 


Name 


OJ990325 08 


04 1 Q r*1 ^ o1 


.np 


Method 


AAT/NAP 


Qf art 


1505 " 






End 


5375 




4 680204 






Score 


936 




1505 1642. 




2309 


..2482, 2592. .3688, 3763.-4934, 




5241 . . 5375 










VJ X L/C OLJ L ^ • 


f AF114171) 


hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


53992 






Seq. ID 


OJ990325_08.0419.C13 


Gene No. 


113374 






Strand 




Start 


1487 






End 


5375 


Name 


OJ990325 08 


0419 C13 o2 


.tw 


Method 


TBLASTX: Wheat 




2143 ~~ 






End 


2665 


GI 


none 






Score 


68 


Exons 


2143. .2214, 


2314. .2496, 


2321 


..2446, 2585. .2665 


Sea No 


53992 






Seq. ID 


OJ990325_08.0419.C13 


Gene No. 


113374 






Strand 




Start 


1487 






End 


5375 


Name 


OJ990325 08 


.0419.C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4153 






End 


4556 


GI 


none 






Score 


84 


Rv on *? 


4153. .4323, 


4286. .4453, 


4318 


..4554, 4405. .4554, 4416. .4556, 




4446. .4556 










Seq. No. 


53993 






Seq. ID 


OJ990325_08.0419.C16 


Gene No. 


113375 






Strand 




Start 


390 






End 


1082 


Name 


OJ990325 08 


.0419.C16.ol 


.gs 


Method 


GENSCAN 


Start 


390 






End 


1082 


GI 


none 






Score 


.87 


Exons 


390. .587, 7 


86. .1082 









54692 



Seq. No. 53994 Seq. ID 

Gene No. 113376 Strand 

Start 515 End . 

Name OJ990325_08 .0419. C17 . ol . gs Method 

Start 515 End 

GI none Score 

Exons 515 . .776 



OJ990325_08.0419.C17 
776 

GENSCAN 

776 

.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



OJ990325_08.0419.C19 
+ 

1204 
AAT/GAP 
1204 
814 



53995 Seq. ID 

113377 Strand 
750 End 
OJ990325_08 .0419.C19.o2.gp Method 
750 End 
36280_1.R1084 Score 
750. .1204 

'5295971/dbj IBAA81872.il 1.0e-81 (AB026295) EST D24315 (R17 18 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 

53995 Seq. ID OJ990325JD8 . 04 19 . C19 

113378 Strand 

376 End 5166 

OJ990325_08 . 04 19 . C19 . ol . np Method AAT/NAP 
376 End 5166 

5295971 Score 7809 

376. .5166 

(AB026295) EST D24 315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 


53995 






Seq. ID 


OJ990325_08.0419 


.C19 


Gene No. 


113378 






Strand 






Start 


376 






End 


5166 




Name 


OJ990325 


08.0419.C19.o3, 


,ts 


Method 


TBLASTX : Soybean 




Start 


400 






End 


1050 




GI 


none 






Score 


49 




Exons 


400. .876, 


533. .607, 716, 


. .877, 


889. .1050, 932. .1048 




Seq. No. 


53995 






Seq. ID 


OJ990325_08.04I9 


.C19 


Gene No. 


113378 






Strand 






Start 


376 






End 


5166 




Name 


OJ990325 


08.0419.C19.ol. 


■ tc 


Method 


TBLASTX: Cress 




Start 


409 






End 


1072 




GI 


none 






Score 


91 




Exons 


409. .627, 


443. .607, 646, 


. . 774, 


698. .775, 


781.. 1071, 782. 


.877, 




899. .1072 












Seq. No. 


53995 






Seq. ID 


OJ990325_08.0419 


-C19 


Gene No. 


113378 






Strand 






Start 


376 






End 


5166 




Name 


OJ990325 


08.0419.C19.o4. 


, tm 


Method 


TBLASTX: Maize 




Start 


410 






End 


798 




GI 


none 






Score 


401 




Exons 


410. .796, 


412. .756, 412, 


, .798 








Seq. No. 


53995 






Seq. ID 


OJ990325_08.0419 


-C19 



54693 




Gene No. 


113378 






Strand 






O Lai L 


376 






End 


5166 




IN CLLllC 


OJ990325 08 


.0419.C19.o4 


. tw 


Method 


TBLASTX : Wheat 




o Lai L. 


439 






End 


858 




O X 


none 






Score 


79 




P. von s 


439.-642, 451.. 633, 655 


. .858, 


698 . .775 






Seq. No. 


53995 






Seq. ID 


OJ990325_08.0419 


.C19 


Gene No. 


113378 






Strand 






O U Cli. u 


376 






End 


5166 




in dilic 


OJ990325 08 


.0419.C19.o8 


. tm 


Method 


TBLASTX: Maize 






799 






End 


984 




OX 


none 






Score 


98 




F.von 


799. .984, 8 


24 . .982 










Seq. No. 


53995 






Seq. ID 


OJ990325_08.0419 


.C19 


Gene No. 


113378 






Strand 






Start 


^76 






End 


5166 




Mamp 


OJ990325 08 


.0419.C19.o5 


. tw 


Method 


TBLASTX: Wheat 




O Ldi U 


8 92 






End 


1200 




OX 


none 






Score 


58 






892. .1071, 


1096. .1200 










Seq. No. 


53995 






Seq. ID 


OJ990325_08.0419 


.C19 


Gene No. 


113378 






Strand 






O Lai U 








End 


5166 




N elide 


OJ990325 08 


.0419.C19.o3 


.tm 


Method 


TBLASTX: Maize 




C4-a r +- 
O Lai. L 


986 






End 


1377 






none 






Score 


465 




V von q 


986. .1375, 


986. .1303, 988. .1377, 988.. 


1377 




Seq. No. 


53995 






Seq. ID 


OJ990325_08.0419 


.C19 


Gene No. 


113378 






Strand 






Start 


376 






End 


5166 




IN diUC 


OJ990325 08 


.0419.C19.ol 


.tw 


Method 


TBLASTX: Wheat 






1204 






End 


1759 




(IT 
OX 


none 






Score 


59 




F von q 


1204. .1428, 


1414. .1758, 


1426. 


.1506, 1652.. 1759 




Sea No 


53995 






Seq. ID 


OJ990325_08.0419 


.C19 


Gene No. 


113378 






Strand 






Start 


376 






End 


5166 




Name 




.0419.C19.ol 


.ts 


Method 


TBLASTX: Soybean 




91- Art 


1429 






End 


1926 




ox 


5509260 






Score 


120 




F von q 


1429. .1926, 


1448. .1606, 


1667. 


.1846 






T Hp qpr-j n 














Seq. No. 


53995 






Seq. ID 


OJ990325JD8.0419 


.C19 


Gene No. 


113378 






Strand 






Start 


376 






End 


5166 




Name 


OJ990325 08 


.0419.C19.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


1540 






End 


1804 




GI 


none 






Score 


95 




Exons 


1540. .1803, 


1661. .1804 










Seq. No. 


53995 






Seq. ID 


OJ990325JD8.0419 


.C19 



54694 






Gene No. 


113378 








Strand 








Start 


376 








End 


5166 






Name 


OJ990325 08 


0419. 


C19.o5. 


tm 


Method 


TBLASTX: Maize 






Start 


1579 








End 


1875 






GI 


none 








Score 


197 






Exons 


1579. .1875, 


1580. 


.1849 












Seq. No. 


53995 








Seq. ID 


OJ990325_08.0419 


.C19 




Gene No. 


113378 








Strand 








Start 


376 








End 


5166 






Name 


OJ990325 08 


0419. 


C19.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


2371 








End 


2850 






GI 


none 








Score 


82 






Exons 


2371. .2517, 


2542. 


.2850, 


2554. 


.2814, 255 


8. .2845 






Seq. No. 


53995 








Seq. ID 


OJ990325JD8.0419 


.C19 




Gene No. 


113378 








Strand 








Start 


376 








End 


5166 






Name 


OJ990325 08 


0419. 


C19.o2. 


tc 


Method 


TBLASTX: Cress 






Start 


2395 








End 


2835 






GI 


none 








Score 


54 






Exons 


2395. .2517, 


2539. 


.2835, 


2549. 


.2695, 2753.. 2785 




1 


Seq. No. 


53995 








Seq. ID 




.C19 


at 


Gene No. 


113378 








Strand 








Start 


376 








End 


5166 






Name 


OJ990325 08 


.0419. 


C19.o2. 


tm 


Method 


TBLASTX: Maize 




u 


Start 


2455 








End 


2877 






GI 


none 








Score 


531 






Exons 


2455. .2877, 


2458. 


.2850 












Seq. No. 


53995 








Seq. ID 


OJ990325_08.0419 


.C19 




Gene No. 


113378 








Strand 








Start 


376 








End 


5166 




1 


Name . 


OJ990325 08 


.0419. 


C19.o3. 


tw 


Method 


TBLASTX: Wheat 




% 


Start 


2533 








End 


3084 




"it 


GI 


none 








Score 


65 




u 


Exons 


2533. .2613, 


2620. 


.3084, 


2720. 


.2869 






3 


Seq. No. 


53995 








Seq. ID 


OJ990325_08.0419 


.C19 


j 


Gene No. 


113378 








Strand 








Start 


376 








End 


5166 






Name 


OJ990325 08 


.0419. 


C19.o4, 


ts 


Method 


TBLASTX: Soybean 






Start 


2938 








End 


3219 






GI 


none 








Score 


193 






Exons 


2938. .3219, 


3043. 


.3123 












Seq. No. 


53995 








Seq. ID 


OJ990325_08.0419 


.C19 




Gene No. 


113378 








Strand 








Start 


376 








End 


5166 






Name 


OJ990325 08 


.0419. 


C19.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


3157 








End 


3610 






GI 


none 








Score 


61 






Exons 


3157. .3249, 


3157. 


.3237, 


3229. 


.3606, 3244.. 3609, 3305.. 3610 




Seq. No. 


53995 








Seq. ID 


OJ990325_08.0419 


.C19 




Gene No. 


113378 








Strand 







54695 



Start 


376 








End 


5166 


Name 


OJ990325 08 


. 0419 


.C19.o7 


. tm 


Method 


TBLASTX: Maize 


Start 


3280 ~ 








End 


3520 


GI 


none 








Score 


259 


Exons 


3280. .3519, 


3281 


. . 3520 








Seq. No. 


53995 








Seq. ID 


OJ990325_08.0419.C19 


Gene No. 


113378 








Strand 




Start 


376 








End 


5166 


Name 


OJ990325 08 


.0419 


.C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3535 ~~ 








End 


4254 


GI 


none 








Score 


439 


Exons 


3535. .3900, 


3539 


. .3958, 


3636. 


.3959, 3965.-3997, 3976. .4254, 




3980. .4237 












Seq. No. 


53995 








Seq. ID 


OJ990325_08.0419.C19 


Gene No. 


113378 








Strand 




Start 


376 








End 


5166 


Name 


OJ990325 08 


. 0419 


.C19.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


4488 








End 


4779 


GI 


none 








Score 


54 


Exons 


4488. .4529, 


4489 


. .4710, 


4489. 


.4779, 4608. .4739 


Seq. No. 


53996 








Seq. ID 


OJ990325_08.0419.C20 


Gene No. 


113379 








Strand 


+ 


Start 


508 








End 


2628 


Name 


OJ990325 08 


.0419 


.C20.ol 


. np 


Method 


AAT/NAP 


Start 


508 








End 


2628 


GI 


7486416 








Score 


277 



Exons 508.. 828, 2020.. 2098, 2578.-2628 

GI Descrip. hypothetical protein F4D11.30 - Arabidopsis thaliana 

gi| 3063693 | emb | CAA18584.il (AL022537) putative protein 
[Arabidopsis thaliana] gi | 7270224 | emb | CAB79994 . 1 1 (AL161582) 
putative protein [Arabidopsis thaliana] 



Seq. No. 53996 

Gene No. 113380 

Start 187 

Name OJ990325_08 . 0419 . C20 . ol . gs 

Start 187 

GI none 

Exons 187.. 528 



Seq. ID OJ990325_08.0419.C20 
Strand 

End 528 

Method GENSCAN 

End 528 

Score .79 



Seq. No. 53996 

Gene No. 113381 

Start 566 

Name OJ990325_08 . 04 19 . C20 . ol . tm 

Start 566 

GI none 
Exons 



Seq. ID OJ990325_08.0419.C20 
Strand 

End 821 

Method TBLASTX : Maize 

End 821 

Score 102 



566. .676, 580. .678, 581. .679, 583. .690, 591. .782, 720. .821, 
740. .820 



Seq. No. 53996 

Gene No. 113381 

Start 566 

Name OJ990325_08 . 04 19 . C20 . ol . tc 

Start 583 



Seq. ID OJ990325_08.0419.C20 
Strand 

End 821 

Method TBLASTX: Cress 

End 821 



54696 





GI 


none 




Score 


144 




Exons 


583.. 690, 583.. 678, 591 


. .689, 


729. .821 


, 734. .796 




Seq. No. 


53996 




Seq. ID 


OJ990325_08.0419.C20 




Gene No. 


113381 




Strand 






Start 


566 




End 


821 




Name 


OJ990325 08.0419.C20.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


583 




End 


797 




GI 


none 




Score 


147 




Exons 


583. .675, 591. .674, 611 


. .796, 


732. .797 






Seq. No. 


53997 




Seq.-* ID 


OJ990325__08.0419.C21 




Gene No. 


113382 




Strand 


+ 




Start 


12 




End 


6969 




Name 


OJ990325 08.0419.C21.ol 


. gs 


Method 


GENS CAN 




Start 


12 




End 


6957 




GI 


none 




Score 


.65 




Exons 


12. .57, 250. .276, 2462. 


.2602, 


3049. .3146, 3915. .4019, 






4861. .4977, 5282. .5431, 


6529. 


.6694, 6791.. 6957 




Seq. No. 


53997 




Seq. ID 


OJ990325_08.0419.C21 




Gene No. 


113382 




Strand 


+ 


1:5 


Start 


12 




End 


6969 




Name 


OJ990325 08.0419.C21.ol 


.tm 


Method 


TBLASTX: Maize 


~~ =^ 


Start 


906 




End 


3111 




GI 


none 




Score 


81 


ry 


Exons 


906. .1019, 937. .1017, 941. .1030, 2426. 


.2518, 2430.. 2624, 


^ ^? 




2431. .2604, 3045. .3104, 


3046. 


.3111, 3047.. 3106 




Seq. No. 


53997 




Seq. ID 


OJ990325_08.0419.C21 




Gene No. 


113382 




Strand 


+ 




Start 


12 




End 


6969 


s 


Name 


OJ990325 08.0419.C21.ol 


.ts 


Method 


TBLASTX : Soybean 


? ==: 


Start 


936 




End 


3101 




GI 


none 




Score 


74 


: _ 


Exons 


936.. 1019, 937.. 1017, 941.. 1033, 2430. 


.2627, 2431. .2601, 






3045. .3101 










Seq. No. 


53997 




Seq. ID 


OJ990325_08.0419.C21 




Gene No. 


113382 




Strand 


+ 




Start 


12 




End 


6969 




Name 


OJ990325 08.0419.C21.ol 


■ gp 


Method 


AAT/GAP 




Start 


941 




End 


2552 




GI 


43028 1.R1084 




Score 


336 




Exons 


941. .1017, 2433. .2552 










GI Descrip. 


1 3063693/emb | CAA18584 . 1 


l.Oe 


-31 (AL022537) putative proteir 






[Arabidopsis thaliana] 1 










Seq. No. 


53997 




Seq. ID 


OJ990325_08.0419.C21 




Gene No. 


113382 




Strand 


+ 




Start 


12 




End 


6969 




Name 


OJ990325 08.0419.C21.ol 


np 


Method 


AAT/NAP 




Start 


941 


End 


6699 




GI 


7486416 




Score 


901 




Exons 


941. .1017, 2433. .2602, 3049.. 


3146, 3915. .4019, 4861. .4977, 



5282. .5455, 6481. .6699 
GI Descrip. hypothetical protein F4D11.30 - Arabidopsis thaliana 



54697 



gil 3063693 I emb I CAA18584.il (AL022537) putative protein 
[Arabidopsis thaliana] gi | 7270224 | emb | CAB79994 . 1 | (AL161582) 
putative protein [Arabidopsis thaliana] 



Seq. No. 53997 

Gene No. 113382 

Start 12 

Name OJ990325_08 . 0419.C21 .o2 . tm 

Start 3954 

GI none 
Exons 



Seq. ID OJ990325_08.0419.C21 

Strand + 

End 6969 

Method TBLASTX : Mai ze 

End 6702 

Score 105 



3954. .4022, 3959. .4018, 4859. .4981, 4860. .4979, 4861. .4986, 
5274. .5426, 5275. .5430, 5281. .5457, 5282. .5440, 6526. .6702, 
6526.. 6690, 6528.. 6701 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53997 Seq. ID 

113382 Strand 

12 End 

OJ990325_08.0419.C21.o2.gp Method 

4 906 End 

3767743 Score 



OJ990325_08.0419.C21 
+ 

6969 
AAT/GAP 
6969 
1214 



4906. .4977, 5282. .5431, 6529.-6969 

3063693/embl CAA18584.il 1.0e-31 (AL022537) putative protein 
[Arabidopsis thaliana] 



53998 
113383 
1 

OJ990325_08.0419.C23.ol.np 
1 

6997177 
1..275, 464. .775 

(AC023839) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990325_08.0419.C23 
Strand 

End 775 

Method AAT/NAP 

End . 775 

Score 287 



53999 Seq. ID 

113384 Strand 

377 End 
OJ990325_08 . 04 19 . C25 . ol . gs Method 

377 End 

none Score 

377. .400, 437. .597, 1177. .1291 



OJ990325_08.0419.C25 

1354 
GENSCAN 
1291 
.44 



OJ990325 08.0419.C25 



Seq. No. 53999 Seq. ID 

Gene No. 113384 Strand 

Start 377 End 1354 

Name OJ990325_08 . 0419.C25.ol.np Method AAT/NAP 

Start 442 End 1354 

GI 7488433 Score 276 

Exons 442.. 597, 1177.. 1354 

GI Descrip. zinc finger protein homolog T10M13.22 - Arabidopsis thaliana 
gi|3377805|gb|AAC28178.1| (AF075597) contains similarity to 
several apoptosis or programmed cell death proteins such as rat 
apoptosis protein RP-8 (GB:M80601) [Arabidopsis thaliana] 
gi|3912928|gbiAAC78712.1| (AF001308) putative zinc finger 
protein [Arabidopsis thaliana] gi | 7268982 | emb | CAB80715 . 1 1 
(AL161494) putati 



Seq. No. 



53999 



Seq. ID OJ990325_08.0419.C25 



54698 





Gene No. 


113384 


Strand 






Start 


377 


End 


1354 




Name 


OJ990325 08.0419.C25.ol.tm 


Method 


TBLASTX: Maize 




Start 


508 


End 


1297 




GI 


none 


Score 


62 




Exons 


508. .609, 509. .595, 510. .638, 514. .606, 


1174. .1293, 1175. .1297, 






1175. . 1297 








Sea No 


54000 


Seq. ID 


OJ990325 08.0419.C26 




Qene No . 


113385 


Strand 






Start 


1092 


End 


1677 




Name 


OJ990325 08.0419.C26.ol.gp 


Method 


AAT/GAP 




Start 


1092 


End 


1677 




GI 


19573 1.R1084 


Score 


424 






1092. .1210, 1530. .1677 








GI Descrio. 


! 3450842 1.0e-15 (AF080436) 


mitogen activated protein kinase 






kinase [Oryza sativa] 1 








Seq. No. 


54000 


Seq. ID 


OJ990325_08.0419.C26 




Gene No. 


113385 


Strand 






Start 


1092 


End 


1677 




Name 


OJ990325 08.0419.C26.ol.gs 


Method 


GENSCAN 




Start 


1094 


End 


1595 




GI 


none 


Score 


.8 


\J 

Cn 




1094.. 1210, 1530.. 1595 






f Is 




54001 


Seq. ID 


OJ990325_08.0419.C27 


L I 


(iicinf 1 No 


113386 


Strand 


+ 




Start 


201' 


End 


1189 




Name 


OJ990325 08.0419.C27.ol.gp 


Method 


AAT/GAP 




Start 


201 ~~ 


End 


1189 




GI 


59306 1.R1084 


Score 


843 




Rxon ^ 


201. .313, 807. .1189 






r ™ 


GI Descrip. 


, 5706504/emb|CAB52266.1| 1. 


0e-21 (AL109739) hypothetical protein 


-= 




[Schizosaccharomyces pombe] 








Seq. No. 


54001 


Seq. ID 


OJ990325_08.0419.C27 


%J 


Gene No . 


113386 


Strand 


+ 


%4 


Start 


201 


End 


1189 


kJ 


Name 


OJ990325 08.0419.C27.ol.np 


Method 


AAT/NAP 




Start 


815 


End 


1069 




GI 


6624908 


Score 


324 




Exons 


815. .1069 








GI Dpsrrio 


(AJ251510) putative APC11 anaphase-promoting complex subunit 






[Drosophila melanogaster] 








Seq. No. 


54001 


Seq. ID 


OJ990325_08.0419.C27 




Gene No. 


113387 


Strand 






Start 


170 


End 


1086 




Name 


OJ990325 08.0419.C27.ol.gs 


Method 


GENSCAN 




Start 


170 


End 


982 




GI 


none 


Score 


.55 




Exons 


170. .552, 811. .982 








Seq. No. 


54001 


Seq. ID 


OJ990325_08.0419.C27 




Gene No. 


113387 


Strand 






Start 


170 


End 


1086 



54699 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990325_08 . 0419 . C27 . ol . ts Method TBLASTX : Soybean 
786 End 1086 

none Score 115 

786. .1058, 805. .1065, 806. .1069, 955. .1086 



54001 

113387 

170 

OJ990325 

801 

none 



08.0419.C27.ol.tm 



Seq. ID OJ990325_08.0419.C27 
Strand 
End 

Method 
End 
Score 



1086 

TBLASTX: Maize 

1069 

109 



801. .1046, 802. .900, 804. .1067, 805. .1068, 806. .1069, 806. .1069 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990325_08.0419.C28 
+ 

817 

AAT/NAP 

134 

82 



54002 Seq. ID 

113388 Strand 

1 End 

OJ990325_08 . 0419 . C28 . ol . np Method 

1 End 

7228438 Score 
1. .134 

(AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 

54002 Seq. ID OJ990325_08 . 0419 . C28 

113388 Strand + 

1 End 817 

OJ990325_08 . 0419 . C28 . o2 .np Method AAT/NAP 

1 End 701 

5441880 Score 447 

1..129, 220. .351, 468. .701 

(AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



Seq. No. 54002 Seq. ID 

Gene No. 113388 Strand 

Start 1 End 

Name OJ990325_08 . 04 19. C28 . ol . gs Method 

Start 220 End 

GI none Score 

Exons 220.. 351, 468.. 585, 629.. 817 

Seq. No. 54003 Seq. ID 

Gene No. 113389 Strand 

Start 73 End 

Name OJ990325_08 . 04 1 9 . C2 9 . ol . gs Method 

Start 73 End 

GI none Score 

Exons 73.. 252 



OJ990325_08.0419.C28 
+ 

817 

GENSCAN 

817 

.78 



OJ990325_08.0419.C29 
+ 

252 

GENSCAN 

252 

.77 



Seq. No. 54004 Seq. ID 

Gene No. 113390 Strand 

Start 1 End 

Name OJ990325_08 .0419. C30 . ol . np Method 

Start 1 End 

GI 6997177 Score 



OJ990325_08.0419.C30 
+ 

1454 
AAT/NAP 
1454 
320 



54700 




Exons 


1..25, 191. .613, 1302.. 


1454 






GI Descrip. 


(AC023839) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


54004 




Seq. ID 


OJ990325_08 . 0419.C30 


Gene No. 


113391 




Strand 


~ 


Start 


271 




End 


2931 


Name 


OJ990325 08. 0419.C30.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


190 




End 


590 


GI 


none 




Score 


223 


Exons 


190. .405, 525. .590 








Seq. No. 


54004 




Seq. ID 


OJ990325_08 . 0419.C30 


Gene No. 


113391 




Strand 


— 


Start 


271 




End 


2931 


Name 


OJ990325 08.0419.C30.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


190 




End 


578 


GI 


none 




Score 


152 


Exons 


190. .348, 201. .332, 202 


. .351, 


352. .405, 


411. .578 


Seq. No. 


54004 




Seq. ID 


OJ990325_08.0419.C30 


Gene No. 


113391 




Strand 




Start 


271 




End 


2931 


Name 


OJ990325 08.0419.C30.o2 


.np 


Method 


AAT/NAP 


Start 


200 




End 


2931 


GI 


6498436 




Score 


421 


Exons 


200. .237, 1472. .1653, 1896. .2020, 2120. 


.2625, 2674. .2733, 




2790. .2931 








GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


54004 




Seq. ID 


OJ990325_08.0419.C30 


Gene No. 


113391 




Strand 




Start 


271 




End 


2931 


Name 


OJ990325 08.0419.C30.ol 


. gs 


Method 


GENSCAN 


Start 


271 




End 


2761 


GI 


none 




Score 


.73 


Exons 


271. .307, 447. .590, 971 


. .1187 


, 1401. .1677, 1896. .2191, 




2674. .2761 








Seq. No. 


54005 




Seq. ID 


OJ990325_08.0419.C31 


Gene No. 


113392 




Strand 




Start 


3153 




End 


5990 


Name 


OJ990325 08.0419.C31.ol 


• gp 


Method 


AAT/GAP 


Start 


3009 




End 


5825 


GI 


5005398 




Score 


1293 


Exons 


3009.. 3217, 3906.. 4022, 


4358. 


.4589, 556 


5. .5704, 5784. .5825 


GI Descrip. 


2648379 6.0e-ll (AE000956) isochorismatase (entB) [Archaeog. 




fulgidus] 








Seq. No. 


54005 




Seq. ID 


OJ990325_08.0419.C31 


Gene No. 


113392 




Strand 




Start 


3153 




End 


5990 


Name 


OJ990325 08.0419.C31.ol 


.gs 


Method 


GENSCAN 


Start 


3153 




End 


5990 


GI 


none 




Score 


.91 


Exons 


3153.. 3217, 3906.. 4022, 


4358. 


.4589, 5272. .5478, 5585. .5704, 



5784. .5990 



54701 





Seq. No. 


54005 






Seq. ID 


OJ990325_08.0419.C31 




Gene No. 


113392 






Strand 






Start 


3153 






End 


5990 




Name 


OJ990325 08. 


0419.C31.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3162 






End 


5909 




GI 


none 






Score 


116 




Exons 


3162. .3218, 


3907. .4023, 


3908. 


.4024, 4347. .4514, 4356. .4544, 






4357. .4563, 


4518. .4589, 


4543. 


.4590, 5582. .5674, 5784. .5909 




Seq. No. 


54005 






Seq. ID 


OJ990325_08.0419.C31 




Gene No . 


113392 






Strand 






Start 


3153 






End 


5990 




Name 


OJ990325_08. 


0419.C31.ol 


.tm 


Method 


TBLASTX : Maize 




Start 


3177 






End 


5955 




GI 


none 






Score 


152 




Exons 


3177. .3218, 


3907. .4020, 


3907. 


.4026, 39C 


8. .4024, 4346. .4456, 






4356. .4589, 


4356. .4589, 


4357. 


.4596, 4357.. 4596, 5582. .5689, 






5583. .5690, 


5675. .5707, 


5676. 


.5714, 5680. .5709, 5784. .5804, 






5784. .5822, 


5785. .5826, 


5896. 


.5955 






Seq. No. 


54005 






Seq. ID 


OJ990325_08.0419.C31 




Gene No. 


113392 






Strand 






Start 


3153 






End 


5990 




Name 


OJ990325 08. 


0419.C31.ol 


■ np 


Method 


AAT/NAP 


\J 


Start 


3806 






End 


4507 




GI 


4062565 






Score 


69 


L! ; 


Exons 


3806. .4022, 


4358. .4507 








FU 

r ^ 


GI Descrip. 


(D90737) Hypothetical protein 


[Escherichia coli] 


i- Li 


Seq. No. 


54006 






Seq. ID 


OJ990325_08.0419.C32 


*■ 3 


Gene No. 


113393 






Strand 






Start 


72 






End 


167 




Name 


OJ990325 08. 


0419.C32.ol 


. gs 


Method 


GENSCAN 


= 


Start 


72 






End 


167 




GI 


none 






Score 


.61 


j 


Exons 


72. .167 












Seq. No. 


54007 






Seq. ID 


OJ990325_08.0419.C33 




Gene No. 


113394 






Strand 






Start 


127 






End 


1361 




Name 


OJ990325 08. 


0419.C33.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


122 






End 


380 




GI 


none 






Score 


61 




Exons 


122. .244, 136. .270, 164 


. .256, 


338. .379, 


339. .380 




Seq. No. 


54007 






Seq. ID 


OJ990325_08.0419.C33 




Gene No. 


113394 






Strand 






Start 


127 






End 


1361 




Name 


OJ990325 08. 


0419.C33.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


122 






End 


439 




GI 


none 






Score 


87 




Exons 


122. .253, 136. .270, 158 


. .256, 


231. .284, 


338. .439, 339. .431, 






353. .439 












Seq. No. 


54007 






Seq. ID 


OJ990325_08.0419.C33 




Gene No. 


113394 






Strand 






Start 


127 






End 


1361 



54702 





Name 


OJ990325 08.0419.C33.ol. 


gs 


Method 


GEN SCAN 






Start 


127 


End 


1361 






GI 


none 




Score 


.42 






Exons 


127. .252, 424. .448, 555. 


.770, 


872. . 1002, 1053. . 1361 






Seq. No. 


54007 




Seq. ID 


OJ990325_08.0419 


.C33 




Gene No. 


113394 




Strand 








Start 


127 




End 


1361 






Name 


OJ990325 08.0419.C33.ol. 


tm 


.Method 


TBLASTX: Maize 






Start 


127 




End 


1025 






GI 


none 




Score 


108 






Exons 


127. .246, 132. .263, 134. 


.253, 


136. .270, 


338. .448, 339.. 


449, 






342. .449, 343. .450, 353. 


.451, 


552. .596, 


552. .587, 553.. 


588, 






590. .631, 591. .632, 619. 


.771, 


626. .703, 


865. .903, 867.. 


905, 






898. .966, 899. .967, 966. 


. 1025 


, 967. .1023, 972. .1025 






Seq. No. 


54007 




Seq. ID 


OJ990325_08.0419 


.C33 




Gene No. 


113394 




Strand 








Start 


127 




End 


1361 






Name 


OJ990325 08.0419.C33.ol. 


np 


Method 


AAT/NAP 






Start 


127 




End 


1358 






GI 


3249105 




Score 


840 






Exons 


127. .252, 341. .448, 555. 


.770, 


872. .1043, 1149. .1358 




n 


GI Descrip. 


(AC003114) Contains similarity to protein phosphatase 2C (AI 


,""'ss. 




gb|X78886 from A. thaliana. [Arabidopsis thaliana] 






Seq. No. 


54007 




Seq. ID 


OJ990325_08.0419 


.C33 


= : ; 


Gene No . 


113394 




Strand 








Start 


127 




End 


1361 




: : 5 


Name 


OJ990325 08.0419. C33.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


134 




End 


446 




"r sr 


GI 


none 




Score 


89 




: : : 
: » 


Exons 


134. .253, 136. .270, 158. 


.256, 


159. .284, 


338. .445, 339.. 


446 


s 


Seq. No. 


54007 




Seq. ID 


OJ990325_08.0419 


.C33 




Gene No. 


113394 




Strand 








Start 


127 




End 


1361 






Name 


OJ990325 08.0419.C33.ol. 


ts 


Method 


TBLASTX : Soybean 




w 


Start 


596 




End 


1325 






GI 


none 




Score 


67 






Exons 


596. .631, 619. .771, 620. 


.703, 


865. .906, 


867. .905, 871.. 


966, 






905.. 967, 966.. 1055, 970 


..1053, 1149. .1325, 1150. .1254 






Seq. No. 


54007 




Seq. ID 


OJ990325_08.0419 


.C33 




Gene No. 


113394 




Strand 








Start 


127 




End 


1361 






Name 


OJ990325 08.0419.C33.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


919 




End 


1325 






GI 


none 




Score 


79 






Exons 


919. .966, 966. .1043, 970 


..1041, 1152. .1319, 1153. .1320, 








1182. .1325 












Seq. No. 


54007 




Seq. ID 


OJ990325_08.0419 


.C33 




Gene No. 


113394 




Strand 








Start 


127 




End 


1361 






Name 


OJ990325 08.0419.C33.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


1149 




End 


1355 





54703 




GI 


none 




Score 


126 






Exons 


1149.. 1355, 1150.. 1251, 


1188. 


.1352 








Seq. No. 


54008 




Seq. ID 


OJ990325JD8 


0419 


.C34 


Gene No . 






otrana 








Start 


352 




End 


3570 






Name 


OJ990325 08.0419.C34.ol. 


gs 


Method 


GENS CAN 






Start 


352 




End 


3570 






GI 


none 




Score 


.84 






Exons 


352. .562, 3527.. 3570 












Seq. No. 


54009 




Seq. ID 


OJ990325JD8 


0419 


.C35 


Gene No. 


113396 




Strand 


+ 






Start 


1 




End 


1766 






Name 


OJ990325 08.0419.C35.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


1370 






GI 


7106528 




Score 


83 






Exons 


1..23, 1240. .1370 












GI Descrip. 


(AP001278) EST D40774 (S2920 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


54009 




Seq. ID 


OJ990325JD8 


U4 iy 


.C35 


Gene No . 


113396 




Strand 


+ 






Start 


1 




End 


1766 






Name 


OJ990325 08:0419. C35.ol. 


gs 


Method 


GENS CAN 






Start 


4 63 




End 


1766 






GI 


none 




Score 


.73 






Exons 


463. .611, 675. .761, 1716 


>. .1766 








Seq. No. 


54010 




Seq. ID 


OJ990325_08 


ft A 1 ft 

0419 


.C36 


Gene No . 


113397 




Strand 


+ 






Start 


165 




End 


590 






Name 


OJ990325 08.0419.C36.ol. 


gs 


Method 


GENS CAN 






Start 


165 




End 


590 






GI 


none 




Score 


.76 






Exons 


165. .274, 438. .590 












Seq. No. 


54010 




Seq. ID 


OJ990325JD8 


0419 


.C36 


Gene No. 


113397 




Strand 


+ 








165 




End 


590 






Name 


OJ990325 08.0419.C36.ol. 


np 


Method 


AAT/NAP 






Start 


399 




End 


584 






GI 


4580463 




Score 


107 






Exons 


399. .584 












GI Descrip. 


(AC006081) unknown protein [Arabidopsis thaliana] 






Seq. No. 


54010 




Seq. ID 


OJ990325_08 


0419 


.C36 


Gene No . 


113398 




Strand 








Start 


575 




End 


1112 






Name 


OJ990325 08.0419.C36.ol. 


gp 


Method 


AAT/GAP 






Start 


575 




End 


1112 






GI 


none 




Score 


1056 






Exons 


575. .1112 












Seq. No. 


54010 




Seq. ID 


OJ990325_08. 


0419 


.C36 


Gene No. 


113399 




Strand 








Start 


1941 




End 


2727 







54704 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990325_08 .0419.C36.o2.gs Method 
1941 End 
none Score 
1941. .2018, 2150. .2333, 2660. .2727 



GENS CAN 
2727 



OJ990325 08.0419.C37 



54011 Seq. ID 

113400 Strand 
1 End 3823 

OJ990325_08 . 0419. C37 .ol . np Method AAT/NAP 
1 End 3823 

7489084 Score 616 

1..57, 1127. .2198, 3799.-3823 

disease resistance protein Cf-2.2 - currant tomato 
gi|1184077|gb|AAC15780.1| (U42445) Cf-2.2 [Lycopersicon 
pimpinellif olium] 



54011 Seq. ID 

113400 Strand 

1 End 

OJ990325_08 . 04 1 9 . C37 . ol . gs Method 

265 End 

none Score 



OJ990325__08.0419.C37 

3823 
GEN SCAN 
2507 
.82 



265. .574, 712. .1007, 1205. .1872, 2098. .2507 



54011 

113400 

1 

OJ990325_08 

266 

none 

266. .655, 2 
1131. .1667, 
1194. .1520, 
1338. .1676, 
1480. .1650, 
1662. .1856, 
1668. .1859, 
1693. .1785, 
1869. .1952, 
1892. .1957, 
2045. .2080, 
2082. .2165, 



0419.C37.ol.tc 



67. .350 
1131. . 
1195. . 
1410. . 
1540. . 
1662. . 
1675. . 
1747. . 
1874. . 
1896. . 
2082. . 
2082. . 



, 426, 

1388, 

1350, 

1592, 

1641, 

1850, 

1791, 

1854, 

1966, 

1949, 

2228, 

2186, 



.656, 
1131. 
1197. 
1432. 
1557. 
1662. 
1677. 
1862. 
1883. 
2035. 
2082. 
2085. 



Seq. I 
Strand 
End 

Method 

End 

Score 

736. .8 
.1676, 
.1673, 
.1677, 
.1676, 
.1856, 
.1850, 
.1966, 
.1960, 
.2097, 
.2228, 
.2192, 



D OJ990325_08 . 0419 . C37 
3823 

TBLASTX: Cress 
2228 
46 

10, 1131. .1 
1192. .1413, 



59, 1131.. 1697, 
1194. .1676, 
1204.. 1299, 1212.. 1358, 
1471. .1638, 1479. .1673, 
1620. .1859, 1648. .1905, 
1665. .1859,- 1665. .1817, 
1678. .1860, 1686. .1856, 
1868. .1966, 1868. .1948, 
1892. .1954, 1892. .1993, 
2044. .2079, 2044. .2079, 
2082.. 2192, 2082.. 2228, 
2085. .2189, 2086. .2139 



54011 

113400 

1 

OJ990325_08.0419.C37.o2.tm 

266 

none 

266. .511, 267. .497, 512. .655 

54011 

113400 

1 

OJ990325_08.0419.C37.ol.ts 

299 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990325__08. 0419.C37 
3823 

TBLASTX: Maize 

655 

109 



OJ990325_08.0419.C37 
3823 

TBLASTX : Soybean 

2150 

217 



54705 




Exons 


299. .658, 303. .647, 305 


. .649, 


736. .855, 


742. .837, 1131. .127 




1326. .1433, 


1341. 


.1505, 


1557. 


.1856, 1877. .1966, 


2082. .2150 


Seq. No. 


54011 








Seq. ID 


OJ990325 


_08 .0419. C37 


Gene No. 


113400 








Strand 






Start 


1 








End 


3823 




Name 


OJ990325 08 


.0419. 


C37.ol 


.tw 


Method 


TBLASTX : 


Wheat 


Start 


299 








End 


o4 9 




GI 


none 








Score 


251 




Exons 


299. .649 














Seq. No. 


54011 








Seq. ID 


OJ990325 


_08.0419.C37 


Gene No. 


113400 








Strand 






Start 


1 








End 


3823 




Name 


OJ990325JD8 


.0419. 


C37.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1131 








End 


2228 




GI 


none 








Score 


58 




Exons 


1131. .1730, 


1131. 


.1676, 


1146. 


.1667, 116 


3. .1284, 


1212. .1697, 




1399. .1578, 


1486. 


.1638, 


1665. 


.1814, 1668. .1850, 


1674. .1856, 




1677. .1856, 


1680. 


.1856, 


1716. 


.1850, 1862. .1948, 


1868. .1966, 




1868. .1948, 


1868. 


.1969, 


1892. 


.1957, 1892. .1945, 


2032. .2079, 




2082. .2228, 


2082. 


.2228, 


2082. 


.2165, 2109.. 2174 




Seq. No. 


. 54011 








Seq. ID 


OJ990325 


_08.0419.C37 


Gene No. 


113400 








Strand 






Start 


1 








End 


3823 




Name 


OJ990325 08 


.0419. 


C37.o2 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1152 








End 


2079 




GI 


none 








Score 


54 




Exons 


1152. .1280, 


1197. 


.1394, 


1197. 


.1349, 1431.. 1619, 


1485. .1850, 




1704. .1856, 


1850. 


.1966, 


1883. 


.1966, 2020.. 2079 




Seq. No. 


54012 








Seq. ID 


OJ990325 


_08.0419.C38 


Gene No. 


113401 








Strand 






Start 


1 








End 


751 




Name 


OJ990325 08 


.0419. 


C38.ol 


np 


Method 


AAT/NAP 




Start 


1 








End 


751 




GI 


7487566 








■Score 


320 




Exons 


1..57, 238. 


.292, 


377.. 540, 635.. 751 







GI Descrip. hypothetical protein T30B22.20 - Arabidopsis thaliana 

gi|2529677|gb|AAC62860.1| (AC002535) putative kinesin heavy 
chain [Arabidopsis thaliana] 

Seq. No. 54012 

Gene No. 113401 

Start 1 

Name OJ990325_08 . 0419.C38 . ol .gs 

Start 104 

GI none 

Exons 104.. 292, 377.. 540, 635.. 734 

Seq. No. 54012 

Gene No. 113401 

Start 1 

Name OJ990325_08 .0419. C38 . ol . tc 

Start 353 

GI none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990325_08.0419.C38 
751 

GENSCAN 

734 

.84 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990325_08. 0419.C38 
751 

TBLASTX: Cress 

749 

110 



54706 




Exons 


353. .547, 371. .523, 378. 


.542, 


633. .749, 


634. .747, 642.. 


749 


Seq. No. 


54012 




Seq. ID 


OJ990325_08.0419 


.C38 


Gene No. 


113401 




Strand 






Start 


1 




End 


751 




Name 


OJ990325_08 . 0419.C38 -ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


359 




End 


732 




GI 


none 




Score 


52 




Exons 


359. . 481, 368 . . 550, 375. 


.542, 


633 . . 731, 


634 . . 732 




Seq. No. 


54012 




Seq. ID 


OJ990325_08.0419 


.C38 


Gene No. 


113401 




Strand 






Start 


1 




End 


751 




Name 


OJ990325 08.0419.C38.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


392 




End 


747 




GI . 


none 




Score 


107 




Exons 


392. .550, 393..539, 636. 


.740, 


637 . . 747 






Seq. No. 


54012 




Seq. ID 


OJ990325_08 . 0419 


.C38 


Gene No. 


113401 




Strand 






Start 


1 




End 


751 




Name 


OJ990325_08 . 0419.C38 .ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


477 




End 


749 




GI 


none 




Score 


70 




Exons 


477. .551, 479. .547, 633. 


.719, 


633. .749, 


634. .738 




Seq. No. 


54013 




Seq. ID 


OJ990325_08.0419 


.C39 


Gene No. 


113402 




Strand 


+ 




Start 


57 




End 


198 




Name 


OJ990325 08 . 0419.C39.ol. 


gs 


Method 


GENS CAN 




Start 


57 




End 


198 




GI 


none 




Score 


.53 




Exons 


57 . .198 










Seq. No. 


54014 




Seq. ID 


OJ990325_08.0419 


.C40 


Gene No. 


113403 




Strand 


+ 




Start 


443 




End 


1840 




■Name 


OJ990325 08 .0419.C40.ol. 


gs 


Method 


GENS CAN 




Start 


443 




End 


1107 




GI 


none 




Score 


.5 




Exons 


443. .505, 865. .900, 1009 


. .1107 






Seq. No. 


54014 




Seq. ID 


OJ990325_08. 0419 


.C40 


Gene No. 


113403 




Strand 


+ 




Start 


443 




End 


1840 




Name 


OJ990325 08.0419.C40.o2. 


np 


Method 


AAT/NAP 




Start 


976 




End 


1840 




GI 


7433382 




Score 


81 




Exons 


976. .1123, 1800. .1840 











GI Descrip. ferredoxin — NADP+ reductase homolog F10M6.10 - Arabidopsis 

thaliana gi | 28 64 608 | emb | CAA16955 . 1 | (AL021811) ferredoxin — NADP+ 

reductase - like protein [Arabidopsis thaliana] 

gi | 4049338 | emb | CAA22563 . 1 | (AL034567) f erredoxin-NADP+ 

reductase-like protein [Arabidopsis thaliana] 

gi | 727014 0 | emb | CAB79953 . 1 | (AL161581 ) f erredoxin-NADP+ 

reductase-like protein [Arabidopsis thaliana] 



54707 



Seq. No. 


54014 


Seq. ID 


OJ990325_08.0419 


.C40 


Gene No. 


113404 


Strand 






btart 


jIj 


End 


1821 




Name 


OJ990325 08.0419.C40.ol.np 


Method 


AAT/NAP 




Start 


513 


End 


1821 




GI 


5777617 


Score 


70 




Exons 


513. .623, 1748. .1821 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


54015 


Seq. ID 


OJ990325_08.0419 


.C41 


Gene No. 


113405 


Strand 


+ 




Start 


114 


End 


744 




Name 


■ OJ990325 08.0419.C41.ol.np 


Method 


AAT/NAP 




Start 


114 


End 


744 




GI 


7487566 


Score 


241 




Exons 


114. .355, 472. .545, 676. .744 








GI Descrip. 


hypothetical protein T30B22.20 - Arabidopsis thaliana 






gi|2529677|gb|AAC62860.1| (AC002535) putative kinesin heavy 




chain [Arabidopsis thaliana] 








Seq. No. 


54015 


Seq. ID 


OJ990325 08.0419 


. C4 1 


Gene No . 


113405 


Strand 


+ 




Start 


114 


End 


744 




Name 


OJ990325 08.0419.C41.ol.gs 


Method 


GENSCAN 




Start 


142 


End 


545 




GI - 


none 


Score 


.63 




Exons 


142. .384, 474. .545 








Seq. No. 


54015 


Seq. ID 


OJ990325_08 .0419 


. C4 1 


Gene No. 


113405 


Strand 


+ 




Start 


114 


End 


744 




Name 


OJ990325 08.0419.C41.ol.tm 


Method 


TBLASTX: Maize 




Start 


310 


End 


742 




GI 


none 


Score 


99 




Exons 


310. .384, 318. .383, 473. .556, 


474. .557 


, 485. .559, 673.. 


741, 




673. .741, 674. .742 








Seq. No. 


54016 


Seq. ID 


OJ990325_08,0419 


.C42 


Gene No. 


113406 


Strand 


+ 




Start 


1885 


End 


3060 




Name 


OJ990325 08.0419.C42.ol.gs 


Method 


GENSCAN 




Start 


1885 


End 


3060 




GI 


none 


Score 


.42 




Exons 


1885. .2063, 2140.. 2255, 2697. 


.3060 






Seq. No. 


54017 


Seq. ID 


OJ990325_08.0419 


.C43 


Gene No. 


113407 


Strand 


+ 




Start 


51 


End 


199 




Name 


OJ990325 08.0419.C43.ol.gs 


Method 


GENSCAN 




Start 


51 


End 


199 




GI 


none 


Score 


.47 




Exons 


51. .199 








Seq. No. 


54018 


Seq. ID 


OJ990325_08.0419 


.C46 


Gene No. 


113408 


Strand 


+ 




Start 


210 


End 


339 




Name 


OJ990325 08.0419.C46.ol.gs 


Method 


GENSCAN 





54708 



Start 
GI 

Exons 



210 
none 

210. .339 



End 
Score 



339 
. 91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54019 Seq. ID 

113409 Strand 

591 End 
OJ990325_08 . 0419 . C47 . ol . gs Method 

591 End 

none Score 

591. .761, 964. .1397, 2332.-2436 



Seq. No. 54020 Seq. ID 

Gene No. 113410 Strand 

Start 624 End 

Name OJ990325_08 . 0419.C48 .ol .gs Method 

Start 624 End 

GI none Score 

Exons 624.. 860, 1669.. 1746 

Seq. No. 54021 Seq. ID 

Gene No. 113411 Strand 

Start 267 End 

Name OJ990325_08 . 0419 . C50 . ol . gs Method 

h i Start 267 End 

^ GI none Score 

Cf? Exons 267.. 398, 600.. 641 

A Seq. No. 54021 Seq. ID 

M Gene No. 113412 Strand 

Start 1110 End 

%3 Name OJ990325_08 . 0419.C50 .o2 .gs Method 

flj Start 1110 End 

= GI none Score 

^ Exons 1110.. 1135, 1189.. 1438 

y Seq. No. 54022 Seq. ID 

'r s Gene No. 113413 Strand 

U Start 430 End 

□ Name OJ990325_08 . 0419 . C52 . ol . gs Method 

Start 430 End 

GI none Score 

Exons 430.. 876 



OJ990325_08.0419.C47 
+ 

2436 
GEN SCAN 
2436 
.41 



OJ990325_08.0419.C48 

1746 
GENSCAN 
1746 
.56 



OJ990325_08.0419.C50 
+ 

641 

GENSCAN 

641 

.85 



OJ990325_08.0419.C50 

1438 
GENSCAN 
1438 
.49 



OJ990325_08.0419.C52 
+ 

876 

GENSCAN 

876 

.72 



Seq. No. 54023 Seq. ID 

Gene No. 113414 Strand 

Start 313 End 

Name OJ990325_08 . 0419 . C53 . ol . gs Method 

Start 313 End 

GI none Score 

Exons 313.. 390 



OJ990325_08.0419.C53 
390 

GENSCAN 

390 

.79 



Seq. No. 54024 Seq. ID 

Gene No. 113415 Strand 

Start 1 End 

Name OJ990325_08 .0419.C54 .ol.np Method 

Start 1 End 



OJ990325_08.0419.C54 
+ 

3739 

AAT/NAP 

3739 



54709 



GI 7433382 Score 476 

Exons 1..39, 379.-539, 1171. .1284, 1392. .1445, 2445.-2554, 2667. .2740, 

2836. .2897, 3155. .3357, 3431. .3499, 3692. .3739 

GI Descrip. ferredoxin — NADP+ reductase homolog F10M6.10 - Arabidopsis 

thaliana gi | 2864608 | emb | CAA1 6955 . 1 | (AL021811) ferredoxin— NADP+ 

reductase - like protein [Arabidopsis thaliana] 

gi | 404 9338 | emb | CAA22563 . 1 1 (AL034 567 ) f erredoxin-NADP+ 

reductase-like protein [Arabidopsis thaliana] 

gi | 7270140 | emb | CAB79953 . 1 1 (AL161581) f erredoxin-NADP+ 

reductase-like protein [Arabidopsis thaliana] 



Seq. No. 54024 

Gene No. 113415 

Start 1 

Name OJ990325_08 . 04 19. C54 . ol . gs 

Start 963 

GI none 

Exons 963.. 1086, 1171.. 1284, 1392. 

3274. .3350, 3421. .3488 



Seq. ID OJ990325_08.0419.C54 

Strand + 

End 3739 

Method GENSCAN 

End 34 88 

Score .82 
,1445, 1866. .1982, 2445. .2554, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54024 

113415 

1 

OJ990325_08.0419.C54.ol.tm 

2442 

none 



Seq. ID OJ990325_08.0419.C54 

Strand + 

End 3739 

Method TBLASTX : Mai ze 

End 3505 

Score 164 



2442. .2561, 2443. .2556, 2658. .2741, 2664. .2741, 2665. .2742, 
2666. .2743, 2807.. 2908, 2835.. 2897, 3152.. 3214, 3214.. 3351, 
3216. .3383, 3218.. 3352, 3418.. 3495, 3422.. 3505, 3423.. 3497 



Seq. No. 54025 

Gene No. 113416 

Start 6747 

Name OJ990325_08 .0419.C55.ol .gp 

Start 6747 

GI uC-osrocyp037h08bl 

Exons 6747. .6933 

GI Descrip. ' 4 97205 6/emb | CAB4 3924 . 1 1 8. 

[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990325_ 
+ 

6933 
AAT/GAP 
6933 
354 



08.0419.C55 



0e-09 (AL078470) putative protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54025 Seq. ID 

113417 Strand 

7716 End 
OJ990325 J)8 . 04 19 . C55 . o2 . gp Method 

7716 End 

568757 Score 

7716. .7744, 8053. .8130, 8367. .8453 



OJ990325_08.0419.C55 
+ 

8453 
AAT/GAP 
8453 
263 



4972056/emb|CAB43924.1| 
[Arabidopsis thaliana] 



8.0e-09 (AL078470) putative protein 



Seq. No. 54025 Seq. ID 

Gene No. 113418 Strand 

Start 8367 End 

Name OJ990325_08 .0419. C55 . ol . np Method 

Start 8367 End 

GI 7340904 Score 

Exons 8367.. 8453 



OJ990325_08.0419.C55 
+ 

8453 
AAT/NAP 
8453 
50 



54710 



GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 


Seq. No. 


54026 




Seq. ID 


OJ990325 


Gene No . 


113419 




Strand 




Start 


191 




End 


2690 


Name 


OJ990325 08.0419.C56.ol 


.gs 


Method 


GENSCAN 


Start 


191 




End 


2690 


GI 


none 




Score 


.54 


Exons 


191. .220, 2167. .2301, 2408.. 


2690 




Seq. No. 


54027 




Seq. ID 


OJ990325 


Gene No. 


113420 




Strand 


+ 


Start 


1090 




End 


1196 


Name 


OJ990325 08.0419.C57.ol 


. as 


Method 


GENSCAN 


Start 


1090 ~ 




End 


1196 


GI 


none 




Score 


.92 


Exons 


1090 . . 1196 








Seq. No. 


54027 




Seq. ID 


OJ990325 


Gene £jo . 


113421 




Strand 




Start 


1586 




End 


1688 


Name 


OJ990325 08.0419.C57.ol 


. ts 


Method 


TBLASTX: 


Start 


406 ~~ 




End 


885 


GI 


none 




Score 


58 


Exons 


406 444- 556 780, 575 


. . 802 


. 8 53 88 5 




Seq. No. 


54027 




Seq. ID 


OJ990325 


Gene No . 


113421 




Strand 




Start 


1586 




End 


1688 


Name 


OJ990325 08 0419 C57 ol 


. tw 


Mpt* h od 


TBLASTX: 1 


Start 


481 ~~ 




End 


759 


GI 


none 




Score 


185 


Exons 


481. . 759 








Seq. No. 


54027 




Seq. ID 


OJ990325 


Gej^e No . 


113421 




Strand 




Start 


1586 




End 


1688 


Name 


OJ990325 08 . 0419.C57 . ol 


. tm 


Mpfhod 


TBLASTX :! 


Start 


610 ~~ 




End 


931 


GI 


none 




Score 


94 


Exons 


610. .888, 610. .888, 611 


. . 931 






Seq. No. 


54027 




Seq. ID 


OJ990325 


Gene No. 


113421 




Strand 




Start 


1586 




End 


1688 


Name 


OJ990325 08.0419.C57.o2 


.gs 




GENSCAN 


Start 


1586 




End 


1688 


GI 


none 




Score 


.96 


Exons 


1586. .1688 








Seq. No. 


54028 




Seq. ID 


OJ990325 


Gene No. 


113422 




Strand 




Start 


63 




End 


980 


Name 


OJ990325 08.0419.C58.ol 


.gs 


Method 


GENSCAN 


Start 


63 




End 


980 


GI 


none 




Score 


.71 


Exons 


63. .319, 418. .583, 778. 


.980 







54711 




Seq. No. 


54029 


Seq. ID 


OJ990325_08 . 0419 


.C59 


Gene No. 


113423 


Strand 






Start 


64 


End 


249 




Name 


OJ990325 08.0419.C59.ol.gs 


Method 


GENS CAN 




Start 


64 


End 


249 




GI 


none 


Score 


.55 




Exons 


64. .249 








Seq. No. 


54030 


Seq. ID 


OJ990325_08 . 0419 


C60 


Gene No. 


113424 


Strand 


+ 




Start 


292 


End 


371 




Name 


OJ990325 08.0419.C60.ol.gs 


Method 


GENSCAN 




Start 


292 


End 


371 




GI 


none 


Score 


.6 




Exons 


292. .371 








Seq. No. 


54031 


Seq. ID 


OJ990325 08.0419 


C61 


Gene No. 


113425 


Strand 






Start 


231 


End 


1311 




Name 


OJ990325 08.0419.C61.ol.tw 


Method 


TBLASTX: Wheat 




Start 


210 


End 


400 




GI 


none 


Score 


201 




Exons 


210. .392, 229. .387, 230. .400 


, 246. .389 






Seq. No. 


54031 


Seq. ID 


OJ990325_08.0419 


C61 


Gene No. 


113425 


Strand 






Start 


231 


End 


1311 




Name 


OJ990325 08.0419.C61.ol.np 


Method 


AAT/NAP 




Start 


231 


End 


1311 




GI 


7433382 


Score 


209 




Exons 


231. .461, 866. .962, 1228. .1311 






GI Descrip. 


ferredoxin — NADP+ reductase 


homolog F10M6.10 - Arabidopsis 



thaliana gi | 2864608 | emb | CAA16955 . 1 | (AL021811) ferredoxin — NADP+ 

reductase - like protein [Arabidopsis thaliana] 

gi | 4049338 | emb | CAA22563 . 1 1 (AL034567 ) f erredoxin-NADP+ 

reductase-like protein [Arabidopsis thaliana] 

gi | 7270140 | emb | CAB7 9953 . 1 1 (AL16158 1 ) f erredoxin-NADP+ 

reductase-like protein [Arabidopsis thaliana] 



Seq. No. 


54031 








Seq. ID 


OJ990325_08.0419 


.C61 


Gene No. 


113425 








Strand 






Start 


231 








End 


1311 




Name 


OJ990325 


08.0419.C61 


.ol 


,tm 


Method 


TBLASTX: Maize 




Start 


255 








End 


932' 




GI 


none 








Score 


267 




Exons 


255. .461, 


259. .462, 


302 


.475, 


863. .931 


, 864. .932 




Seq. No. 


54031 








Seq. ID 


OJ990325_08.0419 


C61 


Gene No. 


113425 








Strand 






Start 


231 








End 


1311 




Name 


OJ990325 


08.0419.C61 


.ol 


gs 


Method 


GENSCAN 




Start 


299 








End 


461 




GI 


none 








Score 


.7 




Exons 


299. .461 














Seq. No. 


54032 








Seq. ID 


OJ990325_08.0419. 


C62 



54712 





Gene No. 


113426 




Strand 


+ 




Start 


227 




End 


363 




Name 


OJ990325 08.0419.C62.ol. 


gs 


Method 


GEN SCAN 




Start 


227 




End 


363 




GI 


none 




Score 


.81 




Exons 


227. .363 










Seq. No. 


54032 




Seq. ID 


OJ990325_08.0419.C62 




Gene No. 


113427 




Strand 






Start 


594 




End 


837 




Name 


OJ990325 08.0419.C62.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


594 




End 


832 




GI 


none 




Score 


45 




Exons 


594. .683, 637. .681, 676. 


.831, 


678. .800, 


679. .828, 680. .829, 






680. .832 










Seq. No. 


54032 




Seq. ID 


OJ990325_08.0419.C62 




Gene No. 


113427 




Strand 






Start 


594 




End 


837 




Name 


OJ990325 08.0419.C62.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


595 




End 


837 




GI 


none 




Score 


43 


Q 


Exons 


595. .684, 597. .632, 630. 


.683, 


672. .800, 


676. .837, 676. .816 


St 


Seq. No. 


54033 




Seq. ID 


OJ990325_08.0419.C63 


"~ : i 


Gene No. 


113428 




Strand 




f\i 


Start 


104 




End 


493 


i ~ 


Name 


OJ990325 08.0419.C63.ol. 


QS 


Method 


GEN SCAN 




Start 


104 




End 


493 


IU. 


GI 


none 




Score 


.48 


fTg 


Exons 


104. .248, 449. .493 








I s " 


Seq. No. 


54034 




Seq. ID 


OJ990325_08.0419.C65 





Gene No. 


113429 




Strand 


+ 




Start 


452 




End 


719 




Name 


OJ990325 08.0419.C65.ol. 


gp 


Method 


AAT/GAP 




Start 


452 




End 


719 


^1 


GI 


LIB3431-041-P1-N1-G6 




Score 


416 




Exons 


452. .719 










GI Descrip. 


•4176420/dbj |BAA37167| 2 


.0e-ll (AB008097) cytochrome P450 






[Arabidopsis thaliana] ' 










Seq. No. 


54035 




Seq. ID 


OJ990325_08.0419.C66 




Gene No. 


113430 




Strand 






Start 


91 




End 


685 




Name 


OJ990325 08.0419.C66.ol. 


gs 


Method 


GENSCAN 




Start 


91 




End 


685 




GI 


none 




Score 


.62 




Exons 


91. .487, 521. .685 










Seq. No. 


54036 




Seq. ID 


OJ990325_08.0419.C67 




Gene No. 


113431 




Strand 






Start 


1192 




End 


1676 




Name 


OJ990325 08.0419.C67.ol. 


gs 


Method 


GENSCAN 




Start 


1192 




End 


1676 




GI 


none 




Score 


.5 



Exons 



1192. .1305, 1455. .1676 



54713 



Sea No 


54037 


Seq. ID 


OJ99071S 01 0421 


. CI 


Gene No. 


113432 


Strand 






Start 


7146 


End 


8952 




Name 


OJ990715 01.0421.Cl.o2.gs 


Method 


GENSCAN 




Start 


7146 


End 


8952 




GI 


none 


Score 


.47 




Exons 


7146. .7353, 8768. .8952 








Spa No 


54037 


Qprr TD 


OlT^Q0715 01 0421 


. CI 


Gene No. 


113433 


Strand 


+ ~~ 




Start 


10139 


End 


10321 




Name 


OJ990715 01.0421.Cl.o3.gs 


Method 


GENSCAN 




Start 


10139 


End 


10321 




GI 


none 


Score 


.78 




Exons 


10139. .10321 








Sea No 


54037 


Seq. ID 


OJ990715_01.0421 


. CI 


Gene No. 


113434 


Strand 


+ 




Start 


14259 


End 


17655 




Name 


OJ990715 01.0421.Cl.o5.gs 


Method 


GENSCAN 




Start 


14259 


End 


17655 




GI 


none 


Score 


.69 




Exons 


14259. .14562, 15465 .. 15569, 15945 .. 15995, 17576.. 17655 




Seq. No. 


54037 


Seq. ID 


OJ990715_01.0421 


.CI 


Gene No. 


113434 


Strand 


+ 




Start 


14259 


End 


17655 




Name 


OJ990715 01-0421-Cl.ol.gp 


Method 


AAT/GAP 




Start 


14604 


End 


15070 




GI 


3760640 


Score 


99 




Exons 


14604. .14630, 15007. .15070 








GI Descrip. 


4176420/dbj IBAA37167 | 2.0e-ll 


(AB008097) cytochrome P4 50 




[Arabidopsis thaliana] 








Sea No 


54037 


Seq. ID 


OJ990715_01.0421 


,C1 


Gene No. 


113435 


Strand 


+ 




Start 


26119 


End 


27532 




Name 


OJ990715 01.0421.Cl.o7.gs 


Method 


GENSCAN 




Start 


26119 


End 


27532 




GI 


none 


Score 


.68 




Exons 


26119. .26372, 27433.-27532 








Seq. No. 


54037 


Seq. ID 


OJ990715_01.0421 


.CI 


Gene No. 


113436 


Strand 


+ 




Start 


28261 


End 


28379 




Name 


OJ990715 01.0421.Cl.o2.np 


Method 


' AAT/NAP 




Start 


28261 


End 


28379 




GI 


7106528 


Score 


103 




Exons 


28261. .28379 








GI Descrip. 


(AP001278) EST D40774 (S2920 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


54037 


Seq. ID 


OJ990715_01.0421 


.CI 


Gene No. 


113437 


Strand 






Start 


11454 


End 


12314 




Name 


OJ990715 01.0421.Cl.o4.gs 


Method 


GENSCAN 





54714 



/ 



Start 


11454 




End 


12314 




GI 


none 




Score 


.74 




Exons 


11454 . . 11570, 11605 


. . 11745, 


11947. .12162, 12168. 


. 12314 


Seq. No. 


54037 




Seq. ID 


OJ990715_ 


01. 0421. CI 


Gene No. 


113438 




Strand 






Start 


18484 




End 


24385 




Name 


OJ990715 01. 0421. CI 


. 06 . gs 


Method 


GEN SCAN 




Start 


18484 




End 


24385 




GI 


none 




Score 


.51 




Exons 


18484. .18501, 20033 


. .20380, 


21290. .21412, 21440. 


.21588, 




21684 . .21809, 21811 


. .21993, 


23411. .23588, 24371. 


.24385 


Seq. No. 


54037 




Seq. ID 


OJ990715_ 


01. 0421. CI 


Gene No. 


113439 




Strand 






Start 


28761 




End 


29756 




Name 


OJ990715 01. 0421. CI 


. o2 . gp 


Method 


AAT/GAP 




Start 


28213 




End 


28356 




GI 


21474 1.R1084 




Score 


239 




Exons 


28213. .28356 










GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein 


[Arabidop; 




thaliana] 1 










Seq. No. 


54037 




Seq. ID 


OJ990715_ 


01 . 0421 .CI 


Gene No. 


113439 




Strand 






Start 


28761 




End 


29756 




Name 


OJ990715 01. 0421. CI 


. 08 .gs 


Method 


GEN SCAN 




Start 


28761 




End 


29756 




GI 


none 




Score 


.84 




Exons 


28761. .28946, 29026 


. .29124, 


29219. .29291, 29376. 


.29521, 




29583. .29756 










Seq. No. 


54038 




Seq. ID 


OJ990715_ 


01 . 0421. C2 


Gene No. 


113440 




Strand 






Start 


497 




End 


636 




Name 


OJ990715 01. 0421. C2 


. ol . gp 


Method 


AAT/GAP 




Start 


497 




End 


636 




GI 


21474 1.R1084 




Score 


228 




Exons 


497. .636 










GI Descrip. 


•3894159 2.0e-10 (AC005312) 


hypothetical protein 


[Arabidop; 




thaliana] 1 










Seq. No. 


54039 




Seq. ID 


OJ990105_ 


03. 0419. CI 


Gene No. 


113441 




Strand 






Start 


588 




End 


1171 




Name 


OJ990105 03. 0419. CI 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


553 




End 


891 




GI 


none 




Score 


100 




Exons 


553. .891, 554. .637, 


634. .873 






Seq. No. 


54039 




Seq. ID 


OJ990105_ 


03. 0419. CI 


Gene No. 


113441 




Strand 






Start 


588 




End 


1171 




Name 


OJ990105 03. 0419. CI 


. ol . gs 


Method 


GENSCAN 




Start 


588 


End 


1131 




GI 


none 




Score 


.98 




Exons 


588. .1131 











54715 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54039 

113441 

588 

OJ990105_03 . 04 19 . CI . o2 . tm 

925 

none 



Seq. ID OJ990105_03.0419.C1 
Strand 

End 1171 

Method TBLASTX : Maize 

End 1171 

Score 128 



925. .1035, 929. .1036, 1040. .1171, 1043. .1165 



Seq. ID OJ990105_03.0419.C2 
Strand 

End 1166 

Method AAT/GAP 

End 289 

Score 331 



54040 
113442 
1 

OJ990105_03.0419.C2.ol.gp 
1 

3762369 
1..105, 188. .289 

4388717/gb|AAD19755| 3.0e-44 (AC006413) putative nuclear 
phosphoprotein (contains multiple TPR repeats prosite :QDOC50005) 
[Arabidopsis thaliana] 



54040 

113442 

1 

OJ990105_03.0419.C2.ol.tm 
1 

none 



Seq. ID OJ990105_03.0419.C2 
Strand 

End 1166 

Method TBLASTX : Maize 

End 292 

Score 118 



1.-105, 11. .106, 21. .107, 185. .292, 186. .290, 188. .292 



54040 
113442 
1 

OJ990105_03 . 04 1 9 . C2 . ol . np 
1 

6598631 

1.-105, 188. .292, 1027. .1166 

(AC006918) putative TPR repeat nuclear phosphoprotein 
[Arabidopsis thaliana] 



Seq. ID OJ990105_03.0419.C2 
Strand 

End 1166 

Method AAT/NAP 

End 1166 

Score 199 



54040 

113442 

1 

OJ990105_03.0419.C2.ol.ts 
13 

none 



Seq. ID OJ990105_03.0419.C2 
Strand 

End 1166 

Method TBLASTX : Soybean 

End 296 

Score 76 



13. .39, 16. .105, 44. .106, 45. .107, 182. .292, 186. .296 



54040 

113442 

1 

OJ990105_03.0419.C2.ol.gs 

188 

none 

188. .289 



Seq. ID OJ990105_03.0419.C2 
Strand 

End 1166 

Method GENS CAN 

End 289 

Score . 6 



Seq. No. 
Gene No. 
Start 



54041 

113443 

810 



Seq. ID OJ990105_03.0419.C4 
Strand + 
End 4284 



54716 



Name 

Start 

GI 

Exons 



OJ990105_03 . 04 19 . C4 . ol . gs Method GENS CAN 

810 End 4147 

none Score .47 

810. .1006, 1044. .1090, 1189. .1270, 1704. .2816, 3532. .3858, 
3937. .4147 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
~ Start 

i gi 

if Exons 

H GI Descrip. 

l Seq. No. 

!h Gene No. 

J Start 

» Name 

U Start 
GI 

3 Exons 

1 GI Descrip. 

^ Seq. No. 
J Gene No. 
3 Start 
i Name 
" Start 
GI 

Exons 



Seq. ID OJ990105_03.0419.C4 

Strand + 

End 4284 

Method AAT/NAP 

End 2647 

Score 710 



54041 
113443 
810 

. OJ990105_03 . 04 1 9 . C4 . ol . np 
1738 
6721562 
1738. .2647 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gil 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



54041 
113443 
810 

OJ990105_03.0419.C4.o2.np 
3255 
7340909 
3255.-3652, 4185. .4284 

(AP001550) hypothetical protein [Oryza sativa] 



Seq. ID OJ990105_03.0419.C4 

Strand + 

End 4284 

Method AAT/NAP 

End 4284 

Score 219 



54042 

113444 

634 

OJ990105_03.0419.C5.ol.np 
634 

4097889 



Seq. ID OJ990105_03.0419.C5 

Strand + 

End 2776 

Method AAT/NAP 

End 2776 

Score 103 



634. .741, 1070. .1264, 1369. .1527, 1699. .1829, 2733. .2776 
(U70827) cyclophilin [Onchocerca volvulus] 



54042 

113444 

634 

OJ990105_03.0419.C5.ol.gs 

1149 

none 

1149. .1264, 1369. .1516, 1898. 



Seq. ID OJ990105_03.0419.C5 

Strand + 

End 2776 

Method GENSCAN 

End 1990 

Score .74 
.1990 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



54042 

113445 

1870 

OJ990105_03.0419.C5.ol.tm 

1125 

none 



Seq. ID OJ990105_03.0419.C5 
Strand 

End 2368 

Method TBLASTX : Maize 

End 1408 

Score 104 



1125. .1256, 1126. .1260, 1126. .1260, 1127. .1264, 1128. .1262, 
1360.. 1407, 1367.. 1408 



54042 

113445 

1870 



Seq. ID OJ990105_03. 0419.C5 
Strand 

End 2368 



54717 



Name 


OJ990105 03.0419.C5.ol.gp 


Method 


AAT/GAP 




Start 


1870 


End 


2368 




GI 


uC-osflcyplllc03al 


Score 


872 




Exons 


1870. .2368 








GI Descrip. 


•6069643/dbj 1 AP000616. 1 | AP000616 4 . Oe- 


11 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 






Seq. No. 


54043 


Seq. ID 


OJ990105 


_03.0419.C6 


Gene No. 


113446 


Strand 


+ 




Start 


121 


End 


2690 




Name 


OJ990105_03.0419.C6.ol.gs 


Method 


GENSCAN 




Start 


121 


End 


2690 




GI 


none 


Score 


.64 




Exons 


121. .312, 406. .458, 656. .784, 


1273.. 1530, 1808. 


.2114, 2562. .2690 


Seq. No. 


54043 


Seq. ID 


OJ990105 


_03.0419.C6 


Gene No. 


113447 


Strand 






Start 


2844 


End 


3245 




Name 


OJ990105_03.0419.C6,o2.gs 


Method 


GENSCAN 




Start 


2844 


End 


3245 




GI 


none 


Score 


.66 




Exons 


2844 . .3245 








Seq. No. 


54044 


Seq. ID 


OJ990105 


_03.0419.C7 


Gene No. 


113448' 


Strand 


+ 




Start 


1439 


End 


1636 




Name 


OJ990105 03.0419.C7.ol.gs 


Method 


GENSCAN 




Start 


1439 


End 


1636 




GI 


none 


Score 


.42 




Exons 


1439.. 1497, 1585.. 1636 








Seq. No. 


54045 


Seq. ID 


OJ990105 


_03.0419.C8 


Gene No. 


113449 


Strand 


+ 




Start 


678 


End 


17071 




Name 


OJ990105 03.0419.C8.ol.np 


Method 


AAT/NAP 




Start 


578 


End 


5564 




GI 


130582 


Score 


239 




Exons 


578. .1304, 5518. .5564 









GI Descrip. RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 Ipir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 


54045 






Seq. ID 


OJ990105_03.0419 


.C8 


Gene No. 


113449 






Strand 


+ 




Start 


678 






End 


17071 




Name 


OJ990105 


03. 0419. C8 


.o2 . gs 


Method 


GENSCAN 




Start 


678 






End 


1895 




GI 


none 






Score 


.54 




Exons 


678. .749, 


866. .988, 


1173. . 


1435, 1440.. 


1461, 1566.. 1895 




Seq. No. 


54045 






Seq. ID 


OJ990105_03.0419 


.C8 


Gene No. 


113449 






Strand 


+ 




Start 


678 






End 


17071 




Name 


OJ990105 


03. 0419. C8 


.o3.gs 


Method 


GENSCAN 




Start 


4788 






End 


16208 




GI 


none 






Score 


.84 





54718 



Exons 



4788.-4933, 5030. .5123, 5221. .5339, 6419. .6707, 7319. .7385, 
7521. .7712, 8896. .8996, 9766.-9846, 10704 .. 107 90, 10877 .. 10984 , 
11076. .11139, 11217. .11431, 11563 .. 1164 7 , 1284 9 .. 12 919, 
12999. .13091, 14376. .14444, 14824 .. 1508 1 , 15897 .. 15977 , 
16047. .16208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



OJ990105_03.0419.C8 
+ 

17071 
AAT/NAP 
17071 
1515 



54045 Seq. ID 

113449 Strand 
678 End . 

OJ990105_03 . 04 1 9 . C8 . o2 . np Method 
6567 End 
6598631 Score 
6567. .6707, 7319. .7414, 7505. .7712, 8896. .9036, 1094 0 .. 11139, 
11217. .11431, 11563. .11647, 12819 .. 12919, 12999 .. 13091 , 
14376. .14444, 14653 .. 14745, 14824 .. 15081 , 15897 .. 15981 , 
16051. .16208, 16722. .16826, 17032.. 17071 
(AC006918) putative TPR repeat nuclear phosphoprotein 
[Arabidopsis thaliana] 



Seq. No. 54045 Seq. ID 

Gene No. 113450 Strand 

Start 45 End 

Name OJ990105_03 . 04 19 . C8 . ol . gs Method 

Start 45 End 

GI none Score 

Exons 45.. 378 



OJ990105_03.0419.C8 
378 

GENSCAN 

378 

.55 



Seq. No. 54045 
Gene No. 113451 
Start 8895 

Name OJ990105_03 . 04 19 . C8 . ol . tm 

Start 8895 
GI none 
Exons 8895., 

10701. 

10877. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990105_03.0419.C8 
11359 

TBLASTX: Maize 

11002 

145 



8996, 8895. .8996, 8896. .8997, 8896. .9009, 10693 .. 10785, 



10790, 10703. .10789, 
11002, 10879. .11001 



10869. .10979, 1087 6 .. 10950, 



U Seq. No. 54045 

Gene No. 113451 

H Start 8895 

li Name OJ990105_03 . 04 19 . C8 . ol . tc 

C3 Start 10877 

GI none 

Exons 10877. .11011, 10880 .. 10993, 
11073. .11138, 11079. .11147, 



Seq. ID OJ990105_03.0419.C8 
Strand 

End 11359 

Method TBLASTX : Cress 

End 11359 

Score 160 
10900. .11001, 11069. .11143, 
11221. .11358, 11222.. 11359 



Seq. No. 54045 
Gene No. 113452 
Start 15013 

Name OJ990105_03 . 04 19 . C8 . ol . ts 

Start 15013 
GI none 

Exons 15013. .15081, 15884 15979, 

16051. .16125, 16051. .16125, 
16123. .16209, 16124.. 16198 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15894. .15983, 
16053. .16127, 



OJ990105 03. 0419. C8 



16209 

TBLASTX : Soybean 
16209 
78 

15896. .15982, 
16122. .16208, 



Seq. No. 



54046 



Seq. ID OJ990105_03.0419.C9 



54719 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



113453 Strand + 

564 End 2761 

OJ990105_03 . 04 19 . C9 . ol . gs Method GEN SCAN 

564 End 2761 

none Score . 6 

S64..753, 1523. .1618, 2039. .2086, 2693. .2761 



Seq. No. 54046 

Gene No. 113454 

Start 3479 

Name OJ990105_03 . 0419.C9 . o2 . gs 

Start 3479 

GI none 

Exons 3479.. 3577, 4029.. 4136 



Seq. ID OJ990105_03.0419.C9 

Strand + 

End 4136 

Method GENS CAN 

End 4136 

Score .53 



Seq. No. 54047 

Gene No. 113455 

Start 619 

Name OJ990105_03.0419.Cll.ol.gs 

Start 619 

GI none 

Exons 619.. 736, 810.. 960 



Seq. ID OJ990105_03.0419.C11 
Strand 

End 960 

Method GENSCAN 

End 960 

Score . 67 



p=3 Seq. No. 

'i Gene No. 

I* Start 

==H Name 

fl| Start 

n gi 

f~5 Exons 

GI Descrip. 



~ Seq. No. 

?n Gene No. 

v- Start 

s ";" Name 

^ Start 

W GI 

[1 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54048 
113456 
22 

OJ990105_03.0419.C13.ol.np 
22 

322871 
22. .1459, 2040. .2147 

hypothetical protein 1 - maize transposon En-1 
gi I 225005 | prf | 1 1206239A ORF 1 [Zea mays] 



Seq. ID OJ990105_03.0419.C13 
Strand + 

2147 
AAT/NAP 
2147 
727 



End 

Method 

End 

Score 



54048 

113457 

1788 

OJ990105_03.0419.C13.o2.tw 

538 

none 



Seq. ID OJ990105_03.0419.C13 
Strand 

End 2147 

Method TBLASTX : Wheat 

End 870 

Score 130 



538. .741, 541. .702, 754. .870, 754. .849 



54048 

113457 

1788 

OJ990105_03.0419.C13.ol.tc 

757 

none 



Seq. ID OJ990105_03.0419.C13 
Strand 

End 214 7 

Method TBLASTX : Cress 

End 1092 

Score 84 



757. .849, 867. .1091, 880. .1092, 880. .1092 



54048 

113457 

1788 

OJ990105_03.0419.C13.ol.tw 

880 

none 

880.. 1179, 885.. 1160 



Seq. ID OJ990105_03.0419.C13 
Strand 

End 2147 

Method TBLASTX : Wheat 

End 1179 

Score 229 



54720 




Seq. No. 


54048 


Seq. ID 


OJ990105_03.0419 


.C13 


Gene No. 


113457 


Strand 






Start 


1788 


End 


2147 




Name 


OJ990105 03.0419.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


933 


End 


1362 




GI 


none 


Score 


350 




Exons 


933. .1298, 934. .1362, 934. .1299 






Seq. No. 


54048 


Seq. ID 


OJ990105_03.0419 


.C13 


Gene No. 


113457 


Strand 






Start 


1788 


End 


2147 




Name 


OJ990105 03.0419.C13.o2.np 


Method 


AAT/NAP 




Start 


1788 


End 


2147 




GI 


5295971 


Score 


508 




Exons 


1788. .2147 








GI Descrip. 


(AB026295) EST D24315 {R1718 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 


54048 






Seq. ID 


OJ990105_03.0419.C13 


Gene No. 


113457 






Strand 




Start 


1788 






End 


2147 


Name 


OJ990105 


_03.0419.C13.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1822 






End 


2117 


GI 


none 






Score 


333 


Exons 


1822. .2109, 1824. .2117 








Seq. No. 


54049 






Seq. ID 


OJ990105_03. 04 19. CI 4 


Gene No. 


113458 






Strand 


+ 


Start 


711 






End 


2901 


Name 


OJ990105 


03.0419.C14.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


225 






End 


473 


GI 


none 






Score 


60 


Exons 


225. .278, 


226.. 273, 229. 


.279, 


231. .278 


, 278. .343, 279. .344, 




280. .348, 


281.. 349, 339. 


. 473, 


340. .471 


, 354. .473 


Seq. No. 


54049 






Seq. ID 


OJ990105_03.0419.C14 


Gene No. 


113458 






Strand 


+ 


Start 


711 






End 


2901 


Name 


OJ990105 


03.0419.C14.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


357 






End 


827 


GI. 


none 






Score 


88 


Exons 


357. .524, 


510.. 827, 534. 


.701, 


766. .825 




Seq. No. 


54049 






Seq. ID 


OJ990105_03.0419.C14 


Gene No. 


113458 






Strand 


+ 


Start 


711 






End 


2901 


Name 


OJ990105 


03.0419.C14.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


474 






End 


827 


GI 


none 






Score 


68 


Exons 


474. .827, 


544. .699, 546. 


.827 






Seq. No. 


54049 






Seq. ID 


OJ990105_03.0419.C14 


Gene No. 


113458 






Strand 


+ 


Start 


711 






End 


2901 


Name 


OJ990105 


03.0419.C14.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


525 






End 


827 



54721 



GI 


5509260 


Exons 


525. .827, 544. .702 


GI Descrip. 


- 


Seq. No. 


54049 


Gene No. 


113458 






Name 


OJ990105 03.0419.C14. 


Start 


711 


GI 


2443320 


Exons 


711. .2901 


GI Descrip. 


(D85597) polyprotein 


Seq. No. 


54049 


Gene No. 


113458 


Start 


711 


Name 


OJ990105 03.0419.C14. 


Start 


909 


GI 


none 


Exons 


909.. 1253, 1007.. 1255 


Seq. No. 


54049 


Gene No. 


113458 


Start 


711 



Score 



107 



Seq. ID OJ990105_03.0419.C14 

Strand + 

End 2901 

Method AAT/NAP 

End 2901 

Score 2763 



z Name 

t Start 

- GI 

U Exons 



OJ990105_03 . 04 1 9 . C14 . o2 . tw 
1715 
none 
1715. 
2033. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990105_03.0419.C14 
+ 

2901 

TBLASTX: Wheat 

1255 

215 



OJ990105_03.0419.C14 
+ 

2901 

TBLASTX: Wheat 

2168 

69 



.I960, 1749. .1964, 1751. .2029, 1962. .2168, 2008. .2154, 
,2164 



Seq. No. 54049 Seq. ID 

Gene No. 113458 Strand 

Start 711 End 

Name OJ990105_03 .0419. C14 . o3 . ts Method 

Start 2019 End 

GI none Score 

Exons 2019.. 2159, 2184.. 2315, 2208.. 2330 



OJ990105_03.0419.C14 
+ 

2901 

TBLASTX: Soybean 

2330 

114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



54049 

113458 

711 

OJ990105_03.0419.C14.ol.tw 

2184 

none 

2184. .2840, 2187.. 2792, 2200. 

54049 

113458 

711 

OJ990105_03.0419.C14.o2.tm 

2367 

none 

2367. .2630, 2447.. 2542, 2649. 

54049 

113458 

711 



Seq. ID OJ990105_03.0419.C14 

Strand + 

End 2901 

Method TBLASTX : Wheat 

End 2840 

Score 748 
.2799, 2210. .2830 

Seq. ID OJ990105_03.0419.C14 

Strand + 

End 2901 

Method TBLASTX : Mai ze 

End 28 61 

Score 183 
.2726, 2712. .2861 

Seq. ID OJ990105_03.0419.C14 

Strand + 

End 2901 



54722 



Name 


OJ990105 03.0419.C14.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2418 ~ 




End 


2846 


GI 


none 




Score 


183 


Exons 


2418. .2645, 2420. .2644, 


2645. 


.2710, 2646. .2726, 2712. .2846 


Seq. No. 


54049 




Seq. ID 


OJ990105_03.0419.C14 


Gene No. 


113458 




Strand 


+ 


Start 


711 




End . 


2901 


Name 


OJ990105 03. 04 19. CI 4 .ol. 


tc 


Method 


TBLASTX: Cress 


Start . 


2430 ~ 




End 


2894 


GI 


none 




Score 


121 


Exons 


24 30. . 2 63 6, 2 64 6. . 2723, 


2742 . 


.2894 




Seq. No. 


54050 




Seq. ID 


OJ990105_03.0419.C15 


Gene No. 


113459 




Strand 


+ 


Start 


261 




End 


1203 


Name 


OJ990105_03.0419.C15.ol. 


gp 


Method 


AAT/GAP 


Start 


261 




End 


1203 


GI 


23978 1.R1084 




Score 


1074 


Exons 


261. .480, 529.-563, 829. 


.1203 






GI Descrip. 


1 4 3887 17 /gb | AAD19755 | 3. 


Oe-44 


(AC006413) putative nuclear 




phosphoprotein (contains 


multiple TPR 


repeats prosite : QDOC5( 




[Arabidopsis thaliana] 1 








Seq. No. 


54050 




Seq. ID 


OJ990105_03.0419.C15 


Gene No. 


113459 




Strand 


+ 


Start 


261 




End 


1203 


Name 


OJ990105 03. 0419.C15 .ol 


gs 


Method 


GENS CAN 


Start 


481 ~~ 




End 


945 


GI 


none 




Score 


.98 


Exons 


481. .563, 829. . 945 








Seq. No. 


54051 




Seq. ID 


OJ990105_03.0419.C17 


Gene No. 


113460 




Strand 




Start 


1 




End 


1091 


Name 


OJ990105 03.0419.C17.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1069 


GI 


3024122 




Score 


817 


Exons 


1..45, 494. .1069 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



S-ADENOSYLMETHIONINE SYNTHETASE 2 (METHIONINE 

ADENOSYLTRANSFERASE 2) (ADOMET SYNTHETASE 2) gi 11778821 (U82833) 
S-adenosyl-L-methionine synthetase [Oryza sativa] 



54051 

113460 

1 

OJ990105_03.0419.C17.ol.tc 

491 

none 



Seq. ID OJ990105_03.0419.C17 
Strand 

End 1091 

Method TBLASTX : Cress 

End 1061 

Score 181 



491. .646, 492. .647, 710. .1060, 714. .1061 



54051 

113460 

1 

OJ990105_03.0419.C17.o2.ts 

491 

none 



Seq. ID OJ990105_03.0419.C17 
Strand 

End 1091 

Method TBLASTX : Soybean 

End 647 

Score 195 



54723 




Exons 491.. 646, 492.. 647 



oeq. NO. 


04 UjI 




Seq. ID 


OJ990105_03.0419.C17 


Gene No. 


113460 




Strand 




Start 


1 




End 


1091 


Name 


OJ990105 03.0419.C17.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


491 




End 


1091 


GI 


none 




Score 


212 


Exons 


491. .646, 492. .644, 710. 


.790, 


710. .1069, 711. .1091, 953. .10 




954. .1091 








Seq. No. 


54051 




Seq. ID 


OJ990105_03.0419.C17 


Gene No. 


113460 




Strand 




Start 


1 




End 


1091 


Name 


OJ990105 03.0419.C17.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


491 




End 


1073 


GI 


none 




Score 


227 


Exons 


491. .646, 492. .647, 710. 


.1072 


, 711. .1073 


Seq. No. 


54051 




Seq. ID 


OJ990105_03.0419.C17 




1 1 ^4 fin 

11 J4 DU 




Strand 




Start 


1 




End 


1091 


Name 


OJ990105 03.0419.C17.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


710 




End 


1078 


GI 


4292646 




Score 


424 


Exons 


710. .1078, 711. .1070 








GI Descrip. 


2129889/pir S66352 7 . Oe 


-67 methionine 


adenosyltransf erase 




2.5.1.6) 2 - garden pea 








beq. no. 


54052 




Seq. ID 


OJ990105_03.0419.C18 


Gene No. 


113461 




Strand 


+ 


Start 


513 




End 


4637 


Name 


OJ990105 03.0419.C18.ol. 


gs 


Method 


GENSCAN 


Start 


513 




End 


4637 


GI 


none 




Score 


.93 


Exons 


513. .1819, 1951. .1958, 2354.. 


2529, 2863.-2923, 2996.. 3094, 




3196. .3290, 3709.. 3836, 


3975. 


.4431, 4527. .4637 


Seq. No. 


54052 




Seq. ID 


OJ990105_03.0419.C18 


Gene No. 


113461 




Strand 


+ 


Start 


513 




End 


4637 


Name 


OJ990105 03.0419.C18.ol. 


gp 


Method 


AAT/GAP 


Start 


2403 




End 


3296 


GI 


2798353 




Score 


609 


Exons 


2403. .2529, 2863. .2923, 


2996. 


.3094, 3196. .3296 


Seq. No. 


54052 




Seq. ID 


OJ990105_03.0419.C18 


Gene No. 


113462 




Strand 


+ 


Start 


4620 




End 


5085 


Name 


OJ990105 03.0419.C18.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


473 




End 


719 


GI 


none 




Score 


114 


Exons 


473. .604, 479. .601, 608. 


.715, 


609. .719 




Seq. No. 


54052 




Seq. ID 


OJ990105 03.0419.C18 


Gene No. 


113462 




Strand 


+ 


Start 


4620 




End 


5085 



54724 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990105_03 .0419. C18 . o2 . tm Method TBLASTX : Maize 
753 End 1208 

none Score 416 

753. .1169, 771. .1010, 1007. .1165, 1158. .1208 



54052 

113462 

4620 

OJ990105_03 . 04 19 . C18 . o4 . tm 

1213 

none 



Seq. ID OJ990105_03.0419.C18 

Strand + 

End 5085 

Method TBLASTX : Mai ze 

End 1515 

Score 236 



1213. .1443, 1213. .1443, 1311. .1457, 1446. .1514, 1453. .1515 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54052 
113462 
4620 

OJ990105_03.0419.C18.o3.tm 
1528 
none 

1528.. 1821, 1530, 



Seq. ID OJ990105 03.0419.C18 



Strand 
End 

Method 
End 
Score 
,1820, 1550. .1825 



+ 

5085 

TBLASTX: Maize 

1825 

284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54052 

113462 

4620 

OJ990105_03, 

2386 

none 

2386. .2532, 
2863. .2922, 
3161. .3283, 
3449. .3562, 



3974. 
4189. 
4515. 



.4096, 
,4275, 
,4637, 



4726. .4818, 



0419.C18.ol.tm 



2388.. 2531, 2394. 

2864. .2923, 2982. 

3196.. 3282, 3197. 

3451.. 3564, 3709. 

3975.. 4097, 3976. 

4203.. 4295, 4290. 

4515. .4622, 4525. 
4734. .4823 



Seq. ID OJ990105_03.0419.C18 

Strand + 

End 5085 

Method TBLASTX : Mai ze 

End 4823 

Score 220 

.2534, 2823. .2921, 2850..; 
.3095, 2995.. 3105, 2995. 
.3289, 3198.. 3290, 3446. 



.3777, 3711. 
.4095, 3978. 
,4433, 4320, 



,3776, 3973. 
,4097, 4188. 
,4433, 4321. 



.4638, 4526. .4636, 4697, 



,2918, 
.3099, 
,3565, 
.4095, 
.4295, 
,4434, 
,4816, 



y Seq. No. 

T- Gene No. 

■ % j Start 

r=j Name 

:z Start 

u GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54052 

113462 

4620 

OJ990105_03.0419.C18.o2.ts 

2850 

none 

2850.. 2924, 2863.. 2925, 2998. 
3198.. 3290, 3446.. 3565, 3451. 

54052 

113462 

4620 

OJ990105_03.0419.C18.ol.ts 

3708 

none 

3708.. 3776, 3708.. 3776, 3709. 
3978. .4094, 4188. .4274, 4195. 
4512. .4637, 4514. .4642 



Seq. ID OJ990105_03.0419.C18 

Strand + 

End 5085 

Method TBLASTX : Soybean 

End 3565 

Score 99 
.3093, 3000.. 3086, 3197.. 3286, 
.3564 

Seq. ID OJ990105_03.0419.C18 

Strand + 

End 5085 

Method TBLASTX : Soybean 

End 4642 

Score 93 

.3777, 3974. .4093, 3976. .4095, 
.4275, 4290. .4421, 4309. .4434, 



Seq. No. 
Gene No. 



54052 
113462 



Seq. ID OJ990105_03.0419.C18 
Strand + 



54725 



Start 


4620 




End 


5085 


Name 


OJ990105 03. 0419.C18 ,ol 


. tc 


Method 


TBLASTX: 


Start 


4009 ~~ 




End 


4637 


GI 


none 




Score 


113 


Exons 


4009. .4095, 4017. .4094, 


4194 


. .4223, 4195. .4224, 




42 64.. 4434, 44 97.. 4 62 2, 


4515 


. .4637, 4520. .4627 


Seq. No. 


54052 




Seq. ID 


OJ990105 




113462 




Strand 


+ 


Start 


4620 




End 


5085 ' 


Name 


OJ990105 03.0419.C18.o2 


• gp 


Method 


AAT/GAP 


Start 


4620 




End 


5085 


GI 


6458 1.R1084 




Score 


735 


Exons 


4620. .5085 








GI Descrip . 


, 984755/emb| Z54153 IOSCHINDPR 


4.0e-20 0, 


. sativa m 




chilling-inducible protein 1 






Seq. No. 


54053 




Seq. ID 


OJ990105 


Gene No. 


113463 




Strand 


+ 


Start 


514 




End 


2283 


Name 


OJ990105 03.0419.C19.ol 


. gs 


Method 


GENSCAN 


Start 


514 




End 


2283 


GI 


none 




Score 


. 69 


Rxon 


514. .630, 1455. .1552, 2115..: 


2283 




Seq. No. 


54053 




Seq. ID 


OJ990105 


Gene No. 


113464 




Strand 


+ 


Start 


3811 




End 


4086 


Name 


OJ990105 03.0419.C19.ol 


. np 


Method 


AAT /NAP 


Start 


3811 




End 


4086 


GI 


6539588 




Score 


117 


Exons 


3811. .4086 








GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


54053 




Seq. ID 


OJ990105 


Gene No. 


113465 




Strand 




Start 


3851 




End 


5471 


Name 


OJ990105 03.0419.C19.o2 


. gs 


Method 


GENSCAN 


Start 


3851 




End 


5471 


GI 


none 




Score 


.57 


Exons 


3851. .4016, 4862. .5115, 


5433 


. .5471 




Seq. No. 


54053 




Seq. ID 


OJ990105 


Gene No. 


113466 




Strand 


- 


Start 


6397 




End 


7711 


Name 


OJ990105 03.0419.C19.o3 


. gs 


Method 


GENSCAN 


Start 


6397 




End 


7711 


GI 


none 




Score 


.91 


Exons 


6397. .6509, ' 7229. .7410, 


7608 


. .7711 




Sea No 


54054 




Seq. ID 


OJ990105 


Gene No. 


113467 




Strand 




Start 


1755 




End 


1862 


Name 


OJ990105 03.0419.C20.ol 


. gs 


Method 


GENSCAN 


Start 


1755 




End 


1862 


GI 


none 




Score 


.82 


Exons 


1755. .1862 









54726 




Seq. No. 


54055 


Seq. ID 


OJ990105 03.0419 


.C21 


Gene No. 


113468 


Strand 


+ 




Start 


363 


End 


1774 




Name 


OJ990105 03.0419.C21.ol.gs 


Method 


GENSCAN 




Start 


363 


End 


1774 




GI 


none 


Score 


.41 




Exons 


363. .477, 1119. .1219, 1513. .1637, 1654. 


. 1774 




Seq. No. 


54056 


Seq. ID 


OJ990105_03.0419 


-C25 


Gene No . 


113469 


Strand 






Start 


526 


End 


981 




Name 


OJ990105_03.0419.C25-ol.gp 


Method 


AAT/GAP 




Start 


526 


End 


752 




GI 


6458 1.R1084 


Score 


301 




Exons 


526. .752 








GI Descrip. 


■ 984755/embl Z54153 | OSCHINDPR 


4.0e-20 O. 


sativa mRNA for 






chilling-inducible protein 1 








Seq. No. 


54056 


Seq. ID 


OJ990105_03. 0419 


.C25 


Gene No . 


113469 


Strand 






Start 


526 


End 


981 




Name 


OJ990105 03.0419.C25.ol.tm 


Method 


TBLASTX: Maize 




Start 


549 


End 


981 




GI 


. none 


Score 


44 




Exons 


549.-638, 556. .675, 735. .857, 


736. .846, 


750. .857, 938. . 


979, 




939. .980, 940. .981 








Seq. No. 


54056 


Seq. ID 


OJ990105 03.0419 


.C25 


Gene No. 


113469 


Strand 






Start 


526 


End 


981 




Name 


OJ990105 03.0419.C25.ol.ts 


Method 


TBLASTX : Soybean 




Start 


730 


End 


979 




GI 


none 


Score 


156 




Exons 


730. .858, 735.. 860, 938.. 979 








Seq. No. 


54056 


Seq. ID 


OJ990105 03.0419 


.C25 


Gene No. 


113469 


Strand 






Start 


526 


End 


981 




Name 


OJ990105 03.0419.C25.ol.tc 


Method 


TBLASTX: Cress 




Start 


735 


End 


980 




GI 


none 


Score 


134 




Exons 


735. .857, 745. .852, 750. .875, 


938. .979, 


939. . 980 




Seq. No. 


54057 


Seq. ID 


OJ990105_03.0419 


.C33 


Gene No. 


113470 


Strand 


+ 




Start 


1071 


End 


1086 




Name 


OJ990105 03.0419.C33.ol.tm 


Method 


TBLASTX: Maize 




Start 


919 


End 


1086 




GI 


none 


Score 


203 




Exons 


919. .1080, 920. .1081, 921. .1082, 921. .1082, 928. .1086 




Seq. No. 


54057 


Seq. ID 


OJ990105_03.0419 


.C33 


Gene No. 


113470 


Strand 


+ 




Start 


1071 


End 


1086 




Name 


OJ990105 03.0419.C33.ol.gs 


Method 


GENSCAN 




Start 


1071 


End 


1080 





54727 




GI 


none 




Score 


.5 


Exons 


1071. .1080 








Seq. No. 


54058 




Seq. ID 


OJ990105_03.0419.C42 


Gene No. 


113471 




Strand 


+ 


Start 


12395 




End 


12789 


Name 


OJ990105 03.0419.C42.ol.gp 




Method 


AAT/GAP 


Start 


12395 




End 


12789 


GI 


none 




Score 


738 


Exons 


12395. .12789 








Seq. No. 


54059 




Seq. ID 


OJ990105_03.0419.C43 


Gene No. 


113472 




Strand 


+ 


Start 


1 




End 


5981 


Name 


/-\ to oniric no n^iQ /^/i*3 ^ 1 

ujyyuiUo uo. U4±y .c4j.01.np 




Method 


AAT/NAP 


Start 


1 




End 


5981 


GI 


6598802 




Score 


559 


Exons 


1..81, 585. .633, 2030. .2140, 




3450. .3535, 3975. .4112, 4183. .4290, 




4982.. 5055, 5194.. 5425, 5657 




.5981 




GI Descrip. 


(AF024504) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


54059 




Seq. ID 


OJ990105_03.0419.C43 


Gene No. 


113472 




Strand 


+ 


Start 


1 




End 


5981 


Name 


OJ990105 03.0419.C43.ol.gs 




Method 


GENSCAN 


Start 


65 




End 


5366 


GI 


none 




Score 


.81 


Exons 


65.. 81, 579.. 633, 2030.. 2140, 


3453.. 3500, 3937.. 4112, 




4183. .4290, 4982. .5055, 5194 




.5366 




Seq. No. 


54059 




Seq. ID 


OJ990105_03.0419.C43 


Gene No. 


113473 




Strand 




Start 


5203 




End 


5386 


Name 


OJ990105 03.0419.C43.o2.tm 




Method 


TBLASTX: Maize 


Start 


572 




End 


4116 


GI 


none 




Score 


67 


Exons 


572. .625, 576. .629, 577. .636 


t 


2017. .2130, 2027. .2140, 




2031.. 2141, 3930.. 4115, 3931 




.4116 




Seq. No. 


54059 




Seq. ID 


OJ990105_03.0419.C43 


Gene No. 


113473 




Strand 




Start 


5203 




End 


5386 


Name 


OJ990105 03.0419.C43.ol.tc 




Method 


TBLASTX: Cress 


Start 


577 




End 


5371 


GI 


none 




Score 


64 


Exons 


577. .636, 2027. .2161, 2029.. 


2145, 4017, 


..4115, 4018. .4116, 




4183. .4224, 4184. .4231, 4228 




.4299, 4229. .4291, 4971. .5054, 




4979.. 5053, 5192.. 5371, 5193 




.5360 




Seq. No. 


54059 




Seq. ID 


OJ990105_03.0419.C43 


Gene No. 


113473 




Strand 




Start 


5203 




End 


5386 


Name 


OJ990105 03.0419.C43.o2.ts 




Method 


TBLASTX : Soybean 


Start 


577 




End 


4243 


GI 


none 




Score 


62 


Exons 


577. .636, 2017. .2145, 2027.. 


2146, 4003, 


. .4116, 4023. .4115, 




4027. .4119, 4183. .4239, 4184 




.4243 





54728 






Seq. No. 


54059 


Seq. ID 


OJ990105_03.0419.C43 




Gene No. 


113473 


Strand 






Start 


5203 


End 


5386 




Name 


OJ990105 03.0419.C43.ol. 


tm Method 


TBLASTX: Maize 




Start . 


4180 


End 


5386 




GI 


none 


Score 


191 




Exons 


4180. .4296, 4181. .4291, 


4971. .5054, 4981.. 5055, 4982.. 5053, 






4983. .5054, 5177. .5368, 


5192.. 5386, 5193.. 5372 




Seq. No. 


54059 


Seq. ID 


OJ990105_03.0419.C43 




Gene No. 


113473 . 


Strand 






Start 


5203 


End 


5386 




Name 


OJ990105 03.0419.C43.ol. 


gp Method 


AAT/GAP 




Start 


5203 


End 


5369 




GI 


12859 1.R1084 


Score 


277 




Exons 


5203. .5369 








GI Descrip. 


'3367596/emb|CAA20048 | 2 


.0e-70 (AL031135) putative protein 






[Arabidopsis thaliana] 1 








Seq. No. 


54059 


Seq. ID 


OJ990105_03.0419.C43 




Gene No. 


113473 


Strand 






Start 


5203 


End 


5386 


ii 


Name 


OJ990105 03.0419.C43.ol. 


ts Method 


TBLASTX : Soybean 




Start 


5207 


End 


5369 


ill 


GI 


none 


Score 


209 




Exons 


5207. .5362, 5208. .5363, 


5209.. 5364, 5220.. 5369 




Seq. No. 


54060 


Seq. ID 


OJ990105_03.0419.C45 


i i * 


Gene No. 


113474 


Strand 






Start 


493 


End 


1533 


^ ST 

F : 3 


Name 


OJ990105 03.0419.C45.ol. 


gs Method 


GENS CAN 


i y 


Start 


493 


End 


1479 


3 


GI 


none 


Score 


.65 


r ™ 


Exons 


493.. 603, 631.. 771, 1328 


. .1479 




5 _ 

?== 


Seq. No. 


54060 


Seq. ID 


OJ990105_03.0419.C45 


. e* 


Gene No. 


113474 


Strand 






Start 


493 


End 


1533 


n 


Name 


OJ990105 03.0419.C45.ol. 


gp Method 


AAT/GAP 


» =. 
u 


Start 


1172 


End 


1533 




GI 


30243 1.R1084 


Score 


411 




Exons 


1172. .1211, 1328. .1533 








GI Descrip. 


•2275210 3.0e-09 (AC002337) peptidyl-prolyl cis-trans isomerase 






isolog [Arabidopsis thaliana] 1 






Seq. No. 


54060 


Seq. ID 


OJ990105_03.0419.C45 




Gene No. 


113474 


Strand 






Start 


493 


End 


1533 




Name 


OJ990105 03.0419.C45.ol. 


tm Method 


TBLASTX: Maize 




Start 


1325 


End 


1492 




GI 


none 


Score 


192 




Exons 


1325. .1492, 1325.. 1486, 


1327. .1491 






Seq. No. 


54061 


Seq. ID 


OJ990105_03.0419.C46 




Gene No. 


113475 


Strand 






Start 


638 


End 


946 



54729 





Name 


OJ990105 03.0419.C46.ol.gs 


Method 


GENSCAN 




Start 


638 


End 


946 




GI 


none 


Score 


.64 




Exons 


638. .849, 934. .946 








Seq. No. 


54062 


Seq. ID 


OJ990105_03.0419.C53 




Gene No. 


113476 


Strand 






Of ar f 


i 

X 


End 


1233 




Name 


OJ990105 03.0419.C53.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1233 . 




GI 


2443320 


Score 


249 




Exons 


1..200, 1176.. 1233 








GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 




Seq. No. 


54062 


Seq. ID 


ujyyuiuo uj. u*iiy .loo 




bene jno . 


X J. Oft / D 


Strand 






Start 


1 


End 


1 OOQ 
1^ JJ 




Name 


OJ990105 03.0419.C53.ol.tw 


Method 


i oLi/io i a . wnea u 




Start 


11 


End 


ZUo 




GI 


none 


Score 


188 




Exons 


11. .196, 21. .194, 26. .208 








Seq. No. 


54062 


Seq. ID 


ujyyuiuo uj.u4iy.uoj 




Gene No. 


113476 


Strand 






Start 


1 


End 


1 TOO 

±Z J J 




Name 


OJ990105 03.0419.C53.ol.gp 


Method 


AA.1 / hRf 




Start 


388 


End 


yz j 


y 


GI 


uC-osflcyplllc03al 


Score 


o oZ 


:=J 


Exons 


388. .856, 895.-923 






.J 


GI Descrip. 


'6069643/dbj | AP000616 . 1 | AP000616 4 . Oe- 


11 Oryza sativa genomic 






DNA, chromosome 6, clone :P0514G12 ' 






Seq. No. 


54062 


Seq. ID 


OJ990105_03.0419.C53 




vjene no . 


113476 


Strand 






Start 


1 


End 


1233 




Name 


OJ990105 03-0419. C53.ol.gs 


Method 


GENSCAN 


r 


Start 


764 


End 


856 


=5 


GI 


none 


Score 


.88 




Exons 


764.-856 






3 


Seq. No. 


54063 


Seq. ID 


OJ990105_03.0419.C54 




Gene No. 


113477 


Strand 






Start . 


2115 


End 


2175 




Name 


OJ990105 03.0419.C54.ol.gp 


Method 


AAT/GAP 




Start 


2115 


End 


2175 




GI 


30243 1.R1084 


Score 


95 




Exons 


2115. .2175 








GI Descrip. 


'2275210 3.0e-09 (AC002337) 


peptidyl-prolyl cis-trans isomerase 



isolog [Arabidopsis thaliana] ' 



Seq. No. 


54064 




Seq. ID 


OJ990105_03.0419.C56 


Gene No. 


113478 




Strand 




Start 


1182 




End 


1996 


Name 


OJ990105 03 


0419.C56.ol.gs 


Method 


GENSCAN 


Start 


1182 




End 


1996 


GI 


none 




Score 


.9 


Exons 


1182. .1196, 


1958. .1996 







54730 



Seq. No. 54065 

Gene No. 113479 

Start 5 

Name OJ990105_03 . 0419 . C59. ol . gs 

Start 5 

GI none 

Exons 5 . . 98 



Seq. ID OJ990105_03.0419.C59 

Strand + 

End 98 

Method GENSCAN 

End 98 

Score . 4 



Seq. No. 54065 

Gene No. 113480 

Start 124 

Name OJ990105J33 . 04 19 . C59 . ol . tm 

Start 124 

GI none 
Exons 



Seq. ID OJ990105_03.0419.C59 

Strand 

End 812 

Method TBLASTX : Mai ze 

End 812 

Score 172 



124. .165, 162. .290, 170. .292, 170. .289, 487. .540, 488. .556, 
489.-554, 699. .812, 702. .761 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



54066 

113481 

1 

OJ990105_03.0419.C64.ol.np 
1 

6598631 



Seq. ID OJ990105_03.0419.C64 

Strand + 

End 5914 

Method AAT/NAP 

End 5914 

Score 1184 



1..649, 1159. .1254, 2064. .2165, 2248. .2355, 2449. .2673, 
2976.-3242, 3327. .3398, 4428. .4724, 4996.. 5098, 5853.. 5914 
(AC006918) putative TPR repeat nuclear phosphoprotein 
[Arabidopsis thaliana] 



Seq. No. 54066 

Gene No. 113481 

Start 1 

Name OJ990105_03 . 0419 . C64 . ol .gs 

Start 536 

GI none 
Exons 



Seq. ID OJ990105_03.0419.C64 

Strand + 

End 5914 

Method GENSCAN 

End 5106 

Score .89 



536. .649, 1159. .1254, 2064. .2165, 2449. .2673, 2976. .3242, 
3327..3398, 4428. .4724, 4990. .5106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54066 

113481 

1 

OJ990105_03.0419.C64.ol.gp 
602 

3762369 



Seq. ID OJ990105_03.0419.C64 

Strand + 

End 5914 

Method AAT/GAP 

End 2556 

Score 748 



602. .649, 1159. .1254, 2064. .2165, 2248.-2355, 2449. .2556 
4388717/gb|AAD19755| 3.0e-44 (AC006413) putative nuclear 
phosphoprotein (contains multiple TPR repeats prosite : QDOC50005) 
[Arabidopsis thaliana] 



54066 
113481 
1 

OJ990105_03.0419.C64.o2.gp 
4469 

23978_1.R1084 
4469. .4724, 4990. .5520 

M388717/gb|AAD19755| 3.0e-44 (AC006413) putative nuclear 



Seq. ID OJ990105_03.0419.C64 

Strand + 

End 5914 

Method AAT/GAP 

End 5520 

Score 1431 



54731 



phosphoprotein (contains multiple TPR repeats prosite :QDOC50005 ) 
[Arabidopsis thaliana] 1 



Seq. No. 54066 

Gene No. 113482 

Start 6631 

Name OJ990105_03 . 04 1 9 . C64 . o2 . ts 

Start 506 

GI none 

Exons 506.. 568, 516.. 566, 563.. 649, 
2057. .2167, 2061.. 2171, 2246. 



Seq. ID OJ990105_03.0419.C64 
Strand 
End 

Method 
End 
Score 
565. .639, 



10538 

TBLASTX : Soybean 
2337 
70 

1132. .1257, 1158. .1244, 



2308, 2247.. 2309, 2248.. 2337 



Seq. No. 54066 
Gene No. 113482 
Start 6631 

Name OJ990105_03 .0419. C64 . ol . tm 

Start 1161 
GI none 

Exons 1161.. 1244, 1162.. 1248, 2061. 

2246.-2344, 2247.. 2345, 2247. 
2448.-2672, 2448.. 2675, 2449. 



Seq. ID OJ990105_03.0419.C64 
Strand 

End 10538 
Method TBLASTX: Maize 
End 3089 
Score 149 

.2168, 2061. .2165, 2063.. 2167, 
.2348, 2248. .2355, 2447. .2671, 
.2676, 2973. .3089, 2975. .3085 



Seq. No. 54066 

n Gene No. 113482 

*Z Start 6631- 

li Name OJ990105_03 . 0419 . C64 . ol . tc 

Start 2112 

fU GI none 

tj Exons 2112. .2171, 2120.. 2167, 2125. 

I;I 2246. .2386, 2248.. 2355, 2448. 



Seq. ID OJ990105_03.0419.C64 
Strand 

End 10538 
Method TBLASTX : Cress 
End 2588 
Score 67 

.2181, 2243. .2329, 2245. .2355, 
.2588, 2449. .2586 



Seq. No. 54066 
Gene No. 113482 
Start 6631 

Name OJ990105_03 . 04 19 . C64 . ol . ts 

Start 2511 
GI none 

Exons 2511. .2678, 2512.. 2676, 2515. 

2975.. 3061, 3060.. 3137, 3062. 
3332. .3406, 4617. .4718, 4996. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990105 03.0419.C64 



10538 

TBLASTX: Soybean 
5091 
251 

2688, 2516.. 2713, 2973.. 3077, 
3235, 3063.. 3245, 3324.. 3398, 
5091 



Seq. No. 54066 

Gene No. 113482 

Start 6631 

Name OJ990105_03 . 0419 . C64 . o2 . tm 

Start 3090 

GI none 

Exons 3090.. 3245, 3091.. 3231, 3324, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3398, 4428. .4481 



OJ990105_03.0419.C64 
10538 

TBLASTX: Maize 
4481 
200 



Seq. No. 54066 

Gene No. 113482 

Start 6631 

Name OJ990105_03 . 0419 . C64 . o2 . gs 

Start 6631 

GI none 

Exons 6631. .6758, 7538.-7663, 7716. 



OJ990105_03.0419.C64 

10538 
GENSCAN 
10538 
.73 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7813, 10481.. 10538 



54732 





Seq. No. 


54067 




Seq. ID 


OJ990105JD3.0419 


.C65 




Gene No. 


113483 




Strand 


+ 






Start 


1 




End 


690 






Name 


OJ990105 03.0419.C65 


. o 1 . np 


Method 


AAT/NAP 






Start 


1 




End 


690 






GI 


2443320 




Score 


604 






Exons 


1 . . 690 












GI Descrip. 


(D85597) polyprotein 


[Oryza 


australiensis] 






Seq. No. 


54067 




Seq. ID 


OJ990105JD3.0419 


.C65 




Gene No. 


113483 




Strand 


+ 






Start 


1 




End 


690 






Name 


OJ990105 03.0419.C65 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


169 




End 


651 






GI 


none 




Score 


76 






Exons 


169. .255, 180. .275, 


256. .471, 257. .469 


, 469. .627, 471.. 


650, 






472. .651 












Seq. No. 


54068 




Seq. ID 


OJ990105 03.0419 


.C69 




Gene No. 


113484 




Strand 


+ ~~ 






Start 


339 




End 


431 






Name 


OJ990105 03.04.-19.C69 


. o 1 . gp 


Method 


AAT/GAP 






Start 


339 




End 


431 






GI 


5038915 




Score 


151 






Exons 


339. .431 












Seq. No. 


54068 




Seq. ID 


OJ990105 03.0419 


.C69 




Gene No. 


113485 




Strand 


+ — 






Start 


346 




End 


431 






Name 


OJ990105 03.0419.C69 


. o2 . gp 


Method 


AAT/GAP 






Start 


346 ~ 




End 


431 






GI 


5038798 




Score 


139 




f ; = 


Exons 


346. .431 












Seq. No. 


54069 




Seq. ID 


OJ990105_03.0419 


.C71 




Gene No. 


113486 




Strand 


+ 






Start 


50 




End 


474 






Name 


OJ990105 03.0419.C71 


. ol .gs 


Method 


GENSCAN 




a 1 


Start 


50 ~ 




End 


474 




?^ 


GI 


none 




Score 


.48 






Exons 


50. .474 












Seq. No. 


54070 




Seq. ID 


OJ990105_03.0419 


.C72 




Gene No. 


113487 




Strand 


+ 






Start 


1 




End 


4018 






Name 


OJ990105 03.0419.C72 


. ol.np 


Method 


AAT/NAP 






Start 


1 




End 


2508 






GI 


7486654 




Score 


411 






Exons 


1..28, 104. .289, 768 


. .867, 


1734. .1814, 


1912.. 1965, 2215 


. .2346, 






2437. .2508 












GI Descrip. 


hypothetical protein 


F8D20. 


290 - Arabidopsis thaliana 








gil 3367596 |emb ICAA20048.il 


(AL031135) 


putative protein 





[Arabidopsis thaliana] gi I 7270530 | emb | CAB81487 . 1 1 (AL161588) 
putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



54070 
113487 



Seq. ID OJ990105_03.0419.C72 
Strand + 



54733 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990105_03.0419.C72.ol.gs 
73 

none 



End 

Method 

End 

Score 



4018 
GEN SCAN 
4018 
.84 



73. .78, 772.-867, 1722. .1814, 1912. .1965, 2215. .2346, 
2578. .2679, 3377.. 4018 



54070 

113487 

1 

OJ990105_03.0419.C72.ol.gp 
129 

12859 1.R1084 



Seq. ID OJ990105_03.0419.C72 

Strand + 

End 4018 

Method AAT/GAP 

End 2758 

Score 1372 



129. .287, 769. .867, 1734. .1814, 1912. .1965, 2215. .2346, 
2440. .2758 

' 3367596/emb | CAA20048 | 2.0e-70 (AL031135) putative protein 
[Arabidopsis thaliana] f 



54070 

113488 

4833 

OJ990105_03.0419.C72.o2.gs 

4833 

none 

4833. .5708 



Seq. ID OJ990105_03.0419.C72 

Strand + 

End 5708 

Method GENSCAN 

End 5708 

Score .98 



OJ990105_03.0419.C72 
+ 

5708 
AAT/GAP 
5451 
1130 



Seq. No. 54070 Seq. ID 

Gene No. 113488 Strand 

Start 4833 End 

Name OJ990105_03 . 0419 . C72 . o2 . gp Method 

Start 4885 End 

GI 17684_1.R1084 Score 

Exons 4885.. 5451 

GI Descrip. 1 54 9736/sp | P3604 9 | YKR2_YEAST 2.0e-13 HYPOTHETICAL 4 9.7 KD 

PROTEIN IN GIN2-STE3 INTERGENIC REGION >gi_539212_pir S38002 

hypothetical protein YKL172w - yeast (Saccharomyces cerevisiae) 
>gi_407510_emb_CAA81515_ (Z26878) unknown [Saccharomyces 
cerevisiae] >gi_48 6302_emb_CAA82014_ (Z28172) ORF YKL172w 

[Saccharomyces cerevisiae] >gi_1582533_prf 2118403G ORF 

[Saccharomyces cerevisiae] 1 



Seq. No. 


54070 


Gene No. 


113489 


Start 


5745 


Name 


OJ990105 03 


Start 


5745 


GI 


3768953 


Exons 


5745. .6002 


Seq. No. 


54070 


Gene No. 


113490 


Start 


8102 


Name 


OJ990105 03 


Start 


4932 


GI 


none 


Exons 


4932. .5243, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990105_03.0419.C72 
+ 

6002 
AAT/GAP 
6002 
453 



OJ990105_03.0419.C72 
+ 

14472 

TBLASTX: Maize 

5246 

451 



54734 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54070 

113490 

8102 

OJ990105_03.0419.C72.ol.tm 

5348 

none 



Seq. ID OJ990105_03.0419.C72 

Strand + 

End 14472 

Method TBLASTX : Maize 

End 5724 

Score 110 



5348. .5506, 5356. .5724, 5385. .5699, 5561. .5707 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54070 

113490 

8102 

OJ990105_03.0419.C72.ol.tc 

5385 

none 



Seq. ID OJ990105_03.0419.C72 

Strand + 

End 14472 

Method TBLASTX : Cress 

End 5699 

Score 81 



5385. .5435, 5390. .5428, 5499. .5576, 5501. .5533, 5561. .5668, 
5565. .5699, 5565. .5648, 5581. .5658 



Seq. No. 54070 

Gene No. 113490 

Start 8102 

Name OJ990105_03. 0419.C72 .ol. tw 

Start 5385 

GI none 
Exons 



Seq. ID OJ990105_03.0419.C72 

Strand + 

End 14472 

Method TBLASTX : Wheat 

End 5719 

Score 147 



5385. .5471, 5390. .5437, 5442. .5471, 5476. .5658, 5478. .5699, 
5558. .5719, 5665. .5718 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



54070 

113490 

8102 

OJ990105_03.0419.C72.o3.gs 

8102 

none 



Seq. ID OJ990105_03.0419.C72 

Strand + 

End 14472 

Method GEN SCAN 

End 14472 

Score .71 



8102. .8111, 10881. .11083, 11832 .. 11923, 14082. .14472 



54070 
113490 
8102 

OJ990105_03.0419.C72.o3.np 
10289 
5852093 
10289. .10427 

(AL117264) zwhl6.1 [Oryza sativa] 



Seq. ID OJ990105_03.0419.C72 

Strand + 

End 14472 

Method AAT/NAP 

End 10427 

Score 72 



54071 

113491 

1528 

OJ990105_03.0419.C73.ol.gs 

1528 

none 



Seq. ID OJ990105_03.0419.C73 
Strand 

End 4 063 

Method GEN SCAN 

End 4063 

Score .46 



1528. .1686, 2349. .2555, 2698.-2892, 3092. .3296, 4020. .4063 



54072 

113492 

1862 

OJ990105_03.0419.C74.ol.gs 

1862 

none 



Seq. ID OJ990105_03.0419.C74 
Strand 

End 2055 

Method GENSCAN 

End 2055 

Score .62 



54735 



j_i ^rv v./ i x o 


1862 2055 








Seq. No. 


54072 




Seq. ID 


OJ990105 


Gene No. 


113493 




Strand 




Start 


3230 




End 


3483 


Name 


OJ990105 03 0419 C74 o2 






GENSCAN 


Start 


3230 _ 




End 


3483 


GI 


none 




Score 


. 57 




3230 3322 3334 3483 








c; pin - Nn 


54073 




Sea ID 


OJ990105 


Gene No. 


113494 




Strand 


+ 


Start 


616 




End 


1146 


Name 


OJ990105 03.0419.C78.ol. 


■ gp 


Method 


AAT/GAP 


Start 


616 




End 


1146 


GI 


23978 1.R1084 




Score 


989 


Exons 


616. .1146 








GI Descrip. 


'4388717/gb|AAD19755| 3. 


,0e-44 


(AC006413) putati 



03.0419.C78 



phosphoprotein (contains multiple TPR repeats prosite :QDOC50005 ) 
[Arabidopsis thaliana] 1 



Seq. No. 


54073 






Seq. ID 


OJ990105 


Gene No. 


113494 






Strand 


+ 


Start 


616 






End 


.1146 


Name 


OJ990105 03. 


0419 


.C78.ol.gs 


Method 


GENSCAN 


Start 


616 






End 


732 


GI 


none 






Score 


.85 


Exons 


616. .732 










Seq. No. 


54074 






Seq. ID 


OJ990105 


Gene No. 


113495 






Strand 


+ 


Start 


2828 






End 


5035 


Name 


OJ990105 03. 


0419 


.C80.ol.np 


Method 


AAT/NAP 


Start 


2828 






End 


4721 


GI 


7489278 






Score 


864 


Exons 


2828. .2850, 


4025 


. .4721 






GI Descrip. 


thioredoxin- 


■like 


protein GDSP32, chloroplast - 



03.0419.C80 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



potato 

gi I 2582822 | emb | CAA71103 . 1 1 (Y09987) CDSP32 protein (Chloroplast 
Drought-induced Stress Protein of 32kDa) [Solanum tuberosum] 



54074 Seq. ID 

113495 Strand 

2828 End 
OJ990105_03 . 0419 . C80 . o2 . gs Method 

3816 End 

none Score 
3816. .4721 



OJ990105_03.0419.C80 
+ 

5035 
GENSCAN 
4721 
.98 



Seq. No. 54074 Seq. ID OJ990105_03 . 04 19 . C80 

Gene No. 113495 Strand + 

Start 2828 End 5035 

Name OJ990105_03 . 0419 .C80 . ol . gp Method AAT/GAP 

Start 3868 End 5035 

GI 896_2.R1084 Score 2262 

Exons 3868.. 5035 

GI Descrip. 1 2582822/emb | CAA71103 | 2.0e-96 (Y09987) CDSP32 protein 

(Chloroplast Drought-induced Stress Protein of 32kDa) [Solanum 



54736 



# 



tuberosum] 1 



Seq. No. 54074 Seq. ID 

Gene No. 113495 Strand 

Start 2828 End 

Name OJ990105_03 . 04 19 . C80 . o2 . gp Method 

Start 3955 End 

GI 896_2.R1084 Score 

Exons 3955.. 5035 

GI Descrip. ' 2582822 /emb | CAA71103 I 2.0e-96 (Y09987) CDSP32 protein 

(Chloroplast Drought-induced Stress Protein of 32kDa) [Solanum 
tuberosum] 1 



OJ990105_03.0419.C80 
+ 

5035 
AAT/GAP 
5035 
2114 



Seq. No. 54074 

Gene No. 113496 

Start 8245 

Name OJ990105_03 . 0419 . C80 . o4 . gp 

Start 8245 

GI 2800816 

Exons 8245.. 8266, 8345.. 8713 

GI Descrip. 984755/emb | Z54 153 | OSCHINDPR 
chilling-inducible protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990105_ 
+ 

8713 
AAT/GAP 
8713 
517 



03.0419.C80 



4.0e-20 O.sativa mRNA for 





Seq. No. 


54074 








Seq. ID 


OJ990105 




Gene No . 


113497 








Strand 


+ 


Jj 


Start 


9521 








End 


9970 


ft 


Name 


OJ990105 03 


0419. 


C80.O4 


.gs 


Method 


GENSCAN 


y 


Start 


9521 








End 


9970 




GI 


none 








Score 


.71 


y 


Exons 


9521. .9970 












.J 


Seq. No. 


54074 








Seq. ID 


OJ990105 




Gene No. 


113498 








Strand 






Start 


456 








End 


944 


~ 


Name 


OJ990105 03 


0419. 


C80.ol 


. gs 


Method 


GENSCAN 




Start 


456 








End 


944 




GI 


none 








Score 


.81 




Exons 


456. .944 














Seq. No. 


54074 








Seq. ID 


OJ990105 




Gene No. 


113499 








Strand 






Start 


6019 








End 


8480 




Name 


OJ990105 03. 


0419. 


C80.o2 


,tm 


Method 


TBLASTX: 




Start 


3814 








End 


4273 




GI 


none 








Score 


222 




Exons 


3814. .3843, 


3953. 


.3994, 


4026. 


.4097, 4029.. 4205, 






4208. .4273, 


4209. 


.4271, 


4222. 


.4272 






Seq. No. 


54074 








Seq. ID 


OJ990105 




Gene No. 


113499 








Strand . 






Start 


6019 








End 


8480 




Name 


OJ990105 03. 


0419. 


C80.ol 


,tc 


Method 


TBLASTX: 




Start 


4026 








End 


4720 




GI 


none 








Score 


310 




Exons 


4026. .4295, 


4118. 


.4294, 


4293. 


.4448, 4301. .4423, 



.4718, 



4472. .4720 



54737 



Seq. No. 54074 

Gene No. 113499 

Start . 6019 

Name OJ990105_03 . 0419 . C80 . ol . ts 

Start 4029 

GI none 
Exons 



Seq. ID OJ990105_03.0419.C80 
Strand 

End 8480 

Method TBLASTX : Soybean 

End 4720 

Score 474 



4029. .4424, 4092. .4352, 4118. .4420, 4416. .4523, 4437. .4523, 
4526. .4720, 4527. .4718 



Seq. No. 54074 

Gene No. 113499 

Start 6019 

Name OJ990105_03 . 04 19 . C80 . ol . tm 

Start 4274 

GI none 
Exons 



Seq. ID OJ990105_03.0419.C80 
Strand 

End 8480 

Method TBLASTX: Maize 

End 4720 

Score 139 



4274. .4357, 4275. .4358, 4362. .4718, 4364. .4720 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54074 

113499 

6019 

OJ990105_03.0419.C80.o3.gs 

6019 

none 



Seq. ID OJ990105_03.0419.C80 
Strand 

End 8480 

Method GENSCAN 

End 8471 

Score .83 



6019. .6108, 6370. .6439, 6866. .6929, 7621. .7708, 8135. .8230, 
8361. .8471 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54074 

113499 

6019 

OJ990105_03 . 04 19 . C80 . o2 . np 

6037 

7523702 



Seq. ID OJ990105_03.0419.C80 
Strand 

End 8480 

Method AAT/NAP 

End 8471 

Score 320 



6037. .6108, 6194. .6295, 6591. .6664, 6866. .6929, 7621. .7708, 
8135. .8230, 8361. .8471 

(AC011001) hypothetical protein [Arabidopsis thaliana] 



54074 

113499 

6019 

OJ990105_03 . 04 19 . C8 0 . o3 . tm 

6194 

none 



Seq. ID OJ990105_03.0419.C80 
Strand 

End 8480 

Method TBLASTX : Mai ze 

End 8480 

Score 106 



6194. .6286, 6194. .6286, 6366. .6440, 6369. .6431, 6865. .6936, 

6866. .6952, 7563. .7709, 7604. .7708, 7624. .7716, 8132. .8230, 

8133. .8231, 8135. .8233, 8354. .8398, 8355. .8480, 8382. .8471, 
8410. .8472 



Seq. No. 54075 

Gene No. 113500 

Start 1 

Name OJ990105_03 . 04 1 9 . C8 1 . ol . np 

Start 1 

GI 2443320 

Exons 1..1542 

GI Descrip. (D85597) polyprotein [Oryza australiensis] 



Seq. ID OJ990105_03. 0419.C81 

Strand + 

End 1542 

Method AAT/NAP 

End 1542 

Score 2348 



Seq. No. 



54075 



Seq. ID OJ990105_03.0419.C81 



54738 



Gene No. 


113500 




Strand 


+ 




Start 


1 




End 


1542 




Name 


OJ990105 03.0419.C81.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


19 




End 


468 




GI 


5509260 




Score 


344 




Exons 


19. .468, 19. .249, 66. .269, 303. .467 






GI Descrip. 












Seq. No- 


54075 




Seq. ID 


OJ990105_03.0419 


.C81 


Gene No. 


113500 




Strand 


+ 




Start 


1 




End 


1542 




Name 


OJ990105 03.0419.C81.ol. 


tc 


Method 


TBLASTX : Cress 




Start 


102 




End 


366 




GI 


none 




Score 


231 




Exons 


102. .278, 103. .366 










Seq. No. 


54075 




Seq. ID 


OJ990105_03.0419 


.C81 


Gene No. 


113500 




Strand 


+ 




Start 


1 




End 


1542 




Name 


OJ990105 03.0419.C81.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


141 




End 


942 




GI 


none 




Score 


482 




Exons 


141. .488, 142. .492, 286. 


. 492, 


287 . . 502, 


462 . . 941, 478 . . 


942 


Seq. No. 


54075 




Seq^ ID 


OJ990105_03.0419 


.C81 


Gene No. 


113500 




Strand 


+ 




Start 


1 




End 


1542 




Name 


OJ990105 03.0419.C81.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


147 




End 


579 




GI 


none 




Score 


331 




Exons 


147 512. 166 579 










Seq. No. 


54075 




Seq. ID 


OJ990105_03.0419 


-C81 


Gene No. 


113500 




Strand 


+ 




Start 


1 




End 


i542 




Name 


OJ990105 03.0419.C81.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


904 




End 


1491 




GI 


none 




Score 


196 




Exons 


904 . . 1278, 1297 . .14 91 










Seq. No. 


54075 




Seq. ID 


OJ990105_03.0419 


.C81 


Gene No. 


113500 




Strand 


+ 




Start 


1 




End 


1542 




Name 


OJ990105 03.0419.C81.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


913 




End 


1407 




GI 


none 




Score 


219 




Exons 


913.. 1275, 1303.. 1407 










Seq. No. 


54075 




Seq. ID 


OJ990105_03.0419 


.C81 


Gene No. 


113500 




Strand 


+ 




Start 


1 




End 


1542 




Name 


OJ990105 03.0419.C81.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1015 




End 


1503 




GI 


none 




Score 


589 




Exons 


1015. .1503, 1016. .1351, 


1020. 


.1502 






Seq. No. 


54076 




Seq. ID 


OJ990105_03.0419 


.C82 



54739 



Gene No. 113501 Strand 

Start 80 End 

Name OJ990105_03 . 0419 . C82 . ol . gs Method 

Start 80 End 

GI none Score 

Exons 80.. 105, 782.. 876 

Seq. No. 54077 * Seq. ID 

Gene No. 113502 Strand 

Start 267 End 

Name OJ990715_03 . 0419 . C2 . ol . gp Method 

Start 267 End 

GI none Score 

Exons 267.. 474 



+ 

876 

GENSCAN 

876 

.5 



OJ990715_03.0419.C2 
474 

AAT/GAP 

474 

368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54077 

113503 

711 

OJ9907 15_03 . 0419 . C2 . ol . tm 
528 



OJ990715 03. 0419. C2 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
528. .545, 628. .681, 693. .827, 703. .828, 705. .827, 885. .1007, 
899. .1009, 900. .1007, 901. .1008, 1141. .1239, 1176. .1238, 
1322. .1462, 1323.. 1466, 1539.. 1736, 1548.. 1736, 1550.. 1738, 
1550. .1738,- 1820. .1909, 1321.. 1907, 1821.. 1913, 1822.. 1908, 
1823. .1912, 1994. .2119, 1995. .2117, 1996. .2118 



2139 

TBLASTX: Maize 

2119 

119 



S3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54077 Seq. ID 

113503 Strand 

711 End 

OJ990715_03 . 0419 . C2 . o2 . gp Method 

559 End 

44647 1.R1084 Score 



OJ990715_03.0419.C2 

2139 
AAT/GAP 
1234 
816 



559. .824, 902. .1006, 1176. .1234 

'3193292 4.0e-30 (AF069298) similar to ATPases associated with 
various cellular activites (Pfam: AAA.hmm, score: 230.91) 
[Arabidopsis thaliana] 1 



Seq. No. 54077 Seq. ID 

Gene No. 113503 Strand 

Start 711 End 

Name OJ990715_03 . 0419 . C2 . ol . ts Method 

Start 698 End 

GI none Score 
Exons 



OJ990715_03.0419.C2 
2139 

TBLASTX : Soybean 

2119 

83 



698. .826, 699. .827, 699. .827, 712. .828, 899. .1009, 900. .1007, 
901. .1008, 1174. .1239, 1176. .1238, 1322. .1462, 1323. .1466, 
1548. .1736, 1548. .1736, 1550. .1738, 1565. .1744, 1820. .1909, 
1821. .1907, 1823. .1909, 1994. .2119, 1998. .2117 



Seq. No. 54077 

Gene No. 113503 

Start 711 

Name OJ990715JD3 . 0419 . C2 . ol . tc 

Start 701 

GI none 
Exons 



Seq. ID OJ990715_03.0419.C2 
Strand 

End 2139 

Method TBLASTX : Cress 

End 1883 

Score 88 



701.". 826, 705. .794, 705. .827, 712. .825, 712. .828, 899. . 1009, 
900. .1007, 1165. .1242, 1165. .1236, 1176. .1238, 1321. .1458, 



54740 



1322. .1462, 1323. .1466, 1548. .1736, 1548. .1709, 1550. .1738, 
1559.. 1744, 1820.. 1882, 1821.. 1883 



Seq. No. 54077 

Gene No. 113503 

Start 711 

Name OJ990715_03 . 04 19 . C2 . ol . gs 

Start 711 

GI none . 

Exons 711.. 824, 902.. 1006, 1176. 

1823. .1906, 1994. .2116 



Seq. ID OJ990715 03. 0419. C2 



Strand 
End 

Method 
End 
Score 
,1235, 1322, 



2139 
GENS CAN 
2116 
.84 

,1460, 1551. .1735, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54077 Seq. ID OJ990715_03 . 04 19 . C2 

113503 Strand 

711 End 2139 

OJ990715_03 . 04 19 . C2 . ol .np Method AAT/NAP 

714 End 2116 

7487016 Score 1007 

714. .824, 902. .1006, 1176. .1235, 1322. .1460, 1551. .1735, 

1823.. 1906, 1994.. 2116 

hypothetical protein T14P8.7 - Arabidopsis thaliana 
gi I 3193292 | gb IAAC19276.il (AF069298) similar to ATPases 
associated with various cellular activites (Pfam: AAA.hmm, 
score: 230.91) [Arabidopsis thaliana] gi | 7269007 | emb | CAB80740 . 1 | 
(AL161494) coded for by A. thaliana cDNA T88606, coded for by A. 
thaliana cDNA T75804; strong similarity to similar to ATPases 
associated with v 



Seq. No. 54077 

Gene No. 113503 

Start 711 

Name OJ990715_03 . 04 1 9 . C2 . ol . tw 

Start 804 

GI none 
Exons 



Seq. ID OJ990715_03.0419.C2 
Strand 

End 2139 

Method TBLASTX : Wheat 

End 1738 

Score 40 



804. .827, 805. .828, 899. .1006, 900. .1007, 1141. .1239, 
1165. .1236, 1179. .1238, 1308. .1457, 1310. .1462, 1322. .1462, 
1323. .1466, 1539. .1733, 1550. .1738, 1550.. 1738 



Seq. No. 54077 

Gene No. 113503 

Start 711 

Name OJ990715_03 . 04 1 9 . C2 . o2 . tw 

Start 1865 

GI none 
Exons 



Seq. ID OJ990715_03.0419.C2 
Strand 

End 2139 

Method TBLASTX : Wheat 

End 2139 

Score 7 9 



1865. .1909, 1866. .1907, 1869. .1913, 1994. .2119, 1995. .2117, 
2071. .2139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



54077 

113503 

711 

OJ990715_03 . 04 19 . C2 . o2 . tc 

1884 

none 



Seq. ID OJ990715_03.0419.C2 
Strand 

End 2139 

Method TBLASTX : Cress 

End 2133 

Score 4 9 



1884. .1907, 1886. .1909, 1994. .2119, 1995. .2117, 1996. .2133 



54078 
113504 



Seq. ID OJ990715_03.0419.C4 
Strand + 



54741 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



244 End 

OJ990715_03 . 0419 . C4 . ol . gs Method 

244 End 

none Score 
244. .391, 589. .716 



716 

GENSCAN 
716 
. 62 



Seq. ID OJ990715_03.0419.C4 
Strand 

952 

AAT/GAP 
952 
602 



End 

Method 

End 

Score 



54078 
113505 
545 

OJ990715_03.0419.C4.ol.gp 
545 

371_1.R1084 
545. .952 

'549063/sp|P35681|TCTP_ORYSA 1.0e-86 TRANSLATIONALLY CONTROLLED 

TUMOR PROTEIN HOMOLOG (TCTP) >gi_10724 64_pir A38958 

IgE-dependent histamine-releasing factor homolog - rice 
>gi_303835_dbj_BAA02151_ (D12626) 21kd polypeptide [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 
3 GI 
=h Exons 

Seq. No. 
y Gene No. 
3 Start 
j Name 
3 Start 

~ Exons 

3 Seq. No. 

J Gene No. 

1 Start 

« Name 

= Start 

3 Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



54078 

113505 

545 

OJ990715_03.0419.C4 .ol.tw 

718 

none 



Seq. ID OJ990715_03.0419.C4 

Strand 

End 952 

Method TBLASTX : Wheat 

End 917 

Score 61 



718. .768, 719. .769, 799. .915, 803. .916, 804 .. 917 



54078 

113505 

545 

0 J9907 15_03 . 04 1 9 . C4 . ol . tm 

728 

none 

728. .916, 804. .917, 804. .917 

54078 

113505 

545 

OJ990715_03.0419.C4 .ol.ts 

728 

none 

728. .916, 804. .917, 804. .917 



Seq. ID OJ990715_03.0419.C4 

Strand 

End 952 

Method TBLASTX : Mai ze 

End 917 

Score 100 



Seq. ID OJ990715_03.0419.C4 

Strand 

End 952 

Method TBLASTX : Soybean 

End 917 

Score 108 



Seq. ID OJ990715_03.0419.C4 

Strand 

End 952 

Method AAT/NAP 

End 952 

Score 189 



54078 
113505 
545 

OJ990715_03.0419.C4.ol.np 
803 

549063 
803. .952 

TRANSLATIONALLY CONTROLLED TUMOR PROTEIN HOMOLOG (TCTP) 
gi 1 1072464 Ipir | | A38958 IgE-dependent histamine-releasing factor 
homolog - rice gi | 303835 | dbj | BAA02151 . 1 | (D12626) 21kd 
polypeptide [Oryza sativa] 



54079 
113506 



Seq. ID OJ990715JD3.0419.C5 
Strand + 



54742 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990715_03 . 04 19 . C5 . ol . np 
1 

5852093 
1..33, 534. .664 

(AL117264) zwhl6.1 [Oryza sativa] 



End 

Method 
End 
Score 



54080 Seq. ID 

113507 Strand 

1649 End 

OJ990715_03 . 04 19 . C7 . ol . gs Method 

164 9 End 

none Score 
1649. .1825 



664 

AAT/NAP 

664 

44 



OJ990715_03.0419.C7 
+ 

1825 
GEN SCAN 
1825 
.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54080 
113508 
656 

OJ990715_03.0419.C7.ol.np 
656 

7105717 

656. .738, 869. .972, 1044. .1217 
(AF029256) plasma membrane proton ATPase 
virginica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990715 03. 0419. C7 



1846 
AAT/NAP 
1217 
144 

[Kosteletzkya 



54080 

113508 

656 

OJ990715_03.0419.C7.ol.gp 
1009 

95509 1.R1084 



OJ990715 03. 0419. C7 



Seq. ID _ 
Strand 

End 1846 
Method AAT/GAP 
End 184 6 

_ Score 736 

1009. .1138, 1299. .1359, 1610. .1846 

•3377517/gb|AAC28086.1| 2.0e-25 (AF073361) nitrate transporter 
NTL1 [Arabidopsis thaliana] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54081 Seq. ID OJ990715_03 . 0419 . C10 

113509 Strand 

1 End 702 

OJ990715_03 .0419. C10 . ol . gp Method AAT/GAP 

1 End 4 93 

14531_1.R1084 Score 268 

1..38, 193. .261, 403. .493 

•5803272/dbj IBAA83582.il 9.0e-53 (AP000399) ESTs 

AU055950(S20175) , C73125 (E2 952 ) , AU055951 ( S20175 ) correspond to a 
region of the predicted gene; similar to acyl-ACP thioesterase 
(U92878) [Oryza sativa] ' 



54081 

113509 

1 

OJ990715_03.0419.C10.ol.np 
1 

5803272 



Seq. ID OJ990715_03. 0419. C10 
Strand 

End 702 

Method AAT/NAP 

End 702 

Score 270 



1..33, 181. .261, 403. .600, 656. .702 

(AP000399) ESTs AU055950 (S20175 j , C7 3125 (E2 952 ) , AU055951 (S20175) 
correspond to a region of the predicted gene; similar to 
acyl-ACP thioesterase (U92878) [Oryza sativa] 



54743 



Seq. No. 54081 

Gene No. 113509 

Start 1 

Name OJ990715_03 . 0419. CIO . ol . tin 

Start 193 

GI none 
Exons 



Seq. ID OJ990715_03. 0419. CIO 
Strand 

End 702 

Method TBLASTX : Maize 

End 624 

Score 65 



193. .255, 193. .255, 194. .256, 398. .592, 403. .624, 403. .591, 
404. .592 



Seq. No. 54081 

Gene No. 113509 

Start 1 

Name OJ990715_03 . 04 19 . C10 . ol . gs 

Start 403 

GI none 

Exons 403.. 589 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



J Seq. No. 
I Gene No. 

* Start 
y Name 

Start 

.i Exons 

* Seq. No. 
J Gene No. 
3 Start 

1 Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



Seq. ID OJ990715_03. 0419. C10 

Strand 

End 702 

Method GEN SCAN 

End 58 9 

Score .95 



Seq. ID OJ990715_03.0419.C11 
Strand 

End 1450 

Method AAT/NAP 

End 1450 

Score 400 



54082 
113510 
1 

OJ990715_03.0419.Cll.ol.np 
1 

5803272 

1..21, 1048. .1199, 1303. .1450 

(AP000399) ESTs AU055950 (S20175) ,C73125 (E2952) , AU055951 (S20175 ) 
correspond to a region of the predicted gene; similar to 
acyl-ACP thioesterase (U92878) [Oryza sativa] 



54082 

113510 

1 

OJ990715_03.0419.Cll.ol.gs 

1035 

none 

1035. .1199, 1303. .1437 

54082 

113510 

1 

OJ990715_03.0419.Cll.ol.tm 

1054 

none 



Seq. ID OJ990715_03.0419.C11 
Strand 

End 1450 

Method GENSCAN 

End 1437 

Score .4 



Seq. ID OJ990715_03.0419.C11 
Strand 

End 1450 

Method TBLASTX : Maize 

End 14 4 9 

Score 130 



1054. .1209, 1065. .1202, 1065. .1217, 1066. .1230, 1289. .1447, 
1300. .1449, 1303. .1449 



54082 

113510 

1 

OJ990715_03.0419.Cll.ol.ts 

1055 

none 



Seq. ID OJ990715_03.0419.C11 
Strand 

End 1450 

Method TBLASTX : Soybean 

End 1449 

Score 72 



1055. .1204, 1065. .1205, 1065. .1217, 1066. .1206, 1289. .1444, 
1301. .1438, 1303. .1449 



54082 
113510 



Seq. ID OJ990715_03.0419.C11 
Strand 



54744 



Start 
Name 
Start 
GI 

Exons 



OJ990715_03.0419.Cll.ol.tc 

1062 

none 

1062. .1205, 1063. .1206, 1065. 
1303. .1449 



End 1450 

Method TBLASTX : Cress 

End 1449 

Score 91 

.1205, 1298. .1441, 1300. .1443, 



Seq. No. 54082 Seq. ID 

Gene No. 113510 Strand 

Start 1 End 

Name 0 J9 9 0 7 15_0 3.0419.Cll.ol.tw Method 

Start 1065 End 

GI none Score 

Exons 1065.. 1202, 1066.. 1203, 1300.. 1428 

Seq. No. 54083 Seq. ID 

Gene No. 113511 Strand 

Start 288 End 

Name OJ9907 15_03 .0419. C20 . ol . gs Method 

Start 288 End 

GI none Score 

Exons 288.. 339, 573.. 688 

f ^ Seq. No. 54084 Seq. ID 

Gene No. 113512 Strand 

H Start 143 End 

Name OJ990715_03 . 0419 . C24 . ol . gs Method 

Fy Start 143 End 

12 GI none Score 

s~~s Exons 14 3.. 3 33 



OJ990715_03.0419.C11 
1450 

TBLASTX: Wheat 

1428 

111 



OJ990715_03.0419.C20 
+ 

688 

GENSCAN 

688 

.72 



OJ990715_03.0419.C24 
+ 

333 

GENSCAN 

333 

.58 



Seq. No. 54085 Seq. ID 

Gene No. 113513 Strand 

Start 921 End 

Name OJ990715_03 . 0419 . C30 . ol . gs Method 

Start 921 End 

GI none Score 

Exons 921.. 985 



OJ990715_03.0419.C30 
+ 

985 

GENSCAN 

985 

.97 



(j Seq. No. 54086 Seq. ID 

f_ Gene No. 113514 Strand 

Start 698 End 

Name OJ990525_03 . 0419 . C2 . ol . gs Method 

Start 698 End 

GI none Score 

Exons 698.. 930 



OJ990525_03.0419.C2 
+ 

930 

GENSCAN 

930 

.47 



Seq. No. 54087 Seq. ID 

Gene No. 113515 Strand 

Start 7 63 End 

Name OJ990525_03 . 04 19 . C4 . ol . gs Method 

Start 763 End 

GI none Score 

Exons 763.. 915, 2939.-2947 



Seq. No. 
Gene No. 



54088 
113516 



OJ990525_03.0419.C4 

2947 
GENSCAN 
2947 
.41 



Seq. ID OJ990525_03.0419.C6 
Strand + 



54745 




Of a y-f- 
O Lai L. 


1026 




End 


2093 




Name 


n.TQQOS?^ 0^ 0419 P6 ol 




Mpf "h aH 

L JC LilWV^ 


GEN SCAN 






109 6 ~~ 

X v \3 




End 


2093 






none 




Score 


.59 




U 1 von c 


1026 1156 2056 2093 










Seq. No. 


54089 




Seq. ID 


OJ990525_03.0419. 


C7 


Gene No. 


113517 




Strand 






OLai u 


7062 




End 


7158 




NcLme 


OJ990525 03 0419 C7 o2 


crs 


Method 


GEN SCAN 




OLalL 


7062 _ 




End 


7158 






nunc 




Score 


.84 






7062 7158 










Seq. No. 


54090 




Seq. ID 


OJ990525_03.0419. 


C8 


Gene No. 


113518 




Strand 






O L-CLJL U 


374 




End 


945 




Name 


O.TQQOR?^ 0? 0419 C8 ol 




Method 


GENSCAN 




Of- ayf 


374 _ 




End 


945 




ul 






Score 


.46 






374 S02 818 945 










Sea. No. 


54091 




Seq. ID 


OJ990525_03.0419. 


C9 


Gene No. 


113519 




Strand 


+ 




Start 


446 




End 


6204 




Name 


OJ990525 03.0419.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


438 




End 


4778 




GI 


none 




Score 


77 




Exons 


438. .500, 445. .498, 44^ 


. .497, 


448. .498, 


1308.. 1385, 1308 


. .1385, 



1312. .1386, 1314. .1385, 1316. .1387, 1316. .1387, 1459. .1599, 

1501. .1572, 1501. .1560, 2092. .2286, 2095. .2253, 2137. .2289, 

3156. .3206, 3156. .3206, 3156. .3209, 3794. .3880, 3794. .3889, 

3808. .3900, 3808. .3891, 4551. .4748, 4552. .4713, 4742. .4774, 
4743. .4778 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54091 

113519 

446 

OJ990525_03.0419.C9.ol.gp 
446 

12131 1.R1084 



Seq. ID OJ990525_03.0419.C9 

Strand + 

End 6204 

Method AAT/GAP 

End 1585 

Score 310 



446. .497, 1314. .1387, 1503. .1585 

, 2505868/emb|CAA72906| 2.0e-21 (Y12227) hypothetical protein 
[Arabidopsis thaliana] ' 



54091 
113519 
446 

OJ990525_03.0419.C9.ol.np 
995 

2065019 

995. .1033, 1310. .1387, 
3809. .3882, 4554. .4662 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1503.. 1604, 2103 



OJ990525_03.0419.C9 
+ 

6204 
AAT/NAP 
4662 
224 

2246, 3155.. 3206, 



GI Descrip. (Y09823) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



54091 
113519 



Seq. ID OJ990525_03.0419.C9 
Strand + 



54746 



Start 


446 




End 


6204 




Name 


OJ990525 03.0419. 


C9.ol.gs 


Method 


GENSCAN 




Start 


1503 




End 


6204 




GI 


none 




Score 


.53 




Exons 


1503. .1592, 2103. 


.2246, 3155. 


.3243, 5978.. 6204 




Seq. No. 


54091 




Seq. ID 


OJ990525 


_03.0419.C9 


Gene No. 


113519 




Strand 


+ 




Start 


446 




End 


6204 




Name 


OJ990525 03.0419. 


C9.o2.gp 


Method 


AAT/GAP 




Start 


2099 




End 


4975 




GI 


2289 1.R1084 




Score 


1018 




Exons 


2099. .2246, 3155. 


.3206, 3809. 


.3882, 4554. .4643, 


4763. .4975 


GI Descrip. 


, 4521193/dbj | AB013450 . 1 | AB013450 l.Oe- 


99 Oryza 


sativa DNA, 




similar sequence 


to Pib gene 1 








Seq. No. 


54092 




Seq. ID 


OJ990525 


_03.0419.C12 


Gene No 


113520 




Strand 






Start 


1864 




End 


2723 




Name 


OJ990525 03.0419. 


C12.ol.gs 


Method 


GENSCAN 




Start 


1864 




End 


2723 




GI 


none 




Score 


.59 




Exons 


1864. .1988, 2594. 


.2723 








Seq. No. 


54093 




Seq. ID 


OJ990525 


_03.0419.C14 


Gene No. 


113521 




Strand 


+ 




Start 


1158 




End 


1875 




Name 


OJ990525 03.0419. 


C14 .ol.gs 


Method 


GENSCAN 




Start 


1158 




End 


1875 




GI 


none 




Score 


.57 




Exons 


1158.. 1273, 1330. 


.1441, 1692. 


.1875 







Seq. No. 54093 

Gene No. 113522 

Start 3220 

Name OJ990525_03. 0419.C14 .ol.gp 

Start 3220 

GI 4715500 

Exons 3220.. 3623 

GI Descrip. 3377517/gb | AAC28086 . 1 | 2.0e-25 (AF073361) nitrate transporter 
NTL1 [Arabidopsis thaliana] 



Seq. ID OJ990525_03.0419.C14 

Strand + 

End 3623 

Method AAT/GAP 

End 3623 

Score 785 



Seq. No. 


54093 


Seq. ID 


OJ990525 


Gene No. 


113523 


Strand 




Start 


1 


End 


1838 


Name 


OJ990525 03.0419.C14.ol 


. np Method 


AAT/NAP 


Start 


1 


End 


1838 


GI 


7523517 


Score 


223 


Exons 


1..48, 1328. .1376, 1527 


. .1838 




GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


54093 


Seq. ID 


OJ990525 


Gene No. 


113524 


Strand 




Start 


3505 


End 


3623 


Name 


OJ990525 03.0419.C14.o2 


. np Method 


AAT/NAP 


Start 


3505 


End 


3623 


GI 


3377517 


Score 


121 



54747 




Exons 


3505. .3623 






GI Descrip. 


(AF073361) nitrate transporter NTL1 [Arabiciopsis thaliana] 


Seq. No. 


54094 


Seq. ID 


OJ990525_03. 0419.C15 


Gene No. 


113525 


Strand 


+ 


Start 


3770 


End 


5146 


Name 


OJ990525 03.0419.C15.o2.gs 


Method 


GENSCAN 


Start 


3770 


End 


5146 


GI 


none 


Score 


.47 


Exons 


3770. .3820, 4139. .4209, 4960 


. .5146 




Seq. No. 


54094 


Seq. ID 


OJ990525_03.0419.C15 


Gene No. 


113526 


Strand 


— 


Start 


1 


End 


2717 


Name 


OJ990525 03.0419.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2407 


GI 


6358808 


Score 


961 


Exons 


1..1110, 2287. .2407 






GI Descrip. 


(AC010675) nitrate transporter (NTL1) 


[Arabidopsis thaliana 


Seq. No. 


54094 


Seq. ID 


OJ990525_03 . 04 19 . CIS 


Gene No. 


113526 


Strand 


— 


Start 


1 


End 


2717 


Name 


OJ990525 03.0419.C15.ol.tc 


Method 


TBLASTX: Cress 


Start 


53 


End 


1041 


GI 


none 


Score 


253 


Exons 


53. .421, 54. .365, 592. .954, 


600. .953, 


970. .1041, 975. .1031 


Seq. No. 


54094 


Seq. ID 


OJ990525_03.0419.C15 


Gene No. 


113526 


Strand 


— 


Start 


1 


End 


2717 


Name 


OJ990525 03.0419.C15.o2.ts 


Method 


TBLASTX : Soybean 


Start 


53 


End 


358 


GI 


none 


Score 


131 


Exons 


53. .358, 63. .356 






Seq. No. 


54094 


Seq. ID 


OJ990525_03. 0419.C15 


Gene No. 


113526 


Strand 


- 


Start 


1 


End 


2717 


Name 


OJ990525 03.0419.C15.ol.gs 


Method 


GENSCAN 


Start 


59 


End 


2717 


GI 


none 


Score 


. 87 


Exons 


59.-346, 375. .1031, 1262. .1536, 2654.. 


2717 


Seq. No. 


54094 


Seq. ID 


OJ990525_03. 04 19. CIS 


Gene No. 


113526 


Strand 


— 


Start 


1 


End 


2717 


Name 


OJ990525 03.0419.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


77 


End 


332 


GI 


none 


Score 


297 


Exons 


77. .331, 81. .332 






Seq. No. 


54094 


Seq. ID 


OJ990525_03.0419.C15 


Gene No. 


113526 


Strand 




Start 


1 


End 


2717 


Name 


OJ990525 03.0419.C15.o2.tm 


Method 


TBLASTX: Maize 


Start 


589 


End 


927 



54748 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

589. .927, 600. .926 

54094 

113526 

1 

OJ990525_03.0419.C15.ol.ts 

592 

none 

592.. 939, 600.. 953 

54095 

113527 

344 

OJ990525_03.0419.C16.ol.gs 

344 

none 

344. .559, 988. .1071 



Score 



150 



Seq. ID OJ990525_03.0419.C15 
Strand 

End 2717 

Method TBLASTX : Soybean 

End 953 

Score 310 



Seq. ID OJ990525_03.0419.C16 

Strand + 

End 1071 

Method GENS CAN 

End 1071 

Score .94 



Seq. ID OJ990525_03.0419.C16 
Strand 

End 1506 

Method AAT/NAP 

End 1439 

Score 77 



54095 
113528 
1 

OJ990525_03.0419.C16.ol.np 
1 

6358808 
1. .95, 1275. .1439 

(AC010675) nitrate transporter (NTL1) [Arabidopsis thaliana] 



54095 

113528 

1 

OJ990525_03.0419.C16.o2.gs 

1181 

none 

1181. .1212, 1275. .1389, 1504, 

54096 

113529 

163 

OJ990525_03.0419.C25.ol.gs 

163 

none 



Seq. ID OJ990525_03.0419.C16 
Strand 

1506 
GENSCAN 
1506 
.67 



End 

Method 
End 
Score 
.1506 



Seq. ID OJ990525_03.0419.C25 

Strand + 

End 1011 

Method GENSCAN 

End 1011 

Score . 93 



163. .201, 281. .634, 778. .837, 898. .1011 



Seq. ID OJ990525_03.0419.C26 
Strand 

End 1203 

Method AAT/NAP 

End 1203 

Score 306 



54097 
113530 
1 

OJ990525_03.0419.C26.ol.np 
1 

7248394 
1..154, 804. .1203 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



54749 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

;a Exons 

\£ Seq. No. 

C>5 Gene No. 

fy Start 

f 2 Name 

'1* Start 

Exons 

= Seq. No. 

fj Gene No. 

lj Start 

: ^ Name 

^ Start 

U GI 

p Exons 

f=| GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54097 

113530 

1 

OJ990525__03.0419.C26.ol.ts 

536 

none 



54098 

113531 

1 

OJ990525_03.0419.C27.ol.np 
1 

7340868 

1..75, 1156. .1284, 1730. .1759 



54098 
113532 
125 

OJ990525_03.0419.C27.ol.gs 
125 
none 

125. .192, 241. .302, 1117. .1236 

54099 
113533 
155 

OJ990525_03 . 04 19 . C31 . ol . tm 
118 
none 

118. .327, 120. .302, 145. .318, 400 

54099 
113533 
155 

OJ990525_03.0419.C31.ol.gp 
155 

LIB34 32-012-P1-K1-B6 
155. .564 

•2130082/pir | IA57676 1.0e-13 protein kinase Xa21 (EC 2.7.1.-) - 
rice >gi_1122443 (U37133) receptor kinase-like protein [Oryza 
sativa] >gi_2586085 (U72723) receptor kinase-like protein [Oryza 

longistaminata] >gi_158 6408_prf 2203451A receptor kinase-like 

protein [Oryza sativa] 1 



Seq. ID 


OJ990525_03.0419. 


C26 


Strand 






End 


1203 




Method 


TBLASTX : Soybean 




End 


946 




Score 


78 




794. .946, 


808. .945 




Seq. ID 


OJ990525 03.0419. 


C27 


Strand 


+ 




End 


1 T C ft 

1759 




Method 


AAT/NAP 




End 


1759 




Score 


51 




_n [Oryza 


sativa] 




Seq. ID 


OJ990525_03.0419. 


C27 


Strand 






End 


1236 




Method 


GEN SCAN 




End 


1236 




Score 


.44 




Seq. ID 


OJ990525_03.0419. 


C31 


Strand 


+ 




End 


564 




Method 


TBLASTX: Maize 




End 


480 




Score 


205 




400. .480 






Seq. ID 


OJ990525_03.0419. 


C31 


Strand 


+ 




End 


564 




Method 


AAT/GAP 




End 


564 




Score 


776 





54100 
113534 
1 

OJ990525_03.0419.C32.ol.np 
1 

7487278 

1..25, 318. .623, 1612. .1635 

hypothetical protein T20K24.11 - Arabidopsis thaliana 
gi|3176712|gb|AAD12028.1| (AC002392) putative non-LTR 
retroelement reverse transcriptase [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990525 03.0419.C32 



1635 
AAT/NAP 
1635 
87 



54750 




Seq. No. 


54101 




Seq. ID 


OJ990525_ 


03 


0419 


-C33 


Gene No. 


113535 




Strand 


+ 








Start 


3 




End 


2567 








Name 


OJ990525 03.0419.C33.ol 


. OS 


Method 


GEN SCAN 








Start 


3 ~ 




End 


2567 








GI 


none 




Score 


. 94 








Exons 


3. .89, 1055. .1113, 2390 


. .2567 












Seq. No. 


54101 




Seq. ID 


OJ990525_ 


03 


0419 


.C33 


Gene No. 


113536 




Strand 










Start 


3116 




End 


3452 








Name 


OJ990525 03.0419.C33.o2 


. OS 


Method 


GENSCAN 








Start 


3116 ~ 




End 


3452 








GI 


none 




Score 


.49 








Exons 


3116. .3137, 3376. .3452 














Seq. No. 


54102 




Seq. ID 


OJ990525_ 


03 


0419 


.C35 


Gene No. 


113537 




Strand 










Start 


910 




End 


1137 








Name 


OJ990525 03.0419.C35.ol 


. as 


Method 


GENSCAN 








Start 


910 ~ 




End 


1137 








GI 


none 




Score 


. 91 








Exons 


910. . 1137 














Seq. No. 


54103 




Seq. ID 


OJ990525 


03 


0419 


.C36 


Gene No . 


113538 




Strand 


+ 








Start 


114 




End 


3577 








Name 


OJ990525 03.0419.C36.ol 


.np 


Method 


AAT/NAP 








Start 


114 




End 


3577 








GI 


7340884 




Score 


140 








Exons 


114. .267, 3381. .3577 














GI Descrip. 


(AP001551) Similar to Antirrhinum majus transposon 


Tam3 


gen< 




transposase . (AB013982 ) 


[Oryza sativa] 










Seq. No. 


54103 




Seq. ID 


OJ990525_ 


03. 


0419 


.C36 


Gene No. 


113538 




Strand 


+ 








Start 


114 




End 


3577 








Name 


OJ990525 03.0419.C36.ol 


.gs 


Method 


GENSCAN 








Start 


470 




End 


949 








GI 


none 




Score 


.97 








Exons 


470. .552, 901. .949 














Seq. No. 


54103 




Seq. ID 


OJ990525_ 


03. 


0419 


.C36 


Gene No. 


113538 




Strand 


+ 








Start 


114 




End 


3577 








Name 


OJ990525 03.0419.C36.o2 


.np 


Method 


AAT/NAP 








Start 


1748 




End 


2989 








GI 


6721543 




Score 


100 








Exons 


1748. .1874, 2929. .2989 














GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


54103 




Seq. ID 


OJ990525_ 


03. 


0419 


.C36 


Gene No. 


113539 




Strand 










Start 


1678 




End 


3577 








Name 


OJ990525 03.0419.C36.o2 


.gs 


Method 


GENSCAN 








Start 


1678 




End 


3371 








GI 


none 




Score 


.57 









54751 



Exons 



1678. .1747, 2421. .2547, 2698. .2900, 3016,. 3147, 3248. .3371 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54103 Seq. ID OJ990525_03 . 04 19 . C36 

113539 Strand 

1678 End 3577 

OJ990525_03 . 04 19 . C36 . ol . gp Method AAT/GAP 

2109 End 2562 

LIB3431-045-P1-N1-A10 Score 888 

2109, .2562 

•5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza satiya genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 

54103 Seq. ID OJ990525_03 . 04 19 . C36 

113539 Strand 

1678 End 3577 

OJ990525_03 . 04 1 9 . C36 . o3 . np Method AAT/NAP 

2363 End 3577 

7228442 Score 249 

2363. .2552, 3479.-3577 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 

54103 Seq. ID OJ990525_03 . 04 19 . C36 

113539 Strand 

1678 End 3577 

OJ990525_03 . 04 1 9 . C36 . o4 . np Method AAT/NAP 

2666 End 3577 

5441880 Score 641 

2666. .2900, 3016.. 3147, 3238.. 3261, 3298.. 3371, 3494.. 3577 
(AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990525 03.0419.C37 



978 

AAT/NAP 

978 

552 



54104 
113540 
1 

OJ990525_03.0419.C37.ol.np 
1 

5441880 
1..361, 438. .542, 821. .978 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 

03.0419.C37 



Seq. No. 


54104 








Seq. ID 


OJ990525 


Gene No. 


113540 








Strand 




Start 


1 








End 


978 


Name 


OJ990525 


03.0419.C37 


.ol 


.gs 


Method 


GENSCAN 


Start 


103 








End 


514 


GI 


none 








Score 


.82 


Exons 


103. .361, 


438. .514 










Seq. No. 


54104 








Seq. ID 


OJ990525 


Gene No. 


113540 








Strand 




Start 


1 








.End 


978 


Name 


OJ990525 


03.0419.C37 


.ol 


.gp 


Method 


AAT/GAP 



54752 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



\2 Seq. No. 

fn Gene No. 

fjj Start 

Name 

^ Start 

IJ GI 

\1 Exons 



111 End 543 

LIB3475-007-P1-K1-G8 Score 641 

111. .361, 438..S43 

*5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



54105 
113541 
1 

OJ990525_03.0419.C40.ol.np 
1 

6815097 
1..207, 348. .1060 

(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. ID OJ990525_03.0419.C40 

Strand ' + 

End 1281 

Method AAT/NAP 

End 1060 

Score 908 



54105 

113541 

1 

OJ990525_03.0419.C40.ol.gs 

227 

none 

227. .412, 502. .917 

54105 

113541 

1 

OJ990525_03.0419.C40.ol.ts 

552 

none 

552. .914 



Seq. ID OJ990525_03.0419.C40 

Strand + 

End 1281 

Method GENS CAN 

End 917 

Score .58 



Seq. ID OJ990525_03.0419.C40 

Strand + 

End 1281 

Method TBLASTX : Soybean 

End 914 

Score 188 



Seq. No. 54105 

Gene No. 113541 

Start 1 

Name OJ990525_03 . 0419 . C40 . ol . tm 

Start 570 

GI none 

Exons 570.. 893, 581.. 892, 738.. 893 



Seq. ID OJ990525_03.0419.C40 



Strand 
End 

Method 

End 

Score 



+ 

1281 

TBLASTX: Maize 

893 

346 



Seq. No. 54105 

Gene No. 113541 

Start 1 

Name OJ990525_03 . 0419 . C40 . o2 . tm 

Start 914 

GI none 

Exons 914. .955, 924. .956, 1012. .1239, 1015. .1212, 1016. .1213, 
1020. .1238, 1246. .1281 



Seq. ID OJ990525_03.0419.C40 

Strand + 

End 1281 

Method TBLASTX : Mai ze 

End 1281 

Score 54 



Seq. No. 54106 

Gene No. 113542 

Start 1325 

Name OJ990525_03 . 0419 . C41 . ol . gs 

Start 1325 

GI none 

Exons 1325.. 1441, 1500.. 1571 



Seq. ID OJ990525_03.0419.C41 
Strand 

End 1571 

Method GENSCAN 

End 1571 

Score .79 



54753 



Seq. No. 


54107 




Seq. ID 


OJ990525_03. 


0419 


C42 


Gene No . 


113543 




Strand 








Start 


912 




End 


979 






Name 


OJ990525 03.0419.C42.ol 


as 


Method 


GENSCAN 






Start 


912 ~ 




End 


979 






GI 


none 




Score 


. 61 






Exons 


912 . . 979 












Seq. No. 


54108 . 




Seq. ID 


OJ990525_03. 


0419 


C44 


Gene No . 


113544 




Strand 


+ 






Start 


1555 




End 


1802 






Name 


OJ990525 03.0419.C44.ol 


as 


Method 


GENSCAN 






Start 


1555 ~ 




End 


1802 






GI 


none 




Score 


. 93 






Exons 


1555. .1560, 1710. .1802 












Seq. No. 


54109 




Seq. ID 


OJ990525JD3. 


0419 


C45 


Gene No. 


113545 




Strand 


+ 






Start 


550 




End 


1079 






Name 


OJ990525 03.0419.C45.ol 


np 


Method 


AAT/NAP 






Start 


550 




End 


1079 






GI 


7434424 




Score 


279 






Exons 


550. .1079 












GI Descrip. 


protein kinase Xa21 (EC 


2.7 


1.-) Al, 


receptor type 







long-staminate rice gi | 2586083 | gb | AAB82755 . 1 1 (U72725) receptor 
kinase-like protein [Oryza longistaminata] 



Seq. No. 


54109 






Seq. ID 


OJ990525_03.0419. 


C45 


Gene No. 


113545 






Strand 


+ 




Start 


550 






End 


1079 




Name 


OJ990525 


03.0419.C45.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


634 






End 


1077 




GI 


none 






Score 


50 




Exons 


634. .720, 


727. .750, 766. 


.1077 








Seq. No. 


54109 






Seq. ID 


OJ990525_03.0419. 


C45 


Gene No. 


113545 






Strand 


+ 




Start 


550 






End 


1079 




Name 


OJ990525 


03.0419.C45.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


646 






End 


1077 




GI 


none 






Score 


36 




Exons 


646. .714, 


712. .750, 762. 


.1076, 


763. .1062, 787. .1062, 844 


. .1077 


Seq. No. 


54109 






Seq. ID 


OJ990525_03.0419. 


C45 


Gene No. 


113545 






Strand 


+ 




Start 


550 






End 


1079 




Name 


OJ990525 


03.0419.C45.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


697 






End 


1077 




GI 


none 






Score 


49 




Exons 


697. .756, 


757. .1077, 766 


. .1050 






Seq. No. 


54109 






Seq. ID 


OJ990525_03.0419. 


C45 


Gene No. 


113545 






Strand 


+ 




Start 


550 






End 


1079 




Name 


OJ990525 


03.0419.C45.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


715 






End 


1077 





54754 



GI 

Exons 



none Score 4 2 

715. .750, 766. .1077, 766. .1077, 772. .1065, 772. .1071, 772. .1062, 
781. .1056, 781. .1044, 781. .1035, 781... 1077, 781. .954, 802. .912, 
853. .1077, 916.. 1077, 967. .1035 



Seq. No. 54110 Seq. ID 

Gene No. 11354 6 Strand 

Start 361 End 

Name OJ990525_03 . 0419 . C47 . ol . gs Method 

Start 361 End 

GI none Score 

Exons 361. .486 



OJ990525_03.0419.C47 
+ 

486 

GENSCAN 

486 

.99 



Seq. No. 54111 Seq. ID OJ990325_02 . 04 20 . C4 

Gene No. 113547 Strand + 

Start 51 End 1740 

Name OJ990325_02 . 0420 . C4 . ol . gp Method AAT/GAP 

Start 51 End 298 

GI 3761181 Score 462 

Exons 51.. 298 

GI Descrip. 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54111 Seq. ID 

113547 Strand 

51 End 

OJ990325_02.0420.C4.ol.np Method 

195 End 

7106512 Score 



OJ990325_02.0420.C4 
+ 

1740 
AAT/NAP 
1740 
95 



195. .255, 329. .376, 1717. .1740 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 54111 Seq. ID 

Gene No. 113548 Strand 

Start 268 End 

Name OJ990325_02 . 0420 . C4 . ol . gs Method 

Start 268 End 

GI none Score 

Exons 268.. 429, 1521.. 1629 



OJ990325_02.0420.C4 

1629 
GENSCAN 
1629 
.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54112 
113549 
1 

OJ990325_02.0420.C7.ol.np 
1 

4680179 
1. .441 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990325_02.0420.C7 

Strand + 

End 441 

Method AAT/NAP 

End 441 

Score 721 



Seq. No. 54112 Seq. ID 

Gene No. 113550 Strand 

Start 121 End 

Name OJ990325_02 . 0420 . C7 . ol . tw Method 

Start 7 End 

GI none Score 

Exons 7.. 396, 9.. 200 



OJ990325_02.0420.C7 
487 

TBLASTX: Wheat 

396 

440 



54755 



Seq. No. 54112 Seq. ID 

Gene No. 113550 Strand 

Start 121 End 

Name OJ990325_02 . 0420 . C7 . ol . tm Method 

Start 40 End 

GI none Score 

Exons 40. .300, 51.. 266 



OJ990325_02.0420.C7 
487 

TBLASTX: Maize 

300 

282 



Seq. No. 54112 Seq. ID 

Gene No. 113550 Strand 

Start 121 End 

Name OJ990325_02 . 0420 . C7 . ol . gs Method 

Start 121 End 

GI none Score 

Exons 121.. 317, 400.. 487 



OJ990325_02.0420.C7 
487 

GENS CAN 

487 

.44 



Seq. No. 54113 Seq. ID 

Gene No. 113551 Strand 

Start 20 End 

Name OJ990325_02 . 0420 . C8 . ol . gs Method 

Start 20 End 

GI none Score 

Exons 20.. 223, 313.. 510 



OJ990325_02.0420.C8 
+ 

510 

GENSCAN 

510 

.89 



f li 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54113 Seq. ID 

113552 Strand 

1 End 

OJ990325_02 . 0420 . C8 . ol . np Method 

1 End 

4680186 Score 
1..69, 525. .605 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990325_02.0420.C8 

12333 
AAT/NAP 
605 
84 



54113 

113552 

1 

OJ990325_02.0420.C8.o2.np 
1 

2335108 



Seq. ID OJ990325_02.0420.C8 
Strand 

End 12333 

Method AAT/NAP 

End 12333 

Score 1577 



1..24, 1195. .1299, 2254. .2315, 2615. .2804, 2877. .2972, 
3059. .3166, 4112. .4210, 5229. .5315, 6228. .6313, 6400. .6492, 
7501. .7663, 7776.-7888, 7979. .8101, 9463. .9514, 10529 10572, 
10657. .10730, 10815. .10906, 11556 11651 , 12269. .12333 
(AC002339) putative zinc protease [Arabidopsis thaliana] 



54113 

113552 

1 

OJ990325_02 . 0420 . C8 . o2 . gs 

1134 

none 



Seq. ID OJ990325_02.0420.C8 



Strand 
End 

Method 

End 

Score 



12333 
GENSCAN 
11623 
.82 



1134. .1139, 1195. .1299, 2254. .2315, 2615. .2804, 3059. .3161, 
4465. .4661, 4725. .4766, 5229. .5315, 6228. .6313, 6400. .6492, 
7501. .7663, 7776. .7888, 7979. .8101, 9463. .9514, 10529 .. 10629, 
10657. .10730, 10815. .10906, 11110 .. 11145, 11556. .11623 



54756 



Seq. No. 54113 

Gene No. 113552 

Start 1 

Name OJ990325_02 . 0420 . C8 . ol . ts 

Start 1174 

GI none 

Exons 1174.. 1302, 1184.. 1306, 2248. 

2616. .2807, 2620. .2808, 2874. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990325 02. 0420. C8 



12333 

TBLASTX : Soybean 
4219 
83 

2316, 2612.. 2797, 2615.. 2758, 
2978, 2875.. 2970, 3050.. 3163, 



3084. .3164, 4100. .4216, 4100. .4219 



Seq. No. 54113 
Gene No. 113552 
Start 1 

Name OJ990325_02 . 0420 .C8 . o2 . tm 

Start 1190 
GI none 

Exons 1190.. 1288, 1190.. 1288, 1195. 

6228.. 6308, 6401. .6493, 6402. 
7752. .7889, 7774. .7890, 7974. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990325 02. 0420. C8 



12333 

TBLASTX: Maize 
8021 
60 

1302, 2248.. 2316, 6201. 
6503, 7499.. 7675, 7500. 
8021 



.6314, 
.7679, 



Seq. No. 54113 

Gene No. 113552 

Start 1 

Name OJ990325_02 . 0420.C8 .ol. tc 

Start ' 2616 

GI none 

Exons 2616.. 2798, 2620.. 2805, 2704, 
2898. .2978, 3050. .3109 



OJ990325_02.0420.C8 
12333 

TBLASTX: Cress 

3109 

157 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2805, 2705. .2806, 2877. .2978, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54113 

113552 

1 

OJ990325_02.0420.C8.ol.tm 

2642 

none 

2642. .2668, 2643. .2663, 2661. 
2875.. 2976, 3047.. 3160, 3050. 
4107. .4214, 5223. .5288, 5230. 

54113 

113552 

1 

OJ990325_02 . 0420 . C8 . ol . tw 

2916 

none 

2916.. 2978, 2917.. 2976, 2918. 
4106. .4249, 4107. .4214, 5223. 
6201.. 6305, 6230.. 6307 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990325 02. 0420. C8 



12333 

TBLASTX: Maize 
5289 
41 

.2807, 2722. .2838, 2874. .2978, 
.3163, 3060. .3164, 4106. .4216, 
.5289 

Seq. ID OJ990325_02.0420.C8 
Strand 

End 12333 
Method TBLASTX : Wheat 
End 6307 
Score 99 

.3001, 3050.. 3178, 3060.. 3164, 
.5318, 5230.. 5307, 6192.. 6305, 



Seq. No. 54113 

Gene No. 113552 

Start 1 

Name OJ990325_02 . 0420 .C8 . o2 . ts 

Start 6401 

GI none 

Exons 6401.. 6505, 6405.. 6506, 7499. 



OJ990325_02.0420.C8 
12333 . 

TBLASTX : Soybean 
7642 
92 

,7642, 7500. .7640, 7526.-7642 



Seq. ID 

Strand 

End 

Method 

End 

Score 



54757 






Sea No. 


54114 




Seq. ID 


OJ990325 02.0420. 


C9 




Gene No. 


113553 




Strand 








Start 


1. 




End 


2072 






Name 


OJ990325 02 


.0420.C9.ol.np 


Method 


AAT/NAP 






Start 


1 ~ 




End 


1776 






GI 


2335108 




Score 


150 






Exons 


1 . . 90, 1444 


..1519, 1639. .1776 










GI Descrip. 


(AC002339) 


putative zinc protease [Arabidopsis thaliana] 






Seq. No. 


54114 




Seq. ID 


OJ990325_02.0420. 


C9 




Gene No. 


113553 




Strand 








Start 


1 




End 


2072 






Name 


OJ990325 02 


.0420.C9.ol.gs 


Method 


GEN SCAN 






Start 


641 




End 


2072 






GI 


none 




Score 


.72 






Exons 


641. .711, 1444. .1519, 1639. .2072 








Seq. No. 


54114 




Seq. ID 


OJ990325_02.0420. 


C9 




Gene No. 


113553 




Strand 








Start 


1 




End 


2072 






Name 


OJ990325 02 


.0420.C9.ol.tm 


Method 


TBLASTX: Maize 






Start 


1445 




End 


1743 






GI 


none 




Score 


81 




£ EJ. 

is! 


Exons 


1445. .1522, 


1445.. 1522, 1639. 


.1743, 1640. .1741 






Seq. No. 


54114 




Seq. ID 


OJ990325_02.0420. 


C9 


ill 


Gene No. 


113553 




Strand 








Start 


1 




End 


2072 






Name 


OJ990325 02 


.0420.C9.ol.ts 


Method 


TBLASTX : Soybean 






Start 


1445 




End 


1743 






GI 


none 




Score 


92 




§ ii 


Exons 


1445. .1522, 


1639.. 1743, 1639. 


.1743 






_ 


Seq. No. 


54115 




Seq. ID 


OJ990325_02.0420. 


C10 




Gene No. 


113554 




Strand 






"J 


Start 


335 




End 


549 






Name 


OJ990325 02 


.0420. C10. ol.gp 


Method 


AAT/GAP 






Start 


335 




End 


549 






GI 


2796946 




Score 


394 




fg 


Exons 


335. .549 










*~ 


GI Descrip. 


11957/emb|X15901|CHOSXX 3.0e- 


18 Rice complete chloroplast g 




Seq. No. 


54115 




Seq. ID 


OJ990325_02.0420. 


C10 




Gene No. 


113555 




Strand 








Start 


602 




End 


4987 






Name 


OJ990325 02 


.0420. CIO. o3.tw 


Method 


TBLASTX: Wheat 






Start 


580 




End 


730 






GI 


none 




Score 


179 






Exons 


580. .726, 593. .730, 594. .728, 


598. .729 








Seq. No. 


54115 




Seq. ID 


OJ990325_02.0420. 


C10 




Gene No. 


113555 




Strand 








Start 


602 




End 


4987 






Name 


OJ990325 02 


.0420. C10. ol.tm 


Method 


TBLASTX: Maize 






Start 


582 




End 


4457 






GI 


none 




Score 


251 






Exons 


582. .851, 587. .853, 587. .859, 


909. .1046, 919. .1044, 921. 


.11 



54758 




1133. .1222, 
1291. .1347, 
2236. .2445, 
2717. .2920, 
3082. .3183, 
4269. .4454, 



1134. .1220, 
1448. .1576, 
2237. .2446, 
2751. .2921, 
3859. .3927, 
4269. .4457 



1232. .1345, 
1450. .1512, 
2237. .2467, 
3008. .3145, 
3864. .3926, 




1269. .1346, 
1451. .1585, 
2238. .2447, 
3030. .3155, 
3865. .3927, 



1272. .1364, 
1452. .1577, 
2716. .2922, 
3033. .3149, 
4268. .4453, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54115 
113555 
602 

OJ990325_02. 0420. C10. ol.np 
602 

2335108 

602. .850, 921.. 1043, 1133. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1219, 1292. 



OJ990325 02. 0420. C10 



4987 
AAT/NAP 
4987 
1392 

1343, 1451. .1575, 
2236. .2444, 2718. .2919, 3038. .3142, 3865. .3926, 4267. .4456, 
4529. .4624, 4715. .4824, 4927. .4987 

(AC002339) putative zinc protease [Arabidopsis thaliana] 



54115 

113555 

602 

OJ990325_02. 0420. C10. ol.gs 

716 

none 



Seq. ID OJ990325_02. 0420. C10 
Strand 

End 4987 

Method GENSCAN 

End 4603 

Score .82 



716. .850, 921. .1043, 1133. .1219, 1292. .1343, 1451. .1575, 
2236. .2444, 2718. .2919, 3038. .3142, 3865. .3926, 4267. .4456, 
4529. .4603 



Seq. No. 54115 Seq. ID OJ990325_02 . 0420 . C10 

Gene No. 113555 Strand 

Start 602 End 4987 

Name OJ990325_02 . 0420 .C10 . o2 . ts Method TBLASTX : Soybean 

Start 918 End 1582 

GI none Score 66 

Exons 918. .1046, 919. .1044, 921. .1049, 1133. .1222, 1134. .1217, 

1292. .1351, 1293. .1346, 1448. .1582, 1450. .1512, 1470. .1577 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54115 

113555 

602 

OJ990325_02. 0420. C10. ol.tw 

1199 

none 



Seq. ID OJ990325_02. 0420. C10 
Strand 

End 4987 

Method TBLASTX : Wheat 

End 2367 

Score 99 



1199. .1222, 1269. .1346, 1292. .1345, 1448. .1576, 1450. .1512, 
1451. .1585, 2233.-2367, 2237. .2356 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54115 ' 
113555 
602 

OJ990325_02. 0420. C10. ol.tc 

2386 

none 



Seq. ID OJ990325_02. 0420. C10 
Strand 

End 4987 

Method TBLASTX : Cress 

End 3136 

Score 106 



2386. .2451, 2716. .2922, 2717. .2920, 3033. .3131, 3038. .3136 



Seq. No. 
Gene No. 
Start 



54115 

113555 

602 



Seq. ID OJ990325_02. 0420. C10 
Strand 

End 4 987 



54759 



Name 


OJ990325 02 


.0420. 


ClO.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2716 








End 


4837 


GI 


none 








Score 


82 


Exons 


2716. .2922, 


2764. 


.2922, 


3008. 


.3145, 3033.. 3149, 3859.. 3927, 




4264. .4410, 


4267. 


.4410, 


4268. 


.4450, 4272. .4421, 4520. .4630, 




4527. .4610, 


4691. 


.4819, 


4710. 


.4820, 4715. .4837, 4740. .4829 


Seq. No. 


54115 








Seq. ID 


OJ990325_02. 0420. C10 


Gene No. 


113555 








Strand 




Start 


602 








End 


4987 


Name 


OJ990325 02 


.0420. 


C10.o2. 


tc 


Method 


TBLASTX : Cress 


Start 


4268 








End 


4765 


GI 


none 








Score 


151 


Exons 


4268. .4450, 


4269. 


.4457, 


4272. 


.4454, 4286. .4459, 4502. .4627, 




4516. .4593, 


4520. 


.4630, 


4706. 


.4765 




Seq. No. 


54115 








Seq. ID 


OJ990325_02. 0420. C10 


Gene No. 


113555 








Strand 




Start 


602 








End 


4987 


Name 


OJ990325 02 


.0420. 


C10.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4520 








End 


4829 


GI 


none 








Score 


123 


Exons 


4520. .4630, 


4521. 


.4628, 


4706. 


.4825, 4715. .4825, 4716. .4829 


Seq. No. 


54115 








Seq. ID 


OJ990325_02. 0420. C10 


Gene No. 


113555 








Strand 




Start 


602 








End 


4987 


Name 


OJ990325 02 


.0420. 


C10.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4568 








End 


4834 


GI 


none 








Score 


80 


Exons 


4568. .4630, 


4569. 


.4676, 


4706. 


.4834, 4716. .4832 


Seq. No. 


54116 








Seq. ID 


OJ990325_02.0420.C11 


Gene No. 


113556 








Strand 


+ 


Start 


12251 








End 


12679 


Name 


OJ990325 02 


.0420. 


Cll.o2. 


np 


Method 


AAT/NAP 


Start 


12251 








End 


12679 


GI 


4680492 








Score 


295 


Exons 


12251. .12679 










GI Descrip. 


(AF119222) 


putative reverse transcriptase [Oryza sativa] 


Seq. No. 


54116 








Seq. ID 


OJ990325_02.0420.C11 


Gene No. 


113557 








Strand 




Start 


1 








End 


11234 


Name 


OJ990325 02 


.0420. 


Cll.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


11234 


GI 


2335108 








Score 


1107 


Exons 


1..87, 801. 


.898, 


2033. .2119, 


2897. .2982, 3067. .3159, 5896.. 




6176. .6288, 


6395. 


.6517, 


7927. 


.7978, 8139. .8182, 8272. .8345, 




8429. .8520, 


9368. 


.9435, 


10920 


. .10995, 


11097. .11234 


GI Descrip. 


(AC002339) putative zinc 


protease [Arabidopsis thaliana] 


Seq. No. 


54116 








Seq. ID 


OJ990325_02.0420.C11 


Gene No. 


113558 








Strand 




Start 


12093 








End 


12152 


Name 


OJ990325 02 


.0420. 


Cll.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


794 








End 


6437 



54760 



# 





GI 


none 


Score 


43 




Exons 


794. .904, 2894. .2983, 2945. 


.2983, 3068 


..3172, 3069. .3194, 






5894. .6070, 5895. .6071, 6173. .6289, 6396.-6437 




Seq. No. 


54116 


Seq. ID 


OJ990325_02.0420.C11 




Gene no. 


113558 


Strand 






Start 


12093 


End 


12152 




Name 


OJ990325 02.0420.Cll.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3068 


End 


6037 




GI 


none 


Score 


96 




Exons 


3068.. 3160, 3072. .3170, 5894.. 6037, 5895.. 6032 




Seq. No. 


54116 


Seq. ID 


OJ990325_02 . 0420 . Cll 




Gene No. 


113558 


Strand 






Start 


12093 


End 


12152 




Name 


OJ990325 02.0420.Cll.ol.gp 


Method 


AAT/GAP 




Start 


12093 


End 


12152 




GI 


4715947 


Score 


71 




Exons 


.12093. .12152 








GI Descrip. 


2252840 3.0e-09 (AF013293) 


contains regions of similarity t 






Haemophilus influenzae permease (SP:P387 67) [Arabidopsis 






thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 






contains regions of similarity to Haemophilus influenzae 


p 




permease (SP:P38767) [Arabidopsis thaliana] 


, =5; 


Seq. No. 


54117 


Seq. ID 


OJ990325_02.0420.C12 


~ ! ' 


Gene No . 


113559 


Strand 


+ 




Start 


808 


End 


1060 




Name 


OJ990325 02.0420.C12.ol.gp 


Method 


AAT/GAP 


%=? 


Start 


808 


End 


1060 




GI 


none 


Score 


398 


% 2? 
f 1 H 


Exons 


808. .1060 








Seq. No. 


54118 


Seq. ID 


OJ990325_02.0420.C13 


? ^ 


Gene No. 


113560 


Strand 






Start 


1 


End 


2884 


~ t£ 


Name 


OJ990325 02-0420. C13.ol.gp 


Method 


AAT/GAP 


: : 

a =3 


Start 


1 


End 


239 


*3 


GI 


31278 1.R1084 


Score 


407 


fi 


Exons 


1. .239 






■= ST 


GI Descrip. 


'3319353 2.0e-23 (AF077407) 


contains similarity to 


= ; 

- E? 




copper-binding proteins [Arabidopsis thaliana] ' 




Seq. No. 


54118 


Seq. ID 


OJ990325_02.0420.C13 




Gene No. 


113560 


Strand 






Start 


1 


End 


2884 




Name 


OJ990325 02.0420.C13.ol.np 


Method 


AAT/NAP 






1 


End 


1408 




GI 


7430869 


Score 


193 




Exons 


1..239, 1384. .1408 








GI Descrip. 


probable blue copper-binding protein F9D12.16 - Arabidopsis 






thaliana gi | 3319353 | gb IAAC26242 . 1 | (AF077407) contains 






similarity to copper-binding proteins 


[Arabidopsis thaliana 




Seq. No. 


54118 


Seq. ID 


OJ990325_02.0420.C13 




Gene No. 


113560 


Strand 






Start 


1 


End 


2884 



54761 



# 



Name 

Start 

GI 

Exons 



OJ990325_02 .04 20. C13 . ol . tm Method 

1 End 

none Score 
1..240, 14. .241, 146. .259 



TBLASTX: Maize 

259 

306 



Seq. ID OJ990325_02.0420.C13 
Strand 

2884 
AAT/NAP 
585 
340 



End 

Method 

End 

Score 



Seq. No. 54118 
Gene No. 113560 
Start 1 

Name OJ990325_02 . 0420 . C13 . o2 . np 

Start 1 
GI 133443 
Exons 1..38, 343.. 585 

GI Descrip. DNA-DIRECTED RNA POLYMERASE BETA" CHAIN gi | 66987 | pir | | RNZMB2 

DNA-directed RNA polymerase (EC 2.7.7.6) beta' -2 chain - maize 
chloroplast gi | 12482 | emb I CAA351 97 | (X17318) RNA polymerase 
beta-2 subunit (AA 1-1527) [Zea mays] gi | 902214 | emb | CAA60278 | 
(X86563) RNA polymerase beta 1 subunit-2 [Zea mays] 







S4 1 1 ft 




Seq. ID 


5 02 0420 


. C13 






IIJJUU 




Strand 








O Lai L 


X 




End 


?ftft 4 






Name 




02.0420.C13.ol.tw 


Method 


1 DiinJ ± z\ . VV I i C d. L. 






O L ClX L 


"34 ~~ 




End 


241 






ox 


n on 0 




Score 


1 ^4 

X J *i 




•3 W 
\ J 


Exons 


34. .240, 


44. .241 










JC^i LNvJ • 


S4 1 1 ft 

J4HO 




Seq. ID 




. C13 




belle 1NU. 


11 JJDU 




Strand 






V — 

is? 


<3-f- a r-t- 
0 Ldl U 


1 
J. 




End 


?Rft 4 




ly 


M 3TT1 A 




02.0420.C13.o2.ts 


Method 








Of arf 
OLdi L 


4 ^ ~ 




End 


940 




%j 


O X 






Score 


66 




t\ i 


F.xon s 


43. .240, 


44. .163, 197. .238 










Seq. No. 


54118 




Seq. ID 


OJ990325_02.0420 


.C13 


~. ■ 3 


Gene No. 


113560 




Strand 








Start 


1 




End 


2884 






Name 


OJ990325 


02.0420.C13.ol.gs 


Method 


GENSCAN 






Start 


58 




End 


2649 






GI 


none 




Score 


.41 






Exons 


58. .247, 


1988. .2036, 2573. .2649 








Seq. No. 


54118 




Seq. ID 


OJ990325_02.0420 


.C13 




Gene No. 


113560 




Strand 








Start 


1 




End 


2884 






Name 


OJ990325 


02.0420.C13.ol.tc 


Method 


TBLASTX: Cress 






Start 


342 




End 


497 






GI 


none 




Score 


192 






Exons 


342. .494, 


347. .496, 348. .497 










Seq. No. 


54118 




Seq. ID 


OJ990325_02.0420 


.C13 




Gene No. 


113560 




Strand 








Start 


1 




End 


2884 






Name 


OJ990325 


02.0420.C13.ol.ts 


Method 


TBLASTX : Soybean 






Start 


347 




End 


870 






GI 


none 




Score 


230 






Exons 


347. .529, 


348.-527, 348. .530, 


514. .591, 


534. .590, 638.. 


682, 



54762 



# 



639. .686, 805. .870 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54118 

113560 

1 

OJ990325_02.0420.C13.o2.tm 

392 

none 



54118 
113560 
1 

OJ990325_02.0420.C13.o3.np 
781 

133435 
781. .880, 2862. .2884 

DNA-DIRECTED RNA POLYMERASE BETA' CHAIN gi I 66983 I pir | | RNRZC1 
DNA-directed RNA polymerase (EC 2.7.7.6) beta'-l chain - rice 
chloroplast gi | 11972 | emb I CAA33987 | (X15901) RNA polymerase beta' 
subunit-1 [Oryza sativa] gi I 226690 | prf I 1 1 603356Q RNA polymerase 
beta'-l [Oryza sativa] 



Seq. ID 


OJ990325 02.0420 


. C13 


Strand 






End 


2884 




Method 


TBLASTX: Maize 




End 


883 




Score 


144 




514. .591, 


534. .590, 638.. 


682, 


779. .883 






Seq. ID 


OJ990325JD2.0420 


.C13 


Strand 






End 


2884 




Method 


AAT/NAP 




End 


2884 




Score 


104 





Seq. No. 


54119 




Seq. ID 


OJ990325_02.0420.C14 


Gene No . 


113561 




Strand 


+ 


Start 


1 




End 


926 


Name 


OJ990325 02.0420.C14.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


923 


GI 


4680179 




Score 


1464 ■ 


Exons 


1. .923 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


54119 




Seq. ID 


OJ990325_02.0420.C14 


Gene No. 


113561 




Strand 


+ 


Start 


1 




End 


926 


Name 


OJ990325 02.0420.C14.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


7 




End 


545 


GI 


none 




Score 


42 


Exons 


7 . .45, 47. .109, 79. .384 


, 81.. 


545, 92.. 


544 


Seq. No. 


54119 




Seq. ID 


OJ990325_02.0420.C14 


Gene No. 


113561 




Strand 


+ 


Start 


1 




End 


926 


Name 


OJ990325 02.0420.C14.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


99 




End 


686 


GI 


none 




Score 


226 


Exons 


99. .260, 105. .251, 107. 


.253, 


258. .356, 


258. .326, 260. .355, 




374. .541, 417. .686, 425 


. .685 






Seq. No. 


54119 




Seq. ID 


OJ990325_02.0420.C14 


Gene No. 


113561 




Strand 


+ 


Start 


1 




End 


926 


Name 


OJ990325 02.0420.C14.ol 


.gs 


Method 


GENSCAN 


Start 


174 




End 


926 


GI 


none 




Score 


.66 


Exons 


174. .926 









54763 



# 



Seq. No. 54119 Seq. ID 

Gene No. 113561 . Strand 

Start 1 End 

Name OJ990325_02 . 0420 . C14 . o2 . tw Method 

Start 545 End 

GI none Score 

Exons 545.. 682, 546.. 878 



OJ990325_02.0420.C14 
+ 

926 

TBLASTX: Wheat 

878 

347 



Seq. No. 54119 Seq. ID 

Gene No. 113561 Strand 

Start 1 End 

Name OJ990325_02 . 0420 . C14 . o2 . tm Method 

Start 687 End 

GI none Score 

Exons 687.. 899 



OJ990325_02.0420.C14 
+ 

926 

TBLASTX: Maize 

899 

176 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54120 Seq. ID 

113562 Strand 
4392 End 
OJ990325_02 . 0420 . C19 . ol . gp Method 
4392 End 
69953_1.R1084 Score 
4392. .4481 

, 5295936/dbj | AB026295 . 2 | AB026295 7 
DNA, chromosome 6, clone : P068 1F10, 



OJ990325_02.0420.C19 

4481 
AAT/GAP 
4481 
122 



, 0e-34 Oryza sativa genomic 
complete sequence ' 



54121 

113563 

118 

OJ990325 
118 

6573436 
118. .711 
Chain A, 
Chain B, 
Chain C, 
Chain D, 
Chain A, 
Chain B, 
Chain 



02.0420.C23.ol.np 



Seq. ID OJ990325_02.0420.C23 

Strand + 

End 711 

Method AAT/NAP 

End 711 

Score 189 



Lectin Ii From Ulex Europaeus gi | 6573437 | pdb | 1QNW | B 
Lectin Ii From Ulex Europaeus gi | 6573438 | pdb | 1QNW | C 
Lectin Ii From Ulex Europaeus gi | 6573439 | pdb | 1QNW | D 
Lectin Ii From Ulex Europaeus gi | 6573440 | pdb | 1QOO | A 
Lectin Uea-Ii Complexed With Nag gi | 657344 1 | pdb | 1QOO | B 
Lectin Uea-Ii Complexed With Nag gi | 6573442 | pdb | 1QOO | C 



Seq. No. 54121 Seq. ID 

Gene No. 113563 Strand 

Start 118 End 

Name OJ990325_02 . 0420 . C23 . ol . gs Method 

Start 129 End 

GI none Score 

Exons 129.. 327, 376.. 669 



OJ990325_02.0420.C23 
+ 

711 

GEN SCAN 

669 

.56 



Seq. No. 54122 Seq. ID 

Gene No. 113564 Strand 

Start 376 End 

Name OJ990325_02 . 0420 . C28 . ol . np Method 

Start 376 End 

GI 6714484 Score 

Exons 376.. 576, 666.. 837 



OJ990325_02.0420.C28 
+ 

837 

AAT/NAP 

837 

116 



54764 



* • 



GI Descrip. (AC008261) unknown protein [Arabidopsis thaliana] 



Seq. No. 


54122 




Seq. ID 


OJ990325_02.0420 


-C28 


bene wo . 


11 J JUfi 




d iianu 


T 






j 1 O 




iitno. 


ft 77 
0 j / 




Name 


nTQQn^9^ 09 0490 rou r\i 

UJjjUjZj uz . U H Z U . LZ 0 ■ Ol 


• Lul 


ixie Lnoa 


1 o.Utt.0 1 A . Ddd lZe 




OLait 


R4 7 — 

J4 J 




Hi I id 


ft 9 7 
0 Z J 






none 




Score 


4 7 

4 / 




Exons 


^47 Rftl R4Q R7R £60 

04J..J01, 34 j, , j / J; ODU 


74 0 

• • / 4 U , 


6£R 7 4ft 
OOj • • / 4 o 


£fi £ 7 4 0 £7 7 


7 4 7 
/ 4 / , 




736. .816, 737. .823, 740 


. .769, 


744 . .815 






Con \Fn 
Oc<^ . 1NO ■ 


R4 1 97 




C orr T H 

oe^. i u 


P)TQQ079R 09 0490 

JZ J UZ.U4ZU 


C 79 

• ^ JZ 


OtJIlC IV O • 


11JJDJ 




Oil dllU 






O tdl U 


1 ft07 
1 o u / 






1 -7 D .7 




Name 


0,70,0,079^ n9 0490 r79 ni 


• gs 


L v je LIIOU 


bJjlxObnix 




O Lctl. C 


1 ft 07 _ 






1 _/ D .? 






none 




Score 


4 Q 

■ • 4 V 




Exons 


1807. .1969 










oeq. wo . 


R4 1 94 
j 4 1Z ft 




Seq. ID 


OJ990325 02.0420 


.C33 


bene wo . 


1 1 "^Rfifi 
ilJJO D 




Strand 


+ 






ft UDD 




End 


5708 




Name 


OTQQ079R 09 0490 P77 o9 
UJ:7:7UjZj . Ufl ZU . L jj . OZ 


. gs 


Method 


GENSCAN 




o cart 






End 


5708 






none 




Score 


.65 




Exons 


4065. .4203, 4531. .4696, 


4939. 


.5074, 5333. .5491, 5643. .5708 


oeq. wo. 


^4 1 94 
J4 Izfl 




Seq. ID 


OJ990325 02.0420 


.C33 


bene NO. 


HOOD / 




Strand 


+ 




OLalL 


7 90 Q 

/^uy 




End 


8009 




Name 


OTQQ079 C ; 09 0490 p"5^ ^,7 


. gs 


Method 


GENSCAN 




OLaiL 


7 90 Q 




End 


8009 




bl 


none 




Score 


1 




Exons 


7209. .8009 










oeq • INO . 


R4 1 94 




Seq. ID 


OJ990325_02.0420 


-C33 


bene wo . 


1 1 7R£ft 
IIjjDO 




Strand 






Qfarf 
OtalL 


7ftft 




End 


3428 




Name 


n,TQQ079R 09 0490 P77 


. gs 


Method 


GENSCAN 




O Ucti L. 


7ft ft _ 
JOO 




End 


3428 




bl 


none 




Score 


.84 




Exons 


7ftft R09 R77 ft71 09^ 
JOO . . jUZ; J//..0J1, jZj 


i fieri 
. . 1 U J u 


, 2329. .2529, 3120. .3428 




Seq. No. 


54124 




Seq. ID 


OJ990325_02.0420 


.C33 


bene wo • 


1 1 J J O _7 




Strand 






otar t 


ft Q97 




End 


10721 




Name 


rj7QQ079R 09 0490 P77 r\0 
UJ jjUjzj UZ.U4ZU.Ljj.OZ 


. IS 


Method 


TBLASTX : Soybean 






7 Rfi 7 
/ j 0 / 




End 


7949 




bl 


none 




Score 


99 




Exons 


7587. .7694, 7592. .7756, 


7742. 


.7813, 7743.-7832, 7776.-7886, 




7778. .7867, 7860. .7949, 


7869. 


.7949 






Seq. No. 


54124 




Seq. ID 


OJ990325_02.0420 


.C33 


Gene No. 


113569 




Strand 






Start 


8927 




End 


10721 




Name 


OJ990325 02.0420.C33.o4 


. gs 


Method 


GENSCAN 




Start 


8927 




End 


10609 





54765 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

8927. .10609 



Score 



Seq. ID OJ990325_02.0420.C33 
Strand 

End 10721 

Method AAT/NAP 

End 10721 

Score 832 



54124 
113569 
8927 

OJ990325_02.0420.C33.ol.np 
8954 
7076798 
8954. .10721 

(AL132975) probable serine/threonine-specif ic protein kinase 
[Arabidopsis thaliana] 



54124 

113569 

8927 

OJ990325_02. 0420 . C33 . ol . tm 

9086 

none 



Seq. ID OJ990325_02.0420.C33 
Strand 

End 10721 

Method TBLASTX: Maize 

End 9752 

Score 123 



9086.. 9322, 9347.. 9622, 9347.. 9751, 9360.. 9752 



Seq. ID OJ990325_02.0420.C33 
Strand 

End 10721 

Method TBLASTX : Cress 

End 10510 

Score 124 

9116. .9670, 9266. .9664, 9689. .10015, 9690. .9998, 10220.-10405, 
10448.. 10510 



54124 

113569 

8927 

OJ990325_02.0420.C33.ol.tc 

9116 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



54124 

113569 

8927 

OJ990325_02.0420.C33.ol.ts 

9137 

none 



Seq. ID OJ990325_02.0420.C33 
Strand 

End 10721 

Method TBLASTX : Soybean 

End 998 6 

Score 113 



9137.. 9670, 9356.. 9637, 9360.. 9650, 9686.. 9871, 9690.. 9878, 
9884. .9985, 9885. .9986 



54124 

113569 

8927 

OJ990325_02.0420.C33.ol.tw 

9515 

none 



Seq. ID OJ990325_02.0420.C33 
Strand 

End 10721 

Method TBLASTX : Wheat 

End 9938 

Score 8 9 



9515.. 9670, 9674.. 9937, 9690.. 9938 



54124 

113569 

8927 

OJ990325_02 . 04 20 . C33 . o2 . tm 

9755 

none 



Seq. ID OJ990325_02.0420.C33 
Strand 

End 10721 

Method TBLASTX : Mai ze 

End 9991 

Score 111 



9755.. 9871, 9756.. 9881, 9890.. 9991, 9891.. 9977 



54124 
113569 



Seq. ID OJ990325_02.0420.C33 
Strand 



54766 




Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8927 End 10721 

OJ990325JD2 .04 20. C33 . o2 . np Method AAT/NAP 
10142 End 10721 

3122341 Score 249 

10142. .10721 

BARK LECTIN PRECURSOR (LECSJABG) gi | 1755070 | gb | AAB51458 . 1 | 
(U63014) lectin precursor [Sophora japonica] 



54124 

113569 

8927 

OJ990325_02.0420.C33.o3.ts 

10433 

none 

10433. .10681 



Seq. ID OJ990325_02.0420.C33 

Strand - . 

End 10721 

Method TBLASTX : Soybean 

End 10681 

Score 184 



54125 
113570 
1 

OJ990325_02.0420.C35.ol.np 
1 

4680179 
1..24, 364. .1611 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990325_02.0420.C35 
Strand 

End 1611 

Method AAT/NAP 

End 1611 

Score 1938 



54125 

113570 

1 

OJ990325_02.0420.C35.ol.gs 
41 

none 

41. .201, 747. .1588 

54125 

113570 

1 

OJ990325_02.0420.C35.o3.tw 

362 

none 

362. .541, 363. .542 

54125 

113570 

1 

OJ990325JD2 . 0420 . C35 . o2 . tm 

482 

none 

482. .898, 495. .602, 672. .863 

54125 

113570 

1 

OJ990325_02 .0420. C35 . ol . ts 

500 

none 

500. .568, 500. .760, 654. .755 



Seq. ID OJ990325_02.0420.C35 
Strand 

End 1611 

Method GEN SCAN 

End 1588 

Score .72 



Seq. ID OJ990325_02.0420.C35 
Strand 

End 1611 

Method TBLASTX : Wheat 

End 542 

Score 148 



Seq. ID OJ990325_02.0420.C35 
Strand 

End 1611 

Method TBLASTX : Mai ze 

End 898 

Score 48 



Seq. ID OJ990325_02.0420.C35 
Strand 

End 1611 

Method TBLASTX : Soybean 

End 7 60 

Score 54 



54767 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54125 Seq. ID 

113570 Strand 

1 End 

OJ990325_02 . 0420 . C35 . ol . tc Method 

524 End 

none Score 
S24..667, 525. .602, 668. .850 

54125 Seq. ID 

113570 Strand 

1 End 

OJ990325_02 . 0420 . C35 . o2 . tw Method 

548 End 

none Score 
548. .1027, 549. .932, 554. .1009 

54125 Seq. ID 

113570 Strand 

1 End 

OJ990325_02.0420.C35.ol.tw Method 

1031 End 

none Score 
1031. .1540, 1122. .1508 

54125 Seq. ID 

113570 Strand 

1 End 

OJ990325_02 . 0420 . C35 . ol . tm Method 

1115 End 

none Score 
1115. .1468, 1130. .1426, 1290. .1466 

54125 Seq. ID 

113570 Strand 

1 End 

OJ990325_02.0420.C35.o2.ts Method 

1289 End 

none Score 
1289. .1531 



OJ990325_02 .0420.C35 
1611 

TBLASTX : Cress 

850 

58 



OJ990325_02.0420.C35 
1611 

TBLASTX: Wheat 

1027 

213 



OJ990325_02.0420.C35 
1611 

TBLASTX: Wheat 

1540 

295 



OJ990325_02.0420.C35 
1611 

TBLASTX: Maize 

1468 

141 



OJ990325_02.0420.C35 
1611 

TBLASTX : Soybean 

1531 

197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54126 Seq. ID 

113571 Strand 

1 End 

OJ990325_02.0420.C36.ol.np Method 

1 End 

7106512 Score 
1..816, 871. .1244 

(AP001278) EST C98429 (E0138 ) corresponds to a region of 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ990325_02.0420 
+ 

1244 
AAT/NAP 
1244 
1639 



.C36 



54126 Seq. ID 

113571 Strand 

1 End 
OJ990325_02.0420.C36.ol.gs Method 

129 End 

none Score 

129. .824, 871. .955, 970. .1178 



OJ990325_02.0420 
+ 

1244 
GENSCAN 
1178 
.57 



the 



.C36 



54768 



Seq. No. 54127 

Gene No. 113572 

Start 1 

Name OJ990325_02 . 04 20 . C4 1 . ol . np 

Start 1 

GI 4680179 

Exons 1..856 

GI Descrip. (AF111709) polyprotein [Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990325_02.0420.C41 
856 

AAT/NAP 

856 

1353 



sativa subsp. indica] 



Seq. No. 54127 Seq. ID 

Gene No. 113572 Strand 

Start 1 End 

Name OJ990325_02 .0420 . C4 1 . ol . tw Method 

Start 63 End 

GI none Score 

Exons 63.. 509, 67.. 453 



OJ990325_02.0420.C41 
856 

TBLASTX: Wheat 

509 

288 



Seq. No. 54127 Seq. ID 

Gene No. 113572 Strand 

Start 1 End 

Name OJ990325_02 . 04 20 . C4 1 . o3 . tm Method 

Start 63 End 

GI none Score 

Exons 63.. 227, 64.. 228 



OJ990325_02.0420.C41 
856 

TBLASTX: Maize 

228 

137 



Seq. No. 54127 Seq. ID 

Gene No. 113572 Strand 

Start 1 End 

Name OJ990325J32 . 0420 . C41 . ol . gs Method 

Start 74 End 

GI none Score 

Exons 74 . . 575 



OJ990325_02.0420.C41 
856 

GENSCAN 

575 

.48 



Seq. No. 54127 Seq. ID 

Gene No. 113572 Strand 

Start 1 End 

Name OJ990325_02 . 0420 . C4 1 . ol . tm Method 

Start 231 End 

GI none Score 

Exons 231.. 326, 234.. 551, 235.. 540 



OJ990325_02.0420.C41 
856 

TBLASTX: Maize 

551 

75 



Seq. No. 54127 Seq. ID 

Gene No. 113572 Strand 

Start 1 End 

Name OJ990325_02 . 0420 . C4 1 . ol . ts Method 

Start 468 End 

GI none Score 

Exons 468. .536, 468. .728, 622.. 723 



OJ990325_02.0420.C41 
856 . 

TBLASTX : Soybean 

728 

54 



Seq. No. 54127 Seq. ID 

Gene No. 113572 Strand 

Start 1 End 

Name OJ990325_02.0420.C41.ol. tc Method 

Start 492 End 

GI none Score 

Exons 492.. 635, 493.. 570, 636.. 818 



OJ990325_02.0420.C41 
856 

TBLASTX: Cress 

818 

58 



54769 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
[3 GI 
Q Exons 
f n GI Descrip. 



54127 

113572 

1 

OJ990325_02.0420.C41.o2.tw 

516 

none 

516. .854, 517. .840 

54127 

113572 

1 

OJ990325_02.0420.C41.o2.tm 

552 

none 

552. .839, 640. .831 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990325_02.0420.C41 
856 

TBLASTX: Wheat 

854 

171 



OJ990325_02.0420.C41 
856 

TBLASTX: Maize 

839 

93 



OJ990325 02.0420.C42 



54128 Seq. ID 

113573 Strand 
1 End 1139 

OJ990325_02 . 0420 . C42 . ol . np Method AAT/NAP 
1 End 1064 

7430869 Score 94 

1..70, 890. .1064 

probable blue copper-binding protein F9D12.16 - Arabidopsis 
thaliana gi | 3319353 | gb | AAC26242 . 1 | (AF077407) contains 
similarity to copper-binding proteins [Arabidopsis thaliana] 



l : ~ 


Seq. No. 


54128 


Seq. ID 


OJ990325_ 


02. 


0420 


.C42 




Gene No. 


113573 


Strand 












Start 


1 


End 


1139 










Name 


OJ990325 02.0420.C42.ol.gs 


Method 


GENSCAN 










Start 


198 


End 


1061 








= = 


GI 


none 


Score 


.8 








'-••A 


Exons 


198. .269, 890. .1061 












- ^ 


Seq. No. 


54128 


Seq. ID 


OJ990325_ 


02. 


0420 


.C42 




Gene No. 


113573 


Strand 












Start 


1 


End 


1139 










Name 


OJ990325 02.0420.C42.ol.gp 


Method 


AAT/GAP 










Start 


890 


End 


1139 










GI 


31278 1.R1084 


Score 


399 










Exons 


890. .1139 














GI Descrip. 


'3319353 2.0e-23 (AF077407) 


contains 


similarity 


to 










copper-binding proteins [Arabidopsis 


thaliana] 1 










Seq. No. 


54129 


Seq. ID 


OJ990325_ 


02. 


0420 


.C43 




Gene No. 


113574 


Strand 












Start 


847 


End 


1017 










Name 


OJ990325 02.0420.C43.ol.gs 


Method 


GENSCAN 










Start 


847 


End 


1017 










GI 


none 


Score 


.99 










Exons 


847. .1017 














Seq. No. 


54130 


Seq. .ID 


OJ990325_ 


02. 


0420 


.C44 




Gene No. 


113575 


Strand 












Start 


210 


End 


527 









54770 



Name OJ990325_02 . 0420 . C44 . ol .np Method AAT/NAP 

Start 210 End 527 

GI 6069646 Score 124 

Exons 210.. 527 

GI Descrip. (AP000616) similar to putative reverse 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



transcriptase 
11 (AP001129) 
F9013 genomic 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 54130 Seq. ID OJ990325_02 . 0420 . C44 

Gene No. 113576 Strand + 

Start 597 End 3821 

Name OJ990325_02 . 0420 . C44 . o2 .np Method AAT/NAP 

Start 597 End 3821 

GI 7388105 Score 392 

Exons 597.. 835, 918.. 974, 1065.. 1160, 1500.. 1597, 1682.. 1793, 

2603.. 2644, 3671.. 3821 
GI Descrip. RIBOSOME RECYCLING FACTOR, CHLOROPLAST PRECURSOR (RIBOSOME 
RELEASING FACTOR, CHLOROPLAST) (RRF) (RRFHCP) 
gi|4689034|emb|CAB41419.1| (AJ133751) chloroplast ribosome 
recycling factor protein [Spinacia oleracea] 



£ S5 s 
L Ji 

s. ^ 


Seq. No. 


54130 




Seq. ID 


OJ990325_02.0420.C44 


~ cx 


bene lno . 


113576 




Strand 


+ 


F ! ; 




597 




End 


3821 




Name 


OJ990325 02.0420.C44.ol. 


gs 


Method 


GENSCAN 


r j 




649 




End 


2644 


\ . {j 

h is; 




none 




Score 


.79 


\ -JJ. 


Exons 


649. .707, 908. .974, 150C 


..1597, 1625.. 


1793, 2603.. 2644 


? : 3 

i y 


Seq. No. 


54130 




Seq. ID 


OJ990325_02.0420.C44 




Gene No. 


113576 




Strand 


+ 




Start 


597 




End 


3821 


"S 


Name 


OJ990325 02.0420.C44.ol. 


tm 


Method 


TBLASTX: Maize 


a 


Start 


722 




End 


3716 


~~ 


GI 


none 




Score 


78 


'~ =7 

~ W; 


Exons 


722. .874, 743. .820, 768. 


.827, 


899. .1006, 905. .973, 906. .1007, 






1064. .1162, 1065. .1163, 


1068. 


.1163, 1494. .1598, 1497. .1589, 


S3 




1499. .1594, 1674. .1793, 


1676. 


.1795, 1679. .1795, 1680. .1796, 






2600.. 2653, 2602.. 2655, 


3669. 


.3716, 3670. .3711 




Seq. No. 


54130 




Seq. ID 


OJ990325_02.0420.C44 




Gene No. 


113576 




Strand 


+ 




Start 


597 




End 


3821 




Name 


OJ990325 02.0420.C44.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


902 




End 


3742 




GI 


none 




Score 


67 




Exons 


902. .1006, 912. .986, 1065. .1163, 1071. 


.1163, 1494. .1598, 






1497. .1592, 1498. .1593, 


1499. 


.1594, 1674. .1793, 1680.. 1805, 






3668. .3742 










Seq. No. 


54131 




Seq. ID 


OJ990325_02.0420.C45 




Gene No. 


113577 




Strand 


+ 




Start 


1 




End 


1092 




Name 


OJ990325 02.0420.C45.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


439 



54771 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7388105 Score 134 

1..107, 200. .250, 368. .439 

RIBOSOME RECYCLING FACTOR, CHLOROPLAST PRECURSOR {RIBOSOME 
RELEASING FACTOR, CHLOROPLAST) (RRF) (RRFHCP) 
gi|4689034 | emb | CAB4 14 19 . 1 | (AJ133751) chloroplast ribosome 
recycling factor protein [Spinacia oleracea] 



54131 
113577 - 
1 

OJ990325_02.0420.C45.ol.gp 
56 

28408_1.R1084 

56.-97, 190. .250, 368. .424, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
606. .947 

•1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence* 



OJ990325_02.0420.C45 
+ 

1092 
AAT/GAP 
947 
857 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54131 Seq. ID 

113577 Strand 

1 End 
OJ990325_02.0420.C45.ol.gs Method 

200 End 

none Score 

200. .250, 368. .424, 994. .1092 



02.0420.C45 



OJ990325 
+ 

1092 
GENSCAN 
1092 
.67 



OJ990325 02.0420.C45 



54131 Seq. ID 

113578 Strand 
1276 End 1469 

OJ990325_02.0420.C45.o2.np Method AAT/NAP 
1276 End 1469 

82536 Score 98 

1276. .1469 

hypothetical 8 . 3K protein (trnl-trnC intergenic region) - rice 
chloroplast gi | 11968 | emb | CAA33983 I (X15901) ORF70 [Oryza sativa] 
gi I 226686 | prf | | 1603356L ORF 70 [Oryza sativa] 



Seq. No. 


54131 




Seq. ID 


OJ990325_02. 


0420. C45 


Gene No. 


113579 




Strand 






Start 


2241 




End 


2411 




Name 


OJ990325 02.0420.C45. 


o2.gs 


Method 


GENSCAN 




Start 


2241 




End 


2411 




GI 


none 




Score 


.99 




Exons 


2241. .2411 










Seq. No. 


54132 




Seq. ID 


OJ990325_02. 


0420. C46 


Gene No. 


113580 




Strand 


+ 




Start 


486 




End 


2134 




Name 


OJ990325 02.0420.C46. 


ol .gs 


Method 


GENSCAN 




Start 


486 


End 


2134 




GI 


none 




Score 


.42 




Exons 


486. .783, 1002. .1171, 


1194. 


.1351, 1468 


..1490, 1654. 


.1833, 




2127. .2134 










Seq. No. 


54132 




Seq. ID 


OJ990325_02. 


0420. C46 


Gene No. 


113581 




Strand 






Start 


7420 




End 


10332 




Name 


OJ990325 02.0420.C46. 


ol .np 


Method 


AAT/NAP 





54772 




Start 7420 End 10332 

GI 6721517 Score 4164 

Exons 7420. .7483, 7537. .7691, 7771. .8523, 8572. .10332 

GI Descrip. (AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



Oc^i IN \J • 










q^rr T n 


O.TQQO^PS 09 0490 






113581 

11JJU1 








9t" ranH 

O l_ i- OllU 


-f 




q+- =, >-+- 


7490 

/ *i £. \J 










1 0?^9 




Name 


OJ990325 02 


. 0420 


. C4 6 . o4 


. tw 


Met hoci 


TBLASTX • Wheat 




Start 


7689 








End 


8052 




GI 


none 








Score 


298 




Exons 


7689. .7793, 


7693 


.8052, 


7818. 


.8051 






Seq. No. 


54132 








Seq. ID 


OJ990325__02.0420 


.C46 


Gene No. 


113581 








Strand 


+ 




Start 


7420 








End 


10332 




Name 


OJ990325 02 


.0420 


C46.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


7933 








End 


8229 




GI 


none 








Score 


202 




Exons 


7933. .8229, 


7950 


.8120, 


8023. 


.8139 







Seq. No. 

Gene No. 
3 Start 
3 Name 
5 Start 

;! gi 

Z Exons 



54132 Seq. ID 

113581 Strand 

7420 End 
OJ990325JD2 . 0420 . C4 6 . o3 . tm Method 

8575 End 

none Score 
8575..889S 



OJ990325_02.0420.C46 
+ 

10332 

TBLASTX: Maize 

8895 

209 



J Seq. No. 54132 Seq. ID 

3 Gene No. 113581 Strand 

Mi Start 7420 End 

" Name OJ990325_02 . 0420 . C4 6. o5 . tw Method 

a Start 8628 End 

^ GI none Score 

J Exons 8628.. 8768, 8629.. 8982, 8812.. 8946 



OJ990325_02.0420.C46 
+ 

10332 

TBLASTX: Wheat 

8982 

263 



^ Seq. No. 54132 Seq. ID 

Z Gene No. 113581 Strand 

f Start 7420 End 

3 Name OJ990325_02 . 0420 . C4 6 . ol . tw Method 

Start 9153 End 

GI none Score 

Exons 9153.. 9596, 9157.. 9639 



OJ990325_02.0420.C4 6 
+ 

10332 

TBLASTX: Wheat 

9639 

546 



Seq. No. 54132 Seq. ID 

Gene No. 113581 Strand 

Start 7420 End 

Name OJ990325_02 . 0420 . C4 6 . o2 . tm Method 

Start 9222 End 

GI none Score 

Exons 9222.. 9467, 9226.. 9693, 9313.. 9660 



OJ990325_02 . 0420 . C4 6 
+ 

10332 

TBLASTX: Maize 

9693 

385 



Seq. No. 54132 Seq. ID 

Gene No. 113581 Strand 

Start 7420 End 

Name OJ990325 02 . 0420 . C4 6 . o3 . ts Method 



OJ990325_02.0420.C46 
+ 

10332 

TBLASTX: Soybean 



54773 



Start 9226 End 

GI none Score 

Exons 9226.. 9507, 9309.. 9506 

Seq. No. 54132 

Gene No. 113581 Strand 

Start 7420 End 

Name OJ990325_02.0420.C4 6.ol.ts Method 

Start 9580 End 

GI none Score 
Exons 



9507 
183 



Seq. ID OJ990325_02.0420.C46 
+ 

10332 

TBLASTX : Soybean 
9975 
57 



9580. .9612, 9580. .9612, 9616. .9975, 9619. .9693, 9623.-9757, 
9732. .9974 



X — 

*3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54132 

113581 

7420 

OJ990325_02.0420.C46.o2.tw 

9688 

none 



Seq. ID OJ990325_02.0420.C46 

Strand + 

End 10332 

Method TBLASTX : Wheat 

End 10089 

Score 535 



9688. .10089, 9688. .10086, 9873. .10088 



54132 

113581 

7420 

OJ990325_02.0420.C4 6.o5.tm 

9694 

none 



Seq. ID OJ990325_02.0420.C46 

Strand + 

End 10332 

Method TBLASTX : Mai ze 

End 9857 

Score 192 



9694.. 9855, 9698.. 9856, 9699.. 9857 



*!: Seq. No. 

^ Gene No. 

fy Start 

s Name 

?n Start 

"1 GI 

: f Exons 

^3 Seq. No. 
[l Gene No. 
pjj Start 
Eer Name 

Start 

GI 

Exons 



54132 

113581 

7420 

OJ990325_02.0420.C4 6.ol.tm 

9862 

none 



Seq. ID OJ990325_02.0420.C46 

Strand + 

End 10332 

Method TBLASTX : Maize 

End 10302 

Score 438 



9862. .10302, 9876. .10241, 9895. .10290 



54132 

113581 

7420 

OJ990325_02 . 0420 . C4 6 . o2 . ts 

10000 

none 

10000. .10242 



Seq. ID OJ990325_02.0420.C46 

Strand + 

End 10332 

Method TBLASTX : Soybean 

End 10242 

Score 197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



54132 

113581 

7420 

OJ990325_02.0420.C4 6.o3.tw 

10090 

none 



Seq. ID OJ990325_02.0420.C46 

Strand + 

End 10332 

Method TBLASTX : Wheat 

End 10332 

Score 386 



10090. .10332, 10095. .10331, 10108.. 10332 



54133 

113582 

942 

OJ990325 02.0420.C47.o4.tw 



Seq. ID OJ990325_02.0420.C47 
Strand 

End 2750 

Method TBLASTX : Wheat 



54774 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



471 End 804 

none Score 83 

471. .620, 486. .578, 487. .636, 509. .619, 587. .652, 587. .652, 

595.-654, 663. .734, 664. .732, 760. .804, 772. .804 



54133 

113582 

942 

OJ990325_02 . 04 20 . C4 7 . o3 . tm 

7.48 

none 



Seq. ID OJ990325_02.0420.C47 
Strand 

End 2750 

Method TBLASTX : Mai ze 

End 1071 

Score 43 



748. .792, 750. .773, 799. .942, 839. .931, 840. .932, 850. .936, 
980. .1069, 981. .1070, 981. .1070, 982. .1071, 982. .1071 



54133 

113582 

942 

OJ990325_02.0420.C47.ol.gs 

942 

none 

942. .2639 



Seq. ID OJ990325_02.0420.C47 
Strand 

End 2750 

Method GENS CAN 

End 2639 

Score .53 



Seq. No. 54133 
Gene No. 113582 
Start 942 

Name OJ990325_02 . 0420 . C4 7 . ol . np 

Start 945 
GI 6630696 
Exons 945.. 2750 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ990325_02.0420.C47 
Strand 

End 2750 

Method AAT/NAP 

End 2750 

Score 3053 





Seq. No. 


54133 








Seq. ID 


OJ990325_02.0420.C47 


~e 


Gene No. 


113582 








Strand 






Start 


942 








End 


2750 




Name 


OJ990325 02 


.0420. 


C47.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1081 








End 


1556 


%3 


GI 


none 








Score 


410 


? «~ 


Exons 


1081. .1467, 


1083. 


.1466, 


1482. 


.1556, 


183. .1551, 1496. .1555 




Seq. No. 


54133 








Seq. ID 


OJ990325_02.0420.C47 




Gene No. 


113582 








Strand 






Start 


942 








End 


2750 




Name 


OJ990325 02 


0420. 


C47.o3 


ts 


Method 


TBLASTX : Soybean 




Start 


1209 








End 


1550 




GI 


none 








Score 


96 




Exons 


1209. .1418, 


1288. 


.1413, 


1437. 


.1550, 1447. .1515 




Seq. No. 


54133 








Seq. ID 


OJ990325_02.0420.C47 




Gene No. 


113582 








Strand 






Start 


942 








End 


2750 




Name 


OJ990325 02 


0420. 


C47.o2 


tm 


Method 


TBLASTX: Maize 




Start 


1413 








End 


1784 




GI 


none 








Score 


311 




Exons 


1413. .1784, 


1414. 


.1761 









54775 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Z Gene No. 

!; Start 

J Name 

3 Start 

J GI 

* Exons 

=1 GI Descrip. 

u 

Seq. No. 

3 Gene No. 
j Start 

f Name 

I Start 

* GI 

4 Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No." 

Start 

Name 

Start 

GI 

Exons 



54133 

113582 

942 

OJ990325_02.0420.C47.o2.tw 

1557 

none 

1557. .1610, 1764. .1970, 1965, 

54133 

113582 

942 

OJ990325_02 . 0420 . C47 . o2 . ts 

1560 

none 

1560.. 1742, 1563.. 1751, 1564. 

54133 

113582 

942 

OJ990325_02.0420.C47.ol.tm 

1845 

none 

1845. .2309, 1948. .2058, 2094. 

54133 

113582 

942 

OJ990325_02.0420.C47.ol.ts 

1992 

5509260 

1992. .2444, 2188. .2349 



Seq. ID OJ990325_02.0420.C47 
Strand 

End 2750 

Method TBLASTX : Wheat 

End 2309 

Score 72 
.2309, 2128.. 2292 

Seq. ID OJ990325_02.0420.C47 
Strand 

End 2750 

Method TBLASTX : Soybean 

End 1911 

Score 64 

.1752, 1747. .1911, .1752. .1910 

Seq. ID OJ990325_02.0420.C47 
Strand 

End 2750 

Method TBLASTX : Mai ze 

End 2310 

Score 61 
.2174, 2179. .2310 

Seq. ID OJ990325_02.0420.C47 
Strand 

End ■ 2750 

Method TBLASTX : Soybean 

End 2444 

Score 103 



54133 

113582 

942 

OJ990325_02.0420.C47.ol.tc 

2091 

none 

2091. .2351, 2179. .2349 

54133 

113582 

942 

OJ990325_02.0420.C47.o3.tw 

2364 

none 

2364.. 2747, 2364.. 2747, 2692. 

54134 

113583 

438 

OJ990325_02.0420.C4 9.ol.gs 

438 

none 

438. .566, 761. .772 



Seq. ID OJ990325_02.0420.C47 
Strand 

End 2750 

Method TBLASTX : Cress 

End 2351 

Score 110 



Seq. ID OJ990325_02.0420.C47 
Strand 

End 2750 

Method TBLASTX : Wheat 

End 2748 

Score 212 
.2748 

Seq. ID OJ990325_02.0420.C49 

Strand + 

End 772 

Method GEN SCAN 

End 772 

Score .62 



54776 



Seq. No. 


54134 




Seq. ID 


OJ990325_02 . 0420 


Gene No. 


113584 




Strand 




Start 


1 




End 


1020 


Name 


OJ990325 02.0420.C49.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1020 


GI 


2335108 




Score 


324 


Exons 


1..172, 245. .340, 431.. 


540, 976.. 1020 




GI Descrip. 


(AC002339) putative zinc protease [Arabidopsis thaliana 


Seq. No. 


54134 




Seq. ID 


OJ990325_02.0420 


Gene No. 


113584 




Strand 




Start 


1 




End 


1020 


Name 


OJ990325 02.0420.C49.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


481 


GI 


none 




Score 


112 


Exons 


1..165, 2. .166, 6. .170, 


218. . 


343, 232. 


.309, 236.. 346, 4 


Seq. No. 


54134 




Seq. ID 


OJ990325_02.0420 


Gene No. 


113584 




Strand 




Start 


1 




End 


1020 


Name 


OJ990325 02.0420.C49.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2 




End 


553 


GI 


none 




Score 


89 


Exons 


2. .166, 3. .128, 236. .346, 243 


..326, 407. .535, 415. .552, 




431. .553, 456. .545 








Seq. No. 


54134 




Seq. ID 


OJ990325_02 . 0420 


Gene No. 


113584 




Strand 




Start 


1 




End 


1020 


Name 


OJ990325 02.0420.C49.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


11 




End 


545 


GI 


none 




Score 


36 


Exons 


11. .31, 30. .203, 38. .169, 57. 


.173, 61. 


.174, 236. .346, 2 




422. .541, 431. .541, 432 


. .545 






Seq. No. 


54134 




Seq. ID 


OJ990325_02.0420 


Gene No. 


113584 




Strand 




Start 


1 




End 


1020 


Name 


OJ990325 02.0420.C49.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


284 




End 


550 


GI 


none 




Score 


80 


Exons 


284. .346, 285. .392, 422 


. .550, 


432. .548 




Seq. No. 


54135 




Seq. ID 


OJ990325_02.0420 


Gene No. 


113585 




Strand 


+ 


Start 


343 




End 


987 


Name 


OJ990325 02.0420.C50.ol 


.gs 


Method 


GENSCAN 


Start 


343 


End 


987 


GI 


none 




Score 


.83 


Exons 


343. .666, 935. .987 








Seq. No. 


54135 




Seq. ID 


OJ990325_02.0420 


Gene No. 


113586 




Strand 


-J- 


Start 


1665 




End 


1995 


Name 


OJ990325 02.0420.C50.o2 


.gs 


Method 


GENSCAN 


Start 


1665 


End 


1995 


GI 


none 




Score 


.64 



,481 



54777 



Exons 


1665. .1703, 1921. .1995 




Seq. No. 


54136 


Seq. ID 


Gene No . 


113587 


Strand 


Start 


743 


End 


Name 


OJ990325 02.0420.C51.o2.gp 


Method 


Start 


743 


End 


GI 


uC-osflcyp033a04bl 


Score 


Exons 


743. .1126" 




GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 




DNA, chromosome 1, clone : P0711E10 ' 


Seq. No. 


54136 


Seq. ID 


Gene No. 


113587 


Strand 


Start 


743 


End 


Name 


OJ990325 02.0420.C51.ol.gs 


Method 


Start 


848 


End 


GI 


none 


Score 


Exons 


848. .913, 2014. .2779, 2818. 


.2846, 3072 


Seq. No. 


54136 


Seq. ID 


Gene No. 


113587 


Strand 


Start 


743 


End 


Name 


OJ990325 02.0420.C51.o2.np 


Method 


Start 


3069 


End 


GI 


4680179 


Score 


Exons 


3069. .4151, 4185. .5912 




GI Descrip. 


(AF111709) polyprotein [Oryza sativa s 


Seq. No. 


54136 


Seq. ID 


Gene No. 


113588 


Strand 


Start 


676 


End 


Name 


OJ990325 02.0420.C51.ol.np 


Method 


Start 


676 


End 


GI 


4680186 


Score 


Exons 


676. .877, 1716. .1764, 5680. 


.5729 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


Seq. No. 


54136 


Seq. ID 


Gene No. 


113588 


Strand 


Start 


676 


End 


Name 


OJ990325 02.0420.C51.o6.tw 


Method 


Start 


3312 


End 


GI 


none 


Score 


Exons 


3312. .3509, 3314. .3511 




Seq. No. 


54136 


Seq. ID 


Gene No. 


113588 


Strand 


Start 


676 


End 


Name 


OJ990325 02.0420.C51.o4.tw 


Method 


Start 


3545 


End 


GI 


none 


Score 


Exons 


3545. .3739, 3546. .3896 




Seq. No. 


54136 


Seq. ID 


Gene No. 


113588 


Strand 


Start 


67 6 


End 



OJ990325_02.0420.C51 
+ 

5912 
AAT/GAP 
1126 
669 



+ 

5912 
GEN SCAN 
5878 
.81 



+ 

5912 
AAT/NAP 
5912 
3039 



5912 
AAT/NAP 
5729 
350 



5912 

TBLASTX: Wheat 

3511 

211 



5912 

TBLASTX: Wheat 

3896 

293 



5912 



54778 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990325_02, 

3546 

none 

3546. .3851, 

54136 

113588 

676 

OJ990325_02. 

4176 

none 

4176. .4529 . 

54136 

113588 

676 

OJ990325_02. 

4212 

none 

4212. .4421, 

54136 

113588 

676 

OJ990325_02. 

4749 

none 

4749. .4799, 

54136 

113588 

676 

OJ990325_02. 

4854 

none 

4854. .5285, 

54136 

113588 

676 

OJ990325_02. 

5172 

none 

5172. .5204, 



0420.C51.o3. tm 
3560. .3676 

0420.C51.o4.tm 



Method 

End 

Score 



TBLASTX: Maize 

3851 

232 



0420.C51.o5.tw 



Seq. ID OJ990325_02.0420.C51 
Strand 

End 5912 

Method TBLASTX: Maize 

End 4 529 

Score 192 



Seq. ID OJ990325_02.0420.C51 
Strand 

End 5912 

Method TBLASTX : Wheat 

End 4 634 

Score 166 



4268. .4420, 4466. .4579, 4467. .4634 



0420.C51.o2. tw 



4853. .5188, 4854. 



0420.C51.o2.tm 



5084. .5278 



0420.C51.ol.ts 



Seq. ID OJ990325_02.0420.C51 
Strand 

5912 

TBLASTX: Wheat 
5231 
51 



End 

Method 
End 
Score 
.5231 



Seq. ID OJ990325_02.0420.C51 
Strand 

End 5912 

Method TBLASTX : Mai ze 

End 5285 

Score 363 



Seq. ID OJ990325_02.0420.C51 
Strand 

End 5912 

Method TBLASTX : Soybean 

End 5567 

Score 57 



5174. .5203, 5208. .5567, 5210. .5248, 5276. .5566 



54136 

113588 

676 

OJ990325_02 . 0420 . C51 . ol . tw 

5280 

none 

5280. .5681, 5281. .5361, 5282. 



54136 

113588 

676 

OJ990325 02. 



0420.C51.ol.tm 



Seq. ID OJ990325_02.0420.C51 
Strand 

End 5912 

Method TBLASTX : Wheat 

End 5682 

Score 503 
.5680, 5434.-5682 

Seq. ID OJ990325_02.0420.C51 
Strand 

End 5912 

Method TBLASTX : Mai ze 



54779 



Start 5301 

GI none 

Exons 5301.. 5837, 5435.. 5719 

Seq. No. 54136 

Gene No. 113588 

Start 676 

Name OJ990325_02 . 0420 . C51 . o2 . ts 

Start 5589 

GI none 

Exons 5589.. 5834, 5606.. 5734 

Seq. No. 54136 

Gene No. 113588 

Start 676 

Name OJ990325JD2 . 0420 . C51 . o3 . tw 

Start 5685 

GI none 

Exons 5685.. 5912, 5685.. 5909, 5687. 

Seq. No. 54137 

Gene No. 113589 

Start 1 

Name OJ990325_02 . 0420 . C52 . ol . np 

Start 1 

GI 4680179 

Exons 1..1275 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 54137 

Gene No. 113589 

Start 1 

Name OJ990325_02 . 0420 . C52 . o2 . tw 

Start 1 

GI none 

Exons 1..264, 6.. 263 

Seq. No. 54137 

Gene No. 113589 

Start 1 

Name OJ990325_02 . 0420 . C52 . ol . ts 

Start 52 

GI none 

Exons 52.. 312, 57.. 311 

Seq. No. 54137 

Gene No. 113589 

Start 1 

Name OJ990325_02 . 0420 . C52 . ol . gs 

Start 7 6 

GI none 

Exons 76.. 1278 



End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5911 

Seq. ID 

Strand 

End 

Method 

End 

Score 



5837 
447 



OJ990325_02.0420.C51 
5912 

TBLASTX : Soybean 

5834 

207 



OJ990325_02.0420.C51 
5912 

TBLASTX : Wheat 

5912 

352 



OJ990325_02.0420. 
+ 

1278 
AAT/NAP 
1275 
1927 



C52 



sativa subsp. indica] 

Seq. ID OJ990325_02.0420 

Strand + 

End 1278 

Method TBLASTX : Wheat 

End 2 64 

Score 418 



Seq. ID OJ990325_02.0420, 

Strand + 

End 1278 

Method TBLASTX : Soybean 

End 312 

Score 296 



Seq. ID OJ990325_02.0420. 

Strand + 

End 1278 

Method GENSCAN 

End 1278 

Score . 5 



.C52 



C52 



C52 



Seq. No. 54137 Seq. ID 

Gene No. 113589 Strand 

Start 1 End 

Name OJ990325 02 . 0420 . C52 . o2 . tm Method 



OJ990325_02.0420, 
+ 

1278 

TBLASTX: Maize 



C52 



54780 



Start 110 End 402 

GI none Score 89 

Exons 110.. 271, 111.. 398, 112.. 402 



Seq. No. 54137 

Gene No. 113589 

Start 1 

Name OJ990325_02 . 0420 . C52 . ol . tw 

Start 271 

GI none 

Exons 271.. 897, 327.. 785, 772.. 894 



Seq. ID OJ990325_02.0420.C52 
Strand 
End 

Method 
End 
Score 



+ 

1278 

TBLASTX: Wheat 

897 

707 



Seq. No. 54137 Seq. ID 

Gene No. 113589 Strand 

Start 1 End 

Name OJ990325J32 . 0420 . C52 . ol . tm Method 

Start 451 End 

GI none Score 
Exons 



OJ990325_02.0420.C52 
+ 

1278 

TBLASTX: Maize 

1050 

231 



451. .612, 459. .605, 609. .1034, 610. .1050, 772. .1035 



Seq. No. 54137 Seq. ID 

Gene No. 113589 Strand 

Start 1 End 

Name OJ990325_02 . 0420 .C52 . o3 . tw Method 

Start 897 End 

GI none Score 

Exons 897.. 1166, 898.. 1230, 901.. 1209 



OJ990325_02.0420.C52 
+ 

1278 

TBLASTX: Wheat 

1230 

329 



Seq. No. 


54138 






Seq. ID 


OJ990325_02.0420. 


Gene No . 


113590 






Strand 


+ 


Start 


984 






End 


1160 


Name 


OJ990325 02.0420.C53 


.ol. 


gs 


Method 


GENSCAN 


Start 


984 






End 


1075 


GI 


none 






Score 


.46 


Exons 


984. .1075 










Seq. No. 


54138 






Seq. ID 


OJ990325_02.0420. 


Gene No. 


113590 






Strand 


+ 


Start 


984 






End 


1160 


Name 


OJ990325 02.0420.C53 


.ol. 


np 


Method 


AAT/NAP 


Start 


984 






End 


1160 


GI 


2335108 






Score 


64 


Exons 


984. .1160 










GI Descrip. 


(AC002339) putative 


zinc 


protease [Arabidopsis thaliana] 


Seq. No. 


54139 






Seq. ID 


OJ990325J32.0420. 


Gene No. 


113591 






Strand 




Start 


894 






End 


1115 


Name 


OJ990325 02.0420.C59 


.ol. 


gs 


Method 


GENSCAN 


Start 


894 






End 


1115 


GI 


none 






Score 


.51 


Exons 


894. .922, 1049. .1115 











Seq. No. 54140 Seq. ID OJ990325_02 . 0420 . C62 

Gene No. 113592 Strand + 

Start 215 End 562 

Name OJ990325_02 . 0420 .C62 . ol . np Method AAT/NAP 



54781 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



215 End 491 

6714484 Score 372 

215. .491 

(AC008261) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990325_02.0420.C62 

Strand + 

End 562 

Method AAT/GAP 

End 562 

Score 369 



54140 
113592 
215 

OJ990325_02.0420.C62.ol.gp 
335 

2796804 
335.. 562 

4415929/gb| AAD20159I 7.0e-10 (AC006418) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 


54140 






Seq. ID 


OJ990325_02.0420 


.C62 


Gene No. 


113593 






Strand 


+ 




Start 


643 






End 


999 




Name 




02 . 0420 . Coz . OZ 


.gp 


Method 


AAT / GAP 




Start 


643 






End 


999 




GI 


2798255 






Score 


648 




Exons 


643. .999 












Seq. No. 


54140 






Seq. ID 


OJ990325_02.0420 


.C62 


Gene No. 


113594 






Strand 


- 




Start 


1609 






End 


1938 




Name 


OJ990325 


a o a ^ ort /**>^"o _ i 

02.0420. C62 . ol 


tm 


Method 


TBLASTX : Maize 




Start 


212 






End 


489 




GI 


none 






Score 


63 




Exons 


212. .313, 


217.. 339, 217 


.315, 


218. .325, 


222. .326, 312.. 


488, 




315. .488, 


316. .489 










Seq. No. 


54140 






Seq. ID 


OJ990325_02.0420 


.C62 


Gene No. 


113594 






Strand 






Start 


1 c c\ c\ 






T-< „ _J 

End 


i n *3 o 

iy Jo 




Name 


OJ990325 


02.0420.C62.ol 


tc 


Method 


TBLASTX: Cress 




Start 


217 






End 


482 




GI 


none 






Score 


110 




Exons 


217. .312, 


225.. 395, 315 


.482, 


362. .466 






Seq. No. 


54140 






Seq. ID 


OJ990325_02.0420 


.C62 


Gene No. 


113594 






Strand 






Start 


1609 






End 


1938 




Name 


OJ990325 


02.0420.C62.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


217 






End 


502 




GI 


none 






Score 


122 




Exons 


217. .336, 


219.. 326, 315. 


.485, 


317. .499, 


320. .502 




Seq. No. 


54140 






Seq. ID 


OJ990325_02.0420 


.C62 


Gene No. 


113594 






Strand 






Start 


1609 






End 


1938 




Name 


OJ990325 


02.0420.C62.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


262 






End 


532 




GI 


none 






Score 


48 




Exons 


262. .312, 


314. .469, 315. 


.494, 


321. .482, 


380. .532 




Seq. No. 


54140 






Seq. ID 


OJ990325_02.0420 


.C62 



54782 




OCUC IN (J ■ 


113594 


C f- r*^> n H 

J Li ClllU 




Start 


1609 


End 


1938 


Name 


OJ990325 02.0420.C62.o3.gp 


Method 


AAT/GAP 


Start 


1448 


End 


1778 


GI 


none 


Score 


597 


Exons 


1448. .1778 






Seq. No. 


54140 


Seq. ID 


OJ990325_02.0420.C62 


Gene No. 


113594 


Strand 




Start 


1609 


. End 


1938 




OJ990325 02 0420 C62 o2 tm 


Method 


TBLASTX: Maize 


Start 


1575 


End 


1938 


GI 


none 


Score 


95 


Exons 


1575. .1703, 1584. .1703, 1585 


..1704, 1700. .1750, 1701. .1757, 




1759. .1845, 1772. .1849, 1781 


..1867, 1799. .1933, 1807. .1938, 




1828. .1938 






Seq. No. 


54140 


Seq. ID 


OJ990325_02.0420.C62 


Gene No. 


113594 


Strand 




Start 


1609 


End 


1938 


Name 


OJ990325 02.0420.C62.o2.np 


Method 


AAT/NAP 


Start 


1599 


End 


1938 


GI 


6562297 


Score 


201 


Exons 


1599.. 1938 






GI Descrip. 


(AL133421) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


54140 


Seq. ID 


OJ990325_02.0420.C62 




11JJ 


Strand 




Start 


1609 


End 


1938 


Name 


OJ990325 02.0420.C62.ol.gs 


Method 


GENSCAN 


Start 


1609 


End 


1772 


GI 


none 


Score 


.44 


Exons 


1609. .1772 






Seq. No. 


54140 


Seq. ID 


OJ990325_02.0420.C62 


Gene No. 


113594 


Strand 




Start 


1609 


End 


1938 


Name 


OJ990325 02 0420 C62 o4 era 


Method 


AAT/GAP 


Start 


1738 


End 


1938 


GI 


uC-osflcypl74b03bl 


Score 


349 


Exons 


1738. .1938 






GI Descrip. 


'2335108 6.0e-19 (AC002339) 


putative isulinase [Arabidopsis 




thaliana] 1 






Seq. No. 


54141 


Seq. ID 


OJ990325_02.0420.C75 


Gene No. 


113595 


Strand 


+ 


Start 


1 


End 


813 


Name 


OJ990325 02.0420.C75.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


813 


GI 


6562297 


Score 


179 


Exons 


1..68, 481. .663, 717. .813 






GI Descrip. 


(AL133421) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


54141 


Seq. ID 


OJ990325_02.0420.C75 


Gene No. 


113595 


Strand 


+ 


Start 


1 


End 


813 


Name 


OJ990325 02.0420.C75.ol.tm 


Method 


TBLASTX: Maize 



54783 



Start 
GI 

Exons 



31 End 652 

none Score 58 

31. .66, 32. .67, 32. .67, 33. .77, 478. .570, 479. .580, 480. .602, 
480. .632, 564. .644, 565. .648, 566. .652 



Seq. No. 54142 Seq. ID 

Gene No. 113596 Strand 

Start 6087 End 

Name OJ990325_02 . 0420 . C78 . o2 . gp Method 

Start 5963 End 

GI 65347_1.R1084 Score 

Exons 5963.. 6185, 7358.. 7479 

GI Descrip. ' 4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



OJ990325_02.0420.C78 
+ 

8131 
AAT/GAP 
7479 
633 



t 8 * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
^Gene No. 
Start 
Name 
Start 
GI 

Exons 



54142 Seq. ID 

113596 Strand 

6087 End 

OJ990325_02 . 0420 . C78 . ol . np Method 

6087 End 

6706419 Score 



OJ990325_02.0420.C78 
+ 

8131 
AAT/NAP 
8128 
799 



6087. .6185, 7358. .7873, 7982. .8128 

(AL133248) putative protein [Arabidopsis thaiiana] 



54142 Seq. ID 

113596 Strand 

6087 End 
OJ990325_02.0420.C78.o3.gs Method 

6087 End 

none Score 

6087. .6185, 7373. .8131 



OJ990325_02.0420.C7E 
+ 

8131 
GENSCAN 
8131 
.78 



Seq. No. 54142 

Gene No. 113597 

Start 988 

Name OJ990325_02 . 0420 . C78 . ol . gp 

Start 720 

GI 4350_1.R1084 

Exons 720.. 1113, 1202.. 1267, 1372 
GI Descrip. '2.252840 3.0e-09 (AF013293) 



Seq. ID OJ990325_02.0420.C78 
Strand 

End 2162 

Method AAT/GAP 

End 2162 

Score 1716 
.1429, 1572. .1663, 1831. .2162 



contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaiiana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaiiana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54142 

113597 

988 

OJ990325_02.0420.C78.ol.gs 

988 

none 



Seq. ID OJ990325_02.0420.C78 
Strand 

End 2162 

Method GENSCAN 

End 2052 

Score .66 



988. .1113, 1202. .1267, 1372. .1429, 1572.. 1663, 1831.. 2052 



Seq. No. 54142 

Gene No. 113598 

Start 3139 

Name OJ990325_02 . 0420 . C78 . o2 . gs 



Seq. ID OJ990325_02.0420.C78 
Strand 

End 5051 

Method GENSCAN 



54784 





Start 


3139 






End 


5051 




GI 


none 






Score 


.46 




Exons 


3139. .3267, 


3340. .3378, 


4720. 


4897, 4 


975. .5051 . 




Seq. No. 


54142 






Seq.. ID 


OJ990325_02.0420.C78 




Gene No. 


113599 






Strand 






Start 


8806 






End 


8892 




Name 


OJ990325 02. 


0420.C78.o3 




Method 


TBLASTX: Maize 




Start 


845 






End 


1628 




GI 


none . 






Score 


38 




Exons 


84S..868, 846. .866, 988 


. .1116, 


993. .1115, 997. .1119, 1010.. 






1179. .1268, 


1202. .1270, 


1202. 


1270, 1372. .1431, 1574. .1627, 






J.O/0. . 1DZO 












Seq. No. 


54142 






Seq. ID 


OJ990325_02.0420.C78 




Gene No . 


113599 






Strand 






Start 


8806 






End 


8892 




Name 


OJ990325 02. 


0420.C78.ol 


.tm 


Method 


TBLASTX : Maize 




Start 


6074 






End 


7663 




GI 


none 






Score 


210 




Exons 




bUo4 . . bloo , 


7357. . 


7662, 7358. .7663 




Seq. No. 


54142 






Seq. ID 


OJ990325_02.0420.C78 


f:st 
^ =? 


bene no. 


113599 






Strand 






Start 


8806 






End 


8892 


1 ** 


Name 


OJ990325 02. 


0420.C78.ol 


.ts 


Method 


TBLASTX : Soybean 


L : J 
p : : 


Start 


6086 






End 


7717 




GI 


none 






Score 


161 


r ~"H 

| ; 5 


Exons 


dUod . . oi by , 


DUO / . . bloo , 


7356. . 


7670, 7357. .7710, 7358. .7717 




Seq. No. 


54142 






Seq. ID 


OJ990325_02.0420.C78 




Gene No . 


113599 






Strand 




ry 


Start 


8806 






End 


8892 




Name 


OJ990325 02. 


0420.C78.o2 


. tm 


Method 


TBLASTX: Maize 


r i 


Start 


7932 






End 


8304 


=== J 


GI 


none 






Score 


211 


M 


Exons 


7932. .8126, 


7933. .8130, 


7934. . 


8131, 8212. .8301, 8239. .8304 




Seq. No. 


54142 






Seq. ID 


OJ990325_02.0420.C78 


- z? 


bene no. 


113599 






Strand 




===* 

•= tst 


Start 


8806 






End 


8892 




Name 


OJ990325 02. 


0420.C78.o4 


.gs 


Method 


GENSCAN 




Start 


8806 




End 


8892 




GI 


none 






Score 


.7 




Exons 


8806. .8892 












Seq. No. 


54143 






Seq. ID 


OJ990325_02.0420.C79 




Gene No. 


113600 






Strand 


+ 




Start 


1 






End 


2862 




Name 


OJ990325 02. 


0420.C79.ol 


. np 


Method 


AAT/NAP 




Start 


1 






End 


2811 




GI 


6729489 






Score 


666 




Exons 


1..147, 1729 


. .2811 









GI Descrip. (AL132966) receptor lectin kinase-like protein [Arabidopsis 
thaliana] 

Seq. No. 54143 Seq. ID OJ990325_02 . 0420 . C79 



54785 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



113600 Strand 
1 End 
OJ990325JD2 . 0420 . C7 9 . ol . gs Method 
116 End 
none Score 
116. .234, 766. .981, 1096. .2862 



+ 

2862 
GEN SCAN 
2862 
.43 



54143 

113601 

4755 

OJ990325_ 

1213 

none 



Seq. ID OJ990325_02.0420.C79 



02.0420.C79.ol.tc 



Strand 
End 

Method 

End 

Score 



4996 

TBLASTX: Cress 

2619 

53 



1213. .1260, 1306. .1512, 1723. .1851, 1867. .2058, 1875. .2045, 
2071. .2280, 2089. .2187, 2268. .2408, 2269. .2436, 2512. .2619 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

sjf Gene No. 

C3 Start 

[J Name 

Start 

1 * Exons 

£2 Seq. No. 

'--■■j Gene No. 

il Start 

] a Name 

\i Start 

□ GI 

I 3 Exons 



54143 

113601 

4755 

OJ990325_02.0420.C7 9.ol.ts 

1741 

none 

1741. .1875, 1860. .1982, 1864. 
2059.. 2442, 2283.. 2402 

54143 

113601 

4755 

OJ990325_02.0420.C7 9.ol.tw 

1810 

none 

1810.. 1845, 1873.. 2058, 2068. 

54143 

113601 

4755 

OJ990325_02.0420.C7 9.ol.tm 

1872 

none 

1872.. 2060, 1873.. 2061, 2068. 
2257.. 2400, 2268.. 2402 



Seq. ID OJ990325_02. 0420.C79 
Strand 

End 4996 

Method TBLASTX : Soybean 

End 2442 

Score 98 

.1998, 2008. .2061, 2016. .2060, 



Seq. ID OJ990325_02.0420.C79 
Strand 

4996 

TBLASTX: Wheat 
2229 
50 



End 

Method 
End 
Score 
.2229 



Seq. ID OJ990325_02.0420.C79 
Strand 

End 4996 

Method TBLASTX : Mai ze 

End 2402 

Score 207 

.2280, 2080. .2187, 2244. .2276, 



Seq. No. 54143 
Gene No. 113601 
Start 4755 

Name O J9 90 32 5_02 . 0 4 2 0 . C7 9 . o3 . tm 

Start 3825 
GI none 

Exons 3825.. 3854, 3848.. 3970, 3852. 

3975.. 4028, 3975.. 4049, 3976. 
4103. .4171, 4139.. 4162, 4140. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990325 02.0420.C79 



4996 

TBLASTX: Maize 
4172 
36 

3971, 3853.-3969, 3974.. 4027, 
4050, 4035. .4145, 4045. .4107, 
4172 



Seq. No. 54143 Seq. ID 

Gene No. 113601 Strand 

Start 4755 End 

Name OJ990325_02 . 0420 . C79 . o2 . tw Method 

Start 4714 End 



OJ990325_02.0420.C79 
4996 

TBLASTX: Wheat 
4863 



54786 




GI 


none 




Score 


196 


Exons 


4714.. 4863, 4718. .4861, 


4731. 


. 4862 




Seq. No. 


54143 




Seq. ID 


OJ990325_02.0420.C7 9 


Gene No. 


llobUl 




Strand 




Start 


4755 




End 


4996 


Name 


OJ990325 02.0420.C79.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4717 




End 


4985 


GI • 


none 




Score 


217 


Exons 


4717. .4914, 4719. .4985, 


4746. 


.4985 




Seq. No. 


54143 




Seq. ID 


OJ990325_02.0420.C79 


Gene No. 


113601 




Strand 




Of a r~4- 


4755 




End 


4996 


Name 


OJ990325 02.0420.C79.o2. 


np 


Method 


AAT/NAP 


Start 


4755 




End 


4996 


GI 


6706418 




Score 


145 


Exons 


4755. .4996 








GI Descrip. 


(AL133248) protease-like protein [Arabidopsis thaliana] 


Seq. No. 


£ A 1 A A 




Seq. ID 


OJ990325_02.0420.C80 


Gene No . 


11 ooUz 




Strand 




Start 


loo 




End 


6014 


Name 


ATOomoc no n a o n pon 

ujyyuozo uz . U4zu . Lou . oz . 


tw 


Method 


TBLASTX: Wheat 


Start 


loo 




End 


312 


GI 


none 




Score 


196 


Exons 


163. .312, 180. .311 








Seq. No. 






Seq. ID 


OJ990325_02.0420.C80 


Gene No. 


lloouz 




Strand 




Start 


loo 




End 


6014 


Name 


OJyyUozo uz . 04^0 . CoU . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


166 




End 


4628 


GI 


none 




Score 


217 


Exons 


166. .363, 168. .434, 195. 


.434, 


491. .628, 


501. .626, 503. .634, 




768. .860, 773. .874, 773. 


.862, 


932. .988, 


933. .989, 934. .987, 




1124. .1192, 1125. .1256, 


1131. 


.1259, 1132. .1257, 1132.. 1293, 




1432. .1473, 1452. .1634, 


1453. 


.1662, 1460. .1645, 1745. .1951, 




1746. .1949, 1750. .1950, 


2355. 


.2465, 2356. .2475, 2358. .2465, 




2420. .2467, 4063. .4134, 


4398. 


.4628, 4428. .4613, 4432. .4617 


Seq. No. 


54144 




Seq. ID 


OJ990325_02.0420.C80 


Gene No. 


113602 




Strand 




Start 


183 




End 


6014 


Name 


OJ990325 02.0420.C80.ol. 


np 


Method 


AAT/NAP 


otaiL 


183 




End 


6014 


GI 


2335108 




Score 


1490 


Exons 


183. .431, 503. .625, 773. 


.859, 


934. .985, 


1131. .1255, 1432. .1 




1747. .1948, 23S8..2462, 


4072. 


.4133, 4427. .4616, 4689. .4784, 




4871. .4978, 5882. .6014 








GI Descrip. 


(AC002339) putative zinc 


protease [Arabidopsis thaliana] 


Seq. No. 


54144 




Seq. ID 


OJ990325_02.0420.C80 


Gene No. 


113602 




Strand 




Start 


183 




End 


6014 


Name 


OJ990325 02.0420.C80.ol. 


gs 


Method 


GENSCAN 


Start 


235 




End 


4772 



54787 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score , 67 

235. .431, 503. .625, 773. .874, 934. .985, 1131. .1255, 1432. .1700, 
1747. .1948, 2358. .2462, 4689. .4772 



54144 Seq. ID 

113602 Strand 

183 End 

OJ990325_02 . 0420 . C80 . o3 . tw Method 

932 End 

none Score 



OJ990325_02.0420.C80 
6014 

TBLASTX: Wheat 

1566 

87 

1256, 1132.. 1263, 



932. .988, 934. .987, 1124. .1192, 1125. 
1135. .1257, 1428. .1460, 1429. .1497, 1432. .1473, 1452. .1556, 
1453. .1545, 1453. .1566, 1454. .1555, 1461. .1562 



Seq. No. 54144 

Gene No. 113602 

Start 183 

Name OJ990325_02 . 0420 . C80 . o2 . tc 

Start 1576 

GI none 

Exons 1576.. 1683, 1745.. 1951, 1746. 
2355. .2465 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1949, 



OJ990325 02.0420.C80 



6014 

TBLASTX: Cress 
2465 
125 

1814. .1951, 2352. .2465, 



Seq. No. 54144 
Gene No. 113602 
Start 183 

Name OJ990325_02 . 0420 . C80 . ol . ts 

Start 1594 
GI none 

Exons 1594.. 1662, 1745.. 1951, 1746. 

2358. .2465, 4407. .4571, 4428. 
4680. .4781, 4680. .4790, 4687. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990325 02.0420.C80 



6014 

TBLASTX: Soybean 
5991 
68 

1949, 1841. .1951, 2347. .2469, 
4610, 4432. .4608, 4432. .4614, 
4782, 4862. .4981, 4867. .4974, 



4881. .4982, 5870. .5986, 5870. .5989, 5872. .5991 



54144 

113602 

183 

OJ990325_02.0420.C80.ol.tc 

4428 

none 

4428. .4610, 4432. .4614, 4432. 
4680. .4790, 4681. .4782, 4862. 

54144 

113602 

183 

OJ990325_02 . 0420 . C80 . o2 . tm 

4680 

none 

4680. .4790, 4681. .4788, 4685. 
4872. .4976, 5876. .5980, 5877. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990325 02.0420.C80 



6014 

TBLASTX: Cress 
4921 
163 

.4617, 4433. .4618, 4676. .4753, 

.4921 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990325 02.0420.C80 



6014 

TBLASTX: Maize 
5983 
127 

4798, 4859.. 4975, 4862. 
5981, 5890.. 5982, 5891. 



,4975, 
,5983 



Seq. No. 54144 Seq. ID 

Gene No. 113602 Strand 

Start 183 End 

Name OJ990325_02 . 0420 . C80 . ol . tw Method 

Start 4728 End 



OJ990325_02 .0420.C80 
6014 

TBLASTX: Wheat 
5983 



54788 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 90 

4728. .4790, 4729.-4788, 4730. .4792, 4862. .4975, 4872. .4976, 
5876. .5980, 5877. .5981, 5878. .5982, 5878. .5982, 5879. .5983 



54145 

113603 

496 

OJ990325_02.0420.C81.ol.gs 

496 

none 



Seq. ID OJ990325_02.0420.C81 
Strand 

End 1575 

Method GENS CAN 

End 1575 

Score .71 



496. .599, 1331. .1434, 1509. .1575 



54146 

113604 

420 

OJ990325_02.0420.C83.ol.gs 

420 

none 

420. .631, 747. .820, 838. .855 



Seq. ID OJ990325_02.0420.C83 
Strand 

End 855 

Method GENSCAN 

End 855 

Score .92 



Seq. No. 54147 

Gene No. 113605 

Start 65 

Name OJ990325_02 . 0420 . C85 . ol . gs 

Start 65 

GI none 

Exons 65.. 218, 594.. 712 

Seq. No. 54148 

Gene No. 113606 

Start 611 

Name OJ990325_02 . 0420 . C93 . ol . gs 

Start 611 

GI none 

Exons 611.. 1529 



Seq. ID OJ990325_02.0420.C85 

Strand + 

End 712 

Method GENSCAN 

End 712 

Score .79 



Seq. ID OJ990325_02.0420.C93 

Strand + 

End 1529 

Method GENSCAN 

End 1529 

Score .46 



Seq. No. 54149 

Gene No. 113607 

Start 674 

Name OJ990325_02 . 0420 . C94 . ol . gs 

Start 674 

GI none 

Exons 674.. 835 



Seq. ID OJ990325_02.0420.C94 

Strand + 

End 835 

Method GENSCAN 

End 835 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



54149 
113608 
1 

OJ990325_02.0420.C94.ol.np 
1 

7106512 
1..58, 722. .774, 848. .908 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ990325_02.0420.C94 
Strand 

1052 
AAT/NAP 
908 
84 



End 

Method 

End 

Score 



54149 

113608 

1 



Seq. ID OJ990325_02.0420.C94 
Strand 

End 1052 



54789 



Name 
Start 
GI . 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990325_02 . 0420 . C94 . ol . gp Method AAT/GAP 
805 End 1052 

3761181 Score 462 

805. .1052 

4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



54150 
113609 
380 

OJ990325_02 . 0420 . C95 . ol .np 
380 

7106512 
380. .680, 754. .810 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ990325_02.0420.C95 
Strand 

End 810 

Method AAT/NAP 

End 810 

Score 39 



54150 
113610 
752 

OJ990325_02.0420.C95.o2.np 
752 

7248395 
752. .1064 

(AP001389) hypothetical protein [Oryza sativa] 



Seq. ID OJ990325_02.0420.C95 
Strand 

End 1064 

Method AAT/NAP 

End 1064 

Score 207 



54151 
113611 
1 

OJ990325_02.0420.C96.ol.np 
1 

6630696 
1..61, 290. .1663 

(AP000969) ESTs 022114(010364), AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ990325_02.0420.C96 
Strand 

End 1663 

Method AAT/NAP 

End 1663 

Score 2359 



54151 

113611 

1 

OJ990325_02.0420.C96.ol.gs 

238 

none 

238. .1131, 1168. .1581 

54151 

113611 

1 

OJ990325_02.0420.C96.ol.tw 

288 

none 

288. .545, 304. .552, 305. .553 

54151 

113611 

1 

OJ990325 02.0420.C96.o2.tm 



Seq. ID OJ990325_02.0420.C96 
Strand 

End 1663 

Method GENSCAN 

End 1581 

Score .58 



Seq. ID OJ990325_02.0420.C96 
Strand 

End 1663 

Method TBLASTX : Wheat 

End 553 

Score 269 



Seq. ID OJ990325_02.0420.C96 
Strand 

End 1663 

Method TBLASTX: Maize 



54790 



Start 


292 


End 


660 


GI 


none 


Score 


68 


Exons 


292. .660, 293. .421 






Seq. No. 


54151 


Seq. ID 


OJ990325_02.0420.C96 




1 T *3f\1 1 


oLidnu 




Start 


1 


End 


1663 


Name 


OJ990325 02.0420. C96.ol.ts 


Method 


TBLASTX : Soybean 


Start 


328 


End 


577 


GI 


none 


Score 


99 


Exons 


328. .381, 400. .576, 403. .567, 


458. .577 




Seq. No. 


54151 


Seq. ID 


OJ990325_02.0420.C96 


bene ino . 


11 ODll 


Strand 




Start 


1 


End 


1663 


Name 


OJ990325 02.0420.C96.ol.tm 


Method 


TBLASTX: Maize 


Start 


772 


End 


1116 


GI 


none 


Score 


373 


Exons 


772. .813, 842. .1114, 842. .111 


4, 843. .1115, 843. .1115, 844.. 


Seq. No. 


54151 


Seq. ID 


OJ990325_02.0420.C96 


Gene No. 


113611 


Strand 




Start 


1 


End 


1663 


Mama 


OJ990325 02.0420.C96.ol.gp 


Method 


AAT/GAP 


Start 


1057 


End 


1663 


GI 


101595 1.R1084 


Score 


883 


Exons 


1057. .1131, 1247. .1663 






GI Descrip. 


1 3047066 3.0e-15 (AF058825) contains similarity to 




retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 


Seq. No. 


54152 


Seq. ID 


OJ990325_02.0420.C97 


belle 1NO • 


113612 


Strand 




Start 


3064 


End 


8358 


Name 


OJ990325 02.0420.C97.o2.gs 


Method 


GENSCAN 


Start 


3064 


End 


8358 


GI 


none 


Score 


.45 


Exons 


3064. .3551, 6078. .8358 






Seq. No. 


54152 


Seq. ID 


OJ990325_02.0420.C97 


bene iNO • 


113612 


Strand 




Start 


3064 


End 


8358 


Name 


OJ990325 02.0420.C97.ol.gp 


Method 


AAT/GAP 


Start 


5525 


End 


5959 


GI 


3767888 


Score 


807 


Exons 


5525. .5959 






Seq. No. 


54152 


Seq. ID 


OJ990325_02.0420.C97 


Gene No. 


113612 


Strand 




Start 


3064 


End 


8358 


Name 


OJ990325 02.0420.C97.o3.tm 


Method 


TBLASTX: Maize 


Start 


6076 


End 


6636 


GI 


none 


Score 


53 


Exons 


6076. .6123, 6077. .6124, 6081. 


.6134, 6130.. 6192, 6133.. 6192, 




6187. .6267, 6199.. 6264, 6241. 


.6285, 6263. .6358, 6385.-6483, 




6451. .6636, 6475. .6510, 6485. 


.6550, 6512. .6580, 6514.. 6636 


Seq. No. 


54152 


Seq. ID 


OJ990325_02.0420.C97 



54791 



Gene No. 113612 Strand 

Start 3064 End 8358 

Name OJ990325J32 . 0420 . C97 . o2 . gp Method AAT/GAP 

Start 6106 End 7161 

GI 14616_1.R1084 Score 1890 

Exons 6106.. 6257, 6345.. 7161 

GI Descrip. ' 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. No. 54152 

Gene No. 113612 

Start 3064 

Name OJ990325_02 . 0420 . C97 . o2 . tm 

Start 6643 

GI none 
Exons 



Seq. ID OJ990325_02.0420.C97 
Strand 
End 

Method 
End 
Score 



8358 

TBLASTX: Maize 

6984 

240 



6643. .6681, 6644. .6823, 6644. .6811, 6745. .6825, 6836. .6922, 
6841. .6930, 6842. .6928, 6905. .6955, 6910. .6984 



Seq. No. 54152 
Gene No. 113612 
Start 3064 

Name OJ990325_02 .0420 . C97 . ol . tm 

Start 7508 
GI none 

Exons 7508. .7711, 7509.. 7712, 7708. 

7836. .7982, 7893. .7991, 7992. 
8252. .8278 



Seq. ID OJ990325_02.0420.C97 
Strand 

End 8358 

Method TBLASTX : Mai ze 

End 8278 

Score 196 

.7782, 7718. .7780, 7759. .7977, 
.8249, 7992.. 8243, 8057.. 8266, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54153 Seq. ID 

113613 Strand 

1 End 

OJ990325_02 . 0420 . C98 . ol . np Method 

1 End 

2335108 Score * 
1..78, 544. .644, 1307. .1486 

(AC002339) putative zinc protease [Arabidopsis thaliana] 



OJ990325_02.0420.C98 

1486 
AAT/NAP 
1486 
135 



54153 Seq. ID 

113613 Strand 
1 End 
OJ990325_02 . 0420 . C98 . ol . gs Method 
558 End 
none Score 
558. .644, 1307. .1387 

54154 

113614 Strand 
1 End 
OJ990325_02.0420.C99.ol.np Method 
1 End 
6706418 Score 



OJ990325_02 .0420.C98 

1486 
GENSCAN 
1387 
.77 



Seq. ID OJ990325_02.0420.C99 



6273 
AAT/NAP 
5798 
784 



1..258, 537. .629, 1755. .1917, 2039. .2151, 2253. .2375, 
3533. .3584, 3983. .4026, 4115. .4188, 4273. .4364, 5515. .5798 



GI Descrip. (AL133248) protease-like protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



54154 
113614 



Seq. ID 
Strand 



OJ990325 02.0420.C99 



54792 






Pf- -r-+- 

otart 


1 End 


6273 






Name 


OJ990325 02.0420.C99.ol.tm Method 


TBLASTX: Maize 






Start 


170 End 


2295 






GI 


none Score 


64 






Exons 


170. .259, 538. .630, 542. .640, 1753. .1923, 1754. .1924, 








1783. .1926, 2030. .2152, 2254. .2295 








Seq. No. 


54154 Seq. ID 


OJ990325_02.0420. 


C99 




Gene No. 


113614 Strand 


- 






Of a -yi- 

o rare 


1 End. 


6273 






Name 


OJ990325 02.0420.C99.ol.gs Method 


GENSCAN 






Start 


537 End 


6273 






GI 




79 






Exons 


537. .629, 1755. .1931, 3533. .3584, 3983 


..4026, 4115. .4188 








4273. .4364, 5515. .5582, 6255. .6273 








Seq. No. 


54154 Seq. ID 


OJ990325_02.0420. 


C99 






113614 Strand 


- 






Start 


1 End 


6273 






Name 


OJ990325 02.0420.C99.ol.ts Method 


TBLASTX : Soybean 






Start 


538 End 


1896 






GI 


none Score 


100 






Exons 


538. .630, 539. .643, 1742. .1888, 1753.. 


1896 




• 


Seq. No. 


54155 Seq. ID 


OJ990325_02.0420. 


C100 


t j 


Gene No. 


113615 Strand 






r rj 


OLdiL 


1 End 


2570 




: rr 


Name 


OJ990325 02.0420.C100.ol.np Method 


AAT/NAP 






Start 


1 End 


304 






GI 


2335108 Score 


97 






Exons 


1..56, 167. .304 






i y 


GI Descrip. 


(AC002339) putative zinc protease [Arabidopsis thaliana] 




E 


Seq. No. 


54155 Seq. ID 


OJ990325_02.0420. 


C100 


f 5 ^ 


oene 1NO . 


113615 Strand 








Start 


1 End 


2570 






Name 


OJ990325 02.0420.C100.ol.gs Method 


GENSCAN 






Start 


80 End 


2105 






GI 


none Score 


.83 






Exons 


80. .648, 1466. .1694, 1768. .1890, 2019. 


.2105 






Seq. No. 


54155 Seq. ID 


OJ990325_02.0420. 


C100 




Gene No. 


113615 Strand 








Start 


1 End 


2570 






Name 


OJ990325 02.0420.C100.ol.gp Method 


AAT/GAP 






Start 


1356 End 


1805 






GI 


3767053 Score 


681 






Exons 


1356. .1694, 1768. .1805 








GI Descrip. 


2335108 6.0e-19 (AC002339) putative isulinase [Arabidopsis 






thaliana] 








Seq. No. 


54155 Seq. ID 


OJ990325_02.0420. 


C100 




Gene No. 


113615 Strand 








Start 


1 End 


2570 






Name 


OJ990325 02.0420.C100.ol.tm Method 


TBLASTX: Maize 






Start 


1431 End 


2489 






GI 


none Score 


82 





54793 



Exons 



1431. .1526, 1431. .1697, 1432. .1695, 1548. .1718, 1696. .1893, 

1718. .1891, 1767. .1892, 1768. .1899, 2019. .2108, 2019. .2108, 

2020. .2118, 2160. .2234, 2161. .2235, 2161. .2235, 2180. .2236, 

2355.-2486, 2357. .2488, 2360. .2488, 2376. .2489 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54155 

113615 

1 

OJ990325_02.0420.C100.o2.tw 

1433 

none 



Seq. ID OJ990325_02.0420.C100 
Strand 

End 2570 

Method TBLASTX: Wheat 

End 1575 

Score ' 109 



1433. .1570, 1434. .1571, 1437. .1574, 1438. .1575, 1438. .1575 

54155 Seq. ID OJ990325_02 . 0420 . C100 

113615 Strand 

1 End 2570 

OJ990325_02 . 0420 . C100 . o2 . np Method AAT/NAP 

1467 End 2570 

6706418 Score 412 

1467. .1694, 1768. .1890, 2019. .2105, 2181. .2232, 2361. .2570 
(AL133248) protease-like protein [Arabidopsis thaliana] 



54155 

113615 

1 

OJ990325_02.0420.C100.ol.ts 

1765 

none 



Seq. ID OJ990325_02.0420.C100 
Strand 

End 2570 

Method TBLASTX : Soybean 

End 2500 

Score 104 



1765. .1893, 1766. .1891, 1777. .1896, 2019. .2108, 2020. .2118, 
2181. .2240, 2182. .2235, 2355.. 2477, 2360. .2500, 2363. .2488 



Seq. No. 54155 

Gene No. 113615 

Start 1 

Name OJ990325_02 . 0420 .C100 ,ol . tw 

Start 2087 

GI none 
Exons 



Seq. ID OJ990325_02.0420.C100 
Strand 

End 2570 

Method TBLASTX : Wheat 

End 2489 

Score 41 



2087. .2107, 2161. .2235, 2180. .2257, 2181. .2234, 2355. .2486, 
2360.. 2488, 2365.-2487, 2376.-2489 



Seq. No. 54155 Seq. ID OJ990325_02 . 0420 . C100 

Gene No. 113615 Strand 

Start 1 End 2570 

Name OJ990325_02 . 0420 . C100 . o2 . gp Method AAT/GAP 

Start 2373 End 2570 

GI 15407_1.R1084 Score 197 

Exons 2373.-2488, 2549.. 2570 

GI Descrip. '2335108 6.0e-19 (AC002339) putative isulinase [Arabidopsis 
thaliana] ' 



Seq. No. 54156 

Gene No. 113616 

Start 57 

Name OJ990315_09 . 0421 . C5 . ol . gs 

Start 57 

GI none 
Exons 



Seq. ID OJ990315_09.0421.C5 

Strand 

End 13478 

Method GENSCAN 

End 13478 

Score .44 



57. .165, 787. .945, 1133. .1200, 1364. .1535, 2380. .2526, 



54794 



3004. .3112, 4024. .4647, 8478. .8602, 9555. .9576, 9835. .10784, 
10905. .11321, 11923. .12058, 13342. .13478 



Seq. No. 54156 Seq. ID 

Gene No. 113616 Strand 

Start 57 End 

Name OJ990315_09 . 04 2 1 . C5 . ol . gp Method 

Start 7414 End 

GI 4716016 Score 

Exons 7414.. 7772 



OJ990315_09.0421.C5 

13478 
AAT/GAP 
7772 
646 



£3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54156 Seq. ID OJ990315_09 . 0421 . C5 

113616 Strand 

57 End 13478 

OJ990315_0 9 . 042 1 . C5 . o2 . gp Method AAT/GAP 

9702 End 10203 

uOosflm202101allbl Score 856 

9702. .10203 

•2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P387 67) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 1 

54156 Seq. ID OJ990315JD9 . 0421 . C5 

113616 Strand 

57 End 13478 

OJ990315_09 . 0421 . C5 . ol . np Method AAT/NAP 

9945 End 11229 

7485003 Score 657 

9945. .10256, 10302 .. 10784 , 10905.. 11229 

heat shock transcription factor homolog T5C23.90 - Arabidopsis 
thaliana gi | 4539457 | emb | CAB39937 . 1 | (AL049500) heat shock 
transcription factor-like protein [Arabidopsis thaliana] 
gi|7267866|emb|CAB78209.1| (AL161532) heat shock transcription 
factor-like protein [Arabidopsis thaliana] 



54156 

113617 

17001 

OJ990315_09 . 0421 . C5 . o4 . tm 

9799 

none 



Seq. ID OJ990315_09.0421.C5 



Strand 
End 

Method 

End 

Score 



19105 

TBLASTX: Maize 

9955 

187 



9799. .9954, 9799. .9864, 9801. .9938, 9901. .9954, 9902. .9955 



Seq. No. 54156 

Gene No. 113617 

Start 17001 

Name OJ990315_09 . 0421 . C5 . ol . ts 

Start 10509 

GI none 

Exons 10509. .10586, 10689 10790, 
10905. .11102 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990315_09.0421.C5 
19105 

TBLASTX : Soybean 

11103 

121 



10690. .10815, 10900. . 11103, 



Seq. No. 
Gene No. 
Start 



54156 

113617 

17001 



Seq. ID 

Strand 

End 



OJ990315 09. 0421. C5 



19105 



54795 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990315_09 . 0421 .C5.ol.tc Method 
10689 End 
none Score 



TBLASTX: Cress 

11103 

1.18 



10689. .10790, 10690. .10815, 10905 .. 11102 , 10906. .11103 



54156 

113617 

17001 

OJ990315_09.0421.C5.ol.tw 

10699 

none 



Seq. ID OJ990315_09.0421.C5 
Strand 

End 19105 

Method TBLASTX : Wheat 

End 11106 

Score 144 



10699. .10815, 10700. .10783, 10701 .. 107 90 , 10901 .. 10960, 
10905. .11105, 10906.. 11106 



Seq. No. 54156 

Gene No. 113617 

Start 17001 

Name OJ990315_09 . 0421 .C5.ol.tm 

Start 10739 

GI none 

Exons 10739. .10783, 10740 .. 10787, 1074 0 . . 107 90 , 10741 
10901. .10960, 10905. .11105, 10906.. 11106 



Seq. ID OJ990315_09.0421.C5 
Strand 

End 19105 

Method TBLASTX : Maize 

End 11106 

Score 67 

10815, 



h * Seq. No. 

%J Gene No. 

Cn Start 

fjj Name 

U Start 

'-'^ Exons 

W GI Descrip. 



54156 Seq. ID OJ990315_09 . 0421 . C5 

113617 Strand 

17001 End 19105 

OJ990315_09 . 0421 . C5 . o3 . gp Method AAT/GAP 

16780 End 17319 

81907_1.R1084 Score 738 

16780. .17094, 17232. .17319 

'1173555 9.0e-41 (U31544) UDP-galactose-4-epimerase [Pisum 
sativum] ' 



r=% Seq. No. 
J* Gene No. 

Start 
? = Name 
v3 Start 
L§ GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54156 Seq. ID 

113617 Strand 

17001 End 

OJ990315_09 . 0421 .C5 . o2 . gs Method 

17001 End 

none Score 



OJ990315_09.0421.C5 

19105 
GEN SCAN 
19040 
.76 



17001. .17094, 17232. .17323, 17439 .. 17521 , 17 632 .. 17713, 
17801. .18028, 18212. .18313, 18400 .. 18486, 18535 18 634 , 
18670. .19040 



54156 

113617 

17001 

OJ990315_09.0421.C5.o2.tm 

17007 

none 

17007. .17093, 17015. .17083, 
17231. . 17344, 17232 .. 17321, 
17484. .17546, 17494 .. 17523, 
17634. .17714, 17638 .. 17715, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17022. .17084, 
17419. . 17523, 
17630. .17713, 
17723. .17863, 



OJ990315 09. 0421. C5 



19105 

TBLASTX: Maize 
17863 
78 

17029. .17106, 
17439. .17522, 
17631. .17714, 
17771. .17863 



Seq. No. 
Gene No. 
Start 



54156 

113617 

17001 



Seq. ID 

Strand 

End 



OJ990315 09. 0421. C5 



19105 



54796 



Name 

Start 

GI 

Exons 



GI Descrip. 



OJ990315_09 . 04 2 1 . C5 . o2 . np Method AAT/NAP 

17013 End 19019 

7437228 . Score 1023 

17013. .17094, 17232. .17323, 17439 17521 , 17632 
17801. .18028, 18212. .18313, 18400. 
18825. .19019 

UDPglucose 4-epimerase (EC 5.1.3.2 
gi 1 1173555 | gb | AAA8 6532.il (U31544) 
[Pisum sativum] 



18534, 18670. 



.17713, 
,18719, 



- garden pea 
UDP-galactose- 4-epimerase 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54156 

113617 

17001 

OJ990315_09.0421.C5.o3.ts 

17022 

none 

17022. .17093, 17029. .17100, 
17630. .17713, 18209. .18316, 
18678. .18722, 18831 .. 18998, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17231 

18210 



OJ990315 09. 0421. C5 



19105 

TBLASTX: Soybean 
18998 
85 

17326, 17238. .17324, 
18314, 18397. .18441, 



18880. .18993 



£3 



Seq. No. 54156 

Gene No. 113617 

Start 17001 

Name OJ990315_09 . 0421 . C5 . o2 . tc 

Start 17025 

GI none 

|1 Exons 17025. .17093, 17029 .. 17100, 

y 17421. .17522, 174 34 .. 17523, 

i 17771. .18031, 17796. .17996, 

1 18403. .18441, 18444. .18491, 

if 18831.. 19001 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990315_09.0421.C5 
19105 

TBLASTX: Cress 

19001 

64 



17231. .17326, 17238 .. 17324 , 

17630. .17713, 17631. .17711, 

18209. .18313, 18210. .18314, 

18667. .18720, 18829 .. 18993, 



fll Seq. No. 

= Gene No. 

fg Start 

r~ 5 Name 

y Start 

t=f GI 

\2 Exons 



E3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54156 

113617 

17001 

OJ990315_09 . 042 1 . C5 . o2 . ts 

17439 

none 



Seq. ID OJ990315_09.0421.C5 
Strand 

End 19105 

Method TBLASTX : Soybean 

End 18031 

Score 87 



17439. .17522, 17440 .. 17523, 17651 17680 , 17777 18031, 
17799. .18008 



54156 
113617 
17001 

OJ990315_09.0421.C5.o4.gp 
17776 
1631971 
17776. .18028, 18212. .18308 

1173555 9.0e-41 (U31544) UDP-galactose-4-epimerase [Pisum 
sativum] 



Seq. ID OJ990315_09.0421.C5 
Strand 

End 19105 

Method AAT/GAP 

End 18308 

Score 595 



Seq. No. 54156 

Gene No. 113617 

Start 17001 

Name OJ990315_09 . 0421 . C5 . o3 . tm 

Start 17864 

GI none 



Seq. ID OJ990315_09.0421.C5 
Strand 

End 19105 

Method TBLASTX : Mai ze 

End 19010 

Score 122 



54797 



Exons 


17864. .18031, 17865. .18029, 


17867'. .18031, 18209. .18316, 




18210. .18311, 18858. .19010, 


18883. .18993 


Seq. No. 


54156 


Seq. ID 


OJ990315_09.0421.C5 


Gene No. 


113617 


Strand 




Start 


17001 


End 


19105 


Name 


OJ990315 09-0421. C5.o5-gp 


Method 


AAT/GAP 




18651 


End 


19105 


GI 


66487 1.R1084 


Score 


612 


Exons 


18651. .18719, 18825. .19105 






GI Descrip. 


'2129759/pir | IS62783 4.0e-21 


UDPglucose 4-epimerase (EC 5.1. 




- Arabidopsis thaliana >gi 1143392 emb 


_CAA90941_ (Z54214) 




uridine diphosphate glucose 


epimerase 


LHiaulUOpSlS tnallaildj 


Seq. No. 


54157 


Seq. ID 


OJ990315_09.0421.C6 


Gene No. 


113618 


Strand 


+ 


Start 


841 


End 


2823 


Name 


OJ990315 09.0421.C6.ol.gs 


Method 


GEN SCAN 


Start 


841 


End 


2823 


GI 


none 


Score 


.74 


Exons 




2439, 2483 


..2579, 2743. .2823 


Seq. No. 


54157 


Seq. ID 


OJ990315_09.0421.C6 


Gene No. 


113619 


Strand 


+ 


Start 


2973 


End 


3307 


Name 


OJ990315 09.0421.C6.ol.gp 


Method 


AAT/GAP 


Start 


2973 


End 


3307 


GI 


1854325 


Score 


662 


Exons 


2973. .3307 






Seq. No. 


54157 


Seq. ID 


OJ990315_09.0421.C6 


Gene No. 


113620 


Strand 


+ 


C 4- -» -v4- 

b tar u 


4451 


End 


7400 


Name 


OJ990315 09.0421.C6.o3.gs 


Method 


GENSCAN 


Start 


4451 


End 


7400 


GI 


none 


Score 


.74 


Exons 


4451. .4487, 5553. .5745, 5827 


..5911, 6051. .6194, 6441. .6509, 




6927. .7400 






Seq. No. 


54157 


Seq. ID 


OJ990315_09.0421.C6 


Gene No. 


113621 


Strand 




Start 


1 


End 


7455 


Name 


OJ990315 09.0421.C6.o2.np 


Method 


AAT/NAP 




1 


End 


7455 


GI 


5734621 


Score 


185 


Exons 


1..55, 3368.-3458, 6822. .7031, 7335.-7455 


GI Descrip. 


(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond 




a region of the predicted gene.; Similar to ABC transporter- 




(U43892) [Oryza sativa] 






Seq. No. 


54157 


Seq. ID 


OJ990315_09.0421.C6 


Gene No. 


113621 


Strand 




Start 


1 


End 


7455 


Name 


OJ990315 09.0421.C6.o2.gs; 


Method 


GENSCAN 


Start 


3124 


End 


3855 


GI 


none 


Score 


.91 


Exons 


3124. .3855 







3.2) 



54798 



Seq. No. 54157 

Gene No. 113621 

Start 1 

Name OJ990315_09 . 0421 . C6 . ol . np 

Start 3177 

GI 6957733 

Exons 3177.. 3836, 5742.. 5835 

GI Descrip. (AC021640) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990315_09.0421.C6 
Strand 

End 7455 

Method AAT/NAP 

End 5835 

Score 550 



Seq. No. 54157 Seq. ID 

Gene No. 113621 Strand 

Start 1 End 

Name 0 J9903 1 5_0 9 . 0 4 2 1 . C 6 . o2 . gp Method 

Start 3685 End 

GI none Score 

Exons 3685..3836 f 5742.. 5995 



OJ990315_09.0421.C6 

7455 
AAT/GAP 
5995 
779 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54157 Seq. ID 

113622 Strand 

9080 End 

OJ990315_0 9 . 042 1 . C6 . ol . tm Method 

3217 End 

none Score 



OJ990315_09.0421.C6 
13146 

TBLASTX: Maize 

5835 

315 



3217. .3687, 3236. .3685, 3796. .3849, 5740. .5835 



Seq. No. 54157 

Gene No. 113622 

Start 9080 

Name OJ990315_09 . 0421 . C6 . ol . 

Start 3353 

GI none 

Exons 3353.. 3721, 3355.. 3726, 
5740. .5835 

Seq. No. 54157 

Gene No. 113622 

Start 9080 

Name OJ990315_09 . 0421 . C6 . ol . 

Start 3437 

GI none 

Exons 3437.. 3709, 3439.. 3714, 

Seq. No. 54157 

Gene No. 113622 

Start 9080 

Name OJ990315_09 . 0421 . C6 . ol . 

Start 3631 

GI none 

Exons 3631.. 3858, 3632.. 3805, 
5740.. 5874 



Seq. ID OJ990315_09.0421.C6 
Strand 

End 13146 

ts Method TBLASTX : Soybean 

End 5835 

Score 326 
3371. .3757, 3802. .3870, 5735. .5824, 



Seq. ID OJ990315_09.0421.C6 
Strand 

End 13146 

tc Method TBLASTX : Cress 

End 5835 

Score 178 
3446. .3718, 3796. .3849, 5740. .5835 

Seq. ID OJ990315_09.0421.C6 
Strand 

End 13146 

tw Method TBLASTX: Wheat 

End 5874 

Score 209 
3781. .3858, 5738. .5824, 5738. .5782, 



Seq. No. 54157 Seq. ID 

Gene No. 113622 Strand 

Start 9080 End 

Name OJ990315_09 . 0421 . C6 . o4 . gs Method 

Start 9080 End 



OJ990315_09.0421.C6 

13146 

GENSCAN 

13146 



54799 



GI 

Exons 



none Score . 64 

9080. .9174, 9493.-9599, 9959. .10174, 10568 .. 11033, 12522 12661, 
13031. .13146 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



fij Seq. No. 
~Z Gene No. 
J* Start 

Name 
%2 Start 

ru gi 

Exons 

^ Seq. No. 
n M Gene No. 
M Start 
^3 Name 
Start 

;i gi 



OJ990315_09.0421.C7 
+ 

7130 
AAT/NAP 
7130 
222 



54158 Seq. ID 

113623 Strand 
2461 End 
OJ990315_09.0421.C7.ol.np Method 
2461 End 
6069646 Score 
2461. .2489, 6576. .7130 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Exons 



54158 

113623 

2461 

OJ990315_09.0421.C7.ol.gs 

3160 

none 

3160.. 3253, 3380.. 3441, 3535, 
4812. .4891, 6400. .6458 

54158 

113623 

2461 

OJ990315_09.0421.C7.ol.gp 

4651 

none 

4651. .4724, 4812. .4906 

54158 

113624 

15613 

O J990315_0 9 . 0 4 2 1 . C7 . o3 . gs 

15613 

none 

15613. .15687, 15746 .. 15920, 
16770. .16873 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990315_ 
+ 

7130 
GENSCAN 
6458 
.67 



09. 0421. C7 



,3613, 4048. .4128, 4664. .4694, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990315_ 
+ 

7130 
AAT/GAP 
4906 
216 



OJ990315_ 
+ 

16873 
GENSCAN 
16873 
.87 



09. 0421. C7 



09. 0421. C7 



16047. .16108, 16202. .16280, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



54158 Seq. ID OJ990315J39 . 0421 . C7 

113625 Strand + 

21596 End 22474 

OJ990315_09 . 0421 . C7 . o2 . np Method AAT/NAP 

21596 End 22474 

2129606 Score 267 

21596. .21835, 22396. .22474 

GTP-binding protein 3 - Arabidopsis thaliana 

gi|2129701|pir| IS71586 Rabll homolog GTP-binding protein ATGB3 
Arabidopsis thaliana gi 1 1184985 | gb i AAA87884 . 1 | (U46926) ATGB3 
[Arabidopsis thaliana] 



54158 
113626 



Seq. ID 
Strand 



OJ990315 09. 0421. C7 



54800 



Start 
Name 
Start 
GI 

Exons 



10782 End 13793 

OJ990315_09 . 04 21 . C7 . o2 . gs Method GEN SCAN 

10782 End 13793 

none Score .48 

10782. .11099, 11175. .11279, 11326. . 11492, 12227 .. 12425, 

12508. .12574, 12854 .. 13404 , 13521.. 13793 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54158 
113627 
17622 
OJ990315 
3099 
none 
3099. 
3382. 
4386. 
4674 . 
15863 
16769 



09.0421.C7.o3.tm 



3137, 
3441, 
4424, 
4724, 
.15925, 
.16825 



3192. 
3537. 
4490. 
4825. 



.3263, 
.3614, 
.4543, 
.4893, 



3196 
3538 
4490 
4833 



16049. .16108, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

. .3279, 

. .3615, 

. .4534, 

. .4892, 

16205. . 



3196. 
4046. 
4498. 
15766 
16282, 



OJ990315 09. 0421. C7 



22172 

TBLASTX: Maize 

16866 

56 

3258, 
4144, 
4557, 



3366. 
4047. 
4673. 
.15804, 15863 
16768. .16866, 



3440, 
4136, 
4720, 

15946, 





Seq. No. 


54158 


Seq. ID 


OJ990315_09.0421. 


C7 




Gene No. 


113627 


Strand 








Start 


17622 


End 


22172 






Name 


OJ990315 09.0421.C7.ol.tm 


Method 


TBLASTX: Maize 






Start 


6590 


End 


7048 






GI 


none 


Score 


253 




t y 


Exons 


CCQfi CQOO CQt;^ TA/lQ 










Seq. No. 


54158 


Seq. ID 


OJ990315_09.0421. 


C7 


Ly 


Gene No. 


113627 


Strand 








Start 


17622 


End 


22172 






Name 


OJ990315 09.0421.C7.o2.tw 


Method 


TBLASTX: Wheat 






Start 


6721 


End 


7051 






GI 


none 


Score 


145 






Exons 


6721. .6861, 6725.. 6922, 6940 


..7029, 6941. .7051 






Seq. No. 


54158 


Seq. ID 


OJ990315_09.0421. 


C7 




Gene No. 


113627 


Strand 






r ™ 


Start 


17622 


End 


22172 




i ST 


Name 


OJ990315 09.0421.C7.o4.gs 


Method 


GEN SCAN 




: ; 


Start 


17622 


End 


22172 






GI 


none 


Score 


.69 






Exons 


17622. .17741, 17773 .. 17976, 


18824. .19140, 20871. .20952, 








21648. .21808, 22115.. 22172 










Seq. No. 


54158 


Seq. ID 


OJ990315_09.0421. 


C7 




Gene No. 


113627 


Strand 








Start 


17622 


End 


22172 






Name 


OJ990315 09.0421.C7.ol.tc 


Method 


TBLASTX: Cress 






Start 


21639 


End 


21835 






GI 


none 


Score 


271 






Exons 


21639. .21833, 21653.. 21835 










Seq. No. 


54158 


Seq. ID 


OJ990315_09.0421. 


C7 




Gene No. 


113627 


Strand 








Start 


17622 


End 


22172 






Name 


OJ990315 09.0421.C7.ol.ts 


Method 


TBLASTX : Soybean 





54801 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



21639 
none 

21639. .21833, 21650.. 21835 

54158 
113627 
17622 

OJ990315_09.0421.C7.ol.tw 
21642 
none 

21642. .21833, 21650.. 21832 

54158 
113627 
17622 

OJ990315_09.0421.C7.o2.tm 
21642 
none 

21642. .21821, 21650 .. 21823, 21689. .21823 



21835 
263 



Seq. ID OJ990315_09.0421.C7 
Strand 

22172 • 

TBLASTX: Wheat 
21833 
268 



End 

Method 

End 

Score 



Seq. ID OJ990315_09.0421.C7 
Strand 

22172 

TBLASTX: Maize 
21823 
269 



End 

Method 

End 

Score 



Seq. ID OJ990315_09.0421.C7 
Strand 

End 22172 

Method AAT/GAP 

End 21835 

Score 211 



54158 
113627 
17622 

OJ990315_09.0421.C7.o2.gp 
21709 

2435_1.R1084. 
21709. .21835 

'303736/dbj |BAA02109| 2.0e-59 (D12541) GTP-binding protein 

[Pisum sativum] >gi_738934_prf 2001457B GTP-binding protein 

[Pisum sativum] ' 



54159 
113628 
1 

OJ990315_09.0421.C8.ol.np 
1 

5926718 
1..22, 580. .1055 
(AB007911) PRA2 [Pisum sativum] 



Seq. ID OJ990315_09.0421.C8 

Strand + 

End 34 94 

Method AAT/NAP 

End 1055 

Score 378 



54159 

113628 

1 

OJ990315_09.0421.C8.ol.gs 

590 

none 



Seq. ID OJ990315_09.0421.C8 

Strand + 

End 3494 

Method GENS CAN 

End 3494 

Score .45 



590. .1057, 2717. .2846, 2939. .3212, 3244. .3494 



Seq. ID OJ990315_09.0421.C8 
Strand 

End 1228 

Method AAT/GAP 

End 1228 

Score 1257 



54159 
113629 
589 

OJ990315_09.0421.C8.ol.gp 
589 

2435_1.R1084 
589. .1228 

1 303736/dbj | BAA02109 | 2.0e-59 (D12541) GTP-binding protein 
[Pisum sativum] >gi_738934_prf 2001457B GTP-binding protein 



54802 




[Pisum sativum] 1 



Seq. No. 


54159 


Seq. ID 


OJ990315_09.0421.C8 


Gene No. 


113630 


Strand 


- 


Start 


3778 


End 


4814 


Name 


OJ990315 09.0421.C8.ol.tc 


Method 


TBLASTX: Cress 


Start . 


587 


End 


926 


GI 


none 


Score 


229 


Exons 


587. .754, 588. .758, 768. .926 






Seq. No. 


54159 


Seq. ID 


OJ990315_09.0421.C8 


Gene No. 


113630 


Strand 


- 


Start 


3778 


End 


4814 


Name 


OJ990315 09.0421.C8.ol.tw 


Method 


TBLASTX : Wheat 


Start 


587 


End 


926 


GI 


none 


Score 


224 


Exons 


587. .754, 588. .839, 669. .773, 


771. .926 




Seq. No. 


54159 


Seq. ID 


OJ990315_09.0421.C8 


Gene No. 


113630 


Strand 


- 


Start 


3778 


End 


4814 


Name 


OJ990315 09.0421.C8.ol.ts 


Method 


TBLASTX: Soybean 


Start 


588 


End 


920 


GI 


none 


Score 


218 


Exons 


588.. 758, 590.. 754, 768.. 920 






Seq. No. 


54159 


Seq. ID 


OJ990315_09.0421.C8 


Gene No. 


113630 


Strand 


- 


Start 


3778 


End 


4814 


Name 


OJ990315 09.0421.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


621 


End 


914 


GI 


none 


Score 


169 


Exons 


621. .770, 623.-754, 768. .914 






Seq. No. 


54159 


Seq. ID 


OJ990315_09.0421.C8 


Gene No. 


113630 


Strand 




Start 


3778 


End 


4814 


Name 


OJ990315 09.0421.C8.o2.tc 


Method 


TBLASTX: Cress 


Start 


3772 


End 


4318 


GI 


none 


Score 


72 


Exons 


3772. .3852, 4000.. 4086, 4000. 


.4086, 4184. .4318, 4190. .4318 


Seq. No. 


54159 


Seq. ID 


OJ990315_09.0421.C8 


Gene No. 


113630 


Strand 




Start 


3778 


End 


4814 


Name 


OJ990315 09.0421.C8.o2.ts 


Method 


TBLASTX: Soybean 


Start 


3772 


End 


4316 


GI 


none 


Score 


61 


Exons 


3772. .3852, 3997. .4062, 4184. 


.4306, 41? 


34. .4315, 4188. .4316 


Seq. No. 


54159 


Seq. ID 


OJ990315_09.0421.C8 


Gene No. 


113630 


Strand 




Start 


3778 


End 


4814 


Name 


OJ990315 09.0421.C8.o2.gs 


Method 


GENSCAN 


Start 


3778 


End 


4814 


GI 


none 


Score 


.62 


Exons 


3778. .3853, 3998.. 4088, 4189. 


.4315, 4386. .4595, 4631. .4814 



54803 



Seq. No. 54159 Seq. ID 

Gene No. 113630 Strand 

Start 3778 End 

Name 0 J9 9 0 3 1 5_0 9.0421.C8.o2.np Method 

Start 3781 End 

GI 416641 Score 

Exons 3781.. 3853, 3998.. 4088, 4180.. 4306 
GI Descrip. 



OJ990315_09.0421.C8 

4814 
AAT/NAP 
4306 
197 



INDOLE- 3-ACETIC ACID INDUCED PROTEIN ARG4 
gi|287568 Idbj IBAA03309I (D14413) ORF [Vigna radiata] 





Seq. No. 


54159 








Seq. ID 


OJ990315 


_09.0421.C8 




Gene No. 


113630 








Strand 








Start 


3778 








End 


4814 






Name 


OJ990315 09 


.0421 


.C8.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3781 








End 


4318 






GI 


none 








Score 


83 






Exons 


J / Ol . . JO JJ; 


jj? / 


• .4U0D; 


j -? y f • 


.4098, 4202. .4318, 






Seq. No. 


54160 








Seq. ID 


OJ990315 


_09. 0421. C10 




Gene No. 


113631 








Strand 


+ 






Start 


89 








End 


206 






Name 


OJ990315 09 


.0421 


.ClO.ol 


. gs 


Method 


GENSCAN 






Start 


89 








End 


206 






GI 


none 








Score 


.54 




in 


Exons 


89. .206 














a t : 
§ jjj 


Seq. No. 


54160 








Seq. ID 


OJ990315 


_09. 0421. C10 


^ a 

u 


Gene No. 


113632 








Strand 






j ;§ 


Start 


981 








End 


4249 






Name 


OJ990315 09 


.0421 


.C10.o2 


. gs 


Method 


GENSCAN 






Start 


981 








End 


4249 






GI 


none 








Score 


.7 






Exons 


981. .1208, 


1492. 


.1734, 


1817. . 


1932, 2016.. 2112, 


4157. .4249 


i • z 


Seq. No. 


54160 








Seq. ID 


OJ990315 


_09. 0421. C10 


1 


Gene No. 


113632 








Strand 








Start 


981 








End 


4249 






Name 


OJ990315 09 


.0421 


.ClO.ol 


. tm 


Method 


TBLASTX: 


Maize 


? ==: 


Start 


1239 








End 


4249 




; a 
=. -a 


GI 


none 








Score 


118 






Exons 


1239. .1385, 


1268 


. .1384, 


1268. 


.1387, 1480. .1632, 


1496. .1603, 






1546. .1734, 


1611 


. .1658, 


1649. 


.1735, 1656. .1739, 


1816. .1932, 






1817. .1933, 


1818 


. .1934, 


1859. 


.1933, 2003. .2077, 


2008. .2040, 






2017. .2115, 


2018 


. .2113, 


4154. 


.4249, 4154. .4243, 


4154. .4237 



Seq. No. 54160 Seq. ID 

Gene No. 113632 Strand 

Start 981 End 

Name OJ990315_09 . 0421 .C10 . ol . np Method 

Start 1298 End 

GI 7485798 Score 

Exons 1298.. 1375, 1492.. 1637, 1840.. 1932, 
GI Descrip. 



OJ990315 09. 0421. C10 



4249 
AAT/NAP 
4249 
433 
2016. .2112, 



4157. .4249 



hypothetical protein F19H22.60 - Arabidopsis thaliana 
gi I 4539315 | emb | CAB38816.il (AL035679) putative zinc finger 
protein [Arabidopsis thaliana] gi | 7270879 | emb | CAB80559 . 1 | 
(AL161594) putative zinc finger protein [Arabidopsis thaliana] 



54804 



Seq. No. 54160 
Gene No. 113632 
Start 981 

Name OJ990315_09 . 0421 . CIO . ol , 

Start 1492 
GI none 

Exons 1492.. 1617, 1617.. 1676, 

1818. .1958, 1827. .1934, 
2017. .2115, 2018. .2152, 



ts 



1696. 
1843. 
4154. 



Seq. ID OJ990315_09. 0421. CIO 
Strand 

End 4249 

Method TBLASTX : Soybean 

End 4243 

Score 38 

.1737, 1710. .1739, 1817. .1933, 
.1935, 1859. .1936, 2008. .2040, 
.4243, 4163. .4237 



Seq. No. 54160 Seq. ID 

Gene No. 113632 Strand 

Start 981 End 

Name OJ990315_09 . 0421 . C10 . ol . tc Method 

Start 1717 End 

GI none Score 

Exons 1717. .1734, 1817. .1894, 1859. .1936, IE 

2017. .2115, 2018. .2113, 4154. .4240 



OJ990315_09. 0421. C10 
4249 

TBLASTX: Cress 

4240 

121 

39. .1942, 2008. .2040, 



Seq. No. 54161 
Gene No. 113633 
Start 4517 

Name OJ990315_09 . 0421 . Cll . o2 . gs 

Start 4517 
GI none 

Exons 4517.. 4591, 4727.. 5296, 5382. 

6089.. 6213, 6340.. 6673, 6797. 
8234. .8519, 8741. .8947 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990315_09. 0421. Cll 
+ 



8947 
GENSCAN 
8947 
.65 

,5495, 5589. .5660, 5940. 
.6913, 7014. .7769, 7900. 



.6029, 
.8150, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



np 



5196. 
6340. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5296, 



09. 0421. Cll 



54161 
113633 
4517 

OJ990315_09. 0421. Cll. o2. 
4733 
7485797 

4733. .4919, 4994. .5083, 
5768..S852, 6089.. 6213, 
7520.. 8129, 8198.. 8545 

hypothetical protein F19H22.50 - Arabidopsis thaliana 
gi I 4539314 | emb| CAB38815.il (AL035679) kinesin like protein 
[Arabidopsis thaliana] gi | 7270878 | emb | CAB80558 . 1 | (AL161594) 
kinesin like protein [Arabidopsis thaliana] 



OJ990315_ 
+ 

8947 
AAT/NAP 
8545 
1288 
5382. .5495, 



,6673, 6797. .6896, 



5589. .5711, 
7006. .7257, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



54161 Seq. ID 

113634 Strand 

9353 End 

OJ990315_09 . 0421 . Cll . o3 . gs Method 

9353 End 

none Score 
9353.. 9556, 12220.. 12354 

54161 Seq. ID 

113634 Strand 

9353 End 

OJ990315_09. 0421. Cll. o3.np Method 

9353 End 



OJ990315_09. 0421. Cll 
+ 

12354 
GENSCAN 
12354 
.55 



OJ990315_09. 0421. Cll 
+ 

12354 

AAT/NAP 

9537 



54805 



GI 1350889 Score 289 

Exons 9353.. 9537 

GI Descrip. PUTATIVE 30S RIBOSOMAL PROTEIN S31, CHLOROPLAST PRECURSOR 



Seq. No. 54161 Seq. ID 

Gene No. 113634 Strand 

Start 9353 End 

Name OJ990315_09 . 0421 . Cll . o2 . gp Method 

Start 9518 End 

GI 2798553 Score 

Exons 9518.. 9934 



OJ990315JD9. 0421. Cll 
+ 

12354 
AAT/GAP 
9934 
726 



Seq. No. 54161 Seq. ID 

Gene No. 113635 Strand 

Start 67 End 

Name OJ990315_09 . 0421 . Cll . ol . gs Method 

Start 67 End 

GI none Score 
Exons 



OJ990315_09. 0421. Cll 

3506 
GEN SCAN 
2872 
.5 



67. .189, 1620. .1783, 1943. .2055, 2808. .2872 



Seq. No. 


54161 








Seq. ID 


OJ990315 


_09. 0421. Cll 


bene wo . 










Strand 






Start 


67 








End 


3506 




Name 


OJ990315 09 


.0421 


.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1660 








End 


3506 




GI 


5852093 








Score 


93 




Exons 


1660. .1714, 


3369 


. .3506 










GI Descrip. 


(AL117264) 


zwhl6 


.1 [Oryza sativa] 






Seq. No. 


54161 








Seq. ID 


OJ990315 


_09. 0421. Cll 


Gene No. 


113636 








Strand 






Start 


5990 








End 


6620 




Name 


OJ990315 09 


.0421 


.Cll.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5195 








End 


5849 




GI 


none 








Score 


147 




Exons 


5195. .5296, 


5197 


. .5250, 


5379. 


.5495, 5381. .5494, 


5586. .5669, 




5782. .5844, 


5783 


. .5848, 


5784. 


.5849 






Seq. No. 


54161 








Seq. ID 


OJ990315 


_09. 0421. Cll 


Gene No. 


113636 








Strand 






Start 


5990 








End 


6620 




Name 


OJ990315 09 


.0421 


.C11.03 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


5213 








End 


5999 




GI 


none 








Score 


128 




Exons 


5213. .5296, 


5215 


. .5250, 


5351. 


.5461, S379..5462, 


5447. .5593, 




5448. .5495, 


5571 


. .5669, 


5765. 


.5848, 57* 


34. .5852, 


5939. .5998, 




5940. .5999 














Seq. No. 


54161 








Seq. ID 


OJ990315 


_09. 0421. Cll 


Gene No. 


113636 








Strand 






Start 


5990 








End 


6620 




Name 


OJ990315 09 


.0421 


.Cll.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


5420 








End 


6148 




GI 


none 








Score 


106 




Exons 


5420. .5494, 


5421 


. .5495, 


5571. 


.5669, 55E 


36. .5669, 


5784. .5852, 




5795. .5848, 


5939 


. .6004, 


5940. 


.6005, 6088. .6147, 


6089. .6148 



54806 




Seq. No. 


54161 




Seq. ID 


OJ990315_09.0421.C11 


Gene No . 


IIjdjd 




Strand 




Start 


5990 




End. 


6620 


Name 


OJ990315 09.0421.Cll.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


5940 




End 


6213 


GI 


none 




Score 


62 


Exons 


5940. .5999, 6089. .6211, 


6089. 


.6202, 6091.. 6213 


Seq. No. 


54161 




Seq. ID 


OJ990315_09.0421.C11 


Gene No. 


113636 




Strand 




Start 


5990 




End 


6620 


Name 


OJ990315 09.0421.Cll.ol 


.gp 


Method 


AAT/GAP 


Start 


5990 




End 


6423 


GI 


uC-osflcypl72a08bl 




Score 


864 


Exons 


5990. .6423 








GI Descrip. 


'2262101/gb|AAB63609.1 1 


2.0e- 


21 (AC002343) kinesin heavy chain 




isolog [Arabidopsis thaliana] 1 




Seq. No. 


54161 




Seq. ID 


OJ990315_09.0421.C11 


Gene No. 


113636 




Strand 




Start 


o yyu 




End 


6620 


Name 




. ts 


Method 


TBLASTX : Soybean 


Start 


bl JU 




End 


6620 


GI 


none 




Score 


96 


Exons 


ri on roi O Q 1 coil 


boo / . 


.6603, 6338. .6604, 6342. .6620 


Seq. No. 


54161 




Seq. ID 


OJ990315_09.0421.C11 


Gene No . 


113636 




Strand 




Start 


conn 

oy yu 




End 


6620 


Name 


ojyyuoib uy . U4^i . cii . o4 


. tm 


Method 


TBLASTX: Maize 


Start 


bobU 




End 


6601 


GI 


none 




Score 


193 


Exons 


C*3C:ri CROQ 

booU..bbUl, boo^..bo^o 








Seq. No. 


54161 




Seq. ID 


OJ990315_09.0421.C11 


Gene No. 


113637 




Strand 




btait 


7930 




End 


8492 


Name 


OJ990315 09.0421.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7930 




End 


8492 


GI 


none 




Score 


253 


Exons 


7930.. 8109, 7933.. 8106, 


7950. 


.8156, 8228. .8389, 8232. .8390, 




8394. .8492, 8402. .8488 








Seq. No. 


54161 




Seq. ID 


OJ990315_09.0421.C11 


(aene wo. 


113637 




Strand 




Start 


7930 




End 


8492 


Name 


OJ990315 09.0421.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


7942 




End 


8492 


GI 


none 




Score 


197 


Exons 


7942. .8109, 7942.. 8100, 


7971. 


.8102, 8228. .8491, 8232. .8492 


Seq. No. 


54161 




Seq. ID 


OJ990315_09.0421.C11 


Gene No. 


113638 




Strand 




Start 


9418 




End 


9601 


Name 


OJ990315 09.0421.Cll.o4 


. ts 


Method 


TBLASTX : Soybean 


Start 


9418 




End 


9601 


GI 


none 




Score 


133 



54807 



Exons 



9418. .9600, 9460. .9600, 9494. .9601 



Seq. No. 54161 Seq. ID 

Gene No. 113638 Strand 

Start 9418 End 

Name OJ990315_09 . 0421 . Cll . o3 . tm Method 

Start 9424 End 

GI none Score 

Exons 9424.. 9573, 9460.. 9570 



OJ990315_09. 0421. Cll 
9601 

TBLASTX: Maize 

9573 

169 



Seq. No. 54162 Seq. ID 

Gene No. 113639 Strand 

Start 8723 End 

Name OJ990315_09 . 0421 . C12 . ol . gp Method 

Start 8723 End 

GI 5006856 Score 

Exons 8723.. 8880 

GI Descrip. 5006857/gb | AAD37699 . 1 | AF145730_1 6.0e- 
leucine zipper protein [Oryza sativa] 

Seq. No. 54162 Seq. ID 

Gene No. 113639 Strand 

Start 8723 End 

Name OJ990315_09 . 0421 .C12 . ol .np Method 

Start 8725 End 

GI 5006857 Score 

Exons 8725.. 8880 

GI Descrip. (AF145730) homeo domain leucine zipper 

Seq. No. 54163 Seq. ID 

Gene No. 113640 Strand 

Start 212 End 

Name OJ990315_09 . 0421 . C13 . ol . gp Method 

Start 212 End 

GI 5006856 Score 

Exons 212.. 633, 728.. 889, 1067.. 1497 
GI Descrip. 5006857/gb IAAD37699. 1 |AF145730_1 6.0e- 
leucine zipper protein [Oryza sativa] 

Seq. No. 54163 Seq. ID 

Gene No. 113640 Strand 

Start 212 End 

Name OJ990315_09 . 0421 . C13 . ol . np Method 

Start 214 End 

GI 5006857 Score 

Exons 214.. 633, 728.. 889, 1067.. 1120 
GI Descrip. (AF145730) homeodomain leucine zipper 

Seq. No. 54163 Seq. ID 

Gene No. 113640 Strand 

Start 212 End 

Name OJ990315_09 . 0421 . C13 . ol . gs Method 

Start 280 End 

GI none Score 

Exons 280.. 717, 728.. 1123 



OJ990315_09.0421.C12 
+ 

8880 
AAT/GAP 
8880 
312 

■95 (AF145730) homeodomain 



OJ990315_09.0421.C12 
+ 

8880 
AAT/NAP 
8880 
271 

protein [Oryza sativa] 

OJ990315_09.0421.C13 
+ 

1497 
AAT/GAP 
1497 
1960 

■95 (AF145730) homeodomain 



OJ990315_09.0421.C13 
+ 

1497 
AAT/NAP 
1120 
1019 

protein [Oryza sativa] 

OJ990315_09.0421.C13 
+ 

1497 
GENSCAN 
1123 
.95 



Seq. No. 



54163 



Seq. ID OJ990315_09.0421.C13 



54808 



Gene No. 113641 Strand 

Start 2033 End 

Name OJ990315_0.9 . 0421 . C13 . ol . tm Method 

Start 262 End 

GI none Score 

Exons 262.. 324, 370.. 633, 372.. 536, 725.-784 

Seq. No. 54163..,- Seq. ID 

Gene No. 113641' Strand 

Start 2033 End 

Name OJ990315_09 . 04 21 . C13 . ol . ts Method 

Start 363 End 

GI none Score 

Exons 363.. 530, 364.. 624 



2596 

TBLASTX: Maize 

784 

427 



OJ990315_09.0421.C13 
2596 

TBLASTX : Soybean 

624 

315 



Seq. No. 54163 Seq. ID 

Gene No. 113641 Strand 

Start 2033 End 

Name OJ990315_09 . 0421 . C13 . ol . tw Method 

Start 363 End 

GI none Score 

Exons 363.-536, 364.. 561 



OJ990315_09.0421.C13 
2596 

TBLASTX : Wheat 

561 

237 



Seq. No. 54163 

'"t Gene No. 113641 

K :~ Start 2033 

C-1 Name OJ990315_09 . 0421 .C13 - ol . tc 

fy Start 364 

[3 GI none 

r[s Exons 364.. 633, 378.. 536 

If. Seq. No. 54163 

rU Gene No. 113641 

s Start 2033 

[l Name OJ990315_09 . 0421 .C13 . o2 . gs 

I[j Start 2033 

: " GI none 

? I Exons 2033.. 2074, 2080.. 2111, 2237. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990315_09.0421.C13 
2596 

TBLASTX: Cress 

633 

338 



Seq. ID OJ990315_09.0421.C13 
Strand 

End 2596 

Method GENS CAN 

End 2596 

Score .42 
.2276, 2451. .2596 



Seq. No. 54164 

Gene No. 113642 

Start 258 

Name OJ990315_09 . 0421 .C17 . ol . gs 

Start 258 

GI none 

Exons 258.. 331, 507.. 603 



Seq. ID OJ990315_09.0421.C17 

Strand + 

End 603 

Method GENS CAN 

End 603 

Score . 5 



Seq. No. 54165 

Gene No. 113643 

Start 2155 

Name OJ990315_09 . 0421 . C18 . ol . gs 

Start 2155 

GI none 

Exons 2155.. 2308, 2320.. 2514, 2602. 

4315. .4382, 4442.-4843, 5094. 



Seq. ID OJ990315_09.0421.C18 

Strand + 

End 6084 

Method GEN SCAN 

End 6084 

Score .46 

2662, 3119. .3141, 3410. .3786, 
5764, 5983.. 6084 



Seq. No. 



54165 



Seq. ID OJ990315_09.0421.C18 



54809 



Gene No. 113643 
Start 2155 

Name . OJ990315_09 . 0421 . C18 . ol . tm 
Start 4984 
GI none 

Exons 4984.. 5034, 4991.. 5071, 5156, 

5537. .5587, 5545. .5571 



Strand + 

End 6084 

Method TBLASTX: Maize 

End 5587 

Score 94 

.5482, 5168. .5404, 5239. .5457, 



Seq. No. 54165 Seq. ID 

Gene No. 113643 Strand 

Start 2155 End 

Name OJ990315_09 . 0421 . C18 . ol . np Method 

Start 4987 End 

GI 479357 Score 

Exons 4987.. 5965 

GI Descrip. hypothetical protein 612 - maize transposon MuA2 
gi|22375|emb|CAA44165| (X62251) ORF [Zea mays] 



OJ990315_09.0421.C18 
+ 

6084 
AAT/NAP 
5965 
582 



OJ990315_09.0421.C19 
+ 

1949 
AAT/GAP 
1949 
952 



Seq. No. 54166 Seq. ID 

Gene No. 113644 Strand 

Start 1450 End 

Name OJ990315_09 . 0421.C19.ol.gp Method 

Start 1450 End 

GI uC-osflM20204 6d07bl Score 

Exons 1450.. 1949 

GI Descrip. '2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 1 



Seq. No. 


54166 








Seq. ID 


OJ990315_09.0421.C19 


Gene No. 


113645 








Strand 


+ 


Start 


2009 








End 


4759 


Name 


OJ990315 09 


.0421. 


C19.ol 


. np 


Method 


AAT/NAP 


Start 


2009 








End 


4759 


GI 


6850882 








Score 


1081 


Exons 


2009. .2192, 


2330. 


.2524, 


2620 


..2737, 2850.. 3299, 3339. .3587, 




3676. .3777, 


3875. 


.4108, 


4736 


. .4759 




GI Descrip. 


(AL137898) 


homeobox protein 


[Arabidopsis thaliana] 


Seq. No. 


54166 








Seq. ID 


OJ990315_09.0421.C19 


Gene No. 


113645 








Strand 


+ 


Start 


2009 








End 


4759 


Name 


OJ990315 09 


.0421. 


C19.o2 


. gs 


Method 


GEN SCAN 


Start 


2009 








End 


4532 


GI 


none 








Score 


.88 


Exons 


2009. .2173, 


2274. 


.2524, 


2620 


..2737, 2850. .3587, 3676. .3777, 




3875. .4108, 


4331. 


.4532 








Seq. No. 


54166 








Seq. ID 


OJ990315_09.0421.C19 


Gene No. 


113645 








Strand 


+ 


Start 


2009 








End 


4759 


Name 


OJ990315 09 


.0421. 


C19.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2382 








End 


4113 


GI 


none 








Score 


103 


Exons 


2382. .2489, 


2445. 


.2525, 


2483 


..2521, 261 


8. .2746, 2623.-2736, 



54810 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



2687. .2740, 2847. .3077, 3375. .3482, 3386. .3478, 3500. .3583, 
3501. .3587, 3678. .3776, 3679.-3783, 3874. .3960, 3875. .3997, 
4054. .4113, 4055. .4111 



54166 

113645 

2009 

OJ990315_09.0421.C19.ol.ts 

2382 

none 



Seq. ID OJ990315_09.0421.C19 

Strand + 

End 4759 

Method TBLASTX : Soybean 

End 2978 

Score - 101 



2382. .2489, 2445. .2525, 2618. .2746, 2624. .2737, 2847. .2978 



Seq. ID OJ990315_09.0421.C19 

Strand + 

End 4759 

Method TBLASTX : Maize 

End 3080 

Score 103 



Seq. ID OJ990315__09.0421.C19 

Strand + 

End 4759 

Method TBLASTX : Mai ze 

End 3955 

Score 88 



54166 
113645 
2009 

OJ990315_09.0421.C19.o2.tm 
2663 
none 

2663. .2737, 2847. .3080 

54166 
113645 
2009 

OJ990315_09.0421.C19.ol.tm 
3351 
none 

3351. .3422, 3375. .3437, 3437. .3586, 3438. .3587, 3678. .3770, 
3679.. 3780, 3874.. 3954, 3875.. 3955 



54166 

113645 

2009 

OJ990315_09.0421.C19.o2.ts 

3387 

none 



Seq. ID OJ990315_09.0421.C19 

Strand + 

End 4759 

Method TBLASTX : Soybean 

End 4111 

Score 103 



3387. .3506, 3503. .3589, 3504. .3587, 3679. .3780, 3681. .3764, 
3874. .3963, 3875. .3991, 4046. .4111 



54167 

113646 

1 

OJ990315_09.0421.C20.ol.np 
1 

3925363 



Seq. ID OJ990315_09.0421.C20 

Strand + 

End 3290 

Method AAT/NAP 

End 3290 

Score 880 



1..63, 727. .919, 997. .1108, 1148. .1411, 2888. .3290 
(AF067 961) homeodomain protein [Malus domestical 



54167 

113646 

1 

OJ990315_09.0421.C20.ol.gs 

745 

none 



Seq. ID OJ990315_09.0421.C20 

Strand + 

End 3290 

Method GEN SCAN 

End 1514 

Score .78 



745. .919, 997. .1406, 1509. .1514 



54167 
113647 



Seq. ID OJ990315_09.0421.C20 
Strand + 



54811 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3414 End 3608 

OJ990315_09 . 0421 . C20 . ol . gp Method AAT/GAP 

3414 End 3608 

3106499 Score 308 
3414. .3608 



54167 

113648 

2934 

OJ990315_09.0421.C20.ol.tc 

742 

none 



Seq. ID OJ990315_09.0421.C20 
Strand 

End 7830 

Method TBLASTX : Cress 

End 3281 

Score 206 



742. .915, 762. .896, 996. .1103, 998. .1075, 1166. .1252, 

1167. .1253, 1263. .1379, 1324. .1362, 2870. .3067, 2880. .3068, 

3156. .3188, 3185. .3280, 3189. .3281 



54167 

113648 

2934 

OJ990315_09.0421.C20.ol.ts 

742 

none 



Seq. ID OJ990315_09.0421.C20 
Strand 

End 7830 

Method TBLASTX : Soybean 

End 1382 

Score 216 



742. .918, 762. .914, 980..1087, 993. .1106, 1166. .1252, 
1167. .1253, 1266.. 1382, 1317. .1382 



Seq. No. 54167 

Gene No. 113648 

Start 2934 

Name OJ990315__09 . 04 2 1 . C20 . o2 . tm 

Start 742 

GI none 
Exons 



Seq. ID OJ990315_09.0421.C20 
Strand 

End 7830 

Method TBLASTX: Maize 

End 3281 

Score 96 



742. .813, 2879. .3064, 2880. .3056, 3152. .3280, 3153. .3281, 
3156. .3281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54167 

113648 

2934 

OJ990315_09 . 0421 . C20 . ol . tm 

813 

none 



Seq. ID OJ990315_09.0421.C20 
Strand 

End 7830 

Method ' TBLASTX: Maize 

End 1412 

Score 183 



813. .917, 814. .918, 992. .1090, 993. .1115, 1164. .1412, 
1166. .1258, 1221. .1409, 1322. .1411 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54167 

113648 

2934 

OJ990315_09.0421.C20.o2.ts 

2879 

none 



Seq. ID OJ990315_09.0421.C20 
Strand 

End 7830 

Method TBLASTX: Soybean 

End 3444 

Score 251 



2879.. 3055, 2880.. 3080, 3150.. 3266, 3152.. 3268, 3152.. 3277, 
3156.. 3278, 3388.. 3444 



Seq. No. 54167 

Gene No. 113648 

Start 2934 

Name OJ990315_09 . 0421 . C20 . o2 . gs 

Start 2934 



Seq. ID OJ990315_09.0421.C20 
Strand 

End 7830 

Method GENSCAN 

End 7830 



54812 



GI 

Exons 



none 

2934. .3191, 3212. .3375, 3598. 
7642. .7830 



Score . 6 

.3651, 6908.. 6969, 7397. .7578, 



Seq. No. 54168 

Gene No. 113649 

Start 3475 

Name OJ990315_09 . 0421 . C21 . o2 . gs 

Start 3475 

GI none 

Exons 3475.-3677, 4187.. 4207, 5017, 



Seq. ID OJ990315_09.0421.C21 
Strand 

End 5059 

Method GENSCAN 

End 5059 

Score .84 
.5059 



Seq. No. 54169 

Gene No. 113650 

Start 1 

Name OJ990315JD9 . 0421 . C24 . ol . gp 

Start 1 

GI 1854325 

Exons 1. .302 



Seq. ID OJ990315_09.0421.C24 
Strand 

End 705 

Method AAT/GAP 

End 302 

Score 592 



Seq. No. 54169 

Gene No. 113650 

Start 1 

Name OJ990315_09 . 0421 . C24 . ol . tm 

^ Start 1 

GI none 

rij Exons. 1..156, 2. .157, 223. .273 

Seq. No. 54169 

Gene No. 113650 

Start 1 

Name OJ990315_09 . 0421 . C24 . ol . gs 

Start 56 

GI none 

Exons 56.. 125, 696.. 705 



111 

y 



Seq. ID OJ990315_09.0421.C24 
Strand 

End 705 

Method TBLASTX : Mai ze 

End 273 

Score 172 



Seq. ID OJ990315_09.0421.C24 
Strand 

End 705 

Method GENSCAN 

End 705 

Score .97 



AS? 



Seq. No. 54170 Seq. ID 

Gene No. 113651 Strand 

Start 26 End 

Name OJ990315_09 . 0421 .C25 . ol . gs Method 

Start 26 End 

GI none Score 

Exons 26.. 394 



OJ990315_09.0421.C25 
394 

GENSCAN 

394 

.74 



Seq. No. 54171 Seq. ID 

Gene No. 113652 Strand 

Start 472 End 

Name OJ990315_09 . 0421 . C28 . ol . gs Method 

Start 472 End 

GI none Score 

Exons 472.. 665 



OJ990315_09.0421.C28 
+ 

665 

GENSCAN 

665 

.4 



Seq. No. 54172 Seq. ID 

Gene No. 113653 Strand 

Start 526 End 

Name 0 JO 0010 2_8 0.0426.C2.ol.gs Method 

Start 526 End 



OJ000102_80.0426.C2 
+ 

744 

GENSCAN 
744 



54813 



GI 


none 




Score 


.75 




Exons 


526. .744 










Seq. No. 


54172 




Seq. ID 


OJ000102_80. 


0426. C2 


Gene No. 


113654 




Strand 






Start 


176 




End 


733 




Name 


OJ000102 80.0426.C2.ol.gp 




Method 


AAT/GAP 




Start 


176 




End 


733 . 




GI 


none 




Score 


1084 




Exons 


176. .733 










Seq. No. 


54172 




Seq. ID 


OJ000102_80. 


0426. C2 


Gene No. 


113655 




Strand 






Start 


1579 




End 


2423 




Name 


OJ000102 80.0426.C2.o2.gs 




Method 


GENSCAN 




Start 


1579 




End 


2423 




GI 


none 




Score 


.57 




Exons 


1579. .1605, 2138. .2201, 2260. 


.2423 






Seq. No. 


54173 




Seq. ID 


OJ000102_80. 


0426. C3 


Gene No. 


113656 




Strand 






Start 


1 




End 


3189 




Name 


OJ000102 80.0426.C3.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


1933 




GI 


6967109 




Score 


201 




Exons 


1..385, 1890.. 1933 










GI Descrip. 


(AL138652) protein kinase- 


like protein 


[Arabidopsis 


thaliana] 


Seq. No. 


54173 




Seq. ID 


OJ000102_80. 


0426. C3 


Gene No. 


113656 




Strand 






Start 


1 




End 


3189 




Name 


OJ000102 80.0426.C3.ol.gs 




Method 


GENSCAN 




Start 


7 




End 


3189 




GI 


none 




Score 


.94 




Exons 


7. .385, 3152. .3189 










Seq. No. 


54174 




Seq. ID 


OJ000102_80. 


0426. C4 


Gene No. 


113657 




Strand 


+ 




Start 


1545 




End 


4630 




Name 


OJ000102 80.0426.C4.ol.gs 




Method 


GENSCAN 




Start 


1545 




End 


4630 




GI 


none 




Score 


.54 




Exons 


1545. .1717, 4212. .4400, 4468. 


.4630 






Seq. No. 


54174 




Seq. ID 


OJ000102_80. 


0426. C4 


Gene No. 


113658 




Strand 






Start 


3905 




End 


4490 




Name 


OJ000102 80.0426.C4.ol.gp 




Method 


AAT/GAP 




Start 


3905 




End 


4490 




GI 


LIB3433-051-P1-K1-H5 




Score 


407 




Exons 


3905. .3944, 4219. .4490 










GI Descrip. 


1 474008/dbj | D29729 | RICYK43 


1. 


Oe-75 Rice mRNA, partial homologous 




to ribosomal protein S15 gene 


i 






Seq. No. 


54174 




Seq. ID 


OJ000102_80. 


0426. C4 


Gene No. 


113659 




Strand 






Start 


4677 




End 


6025 





54814 



Name 

Start 

GI 

Exons 



OJ000102_80 . 042 6 . C4 . o2 . gp 

4677 

none 

4677. .5081 



Method AAT/GAP 
End 5081 
Score 553 



Seq. No. 


54174 




Seq. ID 


OJ000102_80.0426.C4 


Gene No. 


113659 




Strand 




Start 


4677 




End 


6025 


Name 


OJ000102 80.0426.C4.o2. 


gs 


Method 


GENSCAN 


Start 


4766 




End 


6025 


GI 


none 




Score 


.4 


Exons 


4766. .4780, 4846. .5251, 


5365. 


.5528, 5849.. 6025 


Seq. No. 


54174 




Seq. ID 


OJ000102_80.0426.C4 


Gene No. 


113659 




Strand 




Start 


4677 




End 


6025 


Name 


OJ000102 80.0426.C4.o3. 


gp 


Method 


AAT/GAP 


Start 


5174 




End 


5541 


GI 


uC-osrocyp010c05bl 




Score 


606 


Exons 


5174. .5541 








GI Descrip. 


, 1420932/gb|U61383|ORU61383 7 


.0e-21 Oryza rufipogon 




4-coumarate-CoA ligase 


gene, 


intron 1, 


partial sequence* 





Seq. No. 


54175 




Seq. ID 


OJ000102 


_80.0426.C5 




Gene No. 


113660 




Strand 


+ 






Start 


2745 




End 


4455 




iL i 2 


Name 


OJ000102 80.0426 


.C5.ol.gs 


Method 


GENSCAN 




f[j 


Start 


2745 




End 


4175 




f =s 


GI 


none 




Score 


.6 






Exons 


2745.. 2859, 3486 


..3612, 3953 


. .4175 








Seq. No. 


54175 




Seq. ID 


OJ000102 


_80.0426.C5 




Gene No. 


113660 




Strand 


+ 






Start 


2745 




End 


4455 






Name 


OJ000102 80.0426 


.C5.ol.gp 


Method 


AAT/GAP 




'•z $ 


Start 


3395 




End 


4455 






GI 


60650 1.R1084 




Score 


1389 




4 =| 


Exons 


3395.. 3612, 3953 


. .4455 








T=r 
~ ==. 


GI Descrip. 


'169459 1.0e-08 


(M18538) pop3 peptide 


[Populus 


balsamif era 


'~ a? 




subsp. trichocarpa X Populus 


deltoides] ' 






Seq. No. 


54175 




Seq. ID 


OJ000102 


_80.0426.C5 




Gene No. 


113661 




Strand 








Start 


7315 




End 


14813 






Name 


OJ000102 80.0426 


.C5.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


1904 




End 


2086 






GI 


none 




Score 


235 






Exons 


1904.. 2086, 1906 


. .2085 









Seq. No. 54175 

Gene No. 113661 

Start 7315 

Name OJ000102_80 . 0426 . C5 . o2 . tm 

Start 3490 

GI none 

Exons 3490.. 3612, 3494.. 3613, 
3944. .4138, 3954. .4103 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_80.0426.C5 
14813 

TBLASTX: Maize 

4138 

161 



3494. .3613, 3940. .4020, 3941. .4060, 



54815 



Seq. No. 54175 

Gene No. 113661 

Start 7315 

Name OJ000102_80 . 0426 . C5 . ol . tw 

Start 3505 

GI none 
Exons 



Seq. ID OJ000102_80.0426.C5 
Strand 

End 14813 

Method TBLASTX : Wheat 

End 4103 

Score 124 



3505. .3612, 3506. .3613, 3506. .3613, 3942. .4103, 3942. .4088, 
3944. .4102 



f 5 * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start, 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54175 

113661 

7315 

O J000 1 02_8 0 . 0 4 2 6 . C5 . o2 . gs 

7315 

none 



Seq. ID OJ000102_80.0426.C5 
Strand 

End 14813 

Method GENSCAN 

End 14813 

Score .82 



7315. .8406, 9187. .9324, 10136 10238 , 14150 .. 14256, 
14371. .14439, 14616. .14813 



54175 
113661 
7315 

OJ000102_80.0426.C5.o2.np 
7324 
3860255 
7324. .7907, 7950. .8295 

(AC005824) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000102_80.0426.C5 
Strand 

End 14813 

Method AAT/NAP 

End 8295 

Score 299 



54175 

113661 

7315 

OJ000102_80 . 0426 . C5 . ol . ts 

7363 

none 

7363.-7548, 7418. .7534 



Seq. ID OJ000102_80.0426.C5 
Strand 

End 14813 

Method TBLASTX : Soybean 

End 7548 

Score 66 



54176 
113662 
6795 

OJ000102_80.0426.C6.o3.np 
6795 
6630699 
6795. .6817, 8062. .8139 

(AP000969) hypothetical protein [Oryza sativa] 
gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ000102_80.0426.C6 

Strand + 

End 8139 

Method AAT/NAP 

End 8139 

Score 75 



54176 

113663 

63 

OJ000102_80.0426.C6.ol.gs 
63 

none 



Seq. ID OJ000102_80.0426.C6 
Strand 

End 8014 

Method GENSCAN 

End 2851 

Score .82 



63. .219, 904. .1002, 1086. .1139, 1618. .1716, 1906. .2024, 
2110. .2326, 2426. .2851 



Seq. No. 



54176 



Seq. ID OJ000102_80.0426.C6 



54816 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



113663 Strand 

63 End 8014 

OJ000102_80.0426.C6.ol.gp Method . AAT/GAP 

978 End 2678 

4714933 Score 1225 

978. .1002, 1086. .1139, 1618. .1716, 1906. .2024, 2172. .2326, 

2426.-2678 

1651723/dbj |BAA16651| 1.0e-10 (D90899) phosphoglycerate mutase 
[Synechocystis sp. ] 





Seq. No. 


54176 






Seq. ID 


OJ000102 




Gene No . 


1 1 jDDj 






Strand 






Start 


63 






End 


8014 




Name 


OJ000102 80 


.0426.C6.ol. 


np 


Method 


AAT/NAP 




Start 


2391 






End 


5144 




GI 


7339718 






Score 


192 




Exons 


2391. .2695, 


5114 . .5144 










GI Descrip. 


(AP001539) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


54176 






Seq. ID 


OJ000102 




Gene No. 


113663 






Strand 






Start 


63 






End 


8014 




Name 


OJ000102 80 


.0426.C6.o2. 


gs 


Method 


GENSCAN 


f -% 


Start 


4554 






End 


8014 


• 


GI 


none 






Score 


.57 




Exons 


4554. .4668, 


5359. .5528, 


5895. 


.6088, 6282..6399, 






7876. .8014 










f=% 


Seq. No. 


54176 






Seq. ID 


OJ000102 


- : \ 


Gene No. 


113663 






Strand 




- ~7 


Start 


63 






End 


8014 


ri 


Name 


OJ000102 80 


.0426.C6.o2. 


np 


Method 


AAT/NAP 




Start 


4557 






End 


8001 




GI 


5922620 






Score 


359 




Exons 


4557. .4733, 


5348. .5463, 


6068. 


.6265, 6364.. 6550, 



.7097, 



80. 0426. C6 



GI Descrip. 



7940. .8001 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj | BAA85196.il (AP000570) EST D15357 (C0514) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102 80. 0426. C6 



8410 
AAT/NAP 
8410 
180 



54176 
113664 
8278 

OJ000102_80.0426.C6.o4.np 
8278 
5922620 
8278. .8410 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



54176 

113665 

9614 



Seq. ID 

Strand 

End 



OJ000102 80. 0426. C6 



11534 



54817 




Name 


OJ000102 80. 


0426.C6.o3 .gs 


Method 


GENSCAN 


Start 


9614 




End 


11136 


GI 


none 




Score 


. 9 


Exons 


9614 . . 10660, 


10696. . 11136 






Seq. No. 


54176 




Seq. ID 


OJ000102_80 . 042 6 . C6 


Gene No. 


113665 




Strand 




Start 


9614 




End 


11534 


Name 


OJ000102_80. 


0426.C6.o5.np 


Method 


AAT/NAP 


Start 


9614 




End 


11534 


GI 


7340655 




Score 


537 


Exons 


9614 . . 11040, 


11445 . . 11534 






GI Descrip. 


(AL162506) £ 


-receptor kinase- 


like protein [Arabidopsis thaliana] 


Seq. No. 


54176 




Seq. ID 


OJ000102_80.0426.C6 


Gene No. 


113666 




Strand 




Start 


13156 




End 


13332 


Name 


OJ000102 80. 


0426.C6.ol. tm 


Method 


TBLASTX: Maize 


Start 


1086 




End 


2153 


GI 


none 




Score 


70 


Exons 


1086. . 1142, 


1087 . . 1128, 1087 . 


.1158, 1615. .1722, 1619. .1720, 




1623. . 1733, 


1625. .1732, 1873. 


.2028, 1900. .2025, 1901. .2047, 




1904 . . 2029, 


2096 . .2149, 2108 . 


.2152, 2109. .2153 


Seq. No. 


54176 




Seq. ID 


OJ000102_80.0426.C6 


Gene No. 


113666 




Strand 




Start 


13156 




End 


13332 


Name 


OJ000102 80. 


0426.C6.o2 . tc 


Method 


TBLASTX: Cress 


Start 


2106 




End 


2333 


GI 


none 




Score 


142 


Exons 


2106. . 2333, 


2108 . . 2329 






Seq. No. 


54176 




Seq. ID 


OJ000102_80.0426.C6 


Gene No. 


113666 




Strand 




Start 


13156 




End 


13332 


Name 


OJ000102 80. 


0426.C6.ol . tc 


Method 


TBLASTX: Cress 


Start 


2426 




End 


2692 


GI 


none 




Score 


169 


Exons 


2426. . 2692, 


2496. .2672 






Seq. No. 


54176 




Seq. ID 


OJ000102_80.0426.C6 


Gene No. 


113666 




Strand 




Start 


13156 




End 


13332 


Name 


OJ000102_80 . 


0426 ,C6 . o2 . ts 


Method 


TBLASTX : Soybean 


Start 


2495 




End 


2692 


GI 


none 




Score 


102 


Exons 


2495 . .2692, 


2496 . .2672 






Seq. No. 


54176 




Seq. ID 


OJ000102_80.0426.C6 


Gene No. 


113666 




Strand 




Start 


13156 




End 


13332 


Name 


o.Tfinm c\7 fin 




Method 


TBLASTX: Maize 


Start 


4019 




End 


4320 


GI 


none 




Score 


157 


Exons 


4019. .4294, 


4041. .4316, 4042. 


.4320, 4051. .4299, 4056. .4316 


Seq. No. 


54176 




Seq. ID 


OJ000102_80.0426.C6 



54818 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



113666 Strand 

13156 End 

OJ000102_80 . 0426 . C6 . ol . ts Method 

9869 End 

none Score 



13332 

TBLASTX : Soybean 

10459 

66 



9869. .10114, 10172, 
10361. .10459 



10282, 10188. .10235, 10289 10351, 



Seq. No. 54176 Seq. ID 

Gene No. 113666 Strand 

Start 13156 End 

Name OJ000102_80 . 0426 .C6 . o4 . gs Method 

Start 13156 End 

GI none Score 

Exons 13156. .13332 



OJ000102_80.0426.C6 

13332 
GENSCAN 
13332 
.52 



f 8 * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54177 Seq. ID 

113667 Strand 

669 End 

OJ000102_80 . 042 6 . C7 . ol . gs Method 

669 End 

none Score 



OJ000102_80.0426.C7 

3520 
GENSCAN 
3431 
.62 



669. .989, 1378. .1610, 1674. .'2116, 2174. .2196, 2312.. 2413, 
2460. .2567, 2660. .2921, 3026. .3324, 3405. .3431 



54177 Seq. ID 

113667 Strand 

669 End 

OJ000102_80 . 0426 .C7 .ol .np Method 

669 End 

7228438 Score 



OJ000102_80.0426.C7 

3520 
AAT/NAP 
3520 
806 



669. .1090, 2417. .2567, 2660. .2921, 3026. .3324, 3405. .3520 
(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102 80. 0426. C7 



3520 
AAT/GAP 
2428 
731 



54177 
113667 
669 

OJ000102_80.042 6.C7.ol.gp 
1981 

LIB3433-020-P1-K1-A6 
1981. .2428 

'5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 

Seq. No. 54178 Seq. ID OJ000102_80 . 0426 . C8 

Gene No. 113668 Strand 

Start 1 End 1295 

Name OJ000102_80 . 0426 . C8 . ol . np Method AAT/NAP 

Start 1 End 1295 

GI 5441880 Score 607 

Exons 1..231, 340.. 479, 1081. .1295 

GI Descrip. (AP000367) EST C28 952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



54819 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54178 
113668 
1 

OJ000102_80.0426.C8.ol.gs 
110 
none 

110. .264, 340. .413, 711. .739, 960. .1214 



Seq. ID OJ000102_80.0426.C8 



Strand 
End 

Method 

End 

Score 



1295 
GEN SCAN 
1214 
.54 



OJ000102 80. 0426. C9 



54179 Seq. ID 

113669 Strand 
1 End 1987 

OJ000102_80.0426.C9.ol.np Method AAT/NAP 

1 End 1987 

7228442 Score 2182 

1. .1987 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
-Start 

C3 gi 

\j Exons 

f\l Seq. No. 
;S Gene No. 

Start 
W Name 
%3 Start 

r y gi 

Exons 

H Seq. No. 
~~4 Gene No. 
M Start 
, i Name 
Start 

it GI 
^» Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54179 

113670 

3958 

OJ000102 

281 

none 



80.0426.C9.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_80.0426.C9 
4591 

TBLASTX: Wheat 

658 

93 



281. .454, 363..455, 482. .655, 504. .656, 509. .658 



Seq. ID OJ000102_80.0426.C9 



5417.9 

113670 Strand 

3958 End 

OJ000102_80 . 0426 . C9 . ol . tm Method 

356 End 

none Score 

356. .427, 474. .947, 485. .952 

54179 Seq. ID 

113670 Strand 
3958 End 
OJ000102_80.0426.C9.o2.gs Method 
3958 End 
none -Score 
3958. .4166, 4249. .4314, 4510. .4591 

54180 Seq. ID 

113671 Strand 
180 End 
OJ000102_80 . 0426 . CIO . ol . gs Method 
180 End 
none Score 
180. .478, 501. .512, 555.-628, 671. .1211, 1345. .1562, 1649. .2461, 
2657. .3247, 3497. .3617, 4147. .4269, 4428. .4754, 4881. .5198, 
5644. .6190, 6192. .6355, 6621. .6874, 7247. .7345, 8718. .8919, 
8975.. 9414, 9420.. 9590, 9630.. 9818 



4591 

TBLASTX: Maize 

952 

225 



OJ000102_80.0426.C9 

4591 
GENSCAN 
4591 
.59 



OJ000102_80. 0426. C10 
+ 

9818 
GENSCAN 
9818 
.44 



Seq. No. 
Gene No. 
Start 



54180 

113671 

180 



Seq. ID 

Strand 

End 



OJ000102_ 
+ 

9818 



80. 0426. C10 



54820 



Method AAT/NAP 
End 8182 
Score 518 
,6417, 8127. .8182 

polymerase homolog F19F24.2 - Arabidopsis 
thaliana gi I 4185148 | gb IAAD08951 . 1 1 (AC005724) putative non-LTR 
retroelement reverse transcriptase [Arabidopsis thaliana] 



Name OJ000102_80 . 0426 . CIO . ol . np 

Start 5016 

GI 7488317 

Exons 5016.. 5619, 5652, 

GI Descrip. RNA-directed DNA 



Seq. No. 


54180 


Seq. ID 


OJ000102_80. 0426. C10 


Gene No. 


113672 


Strand 


+ 


Start 


19452 


End 


20538 


Name 


OJ000102 80.0426.C10.o5.gs 


Method 


GENSCAN 


Start 


19452 


End 


20538 


GI 


none 


Score 


.59 


Exons 


19452. .19543, 20439.. 20538 






Seq. No. 


54180 


Seq. ID 


OJ000102_80. 0426. C10 


Gene No. 


113673 


Strand 




Start 


8796 


End 


10978 


Name 


OJ000102 80.0426.C10.o3.np 


Method 


AAT/NAP 


Start 


8796 


End 


10978 


GI 


7509927 


Score 


80 


Exons 


8796.-8983, 10918. .10978 






GI Descrip. 


hypothetical protein Y47D3B 


.11 - Caenorhabditis elegans 




gi I 5824794 | emb | CAB54384 . 1 1 


(AL031635) 


Y47D3B. 11 [Caenorhabditis 




elegans] 






Seq. No. 


54180 


Seq. ID 


OJ000102_80. 0426. C10 


Gene No. 


113674 


Strand 




Start 


10950 


End 


15883 


Name 


OJ000102 80.0426.C10.o4.np 


Method 


AAT/NAP 


Start 


10950 


End 


15638 


GI 


6069646 


Score 


186 


Exons 


10950. .11166, 15609.. 15638 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



1| (AP001129) 
F9013 genomic 
transcriptase . 



Similar to 

sequence, 

(AC006248) 



Seq. No. 54180 Seq. ID 

Gene No. 113674 Strand 

Start 10950 End 

Name OJ000102_80 . 0426 . C10 . o2 . gs Method 

Start 11976 End 

GI none Score 
Exons 



OJ000102_80. 0426. C10 

15883 
GENSCAN 
13820 
.62 



11976. .12080, 12400. .12524, 13772.. 13820 



Seq. No. 54180 Seq. ID OJ000102_80 . 0426 . C10 

Gene No. 113674 Strand 

Start 10950 End 15883 

Name OJ000102_80 . 0426 . C10 . o2 . gp Method AAT/GAP 

Start 14867 End 15319 

GI 2431247 Score 855 

Exons 14867. .15319 

GI Descrip. 3201970/gb | AF068333 I AF068333 1.0e-20 Oryza sativa hypothetical 
secretory protein SH27A precursor, mRNA, complete cds 



54821 



Seq. No. 


54180 


Seq. ID 


OJ000102_80. 0426. C10 


Gene No. 


113674 


Strand 




Start 


10950 


End 


15883 


Name 


OJ000102 80.0426.C10.o3.gs 


Method 


GENSCAN 


Start 


15183 


End 


15758 


GI 


none 


Score 


1 


Exons 


15183. .15314, 15446. .15540, 


15626. .15758 


Seq. No. 


54180 


Seq. ID 


OJ000102_80. 0426. C10 


Gene No. 


113674 


Strand 




Start 


10950 


End 


15883 


Name 


OJ000102 80.0426.C10.o5.np 


Method 


AAT/NAP 


Start 


15186 


End 


15758 


GI 


7489555 


Score 


219 


Exons 


15186. .15314, 15446. .15513, 


15641. .15758 


GI Descrip. 


probable secretory protein SH27A precursor - rice 




gi|3201971|gb|AAC19376.1| (AF068333) hypothetical secretory 




protein SH27A precursor [Oryza sativa] 




Seq. No. 


54180 


Seq. ID 


OJ000102_80. 0426. C10 


Gene No. 


113674 


Strand 




Start 


10950 


End 


15883 


Name 


OJ000102 80.0426.C10.o3.gp 


Method 


AAT/GAP • 


Start 


15517 


End 


15883 


GI 


572083 


Score 


527 


Exons 


15517. .15540, 15626.. 15883 






GI Descrip. 


3201970/gb|AF068333|AF068333 


1.0e-09 Oryza sativa hypothetica 




secretory protein SH27A precursor, mRNA, complete cds 


Seq- No. 


54180 


Seq. ID 


OJ000102_80. 0426. C10 


Gene No. 


113675 


Strand 




Start 


18579 


End 


18813 


Name 


OJ000102 80.0426.C10.o4.gs 


Method 


GENSCAN 


Start 


18579 


End 


18813 


GI 


none 


Score 


.58 


Exons 


18579. .18646, 18759.. 18813 






Seq. No. 


54180 


Seq. ID 


OJ000102_80. 0426. C10 


Gene No. 


113676 


Strand 




Start 


19282 


End 


19743 


Name 


OJ000102 80.0426.C10.o4.gp 


Method 


AAT/GAP 


Start 


19282 


End 


19743 


GI 


LIB3433-026-P1-K1-E11 


Score 


185 


Exons 


19282. .19396, 19707.. 19743 






GI Descrip. 


'5441872/dbj | AP000366 . 1 | AP000366 2.0e- 


21 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig a) 1 


Seq. No. 


54180 


Seq. ID 


OJ000102_80. 0426. C10 


Gene No. 


113677 


Strand 




Start 


25966 


End 


26190 


Name 


OJ000102 80.0426.C10.o2.tw 


Method 


TBLASTX: Wheat 


Start 


4038 


End 


4367 


GI 


none 


Score 


171 


Exons 


4038. .4184, 4040. .4177, 4146 


..4361, 4164. .4367, 4169. .4366 


Seq. No. 


54180 


Seq. ID 


OJ000102_80. 0426. C10 



54822 




Gene No. 


113677 








Strand 




Start 


25966 








End 


26190 


Name 


OJ000102 80 


.0426. 


C10.O4 


.tm 


Method 


TBLASTX: Maize 


Start 


4388 








End 


4921. 


GI 


none 








Score 


47 


Exons 


4388. .4429, 


4460. 


.4672, 


4 4 62. 


.4644, 4748. .4921, 4756. .4908 


Seq. No. 


54180 












Gene No. 


11 jo / / 








C -4- -ra n H 




Start 


25966 








End 


26190 


Name 


OJ000102 80, 


.0426. 


ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4610 










JUiU 


GI 


none 








Score 




Exons 


4610. .5020, 


4753. 


.5019 








Seq. No. 


54180 








Oorr T H 

oeq. iu 


nTnnmn9 fin H49£ n n 


Gene no. 


1 1 *3 CI "7 








o t. r ana 




Start 


25966 








End 


26190 


Name 


OJ000102 80, 


.0426. 


C10.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


5027 








End 


5212 


GI 


none 








Score 


210 


Exons 


5027. .5212, 


5038. 


.5211 








Seq. No. 


54180 








Seq. ID 


OJ000102_80. 0426. C10 


Gene No. 


113677 








Strand 




Start 


25966 








End 


26190 


Name 


OJ000102 80, 


.0426. 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5297 








End 


6173 


GI 


none 








Score 


256 


Exons 


5297. .5572, 


5320. 


.5568, 


5571. 


.5630, S572..5643, 5634.. 6173, 




5651. .5917, 


5969. 


.6172 








Seq. No. 


54180 








Seq. ID 


OJ000102_80. 0426. C10 


Gene No. 


T 1 OCT! 

11 Jo / / 








Strand 




Start 


25966 








End 


26190 


Name 


OJ000102 80. 


.0426. 


C10.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


5345 








End 


5625 


GI 


none 








Score 


271 


Exons 


5345. .5566, 


5365. 


.5568, 


5575. 


.5625 




Seq. No. 


54180 








Seq. ID 


OJ000102_80. 0426. C10 


bene no. 


11 Jo / / 








Strand 




Start 


25966 








End 


26190 


Name 


OJ000102 80. 


,0426. 


ClO.oS 


.tw 


Method 


TBLASTX: Wheat 


Start 


5633 








End 


6005 


GI 


none 








Score 


124 


Exons 


5633. .5779, 


5634. 


.5780, 


5780. 


.5932, 5781.. 5933, 5925.. 6005 


Seq. No. 


54180 








Seq. ID 


OJ000102_80. 0426. C10 


Gene No. 


113677 








Strand 




Start 


25966 








End 


26190 


Name 


OJ000102 80. 


0426. 


ClO.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


5859 








End 


6396 


GI 


none 








Score 


57 


Exons 


5859. .5918, 


5873. 


.5905, 


5988. 


.6176, 5993. .6178, 6205. .6396, 



6225. .6383 



54823 



Seq. No. 54180 

Gene No. 113677 

Start 25966 

Name OJ000102_80. 0426. CIO. o2.tm 

Start 6463 

GI none 
Exons 



Seq. ID OJ000102_80. 0426. CIO 
Strand 

End 26190 

Method TBLASTX : Maize 

End 6935 

Score 283 



6463. .6816, 6464. .6832, 6470. .6832, 6857. .6892, 6879. .6935, 
6894. .6932 



Seq. No. 54180 Seq. ID 

Gene No. 113677 Strand 

Start 25966 End 

Name OJ000102_80 . 0426 . C10 . o3 . tw Method 

Start 6665 End 

GI none Score 

Exons 6665.. 6892, 6879.. 7025 

Seq. No. 54180 Seq. ID 

Gene No. 113677 Strand 

Start 25966 End 

Name OJ000102_80 . 0426 .C10 . o7 . gs Method 

Start 25966 End 

GI none Score 

Exons 25966. .26035, 26105.. 26190 



OJ000102_80. 0426. C10 
26190 

TBLASTX: Wheat 

7025 

145 



OJ000102_80. 0426. C10 

26190 
GENSCAN 
26190 
.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



54181 Seq. ID OJ000102_80 . 042 6 . Cll 

113678 Strand + 

345 End 6232 

OJ000102_80.0426.Cll.ol.np Method AAT/NAP 

345 End 1080 

6503305 Score 853 

345. .654, 748. .1080 

(AC011713) Contains similarity to gb|U19615 LET 858 gene from 
Caenorhabditis elegans. ESTs gb|AI995150, gb|H76674 and 
gb|R84035 come from this gene. [Arabidopsis thaliana] 



54181 Seq. ID 

113678 Strand 

345 End 

OJ000102_80.0426.Cll.ol.gs Method 

587 End 

none Score 



OJ000102_80.0426.C11 
+ 

6232 
GENSCAN 
6232 
.52 

3066, 3373.-3434, 



587. .654, 748. .1076, 1428. .1571, 2794 
3706. .3818, 4033. .4155, 4837. .4923, 5199. .5231, 5609. .5650, 
6116. .6232 



Seq. No. 54181 Seq. ID 

Gene No. 113678 Strand 

Start 345 End 

Name OJ000102_80 . 0426.C11 .o3 .np Method 

Start 2840 End 

GI 6598356 Score 

Exons 2840.. 3013, 
5028. .5084 

GI Descrip. (AC002354) putative tetracycline transporter protein 

■ [Arabidopsis thaliana] 



OJ000102_80.0426.C11 
+ 

6232 
AAT/NAP 
5084 
167 



3435. .3546, 3706. .3766, 4023. .4181, 4653. .4923, 



54824 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



54181 

113678 

345 

OJ000102_80 . 0426 . Cll . ol . gp 
4973 

LIB3434-010-P1-K1-E11 



Seq. ID OJ000102_80. 0426. Cll 

Strand + 

End 6232 

Method AAT/GAP 

End 6105 

Score 846 



4973. .5108, 5199. .5231, 5344. .5397, 5609. .5650, 5770. .5848, 
5962.. 6105 

'3757529 1.0e-17 (AC005167) tetracycline transporter-like 
protein [Arabidopsis thaliana] ' 



54181 
113679 
10949 

OJ000102_80. 0426. Cll. o2.gp 
10949 

LIB3477-003-P1-K1-E9 
10949. .10980, 11970. .12023 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR {ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ000102_80. 0426. Cll 

Strand + 

End 12023 

Method AAT/GAP 

End 12023 

Score 103 



Seq. ID OJ000102_80. 0426. Cll 
Strand 

End 12277 

Method TBLASTX : Cress 

End 606 

Score 458 



Seq. ID OJ000102_80. 0426. Cll 
Strand 

End 12277 

Method TBLASTX : Soybean 

End 1555 

Score 532 



54181 
113680 
9519 

OJ000102_80. 0426. Cll. ol.tc 
343 
none 

343.-594, 346. .606, 348. .605 

54181 
113680 
9519 

OJ000102_80.042 6.Cll.ol.ts 
343 
none 

343. .657, 346. .654, 348. .662, 348. .659, 736. .960, 745. .936, 
747. .959, 1337. .1363, 1372. .1440, 1520. .1555 



54181 

113680 

9519 

OJ000102_80 . 0426 . Cll . ol . tm 

344 

none 



Seq. ID OJ000102_80. 0426. Cll 
Strand 

End 12277 

Method TBLASTX : Maize 

End 1455 

Score 537 



344. .658, 346. .654, 348. .659, 736. .873, 745. .861, 747. .893, 
903. .944, 904. .945, 1337. .1363, 1372. .1440, 1375. .1455 



54181 

113680 

9519 

OJ000102_80. 0426. Cll. o2.tc 

606 

none 



Seq. ID OJ000102_80. 0426. Cll 
Strand 

End 12277 

Method TBLASTX : Cress 

End 1440 

Score 70 



606. .659, 607. .654, 736. .879, 747. .878, 1337. .1360, 1372. .1440 
54181 Seq. ID OJ000102_80 . 0426 . Cll 



54825 



bene wo . 


i i icon 








btrana 






Start 


9519 








End 


12277 




Name 


OJ000102 80 


.0426. 


Cll.o4. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2812 








End 


3019 




GI 


none 








Score 


210 




Exons 


2812. .3003, 


2831. 


.3016, 


2870. 


.3019 






Seq. No. 


54181 








Seq. ID 


OJ000102 


_80. 0426. Cll 


,Gene No. 


113680 








Strand 
















End 


12277 




Name 


OJ000102 80 


.0426. 


Cll.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2840 








End 


3548 




GI 


none 








Score 


192 




Exons 


2840. .2962, 


2843. 


.2974, 


2939. 


.3019, 2959.. 3027, 


3434. .3544, 




3434. .3544, 


3435. 


.3545, 


3435. 


.3548 






Seq. No. 


54181 








Seq. ID 


OJ000102 


_80. 0426. Cll 


Gene No. 


113680 








Strand 






Start 


9519 








End 


12277 




Name 


r\ Tfi fin ino on 






cm 


Method 


TBLASTX: 


Maize 


Start 


4676 








End 


5386 




GI 


none 








Score 


53 




Exons 


4676. .4753, 


4680. 


.4754, 


4682. 


.4741, 4692. .4784, 


4826. .4921, 




4830. .4922, 


4831. 


.4929, 


5026. 


.5103, -5027. .5107, 


5058. .5108, 




5199. .5231, 


5363. 


.5386 










Seq. No. 


54181 








Seq. ID 


OJ000102 


_80. 0426. Cll 


Gene No. 


113680 








Strand 






Start 


9519 








End 


12277 




Name 


oTnnm no on 




Cll . Q£ . 


tm 


Method 


TBLASTX: 


Maize 


Start 


5612 








End 


6319 




GI 


none 








Score 


50 




Exons 


5612. .5650, 


5614. 


.5655, 


5749. 


.5847, 57 


67. .5847, 


5768. .5851, 




5769. .5849, 


5924. 


.6037, 


5940. 


.6032, 5963.. 6034, 


5964. .6041, 




6158. .6226, 


6161. 


.6217, 


6263. 


.6319 






Seq. No. 


54181 








Seq. ID 


OJ000102 


_80. 0426. Cll 


Gene No. 


113680 








Strand 






Start 


9519 








End 


12277 




Name 


OJ000102 80 


.0426. 


Cll.o4. 


np 


Method 


AAT/NAP 




Start 


9519 








End 


12277 




GI 


487099 








Score 


72 




Exons 


9519. .9642, 


11659 


. .11845 


, 12086.. 12277 






GI Descrip. 


NADH dehydrogenase (ubiquinone) (EC 1. 


6.5.3) chain 2 - maiz 




chloroplast 














Seq. No. 


54182 








Seq. ID 


OJ000102 


_80.0426.C12 


bene ino . 


113681 








Strand 


+ 




Start 


4309 








End 


5245 




Name 


OJ000102 80 


.0426. 


C12.o2. 


gs 


Method 


GENS CAN 




Start 


4309 








End 


5245 




GI 


none 








Score 


.93 




Exons 


4309. .4530, 


5138. 


.5245 










Seq. No. 


54182 








Seq. ID 


OJ000102 


_80.0426.C12 


Gene No. 


113682 








Strand 


+ 




Start 


5803 








End 


6382 





54826 




Name 


OJ000102 80.0426.C12.o3 


.gs 


Method 


GENSCAN 






Start 


5803 




End 


6382 






GI 


none 




Score 


.78. 






Exons 


5803. .5829, 6281. .6382 












Seq. No. 


54182 




Seq. ID 


OJ000102_ 


80.0426 


.C12 


Gene No. 


113683 




Strand 


+ 






Start 


8193 




End 


9725 






Name 


OJ000102 80.0426.C12.ol 


.gp 


Method 


AAT/GAP 






Start 


8123 




End 


8623 






GI 


91897 1.R1084 




Score 


964 






Exons 


8123. .8623 












GI Descrip. 


'3860263 3.0e-29 (AC005824) 


putative cytochrome 


p450 protei 




[Arabidopsis thaliana] 1 












Seq. No. 


54182 




Seq. ID 


OJ000102_ 


80.0426 


.C12 


Gene No. 


113683 




Strand 


+ 






Start 


8193 




End 


9725 






Name 


OJ000102 80.0426.C12.o4 


. gs 


Method 


GENSCAN 






Start 


8193 




End 


9725 






GI 


none 




Score 


.46 






Exons 


8193. .9725 












Seq. No. 


54182 




Seq. ID 


OJ000102__ 


80.0426 


C12 


Gene No. 


113683 




Strand 


+ 






Of ->vf 


8193 




End 


9725 






Name 


OJ000102 80.0426.C12.o2 


. np 


Method 


AAT/NAP 






Start 


8208 




End 


9716 






GI 


3860263 




Score 


1282 






Exons 


8208. .9716 












GI Descrip. 


(AC005824) putative cytochrome P450 [Arabidopsis 


thaliana] 


Seq. No. 


54182 




Seq. ID 


OJ000102_ 


80.0426 


C12 


Gene No. 


113684 




Strand 








Start 


231 




End 


2062 






Name 


OJ000102 80.0426.C12.ol 


. gs 


Method 


GENSCAN 






Start 


231 




End 


2062 






GI 


none 




Score 


.41 






Exons 


231. .317, 2057. .2062 












Seq. No. 


54182 




Seq. ID 


OJ000102_ 


80.0426 


C12 


Gene No. 


113685 




Strand 








Start 


4641 




End 


8281 






Name 


OJ000102 80.0426.C12.ol 


. np 


Method 


AAT/NAP 






Start 


4641 




End 


8281 






GI 


6721512 




Score 


219 






Exons 


4641. .4666, 6013. .6081, 


6193 


. .6229, 6272. .6405, 


6433. . 6547, 




8157. .8281 












GI Descrip. 


(AP001072 ) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


54182 




Seq. ID 


OJ000102_ 


80.0426. 


C12 


Gene No. 


113686 




Strand 








Start 


11363 




End 


12529 






Name 


OJ000102 80.0426.C12.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


8168 




End 


8368 






GI 


none 




Score 


212 






Exons 


8168. .8368, 8199. .8366 













54827 




Seq. No. 


54182 








Seq. ID 


OJ000102 


_80.0426.C12 


Gene No. 


113686 








Strand 






O LdlL 


liJUJ 








End 


12529 




Name 


OJ000102 80. 


0426 


.C12.ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


8222 








End 


9703 




GI 


none 








Score 


480 




Exons 


8222. .8620, 


8223 


. .8690, 


8703. 


.9044, 8723. .8911, 


8987. .9034, 




9057. .9161, 


9074 


. .9166, 


9228. 


.9458, 9275. .9457, 


9476. .9565, 




9477. .9569, 


9644 


. .9703, 


9648. 


.9689 






Seq. No. 


54182 








Seq. ID 


OJ000102 


_80.0426.C12 


fZorto NT r\ 


1 1 ^fiftfi 

11JOOO 








Strand 






Start 


11363 








End 


12529 




Name 


OJ000102 80. 


0426 


.C12.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


8432 








End 


9575 




GI 


none 








Score 


273 




Exons 


8432. .8602, 


8433 


. .8855, 


8877. 


.8948, 9000. . 9158, 


9333. .9479, 




9395. .9481, 


9483 


. .9575 










Seq. No. 


54182 








Seq. ID 


OJ000102 


_80.0426.C12 




1 1 ^fift fi 

li JUOU 








Strand 






Start 


11363 








End 


12529 




Name 


OJ000102 80. 


0426 


.C12.ol 


tm 


Method 


TBLASTX: 


Maize 


Start 


8432 








End 


9569 




GI 


none 








Score 


278 




Exons 


8432. .8620, 


8433 


. .8855, 


8676. 


.8786, 8 


377. .8981, 


9000. .9149, 




9225. .9488, 


9398 


. .9487, 


9494. 


.9565, 9495.-9569 






^41 ft 9 
D 4 -L 0 Z 








Seq. ID 


OJ000102 


on n a o f. pi o 


Gene No. 


113686 








Strand 






Start 


11363 








End 


12529 




Name 


OJ000102 80. 


0426 


.C12.ol 


tw 


Method 


TBLASTX: 


Wheat 


Start 


8600 








End 


9008 




GI 


none 








Score 


536 




Exons 


8600. . 9007, 


8601 


. .9008 












S4 1 89 








Seq. ID 


OJ000102 




Gene No. 


113686 








Strand 






Start 


11363 








End 


12529 




Name 


OJ000102 80. 


0426 


.C12.02 


tw 


Method 


TBLASTX: 


Wheat 


Start 


9051 








End 


9431 




GI 


none 








Score 


139 




Exons 


9051. .9161, 


9062 


. .9166, 


9228. 


.9431, 9236. .9430 






1 ft 9 








Seq. ID 


OJ000102 


or) f)4 96 PI 9 


Gene No. 


113686 








Strand 






Start 


11363 








End 


12529 




Name 


OJ000102 80. 


0426 


.C12.05. 


gs 


Method 


GEN SCAN 




Start 


11363 






End 


12529 




GI 


none 








Score 


.51 




Exons 


. 11363.. 11427 


, 12157. .12529 








Seq. No. 


54183 








Seq. ID 


OJ000102 


_80.0426.C13 


Gene No. 


113687 








Strand 


+ 




Start 


89 








End 


283 




Name 


OJ000102 80. 


0426 


.C13.01. 


gs 


Method 


GENSCAN 





54828 



Start 


89 




End 


283 




GI 


none 




Score 


. 91 




Exons 


89. .283 










Seq. No. 


54183 




Seq. ID 


OJ000102_80.0426 


.C13 


Gene No. 


113688 




Strand 






Start 


2531 




■ End 


2681 




Name 


OJ000102 80.0426.C13. 


o2 .gs 


Method 


GENSCAN 




Start 


2531 




End 


2681 




GI 


none 




Score 


.49 




Exons 


2531. .2681 










Seq. No. 


54184 




Seq. ID 


OJ000102_80. 0426 


.C14 


Gene No. 


113689 




Strand 


+ 




Start 


931 




End 


1661 




Name 


OJ000102 80.0426.C14. 


ol.gp 


Method 


AAT/GAP 




Start 


931 




End 


1661 




GI 


15592 1.R1084 




Score 


1296 




Exons 


931. .1661 










GI Descrip. 


•3747050 7.0e-48 (AF093540) 


ribosomal 


protein L26 [Zea mays] 


Seq. No. 


54184 




Seq. ID 


OJ000102 80.0426 


.C14 


Gene No. 


113689 




Strand 


+ 




Start 


931 




End 


1661 




Name 


OJ000102 80.0426.C14. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


995 




End 


1376 




GI 


none 




Score 


468 




Exons 


995. .1138, 996. .1376, 


1223. 


.1312 






Seq. No. 


5418.4 




Seq. ID 


OJ000102 80.0426 


.C14 


Gene No. 


113689 




Strand 


+ 




Start 


931 




End 


1661 




Name 


OJ000102 80.0426.C14. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


995 




End 


1412 




GI 


none 




Score 


601 




Exons 


995. .1138, 996. .1412, 


1226. 


.1312, 1288 


. .1335 




Seq. No. 


54184 




Seq. ID 


OJ000102_80.0426 


.C14 


Gene No. 


113689 




Strand 


+ 




Start 


931 




End 


1661 




Name 


OJ000102 80.0426.C14. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


995 




End 


1376 




GI 


none 




Score 


503 




Exons 


995. .1138, 996. .1376, 


1223. 


.1312, 1291 


. .1338 




Seq. No. 


54184 




Seq. ID 


OJ000102_80.0426 


.C14 


Gene No. 


113689 




Strand 


+ 




Start 


931 




End 


1661 




Name 


OJ000102 80.0426.C14. 


ol . np 


Method 


AAT/NAP 




Start 


996 




End 


1358 




GI 


3747050 




Score 


589 




Exons 


996. .1358 










GI Descrip. 


(AF093540) ribosomal 


protein L26 [Zea 


mays] 




Seq. No. 


54185 




Seq. ID 


OJ000102_80.0426 


.C16 


Gene No. 


113690 




Strand 






Start 


1 




End 


1740 





54829 




Name OJ000102_80 . 0426 .C16 . ol . np Method AAT/NAP 

Start 1 End 1740 

GI 7485859 . Score 659 

Exons 1..24, 211.. 1740 

GI Descrip. hypothetical protein F20D10.300 - Arabidopsis thaliana 

gi|4467124 | emb | CAB37558 . 1 1 (AL035538) hypothetical protein 
[Arabidopsis thaliana] gi | 7270802 | emb | CAB80483 . 1 | (AL161593) 
hypothetical protein [Arabidopsis thaliana] 



beq. INO . 


04 loO 




Seq. ID 


OJ000102_80.0426. 


pi £ 


Gene No. 


113690 




Strand 






Start 


1 




End 


1740 




Name 


OJ000102 80.0426.C16.ol. 


gs 


Method 


GENSCAN 




Start 


26 




End 


1554 




GI 


none 




Score 


.83 




Exons 


26. .235, 609. .1554 










beq. wo. 






Seq. ID 


OJ000102_80.0426. 




Gene No. 


113690 




Strand 






Start 


1 




End 


1740 




Name 


OJ000102 80.0426.C16.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


718 




End 


1134 




GI 


none 




Score 


70 




Exons 


718. .843, 850. .939, 955. 


.1134 


, 956.. 1132 




beq. wo. 


C/1 QC 

34 loO 




Seq. ID 


OJ000102_80.0426. 


Lib 


Gene No. 


113690 




Strand 






Start 


1 




End 


1740 




Name 


OJ000102 80.0426.C16.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


976 




End 


1353 




GI 


none 




Score 


104 




Exons 


976. .1353, 983. .1240 










Seq. No. 


54185 




Seq. ID 


OJ000102_80.0426. 


C16 


Gene No. 


113690 




Strand 






Start 


1 




End 


1740 




Name 


OJ000102 80.0426.C16.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


97 9 




End 


1303 




GI 


none 




Score 


115 




Exons 


979. .1302, 983. .1303 










Seq. No. 


54185 




Seq. ID 


OJ000102_80.0426. 


C16 


Gene No. 


113690 




Strand 






Start 


1 




End 


1740 




Name 


OJ000102 80.0426.C16.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1030 




End 


1389 




GI 


none 




Score 


202 




Exons 


1030. .1389 











Seq. No. 54186 

Gene No. 113691 

Start 1 

Name OJ000102_80 . 0426 .C17 . ol . np 

Start 1 

GI 7529711 

Exons 1..37, 474.. 566, 696.. 833, 1007 
1988. .2059 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000102_80.0426.C17 

2059 
AAT/NAP 
2059 
538 



.1094, 1300. .1388, 1731. .1796, 



54830 



GI Descrip. (AL132969) putative protein [Arabidopsis thaliana] 



Seq. No. . 54186 

Gene No. 113691 

Start 1 

Name OJ000102_80 . 0426 . C17 . ol . gs 

Start 696 

GI none 

Exons 696.. 833, 1007.. 1094 



Seq. ID OJ000102_80.0426.C17 
Strand 

End 2059 

Method GENSCAN 

End 1094 

Score .41 



Seq. No. 54187 

Gene No. 113692 

Start 4895 

Name OJ000102_80 . 0426 . C18 . o2 . gs 

Start 4895 

GI none 
Exons 



Seq. ID OJ000102_80.0426.C18 

Strand + 

End 5714 

Method GENSCAN 

End 5714 

Score .63 



4895.-4949, 5014. .5056, 5132. .5255, 5388. .5714 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54187 

113693 

8278 

OJ000102_80.0426.C18.o3.gs 

8278 

none 

8278. .8611, 8828. .9552 



Seq. ID OJ000102_80.0426.C18 

Strand + 

End 9637 

Method GENSCAN 

End 9552 

Score 1 



54187 
113693 
8278 

OJ000102_80 . 042 6 . C18 . o4 . np 
8281 
4514637 

8281. .8394, 8461. .8611, 8828. .9637 
(AB021176) root cap protein 2 [Zea mays] 



Seq. ID OJ000102_80.0426.C18 
Strand + 

9637 
AAT/NAP 
9637 
1151 



End 

Method 

End 

Score 



54187 

113694 

1072 

OJ000102_80.0426.C18.ol.gs 

1072 

none 

1072. .1275 



Seq. ID OJ000102_80.0426.C18 
Strand 

End 1275 

Method GENSCAN 

End 1275 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



54187 Seq. ID 

113694 Strand 
1072 End 
OJ000102_80 . 0426 . C18 . ol . np Method 
1075 End 
7486211 Score 
1075. .1167 

hypothetical protein F26P21.170 - Arabidopsis thaliana 
gi|3688186|emb|CAA21214.1| (AL031804) putative protein 
[Arabidopsis thaliana] gi | 7270252 | emb | CAB80022 . 1 | (AL161582) 
putative protein [Arabidopsis thaliana] 



OJ000102_80.0426.C18 

1275 
AAT/NAP 
1167 
66 



54187 
113695 



Seq. ID 
Strand 



OJ000102 80.0426.C18 



54831 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2381 End 7475 

OJ000102_80 . 0426 . C18 . o2 . np Method AAT/NAP 
2381 End 7275 

7452431 Score 155 

2381. .2426, 5248. .5621, 7227. .7275 

hypothetical protein F16G20.140 - Arabidopsis thaliana 
gi| 3451069 | emb | CAA20465.il (AL031326) hypothetical protein 
[Arabidopsis thaliana] gi | 7269192 | emb | CAB79299 . 1 | (AL161559) 
hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102 80.0426.C18 



7475 
AAT/NAP 
7475 
108 



54187 
113695 
2381 

OJ000102_80.042 6.C18.o3.np 
5801 
114657 
5801. .5839, 7216. .7475 

ATP SYNTHASE A CHAIN PRECURSOR (SUBUNIT IV) gi | 67 926 | pir | | LWRZ6 
H+-transporting ATP synthase (EC 3.6.1.34) chain a - rice 
chloroplast gi | 11975 | emb | CAA33990 | (X15901) ATPase a subunit 
[Oryza sativa] gi | 226693 | prf | | 1603356U ATPase a [Oryza sativa] 

OJ000102 80.0426.C18 



54187 Seq. ID 

113696 Strand 

8845 End 
OJ000102_80.0426.C18 .ol.tc Method 

8845 End 

none Score 

8845. .8880, 8887. .8904, 8992. .9033, 9043. .9168, 9184. .9441, 
9249. .9386 



9522 

TBLASTX: Cress 

9441 

62 



Seq. No. 54187 

Gene No. 113696 

Start 8845 

Name OJ000102_80 . 0426 . C18 . o2 . tm 

Start 8860 

GI none 

Exons 8860.. 8973, 8868.. 8972 

Seq. No. 54187 

Gene No. 113696 

Start 8845 

Name OJ000102_80 . 0426 . C18 . ol . ts 

Start 9184 

GI none 

Exons 9184.. 9414 



Seq. ID OJ000102_80.0426.C18 
Strand 

End 9522 

Method TBLASTX : Maize 

End 8973 

Score 184 



Seq. ID OJ000102_80.0426.C18 
Strand 

End 9522 

Method TBLASTX: Soybean 

End 9414 

Score 189 



Seq. No. 54187 

Gene No. 113696 

Start 8845 

Name OJ000102_80 . 0426 . C18 . ol . tm 

Start 9322 

GI none 

Exons 9322.. 9522, 9324.. 9506 

Seq. No. 54188 

Gene No. 113697 



Seq. ID OJ000102_80.0426.C18 
Strand 

End 9522 

Method TBLASTX: Maize 

End 9522 

Score 267 



Seq. ID OJ000102_80.0426.C19 
Strand 



54832 




btart 


4 60 


End 


1227 


Name 


OJ000102 80.0426.C19.ol.np 


Method 


AAT/NAP 


Start 


460 


End 


1227 


GI 


7529711 


Score 


307 


Exons 


460. .886, 1002. .1227 






GI Descrip. 


(AL132969) putative protein [Arabidopsis thaliana] 


Seq. No. 


C /II QQ 

04 loo 


Can T n 

beq. lu 


runnm no on n/ioc pi o 
ujuuuiuz ou.u4zo.uiy 


Gene No . 


li joy / 


otrana 




Start 


4 bU 


hna 


1 ooi 
1ZZ / 


Name 


OJ000102 80.0426.C19.ol.ts 


Method 


TBLASTX: Soybean 


Start 


467 


End 


727 


GI 


none 


Score 


114 


Exons 


467. .673, 511. .684, 512. .697, 


685. .726, 


coo n on 
byz . . / Z 1 


Seq. No. 


54188 


Seq. ID 


r\ t c\ n n. i n o on n/ioc ri o 
UJUUUIUZ oU.U4Zb.Uiy 


Gene No. 


113697 


Strand 




Start 


460 


End 


1ZZ / 


Name 


OJ000102 80.0426.C19.ol.tm 


Method 


irsiiAb 1 a : Maize 


Start 


503 


End 


1124 


GI 


none 


Score 


142 


Exons 


503. .637, 511. .747, 512. .619, 


669. .752, 


£0 Q TOG H *7 C CX A O 




827.. 937, 1021.. 1122, 1023.. 1124 




Seq. No. 


0 4 loo 


beq. id 


OJUUU1UZ oU.U4Zb.Cly 


Gene No. 


i looy / 


Strand 




Start 


A Cf\ 

4 bU 


T-l _ J 

End 


TOOT 

lZZ7 


Name 


OJ000102 80.0426.C19.ol.tw 


Method 


TBLASTX: Wheat 


Start 


523 


End 


948 


GI 


none 


Score 


lbb 


Exons 


523.-666, 523. .681, 564. .686, 


651. .749, 


675. .746, doo. .765, 




685. .765, 692. .796, 756. .938, 


760. .948, 


/ by . . y 4z 


Seq. No. 


54189 


Seq. ID 


UJUUUIUZ /4.U4Zb.Ul 


_ — _ XT a 

bene No . 


113698 


Strand 




Start 


183 


End 


1323 


Name 


OJ000102 74.0426.Cl.ol.gs 


Method 


GEN SCAN 


Start 


183 


End 


1 OOQ 

loZo 


GI 


none 


Score 


. to 


Exons 


183. .504, 1268. .1323 






Seq. No. 


54190 


Seq. ID 


nrnnm no t / n ^ o c o 
UJUUUIUZ /4.U4Zb.LZ 


Gene No. 


113699 


Strand 


+ 


Start 


13915 


End 


14oz b 


Name 


OJ000102 74.0426.C2.o3.gs 


Method 


GEN SCAN 


Start 


13915 


End 


14326 


GI 


none 


Score 


.46 


Exons 


13915. .14075, 14266. .14326 






Seq. No. 


54190 


Seq. ID 


OJ000102_74.0426.C2 


Gene No. 


113700 


Strand 


+ 


Start 


15809 


End 


16041 


Name 


OJ000102 74 .0426.C2.o3.gp 


Method 


AAT/GAP 


Start 


15809 


End 


16041 


GI 


427535 


Score 


384 


Exons 


15809. .16041 







54833 



Seq. No. 54190 Seq. ID 

Gene No. 113701 Strand 

Start 764 End 

Name OJ000102J74 . 0426 . C2 . ol . gs Method 

Start 764 End 

GI none Score 

Exons 764.. 895, 1570.. 1941 



OJ000102_74 .0426.C2 

1941 
GENS CAN 
1941 
.94 



Seq. No. 54190 Seq. ID OJ000102_74 . 0426 . C2 

Gene No. 113702 Strand 

Start 2851 End 18851 

Name OJ000102_74 . 0426 . C2 . ol . gp Method AAT/GAP 

Start 2851 End 3540 

GI 73393_1.R1084 Score 1025 

Exons 2851.. 3319, 3462.. 3540 

GI Descrip. ■ 2443329/dbj | BAA22374 | 1.0e-09 (D86122) Mei2-like protein 
[Arabidopsis thaliana] 1 



i 

: 3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54190 Seq. ID OJ000102J74 . 042 6 . C2 

113702 Strand 
2851 End 18851 

OJ000102J74 . 0426 . C2 . ol . np Method AAT/NAP 

2873 End 7821 

7485526 Score 1131 

2873. .3056, 3392. .3641, 3843. .3911, 3998. .4082, 
4484. .4651, 4702. .5034, 5132. .5250, 6569.-6723, 
7408. .7821 

hypothetical protein F15J5.90 - Arabidopsis thaliana 
gi|5816998|emb|CAB53653.1| (AL110123) putative protein 
[Arabidopsis thaliana] gi | 7268605 | emb| CAB78814 . 1 | (AL161548) 
putative protein [Arabidopsis thaliana] 



4161. 
6852. 



,4414, 
,6968, 



54190 

113702 

2851 

OJ000102_74 .0426.C2.o2.gs 

3191 

none 



Seq. ID OJ000102_74 .0426.C2 
Strand 

End 18851 

Method GENSCAN 

End 12349 

Score .78 



3191. .3357, 3392. .3404, 3462. .3641, 3843. .3911, 3998. .4082, 

4161. .4590, 4870. .5067, 5156. .5250, 6569. .6720, 6852. .6968, 

7051. .7209, 7408. .7874, 8625. .8777, 8875. .8931, 10109 .. 10194 , 
10417. .10723, 10747. .10832, 12162. .12349 



Seq. No. 54190 
Gene No. 113702 
Start 2851 

Name OJ000102_74 . 0426 . C2 . o2 . ts 

Start 3429 
GI none 

Exons 3429.. 3644, 3455.. 3568, 3469. 

3998. .4081, 3998. .4114, 4139. 
4512. .4601, 4517. .4600 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000102 74. 0426. C2 



18851 

TBLASTX : Soybean 
4601 
77 

3642, 3843. .3914, 3859. .3912, 
4474, 4158. .4244, 4323. .4484, 



Seq. No. 54190 Seq. ID 

Gene No. 113702 Strand 

Start 2851 End 

Name OJ000102 74 . 0426 . C2 . o4 . tm Method 



OJ000102_74.0426.C2 
18851 

TBLASTX: Maize 



54834 




Start 


3448 








End 


4190 


GI 


none 








Score 


212 


Exons 


3448 . .3636, 


3453. 


.3644, 


3462. 


.3644, 3843.. 3914, 3847.. 3912 




3998 . .4081, 


3998 . 


. 4114, 


4139. 


.4189, 4158. .4190 


Seq. No. 


54190 








Seq. ID 


OJ000102_74 .0426.C2 


Gene No. 


113702 








Strand 




Start 


2851 








End 


18851 


Name 


OJ000102_74 


. 0426. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3454 








End 


7854 


GI 


none 








Score 


124 


Exons 


3454. .3573, 


3459. 


.3647, 


3462. 


.3644, 3469. .3663, 3610. .3648 




3843 . . 3914 , 


3850 . 


.3912, 


3998 . 


.4081, 3998. .4114, 4000. .4083 




4139. .4345, 


4157 . 


.4204, 


4158 . 


.4244, 6574. .6723, 6578. .6685 




6846. . 6968, 


6853 . 


. 6978, 


7045. 


.7215, 7051. .7221, 7051. .7212 




7408 . . 7566, 


7409. 


.7516, 


7594 . 


.7854 




Seq. No. 


54190 








Seq. ID 


OJ000102_74.0426.C2 


Gene No. 


113702 








Strand 




Start 


2851 








End 


18851 


Name 


OJ000102 74 


.0426. 


C2.o2. 


np 


Method 


AAT/NAP 


Start 


3516 








End 


16903 


GI 


6728878 








Score 


324 


Exons 


3516. .3641, 


3843. 


.3911, 


3998. 


.4097, 4130. .4385, 6546. .6720 




6852. .6965, 


6994. 


.7209, 


74 08. 


.7482, 10874. .10927, 15934. .1 




16772. .16903 










GI Descrip. 


(AC008113) 


F12A21 


.8 [Arabidopsis thaliana] 


Seq. No. 


54190 








Seq. ID 


OJ000102_74.0426.C2 


Gene No. 


113702 








Strand 




Start 


2851 








End 


18851 


Name 


OJ000102 74 


.0426. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4190 








End 


4414 


GI 


none 








Score 


188 


Exons 


4190. .4414, 


4191. 


.4409 








Seq. No. 


54190 








Seq. ID 


OJ000102_74.0426.C2 


Gene No. 


113702 








Strand 




Start 


2851 








End 


18851 


Name 


OJ000102 74 


.0426. 


C2.o2. 


gp 


Method 


AAT/GAP 


Start 


4530 








End 


4977 . 


GI 


none 








Score 


780 


Exons 


4530. .4977 












Seq. No. 


54190 








Seq. ID 


OJ000102_74 .0426.C2 


Gene No. 


113702 








Strand 




Start 


2851 








End 


18851 


Name 


OJ000102 74 


.0426. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4655 








End 


4900 


GI 


none 








Score 


290 


Exons 


4655. .4900, 


4665. 


.4898 








Seq. No. 


54190 








Seq. ID 


OJ000102_74 .0426.C2 


Gene No. 


113702 








Strand 




Start 


2851 








End 


18851 


Name 


OJ000102 74 


.0426. 


C2.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4979 








End 


7153 



54835 



GI 


none ' 




Score 


170 




Exons 


4979.. 5068, 5160 


.5252, 6566. 


.6721, 6569. .6721, 


6571. .6723 




6846..6968, 6847 


.6978, 7049. 


.7153, 7051.. 7152 




Seq. No. 


54190 




Seq. ID 


OJ000102 


_74.0426.C2 


Gene No. 


113702 




Strand 






Start 


2851 




End 


18851 




Name 


OJ000102 74.0426 


C2 . ol . tm 


Method 


TBLASTX: 


Maize 


Start 


5024 




End 


7218 




GI 


none 




Score 


• 61 




Exons 


5024.. 5068, 5024 


.5065, 5026. 


.5070, 5155. .5250, 


5157. .5249 




5157.. 5252, 6566 


.6721, 6569. 


.6721, 6571. .6723, 


6846. .6968 




6847.. 6969, 6853 


.6969, 7054. 


.7218 






Seq. No. 


54190 




Seq. ID 


OJ000102 


_74.0426.C2 


Gene No. 


113702 




Strand 






Start 


2851 




End 


18851 




Name 


OJ000102 74.0426 


C2.o6.tm 


Method 


TBLASTX : 


Maize 


Start 


7394 




End 


7537 




GI 


none 




Score 


155 




Exons 


7394..7S37, 7408 


.7536, 7442. 


.7537 






Seq. No. 


54190 




Seq. ID 


OJ000102 


_74.0426.C2 


Gene No. 


113702 




Strand 






Start 


2851 




End 


18851 




Name 


OJ000102 74.0426 


C2 .o4 .gs 


Method 


GENSCAN 




Start 


14970 




End 


18784 




GI 


none 




Score 


. 63 




Exons 


14970. .15014, 15919. .16589, 17074 17177, 18088 


. .18416, 




18554. .18784 










Seq. No. 


54190 




Seq. ID 


OJ000102 


_74.0426.C2 


Gene No. 


113702 




Strand 






Start 


2851 




End 


18851 




Name 


OJ000102 74.0426 


C2.p3.np 


Method 


AAT/NAP 




Start 


15883 




End 


16480 




GI 


3157923 




Score 


233 




Exons 


15883. .16480 










GI Descrip. 


(AC002131) F12F1 


7 [Arabidopsis thaliana] 




Seq. No. 


54190 




Seq. ID 


OJ000102 


_74.0426.C2 


Gene No. 


113702 




Strand 






Start 


2851 




End 


18851 




Name 


OJ000102 74.0426. 


C2.o4 .gp 


Method 


AAT/GAP 




Start 


17739 




End 


18318 




GI 


none 




Score 


1064 




Exons 


17739. .18318 











Seq. No. 54190 Seq. ID OJ000102_74 . 0426 . C2 

Gene No. 113702 Strand 

Start 2851 End 18851 

Name OJ000102_74 . 0426 . C2 . o4 . np Method AAT/NAP 

Start 18048 End 18851 

GI 6002712 Score 336 

Exons 18048. .18416, 18500.. 18851 

GI Descrip. (AF133053) S-adenosyl-L-methionine : salicylic acid carboxyl 
methyltransf erase [Clarkia breweri] 



54836 



Seq. No. 


54190 






Seq. ID 


OJ000102J74.0426 




1 1 ^709 






Strand 




Start 


2851 






End 


18851 


Name 


OJ000102 74. 


0426. C2. 


o5 . tm 


Method 


TBLASTX: Maize 


Start 


18060 






End 


18414 


GI 


none 






Score 


106 


Exons 


18060. .18236 


, 18067. 


.18228, 


18249. .18410, 18281. .18307, 




18282. .18410 


, 18313. 


.18414 






Seq. No. 


54190 






Seq. ID 


OJ000102_74.0426 


Gene No. 


113702 






Strand 




Start 


2851 






End 


18851 


Name 


OJ000102 74. 


0426. C2. 


o3 . ts 


Method 


TBLASTX : Soybean 


Start 


18348 






End 


18737 


GI 


none 






Score 


130 


Exons 


18348. .18419 


, 18500. 


.18736, 


18582. .18737 



Seq. No. 54191 

Gene No. 113703 

Start 1 

Name OJ000102_74 . 0426 . C3 . ol . np 

Start 1 

GI 4006915 

Exons 1..506, 824.. 907 

GI Descrip. (Z99708) hypothetical protein 



Seq. ID OJ000102_74.0426.C3 
Strand 

End . 1010 

Method AAT/NAP 

End 907 

Score 223 

[Arabidopsis thaliana] 



iu Seq. No. 54191 Seq. ID 

L~ Gene No. 113703 Strand 

H Start 1 End 

III Name OJ000102_74 . 0426 . C3 . ol . gs Method 

U Start 98 End 

rij GI none Score 

[" Exons 98.. 529, 824.. 898 



OJ000102_74.0426.C3 

1010 
GENS CAN 
898 
.93 



±i Seq. No. 54191 Seq. ID 

''4 Gene No. 113703 Strand 

U Start 1 End 

:=i Name OJ000102_74 . 0426 . C3 . ol . gp Method 

i= Start 297 End 

GI 3761509 Score 

W Exons 297.. 529, 824.. 1010 



OJ000102_74.0426.C3 

1010 
AAT/GAP 
1010 
780 



Seq. No. 54191 Seq. ID 

Gene No. 113704 Strand 

Start 4293 End 

Name OJ000102_74 . 0426 . C3 . ol . tm Method 

Start 98 End 

GI none Score 

Exons 98.. 205, 102.. 206, 225.. 305, 236.. 310, 
824. .898 



OJ000102_74.0426.C3 
5745 

TBLASTX: Maize 

898 

90 

369. .434, 389. .430, 



Seq. No. 54191 Seq. ID 

Gene No. 113704 Strand 

Start 4293 End 

Name OJ000102_74 . 0426 . C3 . ol . ts Method 

Start 143 End 



OJ000102_74.0426.C3 
5745 

TBLASTX : Soybean 
898 



54837 



GI 

Exons 



none Score 87 

143. .313, 153. .302, 333. .434, 389. .430, 824, 



,898 



Seq. No. 54191 Seq. ID 

Gene No. 113704 Strand 

Start 4293 End 

Name OJ000102_74 . 042 6 . C3 . o3 . gs Method 

Start 4293 End 

GI none Score 

Exons . 4293.. 4348, 5601.. 5745 



OJ000102_74.0426.C3 

5745 
GENSCAN 
5745 
.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54191 Seq. ID 

113704 Strand 
4293 End 
OJ000102_74.0426.C3.o2.gp Method 
4 983 End 
273_1.R1084 Score 
4983. .5022, 5195. .5449 

■417260/sp|Q03200|LRP_ORYSA 8.0e-41 LIGHT REGULATED PROTEIN 

PRECURSOR >gi_422003_pir S33632 lirl protein - rice 

>gi_20263_emb_CAA4 8706_ (X68807) light-regulated gene [Oryza 
sativa] ■ 



OJ000102_74.0426.C3 

5745 
AAT/GAP 
5449 
352 



54192 

113705 

1 

OJ000102_74.0426.C4 .ol.np 



Seq. ID OJ000102_74.0426.C4 

Strand + 

End 3574 

Method AAT/NAP 

End 802 

Score 125 



5091511 
1..42, 534. .802 

(AB023482) Similar to Arabidopsis thaliana RING-H2 finger 

protein RHXla mRNA, partial cds . (AF079184) [Oryza sativa] 



54192 Seq. ID 

113705 Strand 

1 End 

OJ000102_74 . 0426 . C4 . ol . gs Method 

428 End 

none Score 

428. .808, 2887. .3095, 3352. .3574 



Seq. No. 54192 Seq. ID 

Gene No. 113706 Strand 

Start 7418 End 

Name OJ000102_7 4 . 042 6 . C4 . ol . gp Method 

Start 7418 End 

GI none Score 

Exons 7418.. 7755 



OJ000102_74.0426.C4 
+ 

3574 
GENSCAN 
3574 
.6 



OJ000102_74.0426.C4 
+ 

7755 
AAT/GAP 
7755 
485 



Seq. No. 54192 

Gene No. 113707 

Start 6050 

Name OJ000102_74 . 0426 . C4 . o2 . gs 

Start 6050 

GI ' none 

Exons 6050.. 6321, 
9567. .9778, 



Seq. ID OJ000102_74.0426.C4 
Strand 

End 14539 
Method GENSCAN 
End 14539 
Score .72 
7843. .8107, 8317. .8408, 8959. .9158, 9232. .9390, 
10057. .10173, 10253. . 10321, 10843 .. 11014, 



54838 



11127. .11382, 11480. .11663, 11772 11882, 12063 .. 12117 , 
13031. .13172, 13208. .13390, 13604 .. 13755 , 14 127 .. 14252 , 
14290. .14314, 14476. .14539 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



54192 Seq. ID 

113707 Strand 

6050 End 

OJ000102J74 .0426.C4 .o2.np Method 

8037 End 

7489668 Score 



OJ000102_74 .0426.C4 

14539 
AAT/NAP 
10962 
1801 



8037. .8107, 8317. .8408, 8526. .8622, 8702. .8868, 8959. .9158, 
9232. .9390, 9567. .9778, 10057 .. 10173, 10253 .. 10321, 
10417. .10455, 10843. .10962 

f imbrin/plastin-like protein - wheat (fragment) 

gi 1 1575595 | gb | AAC4 9813.il (U67717) f imbrin/plastin-like 

[Triticum aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54192 Seq. ID 

113707 Strand 

6050 End 

OJ000102_74 . 0426 . C4 . o2 . gp Method 

9365 End 

uC-osflcypl20c07bl Score 



OJ000102_74.0426.C4 

14539 
AAT/GAP 
10906 
946 



9365. .9390, 9567. .9778, 10057 .. 10173, 10253 .. 10321, 
10417. .10455, 10843. .10906 

'1575595 9.0e-89 (U67717) f imbrin/plastin-like [Triticum 
aestivum] 1 



Seq. No. 54192 
Gene No. 113708 
Start 15464 
Name OJ000102_74. 
Start 7648 
GI none 
Exons 7648.. 7728, 7649. 

8005. .8073, 8048. 

8314. .8409, 8530. 

8702. .8869, 8955. 

9213. .9395, 9219. 

9S66..9796, 10055 

10252. .10281, 102 



OJ000102 74. 0426. C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8008, 7832 
8407, 8313 
8623, 8700 
9160, 8960 
.9395, 9226.. 9396, 9239 
..10180, 10055. .10174, 10057 .. 1017 6, 
53. .10282 



0426.C4 .ol.tm 



.7684, 7799. 

.8116, 8312. 

.8625, 8531. 

.9122, 8960. 



18550 

TBLASTX: Maize 
10282 
49 

7930, 7993. .8109, 

8408, 8314. .8409, 

8867, 8702.. 8869, 

9157, 8961. .9161, 

9397, 9564. .9785, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54192 

113708 

15464 

OJ000102_74 

7871 

none 

7871. .7930, 
8349. .8411, 
8813. .8860, 
9229. .9336, 
10043. .10180 
10408. .10458 
11129. .11305 



OJ000102 74. 0426. C4 



0426.C4.ol.tc 



18550 

TBLASTX: Cress 

11871 

69 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8048. .8116, 8055. .8108, 8314. .8409, 8315. .8389, 
8530. .8625, 8531. .8623, 8700. .8792, 8702. .8866, 
8957. .9157, 8958. .9128, 8958. .9158, 9219. .9335, 
9563. .9718, 9565. .9717, 9566. .9796, 9573. .9779, 
10057. .10191, 10256. .10324, 10284 .. 10322 , 
10843. .11022, 10847. .11014, 11118 .. 11255 , 
11129. .11272, 11772. .11861, 11773. .11871 



Seq. No. 



54192 



Seq. ID OJ000102_74 .0426.C4 



54839 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

1 GI 
Z Exons 



113708 Strand 

15464 End 

OJ000102_74 . 0426 . C4 . o3 . ts Method 

8048 End 

none Score 



18550 

TBLASTX : Soybean 

8629 

72 



8048. .8116, 8312. .8389, 8314. .8412, 8317. .8409, 8529. .8624, 
8530. .8625, 8531. .8623, 8534. .8629 



54192 

113708 

15464 

OJ000102_74.0426.C4.ol.ts 

8686 

none 



Seq. ID OJ000102_74.0426.C4 
Strand 

End 18550 

Method TBLASTX : Soybean 

End 9275 

Score 106 



8686. .8781, 8700. .8792, 8700. .8798, 8701. .8793, 8702. .8836, 
8702. .8866, 8789. .8869, 8792. .8869, 8830. .8874, 8960. .9157, 
8967. .9128, 8968. .9171, 8986. .9159, 9219. .9275, 9226. .9267 



54192 Seq. ID 

113708 Strand 

15464 End 

OJ000102_74 .0426.C4.o2.ts Method 

9276 End 

none Score 



OJ000102_74.0426.C4 
18550 

TBLASTX : Soybean 

11023 

68 



9276.. 9335, 9277.. 9336, 9333.. 9395, 9538.. 9792, 9566.. 9781, 
9566. .9796, 9576.. 9785, 10055 .. 10180, 10057 .. 1017 6, 
10238. .10324, 10253 .. 10324 , 10408 .. 10458 , 10418 .. 10456, 
10843. .11016, 10844.. 11023 



OJ000102 74.0426.C4 



Seq. No. 54192 Seq. ID 

Gene No. 113708 Strand 

Start 15464 End 

Name OJ000102_74 . 0426.C4 . o4 . tm Method 

Start 10921 End 

GI none Score 

Exons 10921. .11013, 10921 .. 11022 , 10925 .. 11014 , 11112 .. 11312, 
11129. .11272 



18550 

TBLASTX: Maize 

11312 

64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54192 Seq. ID 

113708 Strand 

15464 End 

OJ000102_74 . 0426 . C4 . o3 . tm Method 

11481 End 

none Score 

11481. .11636, 11488. .11637, 

11772. .11861, 11773.. 11931 



OJ000102__74.0426.C4 
18550 

TBLASTX: Maize 
11931 
97 

11620. .11664, 11637. .11666, 



54192 
113708 
15464 

OJ000102J74 . 0426 .C4 . o2 . tm 
15449 
none 

15449. .15547, 15450 .. 15545, 15460 
15633. .15716, 15638 .. 15778 , 15644 
15918. .15980, 15918. .16136, 15919 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000102_74.0426.C4 
18550 

TBLASTX: Maize 

17122 

105 



,15546, 15467, 
,15778, 15648, 



15547, 
15782, 



,16137, 17084. .17122 



54840 



Seq. No. 54192 

Gene No. 113708 

Start 15464 

Name OJ000102_7 4 . 042 6 . C4 . o3 . gs 

Start 15464 

GI none 

Exons 15464. .15544, 15643 15767, 
17256. .17491, 17900 18067, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15917 

18252 



OJ000102 74. 0426. C4 



18550 
GENSCAN 
18550 
.81 

16135, 17082, 
18390, 18475, 



,17148, 
,18550 



Seq. No. 


54192 




Seq. ID 


OJ000102_74.0426. 


C4 


Gene No. 


113708 




Strand 






Start 


15464 




End 


18550 






OJ000102 74. 0426. C4. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


15470 




End 


15769 




GI 


none 




Score 


86 




Exons 


15470. .15547, 15471. 


.15545, 


15638. .15769, 15643.. 15768 




Seq. No. 


54192 




Seq. ID 


OJ000102J74 .0426. 


C4 


Gene No. 


113708 




Strand 






Start 


15464 




End 


18550 




Name 


OJ000102 74. 0426. C4 . 


o3.np 


Method 


AAT/NAP 




Start 


15470 




End 


17507 




GI 


6648200 




Score 


646 




Exons 


15470. .15544, 15643. 


.15767, 


15917. .16135, 17082. .17148, 






17256.. 17507 










GI Descrip. 


(AC013483) putative 


RHO GDP- 


-dissociation inhibitor 1 






[Arabidopsis thaliana] 








Seq. No. 


54192 




Seq. ID 


OJ000102_74 .0426. 


C4 


Gene No. 


113708 




Strand 






Start 


15464 




End 


18550 




Name 


OJ000102 74. 0426. C4. 


o3.tc 


Method 


TBLASTX: Cress 




Start 


15918 




End 


17306 




GI 


none 




Score 


77 




Exons 


15918. .16019, 15919. 


.16002, 


16032. .16136, 16036. .16155, 






17083. .17151, 17084. 


.17149, 


17256. .17306 





Seq. No. 54192 Seq. ID 

Gene No. 113708 Strand 

Start 154 64 End 

Name 0 JO 001 02_7 4 . 0 4 2 6 . C4 . o3 . gp Method 

Start 17418 End 

GI 3061148 Score 

Exons 17418.. 17799 



OJ000102_74.0426.C4 

18550 
AAT/GAP 
17799 
698 



Seq. No. 54193 Seq. ID OJ000102J74 . 0426 . C7 

Gene No. 113709 Strand + 

Start 1 End 5739 

Name OJ000102_74 . 0426 . C7 . ol . np Method AAT/NAP 

Start 1 End 254 8 

GI 3953471 Score 822 

Exons 1..43, 1301.. 1392, 1475.. 1580, 1922.. 2008, 2138.. 2548 
GI Descrip. 



(AC002328) F2202.16 [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



54193 

113709 

1 



Seq. ID OJ000102_74 .0426.C7 
Strand + 
End 5739 



54841 




Name 


OJ000102 74 


.0426 


.C7.ol.gs 


Method 


GENSCAN 


Start 


422 






End 


5739 


GI . 


none 






Score 


.86 


Exons 


422. .673, 1301.. 


1392, 1475.. 1580, 1922 


..2008, 2138.. 2471, 




2485. .2552, 


3380 


..3793, 4280. 


.4646, 5254. .5358, 5540. .5739 


Seq. No. 


54193 






Seq. ID 


OJ000102_74.0426.C7 


Gene No. 


113709 






Strand 


+ 


Q +- -a v+- 

OLart 


1 






End 


5739 


Name 


OJ000102 74 


.0426 


.C7.ol.gp 


Method 


AAT/GAP 


Start 


1296 






End 


1527 


GI 


4968575 






Score 


235 


Exons 


1296. .1392, 


1475 


. .1527 






GI Descrip. 


3953471 3.0e-29 


(AC002328) F2202.16 [Arabidopsis thaliana] 


Seq. No. 


54193 






Seq. ID 


OJ000102_74.0426.C7 


Gene No. 


113709 






Strand 


+ 




1 






End 


5739 


Name 


OJ000102 74 


.0426 


.C7.o2.gp 


Method 


AAT/GAP 


Start 


1519 






End 


2237 


GI 


2797334 






Score 


422 


Exons 


1519. .1580, 


1922 


..2008, 2138. 


.2237 




GI Descrip. 


3953471 2.0e-28 


(AC002328) F2202.16 [Arabidopsis thaliana] 


Seq. No. 


54 193 






Seq. ID 


OJ000102_74.0426.C7 


Gene No. 


113709 






Strand 


+ 


Start 


1 






End 


5739 


Name 


ojnnm n? 74 


.0426 


.C7.o2.np 


Method 


AAT/NAP 


Start 


3572 






End 


4501 


GI 


4100646 






Score 


237 


Exons 


3572. .3793, 


4280 


. .4501 






GI Descrip. 


(AF001948) 


putative ubiquitin 


conjugating enzyme [Pinus 




resinosa] 










Seq. No. 


54193 






Seq. ID 


OJ000102_74.0426.C7 


Gene No . 


113710 






Strand 




Start 


6595 






End 


6843 


Name 


OJ000102 74 


.0426 


.C7.o3.gp 


Method 


AAT/GAP 


Start 


6595 




End 


6843 


GI 


2310968 






Score 


397 


Exons 


6595. .6843 










Seq. No. 


54193 






Seq. ID 


OJ000102_74.0426.C7 


Gene No. 


113711 






Strand 




Start 


9486 






End 


9878 


Name 


OJ000102 74 


.0426 


.C7.ol.tm 


Method 


TBLASTX: Maize 


otart 


1298 






End 


2718 


GI 


none 






Score 


153 


Exons 


1298. .1390, 


1300 


..1392, 1466. 


1579, 1473.. 1580, 1473.. 1595 




1474. . 1581, 


1916 


..2008, 1930. 


2031, 1930.. 2007, 1932.. 2012 




2129. .2554, 


2130 


..2555, 2135. 


2545, 2604.. 2633, 2664.. 2717 




2665. .2709, 


2665 


. .2718 






Seq. No. 


54193 






Seq. ID 


OJ000102_74.0426.C7 


Gene No. 


113711 






Strand 




Start 


9486 






End 


9878 


Name 


OJ000102 74 


.0426 


.C7.o2.ts 


Method 


TBLASTX : Soybean 



54842 



Start 1298 

GI none 

Exons 1298.. 1384, 1306.. 1377, 
1916.. 2008, 1924.. 2007 

Seq. No. 54193 

Gene No. 113711 

Start 9486 

Name 0 JO 0 0 1 0 2_7 4 . 0 4 2 6 . C 7 . o 2 . 

Start . 1298 

GI none 

Exons 1298.. 1384, 1298.. 1390, 
1470. .1595, 1472. .1591, 

Seq. No. 54193 

Gene No. 113711 

Start 9486 

Name OJ000102_74 . 0426 . C7 . o2 . 

Start 1536 

GI none 

Exons 1536.. 1595, 1542.. 1580, 
2135.. 2299, 2137.. 2298 

Seq. No. 54193 

Gene No. 113711 

Start 9486 

Name OJ000102J74 . 0426 . C7 . ol . 

Start 2165 

GI none 

Exons 2165.. 2251, 2170.. 2301, 
2425. .2517 

Seq. No. 54193 

Gene No. 113711 

Start 9486 

Name OJ000102_74 . 0426 . C7 .ol . 

Start 2183 

GI none 

Exons 2183.. 2545, 2183.. 2539, 

Seq. No. 54193 

Gene No. 113711 

Start 9486 

Name OJ000102_74 . 0426 . C7 . ol . 

Start 2300 

GI none 

Exons 2300.. 2554, 2302.. 2553, 

Seq. No. 54193 

Gene No. 113711 

Start 9486 

Name OJ000102_74 . 0426 . C7 . o3 . 

Start 3563 

GI none 

Exons 3563.. 3679, 3575.. 3745 

Seq. No. 54193 






End 


2008 




Score 


117 


1469. 


.1579, 1470. .1580, 1474. .1581 




Seq. ID 


OJ000102_74.0426.C7 




Strand 






End 


9878 


tc 


Method 


TBLASTX: Cress 




End 


2017 




Score 


124 


1300. 


.1392, 1466. .1579, 1470. .1580 


1886. 


.2017, 1895. .2008, 1933. .2013 




Seq. ID 


OJ000102_74.0426.C7 




Strand 






End 


9878 


tw 


Method 


TBLASTX: Wheat 




End 


2299 




Score 


67 


1916. 


.2008, 1921. .2031, 1924. .2007 




Seq. ID 


OJ000102_74.0426.C7 




Strand 






End 


9878 


tc 


Method 


TBLASTX: Cress 




End 


2524 




Score 


142 


2251. 


.2370, 2252. .2524, 2277. .2510 




Seq. ID 


OJ000102_74.0426.C7 




Strand 






End 


9878 


ts 


Method 


TBLASTX : Soybean 




End 


2545 




Score 


562 


2428. 


.2544 






Seq. ID 


OJ000102_74.0426.C7 




Strand 






End 


9878 


tw 


Method 


TBLASTX: Wheat 




End 


2558 




Score 


392 


2304. 


.2558 






Seq. ID 


OJ000102_74 .0426.C7 




Strand 






End 


9878 


tw 


Method 


TBLASTX: Wheat 




End 


3745 




Score 


241 




Seq. ID 


OJ000102_74.0426.C7 



54843 



Gene No. 


113711 




Strand 




Start 


9486 




End 


9878 


Name 


OJ000102__74 ,0426. C7 


-o4 .gp 


Method 


AAT/GAP 


Start 


9486 




End 


9878 


GI 


2310968 




Score 


671 


Exons 


9486. . 9878 








Seq. No. 


54194 




Seq. ID 


OJ000102_7 4 . 04 2 6.C8 


Gene No. 


113712 




Strand 


+ 


Start 


65 




End 


1581 


Name 


OJ000102_74 .0426.C8 


.ol .gs 


Method 


GENSCAN 


Start 


65 




End 


1419 


GI 


none 




Score 


.47 


Exons 


65. .110, 604. .1419 








Seq. No. 


54194 




Seq. ID 


OJ000102_74 .0426.C8 


Gene No. 


113712 




Strand 


+ 


Start 


65 




End 


1581 


Name 


OJ000102_74.0426.C8 


.ol.np ' 


Method 


AAT/NAP 


Start 


1302 




End 


1581 


GI 


6175165 




Score 


100 


Exons 


1302. .1581 








GI Descrip. 


(AC011437) Mutator- 


like transposase [Arabidopsis thaliana] 


Seq. No. 


54195 




Seq. ID 


OJ000102_74. 042-6. C9 


Gene No. 


113713 




Strand 


+ 


Start 


1 




End 


8606 


Name 


OJ000102 74. 0426. C9 


.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2797 


GI 


7486726 




Score 


529 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1..381, 458. .1390, 2608. .2797 

hypothetical protein F9D12.2 - Arabidopsis thaliana 
gi|3319345|gb|AAC26234.1| (AF077407) contains similarity to 
maize transposon MuDR (GB:M7 6978) [Arabidopsis thaliana] 



Seq. ID OJ000102_74.0426.C9 
Strand + 

8606 
GENSCAN 
2087 
.68 



End 

Method 

End 

Score 



54195 
113713 
1 

OJ000102_74 -0426.C9-ol.gs 
269 
none 

269. .381, 458. .637, 1980. .2087 

54195 
113713 
1 

OJ000102_74.0426.C9.o2.gs 
2521 
none 

2521. .2841, 2896. .3131, 3218. .3329, 4033. .4080 



Seq. ID OJ000102_74.0426.C9 
Strand + 

8606 
GENSCAN 
4080 
.52 



End 

Method 

End 

Score 



54195 

113713 

1 

OJ000102_74.0426.C9.o2.np 

2623 

464979 



Seq. ID OJ000102_74.0426.C9 

Strand + 

End 8606 

Method AAT/NAP 

End 6020 

Score 353 



54844 



Exons 2623.. 2841, 5796.. 6020 

GI Descrip. UBIQUI TIN-CONJUGATING ENZYME E2-17 KD (UBIQUITIN-PROTEIN LIGASE) 
(UBIQUITIN CARRIER PROTEIN) gi | 3878 673 | emb | CAA92745 . 1 | (Z68337) 
similar to ubiquit in-conjugating enzyme E2-17 KD; cDNA EST 
EMBL:D70429 comes from this gene; cDNA EST CEMSE48F comes from 
this gene; cDNA EST EMBL:T00827 comes from this gene; cDNA EST 
EMBL:T01271 comes from this gen... 



•Seq. No. 54195 

Gene No. 113713 

Start 1 

Name OJ000102J74 . 0426 . C9 . o3 . gs 

Start 5401 

GI none 
Exons 



Seq. ID OJ000102_74 .0426.C9 

Strand + 

End 8 606 

Method GEN SCAN 

End 8 606 

Score . 53 



5401. .5682, 5796. .6213, 7598. .7834, 8368. .8606 



Seq. No. 54195 

Gene No. 113714 

Start 9971 

Name OJ000102_74 . 042 6 . C9 . o4 . tm 

Start 500 

GI none 
Exons 



Seq. ID OJ000102_74.0426.C9 
Strand 

End 13061 

Method TBLASTX : Maize 

End 1192 

Score 4 7 



500. .535, 587. .931, 998. .1069, 1097. .1192 



Seq. No. 54195 

Gene No. 113714 

Start 9971 

Name OJ000102_74 . 0426 . C9. o3 . ts 

Start 743 

GI none 

Exons 743.. 1186, 1280.. 1357 



Seq. ID OJ000102_74.0426.C9 
Strand 

End 13061 

Method TBLASTX : Soybean 

End 1357 

Score 202 



"~ Seq. No. 54195 

L Gene No. 113714 

^ Start 9971 

'J Name OJ000102_74 . 0426 . C9 . o4 . tc 

U Start 947 

,1 GI none 

IZ Exons 947.. 1192, 1042.. 1173, 1208. 



Seq. ID OJ000102_74.0426.C9 
Strand 

End 13061 

Method TBLASTX : Cress 

End 1288 

Score 156 
1288 



Seq. No. 54195 

Gene No. 113714 

Start 9971 

Name OJ000102_74 . 0426 . C9 . ol . tw 

Start 2626 

GI none 
Exons 



Seq. ID OJ000102_74 .0426.C9 
Strand 

End 13061 

Method TBLASTX : Wheat 

End 5685 

Score 309 



2626. .2844, 2670. .2738, 2778.-2846, 2948. .2977, 5466. .5627, 
5488..5685 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54195 

113714 

9971 

OJ000102J74. 

2626 

none 

2626. .2844, 
5795. .5932, 



0426.C9.o2.ts 



2948. .3016, 
5994. .6017 



5460 



Seq. ID OJ000102_74.0426.C9 
Strand 

End 13061 

Method TBLASTX : Soybean 

End 6017 

Score 224 

.5621, 5488. .5685, 5793. .5933, 



54845 





Seq. No. 


54195 




Seq. ID 


OJ000102_74 .0426.C9 




Gene No. 


113714 




Strand 






Start 


9971 




End 


13061 




Name 


OJ000102 74. 


0426.C9.o2. tc 


Method 


TBLASTX: Cress 




Start 


2710 




End 


6017 




GI 


none 




Score 


163 




Exons 


2710. .2844, 


2948... 3016, 5466. 


.5537, 5548. .5685, 5550. .5621 






5793. .6017, 


5795. .5932 








Seq. No. 


54195 




Seq. ID 


OJ000102_74.0426.C9 




Gene No. 


113714 




Strand 






Start 


9971 




End 


13061 




Name 


OJ000102 74. 


0426.C9.o3.tm 


Method 


TBLASTX: Maize 




Start 


2710 




End 


6017 




GI 


none 




Score 


150 




Exons 


2710. .2844, 


2948. .3016, 5484. 


.5621, 5548..5685, 5793. .6017 






5795. .5932 










Seq. No. 


54195 




Seq. ID 


OJ000102_7 4 . 042 6. C 9 




Gene No. 


113714 




Strand 






Start 


9971 




End 


13061 




Name 


OJ000102 74. 


0426.C9.ol.gp 


Method 


AAT/GAP 


C3 


Start 


9412 




End 


10124 


z. "*= 


GI 


none 




Score 


1328 


i n 


Exons 


9412. .10124 








r; i 

i iff 


Seq. No. 


54195 




Seq. ID 


OJ000102_74.0426.C9 




Gene No. 


113714 




Strand 




iy 


Start 


9971 




End 


13061 


5 ^ 


Name 


OJ000102 74. 


0426.C9.o4 .gs 


Method 


GENSCAN 


= : s 


Start 


9971 




End 


13061 


I LP' 


GI 


none 




Score 


.96 


?3 


Exons 


9971. .11247, 


12872. .13061 








Seq. No. 


54195 




Seq. ID 


OJ000102_74.0426.C9 




Gene No. 


113714 




Strand 




. 


Start 


9971 




End 


13061 




Name 


OJ000102 74. 


0426.C9.o2.tm 


Method 


TBLASTX: Maize 


C3 


Start 


9972 




End 


10229 




GI 


none 




Score 


307 




Exons 


9972. .10229, 


9974.. 10228, 10038.. 10229 






Seq. No. 


54195 




Seq. ID 


OJ000102_74.0426.C9 




Gene No. 


113714 




Strand 






Start 


9971 




End 


13061 




Name 


OJ000102 74. 


0426.C9.o3.np 


Method 


AAT/NAP 




Start 


9974 




End 


12432 




GI 


7489168 




Score 


699 




Exons 


9974. .11154, 


12408. .12432 







GI Descrip. nucleoid DNA-binding protein cnd41, chloroplast - common tobacco 
gi |254 1876 | dbj | BAA22813 . 1 | (D26015) CND41, chloroplast nucleoid 
DNA binding protein [Nicotiana tabacum] 

Seq. No. 54195 Seq. ID OJ000102_74 . 042 6 . C9 

Gene No. 113714 Strand 

Start 9971 End 13061 



54846 





Name 


OJ000102 74.0426.C9.o3.tc 


Method 


TBLASTX: Cress 






Start 


9974 


End 


10339 






GI 


none 


Score 


68 






Exons 


9974. .10069, 9975. .10076, 10079 .. 10189, 


10208. .10339, 








10209. .10334 










Seq. No. 


54195 


Seq. ID 


OJ000102_74.0426. 


C9 




Gene No. 


113714 


Strand 








Start 


9971 


End 


13061 






Name 


OJ000102 7.4. 0426. C9.ol.ts 


Method 


TBLASTX : Soybean 






Start 


9975 


End 


11024 






GI 


none 


Score 


68 






Exons 


9975. .10076, 9977. .10060, 10079 .. 1018 6, 


10115. .10162, 








10208. .10456, 10212. .10400, 


10514. .10654, 10515. .10643, 








10517. .10654, 10658. .10771, 


10665. .10724, 10751 .. 11023, 








10869. . 11024 










Seq. No. 


54195 


Seq. ID 


OJ000102_74.0426. 


C9 




Gene No. 


113714 


Strand 








Start 


9971 


End 


13061 






Name 


OJ000102 74.0426.C9.o2.gp 


Method 


AAT/GAP 






Start 


10433 


End 


10765 






GI 


61812_1.R1084 


Score 


653 






Exons 


10433. . 10765 








id" 


GI Descrip. 


, 2541876/dbj IBAA22813I 7 . Oe- 


14 (D26015) 


CND4 1 , chloroplast 






nucleoid DNA binding protein 


[Nicotiana tabacum] ' 




ry 


Seq. No. 


54195 


Seq. ID 


OJ000102_74.0426. 


C9 




Gene No. 


113714 


Strand 






iL Li 


Start 


9971 


End 


13061 






Name 


OJ000102J74 . 0426.C9.ol.tm 


Method 


TBLASTX: Maize 




w 


Start 


10460 


End 


11233 




i y 


GI 


none 


Score 


686 




f ^ 


Exons 


10460. .11023, 10515. .11027, 


11072. .11233, 11085.. 11231 






Seq. No. 


54195 


Seq. ID 


OJ000102_74 .0426. 


C9 




Gene No. 


113714 


Strand 








Start 


9971 


End 


13061 




\3 


Name 


OJ000102 74.0426.C9.ol.tc 


Method 


TBLASTX: Cress 




f 1 


Start 


10604 


End 


11009 






GI 


none 


Score 


92 






Exons 


10604. .10744, 10772. .10879, 


10887. .11009, 10889.. 11008 






Seq. No. 


54196 


Seq. ID 


OJ000102_74 .0426. 


C10 




Gene No. 


113715 


Strand 








Start 


107 


End 


206 






Name 


OJ000102 74.0426.C10.ol.gs 


Method 


GEN SCAN 






Start 


107 


End 


206 






GI 


none 


Score 


.85 






Exons 


107. .206 










Seq. No. 


54196 


Seq. ID 


OJ000102_74.0426. 


C10 




Gene No. 


113716 


Strand 








Start 


1442 


End 


1576 






Name 


OJ000102 74.0426.C10.o2.gs 


Method 


GENS CAN 






Start 


1442 


End 


1576 






GI 


none 


Score 


.51 





54847 



Exons 



1442. .1576 



Seq. No. 54197 Seq. ID 

Gene No. 113717 Strand 

Start 341 End 

Name OJ000102_74 . 0426. Cll . ol . gs Method 

Start 341 End 

GI none Score 

Exons 341.. 497, 1003.. 1247 



OJ000102J74. 0426. Cll 
+ 

1247 
GENSCAN 
1247 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54197 

113718 

2294 

OJ000102_74. 0426. Cll. o2 . gs 

2294 

none 

2294.. 2313, 3655.. 3759, 3809. 
6173. .6316, 6613. .6807, 7174. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000102_74 .0426. Cll 
+ 



11250 
GENSCAN 
11250 
.6 

3890, 4708.. 5478, 5914, 
7214, 7443. .7628, 8347, 



,5944, 
,8575, 



8853. .9048, 104 10 .. 10473, 11125. .11250 



54197 

113718 

2294 

OJ000102J74. 0426. Cll. ol.np 

5035 

3953478 



Seq. ID OJ000102_74. 0426. Cll 



Strand 
End 

Method 

End 

Score 



+ 

11250 
AAT/NAP 
9048 
2128 



5035. .5138, 5200. .5478, 5914. .6316, 6613. .6807, 7174. .7628, 
7729. .7833, 7994. .8221, 8347. .8602, 8810. .9048 



GI Descrip. (AC002328) F2202.23 [Arabidopsis thaliana] 



~;Z Seq. No. 54197 

Gene No. 113719 

Start 12604 

= Name OJ000102_74 . 0426. Cll .o3. gs 

£3 Start 12604 

i | GI none 

^ Exons 12604. .12789, 13071 13153, 

fe * 15813.. 16272 



Seq. ID OJ000102_74. 0426. Cll 

Strand + 

End 16272 

Method GENSCAN 

End 16272 

Score .66 
14832. .14920, 15012 .. 15780, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54197 

113719 

12604 

OJ000102_74. 0426. Cll. o2.np 

14749 

7489168 

14749. .14920, 15009. 
nucleoid DNA-binding 



Seq. ID OJ000102_74. 0426. Cll 
Strand + 
End 16272 
Method AAT/NAP 
End 16272 
Score 744 

16272 

protein cnd41, chloroplast - common tobacco 
gi|2541876|dbj IBAA22813.il (D26015) CND41, chloroplast nucleoid 
DNA binding protein [Nicotiana tabacum] 



54197 Seq. ID 

113719 Strand 

12604 End 
OJ000102_74 .0426.Cll.o2.gp Method 

14765 End 

427617 Score 
14765. .15167 



OJ000102J74. 0426. Cll 
+ 

16272 
AAT/GAP 
15167 
802 



54848 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000102_74.0426.C11 



54197 

113719 . Strand + 

12604 End 16272 

0 JO 00102_7 4.0426.Cll.o3.gp Method AAT / GAP 

15370 End 15586 

LIB3434-041-P1-K1-D5 Score 340 
15370. .15586 

'3953471 2.0e-28 (AC002328) F2202.16 [Arabidopsis thaliana] 1 



Seq. No. 54197 Seq. ID 

Gene No. 113719 Strand 

Start 12604 End 

Name OJ000102_74 . 0426 . Cll . o4 . gp Method 

Start 15741 End 

GI LIB3434-057-P1-K1-A4 Score 

Exons 15741. .16144 

GI Descrip. 1 2541876/dbj | BAA22813 | 2.0e-19 (D26015) CND41, chloroplast 

nucleoid DNA binding protein [Nicotiana tabacum] 1 



OJ000102_74. 0426. Cll 
+ 

16272 
AAT /GAP 
16144 
719 



Seq. No. 

Gene No. 

Start 

Name 
□ Start 
*3 GI 
f rl Exons 



54197 Seq. ID 

113720 Strand 

16202 End 
OJ000102_74.042 6.Cll.o5.gp Method 

16202 End 

none Score 
16202. .16564 



OJ000102_74. 0426. Cll 
+ 

16564 
AAT /GAP 
16564 
688 



z 

'"4 



Seq. No. 54197 Seq. ID 

Gene No. 113721 Strand 

Start 23817 End 

Name OJ000102_7 4 . 042 6 . CI 1 . 06 . gp Method 

Start 23817 End 

GI none Score 

Exons 23817.. 24352 

Seq. No. 54197 Seq. ID 

Gene No. 113722 Strand 

Start 18202 End 

Name OJ000102_7 4 . 042 6 . CI 1 . o4 . gs Method 

Start 18202 End 

GI none Score 

Exons 18202. .19532, 19642.. 19783 



OJ000102_74.0426.C11 
+ 

24352 
AAT /GAP 
24352 
1031 



OJ000102_74. 0426. Cll 

20722 
GEN SCAN 
19783 
.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54197 Seq. ID OJ000102_74 . 0426 . Cll 

113722 Strand 

18202 End 20722 

OJ000102_74. 0426. Cll. o3.np Method AAT /NAP 

18271 End 20722 

7489168 Score 671 

18271. .19509, 20610. .20722 

nucleoid DNA-binding protein cnd41, chloroplast - common tobacco 
gi|2541876|dbj IBAA22813.il (D26015) CND41, chloroplast nucleoid 
DNA binding protein [Nicotiana tabacum] 



Seq. No. 
Gene No. 



54197 
113723 



Seq. ID 
Strand 



OJ000102 74. 0426. Cll 



54849 




Start 


21955 








End 


24845 


Name 


OJ000102 74 


.0426 


.Cll.o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


5383 








End 


6194 


GI 


none 








Score 


67 


Exons 


5383. .5481, 


5920 


. .6192, 


5926. 


.6174, 6105.. 6194 


Seq. No. 


54197 








Seq. ID 


OJ000102_74.0426.C11 


Gene No. 


113723 








Strand 




Start 


21955 








End 


24845 


Name 


OJ000102 74 


.0426 


.Cll.o4 


. ts 


Method 


TBLASTX : Soybean 


Start 


6597 








End 


7280 


GI 


none 








Score 


277 


Exons 


6597. .6749, 


6603 


. . 6806, 


6608. 


.6805, 7167. .7280, 7169. .7240 


Seq. No. 


54197 








Seq. ID 


OJ000102_74.0426.C11 


Gene No. 


113723 








Strand 




Start 


21955 








End 


24845 


Name 


OJ000102 74 


.0426 


.Cll.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


6611 








End 


6804 


GI 


none 








Score 


308 


Exons 


6611. .6802, 


6612 


. .6803, 


6742. 


.6804 




Seq. No. 


54197 








Seq. ID 


OJ000102_74.0426.C11 


Gene No. 


113723 








Strand 




Start 


21955 








End 


24845 


Name 


OJ000102 74 


.0426 


.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


6638 








End 


7399 


GI 


none 








Score 


164 


Exons 


6638. .6781, 


6639 


. .6782, 


7152. 


.7397, 7160. .7399, 7160. .7399 


Seq. No. 


54197 








Seq. ID 


OJ000102_74.0426.C11 


Gene No. 


113723 








Strand 




Start 


21955 








End 


24845 


Name 


OJ000102 74 


.0426 


.Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


7368 








End 


7800 


GI 


none 








Score 


303 


Exons 


7368. .7628, 


7368 


. .7523, 


7370. 


.7579, 7572. .7622, 7728. .7799, 




7729. .7800 












Seq. No. 


54197 








Seq. ID 


OJ000102_74.0426.C11 


Gene No. 


113723 








Strand 




Start 


21955 








End 


24845 


Name 


OJ000102 74 


.0426 


.Cll.o2 


ts 


Method 


TBLASTX : Soybean 


Start 


7376 








End 


8098 


GI 


5342530 








Score 


280 


Exons 


7376. .7525, 


7377 


. .7628, 


7728. 


.7835, 7731. .7832, 7732. .7863, 




7732. .7854, 


7993 


. .8046, 


7994. 


.8098 




GI Descrip. 


3953478 4.0e-59 


(AC002328) F2202.23 [Arabidopsis thaliana] 


Seq. No. 


54197 








Seq. ID 


OJ000102_74.0426.C11 


Gene No. 


113723 








Strand 




Start 


21955 








End 


24845 


Name 


OJ000102 74 


.0426 


.Cll.oS 


tm 


Method 


TBLASTX: Maize 


Start 


7997 








End 


9001 


GI 


none 








Score 


127 


Exons 


7997. .8182, 


8147 


. .8236, 


8178. 


.8222, 8340. .8492, 8343. .8516, 




8344. .8514, 


8402 


. .8533, 


8429. 


.8524, 8806.. 9000, 8819.. 9001 



54850 



Seq- No. 


54197 




Seq. ID 


OJ000102 


74 . 0426 - 


Cll 


Gene No. 


113723 




Strand 








Start 


21955 




End 


24845 






Name 


OJ000102 74.0426.C11. 


o2.tc 


Method 


TBLASTX : 


Cress 




Start 


8344 




End 


9049 






GI 


none 




Score 


133 






Exons 


8344. .8505, 8358. .8498, 880~ 


..9049, 8866.-8976 






Seq. No. 


54197 




Seq. ID 


OJ000102 


74.0426. 


Cll 


Gene No. 


113723 




Strand 








Start 


21955 




End 


24845 






Name 


OJ000102 74.0426.C11. 


06 . ts 


Method 


TBLASTX : 


Soybean 




Start 


8866 




End 


9034 






GI 


none 




Score 


190 






Exons 


8866. .9027, 8867. .9034 










Seq. No. 


54197 




Seq. ID 


OJ000102 


_74.0426. 


Cll 


Gene No. 


113723 




Strand 








Start 


21955 




End 


24845 






Name 


OJ000102 74.0426.C11. 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


15212 




End 


19323 






GI 


none 




Score 


123 






Exons 


15212 .. 15355, 15368.. 


15430, 


15472. .15561, 15473 


. . 15571, 






15575 .. 15691, 15703.. 


15732, 


15829. .15918, 15832 


. .15906, 






15865. .16137, 15906. . 


16130, 


16143. .16262, 16144 


. .16254, 






18307. .18393, 18308.. 


18391, 


18403. .18537, 18437 


. .18508, 






18541. .18636, 18566.. 


18637, 


18625. .18774, 18775 


. .18849, 






18776. .18829, 18817.. 


18894, 


18910. .19044, 18929 


. .19024, 






19075. .19167, 19180.. 


19323 










Seq. No. 


54 197 




Seq. ID 


OJ000102 


J74.0426. 


Cll 


Gene No. 


113723 




Strand 








Start 


21955 




End 


24845 






Name 






Method 


TBLASTX : 


Cress 




Start 


15218 




End 


19318 






GI 


none 




Score 


119 






Exons 


15218. .15355, 15356.. 


15430, 


15494. .15577, 15572 


. .15697, 






15712. .15729, 16021.. 


16116, 


16153. . 16251, 18307 


. .18399, 






18403. .18513, 18910.. 


19074, 


18932. .19045, 19078 


. .19179, 






19180. .19317, 19205.. 


19318 










Seq. No. 


54197 




Seq. ID 


OJ000102 


J74.0426. 


Cll 


Gene No. 


113723 




Strand 








Start 


21955 




End 


24845 






Name 


OJ000102 74.0426.C11. 


o3. tm 


Method 


TBLASTX: 


Maize 




Start 


15218 




End' 


19333 






GI 


none 




Score 


117 






Exons 


15218. .15355, 15223.. 


15342, 


15360. .15398, 15368 


. . 15427, 






15472. .15573, 15473.. 


15580, 


15601. .15708, 15605 


. . 15709, 






15703. .15729, 18676.. 


18774, 


18814. .19179, 18926 


. . 19147, 






19180. .19332, 19193.. 


19333 










Seq. No. 


54197 




Seq. ID 


OJ000102 


_74.0426. 


Cll 


Gene No. 


113723 




Strand 








Start 


21955 




End 


24845 






Name 


OJ000102 74.0426.C11. 


ol.tm 


Method 


TBLASTX: 


Maize 





54851 




Start 


15868 




End 


18675 




GI 


none 




Score 


188 




Exons 


15868. .16011, 15873. 


.16019, 


15981. .16019, 15981. .16271, 






16002. .16073, 16021. 


.16254, 


18301. .18423, 18307. .18513, 






18308. .18514, 18541. 


.18675, 


18563. .18667 




Seq. No. 


54197 




Seq. ID 




Cll 


Gene No. 


113723 




btrana 






Start 


21955 




End 


O A Q A R 

z4 o 4 3 




Name 


OJ000102 74.0426.C11 


. oS.gs 


Method 


GEN SCAN 




Start 


21955 




End 


24372 




GI 


none 




Score 


. oz 




Exons 


21955. .23144, 24097. 


.24372 








Seq. No. 


54197 




Seq. ID 


vJJUUUlU^. /4.U4ZO. 


Cll 


Gene No. 


113723 




C* 4- v* -i VN j~l 

btrana 






Start 


21955 




End 






Name 


OJ000102 74.0426.C11 


. o3.tc 


Method 


TBLASTX: Cress 




Start 


22090 




End 


22468 




GI 


none 




Score 


44 




Exons 


22090. .22452, 22106. 


.22156, 


22232. .224 


[68 




Seq. No. 


54197 




Seq. ID, 


OJ000102_74.0426. 


Cll 


Gene No. 


113723 




Strand 






Start - 


21955 




End 


24845 




Name 


OJ000102 74.0426.C11 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


22090 




End 


22479 




GI 


none 




Score 


91 




Exons 


22090. .22323, 22091. 


.22321, 


22363. .22479 




Seq. No. 


54197 




Seq. ID 


OJ000102_74.0426. 


Cll 


Gene No. 


113723 




Strand 






Start 


21955 




End 


24845 




Name 


OJ000102 74.0426.C11 


. o4 .np 


Method 


AAT/NAP 




Start 


22090 




End 


23779 




GI 


3157929 




Score 


259 




Exons 


22090. .22803, 23753. 


.23779 









^ GI Descrip. (AC002131) Contains similarity to hypothetical protein gb|Z97336 



from A. thaliana. [Arabidopsis thaliana] 



f=j Seq. No. 


54197 




Seq. ID 


OJ000102J74.0426 


.Cll 


Gene No. 


113723 




Strand 






Start 


21955 




End 


24845 




Name 


OJ000102 74. 0426. Cll 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


22090 




End 


22476 




GI 


none 




Score 


64 




Exons 


22090. .22323, 22100. 


.22159, 


22363. .22476, 22364. .22474 




Seq. No. 


54197 




Seq. ID 


OJ000102_74 . 0426 


.Cll 


Gene No. 


113723 




Strand 






Start 


21955 




End 


24845 




Name 


OJ000102 74. 0426. Cll 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


24059 




End 


24373 




GI 


none 




Score 


45 




Exons 


24059. .24127, 24068. 


.24127, 


24150. .24266, 24 151 24297 , 






24152. .24319, 24153. 


.24299, 


24319. .24372, 24323.-24373 





54852 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000102_74.0426.C11 
Strand 

End 24845 

Method AAT/NAP 

End 24845 

Score 94 



54197 
113723 
21955 

OJ000102_74.0426.Cll.o5.np 
24101 - 
4587597 
24101. .24395, 24805. .24845 

(AC006951) putative protein phosphatase [Arabidopsis thaliana] 



54198 

113724 

1 

OJ000102_74.042 6.C12.ol.np 
1 

4587597 



Seq. ID OJ000102_74.0426.C12 
Strand 

End 5683 

Method AAT/NAP 

End 2443 

Score 4 60 



1..26, 328. .437, 522. .579, 834. .933, 2204. .2443 

(AC006951) putative protein phosphatase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54198 

113724 

1 

OJ000102_74.0426.C12.o4.tm 

316 

none 



Seq. ID OJ000102_74 .0426.C12 
Strand 

End 5683 

Method TBLASTX : Mai ze 

End 944 

Score 67 



316. .393, 329.-442, 330. .440, 521. .610, 522. .581, 829. .936, 
833. .940, 834. .944, 844. .936 



Seq. No. 54198 

Gene No. 113724 

Start 1 

Name OJ000102_74 . 0426 . C12 . o2 . ts 

Start 326 

GI none 
Exons 



Seq. ID OJ000102_74.0426.C12 
Strand 

End 5683 

Method TBLASTX : Soybean 

End 2444 

Score 108 



326. .442, 330. .440, 521. .610, 522. .581, 835. .948, 847. .960, 
2204. .2344, 2351.. 2422, 2352.. 2444 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54198 

113724 

1 

OJ000102_74 . 0426 . C12 . ol . gs 

331 

none 



Seq. ID OJ000102_74.0426.C12 
Strand 

End 5683 

Method GENSCAN 

End 5549 

Score .67 



331. .579, 834. .933, 2204. .2531, 2638. .2827, 3230. .3353, 
3453. .3767, 3954. .4102, 4275. .4362, 4450. .4761, 4872. .4932, 
4941. .5026, 5120. .5335, 5448. .5549 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54198 

113724 

1 

OJ000102_74.0426.C12.o3.tc 

868 

none 



Seq. ID OJ000102_74 .0426.C12 
Strand 

End 5683 

Method TBLASTX : Cress 

End 24 44 

Score 37 



868. .942, 2204. .2308, 2229.-2255, 2354. .2422, 2358. .2444 



Seq. No. 
Gene No. 
Start 



54198 

113724 

1 



Seq. ID OJ000102_74 .0426.C12 
Strand 

End 5683 



54853 



Name 


OJ000102 74. 


0426 


.C12.o3.tm 


Method 


TBLASTX: Maize 


Start 


2196 






End 


2444 


GI 


none 






Score 


83 


Exons 


2196. .2255, 


2198 


.2326, 2330 


..2422, 2334.-2444 


Seq. No. 


54198 






Seq. ID 


OJ000102_74 .0426.C12 


Gene No . 


113724 






Strand 




Start 


1 






End 


5683 


Name 


OJ000102 74. 


0426 


C12.ol.gp 


Method 


AAT/GAP 


Start 


2437 






End 


2823 


GI 


none 






Score 


758 


Exons 


2437. .2823 










Seq. No. 


54198 






Seq. ID 


OJ000102_74.0426.C12 


Gene No. 


113724 






Strand 




Start 


1 






End 


5683 


Name 


OJUUUIU^ / 4 . 


0426 


C12.o2.np 


Method 


AAT/NAP 


Start 


3195 






End 


5683 


GI 


7485328 






Score 


884 


Exons 


3195. .3289, 


4275 


.4362, 4450 


..4761, 4872. .5026, 5120. .5335, 




5448. .5683 










GI Descrip. 


hypothetical 


protein F10M23. 


100 - Arabidopsis thaliana 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi I 4455199 | emb | CAB36522.il (AL035440) putative protein 
[Arabidopsis thaliana] gi | 7269528 | emb | CAB79531 . 1 | (AL161565) 
putative protein [Arabidopsis thaliana] 



54198 

113724 

1 

OJ000102_74 .0426.C12.o2.tm 

3428 

none 



Seq. ID OJ000102_74.0426.C12 
Strand 
End 

Method 
End 
Score 



5683 

TBLASTX: Maize 

5677 

39 



3428. .3553, 3431. .3502, 3501. .3629, 3507. .3770, 3537. .3623, 
3628. .3768, 5108. .5338, 5133. .5336, 5164. .5337, 5449. .5511, 
5499.. 5636, 5500.. 5628, 5639.. 5677, 5640.. 5675 



~~>4 Seq. No. 54198 

U Gene No. 113724 

^ 2 Start 1 

li Name OJ000102_74 . 0426 . C12 . ol . tm 

Start 3967 

^ GI none 

Exons 3967.. 4104, 3990.. 4103, 4276. 

4453.-4776, 4647.-4787, 4872. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4365, 4279 
.4931, 4900 



OJ000102 74.0426.C12 



5683 

TBLASTX: Maize 
5035 
113 

4392, 4450. .4770, 
4926, 4919.. 5035 



OJ000102 74.0426.C12 



Seq. No. 54198 Seq. ID 

Gene No. 113724 Strand 

Start 1 End 

Name OJ000102_74 . 0426 . C12 . ol . ts Method 

Start 4447 End 

GI none Score 

Exons 4447. .4764, 4447. .4770, 4589. .4771, 4872. .4931, 4900. .4929, 

4937. .5029, 4943. .5029, 5108. .5338, 5127. .5336, 5180. .5338 



5683 

TBLASTX : Soybean 

5338 

172 



Seq. No. 
Gene No. 
Start 



54198 

113724 

1 



Seq. ID 

Strand 

End 



OJ000102 74.0426.C12 



5683 



54854 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
■GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
□ Start 
ij Name 
m Start 

hi GI 
=1 Exons 

=J Seq. No. 
■3 Gene No. 

Start 

Name 
L Start 
H GI 
'"4 Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000102_74 . 0426 . C12 . ol . tc Method TBLASTX : Cress 
4450 End 4913 

none Score 153 

4450. .4770, 4456. .4764, 4589. .4771, 4872. .4913 



54198 

113724 

1 

OJ000102_74 .0426.C12.o2.tc 

4940 

none 



Seq. ID OJ000102_74.0426.C12 
Strand 

End 5683 

Method TBLASTX : Cress 

End 5338 

Score 69 



4940. .5029, 4946. .5035, 5108. .5338, 5118. .5336, 5128. .5337 



54198 

113724 

1 

OJ000102_74 . 0426. C12 . ol . tw 

5144 

none 



Seq. ID OJ000102_74.0426.C12 
Strand 

End 5683 

Method TBLASTX : Wheat 

End 5681 

Score 149 



5144. .5338, 5154. .5336, 5168. .5338, 5449. .5598, 5499. .5642, 
5500.. 5619, 5607.. 5681, 5640.. 5681 



54199 

113725 

2786 

OJ000102_74 .0426. C13 . o2 . gs 

2786 

none 



Seq. ID OJ000102_74.0426.C13 

Strand + 

End 4272 

Method GENSCAN 

End 4232 

Score .77 



2786.. 3129, 3858.. 3912, 4029.. 4232 



54199 
113725 
2786 

OJ000102_74.0426.C13.o2.np 
3841 
7485328 
3841.. 3912, 4029.. 4272 

hypothetical protein F10M23.100 - Arabidopsis thaliana 
gi|4455199|emb|CAB36522.1| (AL035440) putative protein 
[Arabidopsis thaliana] gi | 7269528 | emb | CAB79531 . 1 1 (AL161565 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ000102_74.0426.C13 

Strand + 

End 4272 

Method AAT/NAP 

End 4272 

Score 194 



54199 

113726 

898 

OJ000102_74.0426.C13.ol.gs 

898 

none 



Seq. ID OJ000102_74.0426.C13 
Strand 

End 3654 

Method GENSCAN 

End 2361 

Score .47 



898.. 932, 1085.. 1159, 1672.. 1993, 2067.. 2361 



54199 

113726 

898 

OJ000102_74.0426.C13.ol.np 

1722 

6729484 



Seq. ID OJ000102_74.0426.C13 
Strand 

End 3654 

Method AAT/NAP 

End 3654 

Score 106 



1722.. 1993, 2067.. 2165, 3018.. 3188, 3631.. 3654 



54855 



GI Descrip. (AL132966) putative protein [Arabidopsis thaliana] 



Seq. No. 


54199 








Seq. ID 


OJ000102_74 .0426.C13 


Gene No. 


113727 








Strand 




Start 


3719 








End 


4231 


Name 


OJ000102 74 


.0426 


.C13.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3719 








End 


4223 


GI 


none 








Score 


50 


Exons 


3719. .3784, 


3871 


. .3912, 


4011. 


.4217, 4026. .4223 


Seq. No. 


54199 








Seq. ID 


OJ000102_74.0426.C13 


Gene No. 


113727 








Strand 




Start 


3719 








End 


4231 


Name 


OJ000102 74 


.0426 


.C13.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3868 








End 


4220 


GI 


none 








Score 


54 


Exons 


3868. .3912, 


4011 


. .4145, 


4030. 


.4146, 4033.. 4146, 4152.. 4220 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54199 

113727 

3719 

OJ000102_74, 

3875 

none 



0426.C13.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_74.04 26.C13 
4231 

TBLASTX: Maize 

4231 

49 



3875.. 3910, 3876.. 3911, 4011.. 4223, 4026.. 4217, 4097.. 4231 



Seq. No. 54200 

Gene No. 113728 

Start 95 

Name OJ000102_7 4 . 0426 . C16 . ol . gs 

Start 95 

GI none 

Exons 95.. 1303 



Seq. ID OJ000102_74.0426.C16 

Strand + 

End 1303 

Method GENSCAN 

End 1303 

Score 1 



Seq. No. 54200 Seq. ID OJ000102_74 . 0426 .C16 

Gene No. 113728 Strand + 

Start 95 End 1303 

Name OJ000102J74 . 0426 . C16 . ol . np Method AAT/NAP 

Start 95 End 1300 

GI 1196998 Score 2114 

Exons 95.. 1300 

GI Descrip. (J01829) unknown protein [Transposon TnlO] 

gi| 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 
[Plasmid R100] gi I 5706382 | dbj | BAA83097 . 1 1 (AB026428) transposase 
[Methylomonas aminof aciens] gi | 5738092 | gb | AAD50250 . 1 1 AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi|6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 



Seq. No. 54200 Seq. ID 

Gene No. 113729 Strand 

Start 1312 End 

Name OJ000102_74 . 0426 . C16 . ol . tc Method 

Start 1 End 

GI none Score 

Exons 1..135, 2.. 133 



OJ000102_74. 0426.C16 
+ 

1569 

TBLASTX: Cress 

135 

199 



54856 



# • 





Seq. No. 


54200 


Seq. ID 


OJ000102J74.0426 


.C16 




Gene No. 


113729 


Strand 


+ 






Start 


1312 


End 


1569 






Name 


OJ000102 74.0426.C16.o2.np 


Method 


AAT/NAP 






Start 


1312 


End 


1569 






GI 


3953478 


Score 


84 






Exons 


1312. .1422, 1549. .1569 










GI Descrip. 


(AC002328) F2202.23 [Arabidopsis thaliana] 






Seq. No. 


54201 


Seq. ID 


OJ000102J74.0426 


.C17 






113730 


Strand 


+ 






Start 


555 


End 


1019 






Name 


OJ000102 74.0426.C17.ol.gs 


Method 








Start 


555 


End 


960 






GI 


none 


Score 


. 5 






Exons 


555. .960 










Seq. No. 


54201 


Seq. ID 


OJ000102 74.0426 


.C17 






113730 


Strand 


+ 






Start 


555 


End 


1019 






Name 


OJ000102 74.0426.C17.ol.tm 


Method 


TBLASTX: Maize 






Start 


753 


End 


1015 






GI 


none 


Score 


404 






Exons 


753. .1013, 756. .1007, 760. .1008, 761.. 


1015 




St 


Seq. No. 


54201 


Seq. ID 


OJ000102_74 .0426 


.C17 


m 


VjCilKS IN (J • 


113730 


Strand 


+ 




ris 


Start 


555 


End 


1019 




f 1 


Name 


OJ000102 74.0426.C17.ol.ts 


Method 


TBLASTX : Soybean 






Start 


759 


End 


1019 






GI 


none 


Score 


173 




xsr 

i y 


Exons 


759. .920, 759. .899, 844. .900, 


923. .1003, 924. .1019, 927 


. .1004 


= 


Seq. No. 


54202 


Seq. ID 


OJ000102_77.0426 


.CI 




Gene No. 


113731 


Strand 








Start 


1 


End 


6875 






Name 


OJ000102 77.0426.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


4586 






GI 


6862912 


Score 


890 




r 


Exons 


1..198, 491. .649, 751. .1146, 


2455. .262 


6, 4532. .4586 






GI Descrip. 


(AC018907) unknown protein [Arabidopsis thaliana] 






Seq. No. 


54202 


Seq. ID 


OJ000102J77.0426 


.CI 




Gene No. 


113731 


Strand 








Start 


1 


End 


6875 






Name 


OJ000102 77.0426.Cl.ol.gp 


Method 


AAT/GAP • 






Start 


67 


End 


1021 






GI 


53984 1.R1084 


Score 


1058 






Exons 


67. .198, 491. .649, 751. .1021 










GI Descrip. 


'6006895/gb|AAF00670.1 |AC00.8153_22 8.0e-56 (AC008153) 








hypothetical protein [Arabidopsis thaliana] ' 






Seq. No. 


54202 


Seq. ID 


OJ000102J77.0426 


.CI 




Gene No. 


113731 


Strand 








Start 


1 


End 


6875 






Name 


OJ000102 77.0426.Cl.ol.tm 


Method 


•TBLASTX: Maize 






Start 


72 


End 


910 





54857 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



93 



none Score 
72. .239, 81. .188, 100. .201, 490. .648, 492. .644, 493. .645, 
737. .907, 738. .908, 750. .908, 755. .910 



54202 

113731 

1 

OJ000102_77.0426.Cl.ol.tc 

144 

none 



Seq. ID OJ000102_77.0426.C1 
Strand 

End 6875 

Method TBLASTX : Cress 

End 987 

Score 62 



144. .239, 151. .201, 490. .651, 491. .655, 753. .821, 754. .822, 
798. .986, 886. .987, 919. .987 



54202 

113731 

1 

OJ000102_77.0426.Cl.ol.gs 

491 

none 



Seq. ID OJ000102_77.0426.C1 
Strand 

End 6875 

Method GEN SCAN 

End 2831 

Score .75 



491. .649, 751. .1146, 2455. .2831 



54202 

113731 

1 

OJ000102_77.0426.Cl.ol.tw 

753 

none 



Seq. ID OJ000102_77.0426.C1 
Strand 

End 6875 

Method TBLASTX : Wheat 

End 24 98 

Score 60 



753. .818, 909. .992, 996. .1148, 2463. .2498 



Seq. No. 54202 

Gene No. 113731 

Start 1 

Name OJ000102_77 . 0426 . CI . o3 . tm 

Start 912 

GI none 

Exons 912.. 1025, 1011.. 1148 

Seq. No. 54202 

Gene No. 113731 

Start 1 

Name OJ000102_77 . 0426. CI . ol . ts 

Start 930 

GI none 
Exons 



Seq. ID OJ000102_77.0426.C1 
Strand 

End 6875 

Method TBLASTX : Maize 

End 1148 

Score 136 



Seq. ID OJ000102_77.0426.C1 
Strand 

End 6875 

Method TBLASTX : Soybean 

End 2624 

Score 80 



930. .1148, 955. .1092, 2452. .2556, 2463. .2624, 2568. .2615 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54202 

113731 

1 

OJ000102_77.0426.Cl.o2.np 

2419 

7484961 



Seq. ID OJ000102_77.0426.C1 
Strand 

End 6875 
Method AAT/NAP 
End 6875 
Score 214 

2419. .2625, 3005. .3031, 3553. .3589, 4495.-4772, 4896. .5080, 
6371.. 6875 

extensin homolog T9E8.80 - Arabidopsis thaliana 
gi|4584539|emb|CAB40769.1| (AL049608) extensin-like protein 
[Arabidopsis thaliana] gi | 7268037 | emb | CAB78376 . 1 | (AL161536) 
extensin-like protein [Arabidopsis thaliana] 



54858 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54202 

113731 

1 

OJ000102J77 . 0426 . CI . o2 . tm 

2452 

none 



Seq. ID OJ000102_77.0426.C1 
Strand 

End 6875 

Method TBLASTX : Mai ze 

End 2624 

Score 120 



2452. .2571, 2466. .2582, 2580. .2624 

54202 Seq. ID 

113731 Strand 

1 End 

OJ000102_77 . 0426 . CI . o2 . gs Method 

4472 End 

none Score 
4472. .5137 



OJ000102_77.0426.C1 

6875 
GEN SCAN 
5137 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54202 Seq. ID OJ000102_77 . 0426 . CI 

113731 " Strand 

1 End 6875 

OJ000102_77 . 0426 . CI . o2 . gp Method AAT/GAP 

5331 End 5702 

55507_1.R1084 Score 474 

5331. .5404, 5443. .5702 

, 5042437/gb|AC007789.1|AC007789 1.0e-16 Oryza sativa BAC T49B20 

genomic sequence, complete sequence 1 



54203 



Seq. ID OJ000102_77.0426.C2 



113732 Strand + 

2753 End 3154 

0 JO 001 0 2_7 7.0426.C2.ol.np Method AAT /NAP 

2753 End 3154 

6069646 Score 465 

2753. .3154 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



54203 Seq. ID 

113733 Strand 

4367 End 

OJ000102_77.0426.C2.ol.gp Method 

4215 End 

1648 2.R1084 Score 



OJ000102_77.0426.C2 
+ 

11546 
AAT/GAP 
7767 
1789 



4215. .4569, 6467. .6707, 6833. .6953, 7092. .7207, 7468.-7767 
'451193 1.0e-52 (L28008) wali7 [Triticum aestivum] 
>gi_1090845_prf 2019486B wali7 gene [Triticum aestivum] ' 



54203 

113733 

4367 

OJ000102_77 . 0426 . C2 . o2 . gs 

4367 

none 



Seq. ID OJ000102_77.0426.C2 



Strand 
End 

Method 

End 

Score 



+ 

11546 
GEN SCAN 
11546 
.68 



4367. .4569, 6467. .6707, 6833. .6953, 7092. .7207, 8484. .8815, 



54859 



9330.. 9458, 10802 .. 10897, 11540. .11546 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 


54203 


Gene No. 


113734 


Start 


12133 


Name 


OJ000102 77 


Start 


12133 


GI 


6721507 


Exons 


12133. .1239 


GI Descrip. 


(AP001072 ) 


Seq. No. 


54203 


Gene No. 


113735 


Start 


6211 


Name 


OJ000102 77 


Start 


2800 


GI 


none 


Exons 


2800. .2898, 


Seq. No. 


54203 


Gene No. 


113735 


Start 


6211 


Name 


OJ000102 77 


Start 


4342 


GI 


none 


Exons 


4342. .4518, 




6650. .6709, 




7118. .7213 


Seq. No. 


54203 


Gene No. 


113735 


Start 


6211 


Name 


OJ000102 77 


Start 


4361 


GI 


none 


Exons 


4361. .4570, 




6832. .6954, 




7133. .7213 


Seq. No. 


54203 


Gene No. 


113735 


Start 


6211 


Name 


OJ000102 77 


Start 


4362 


GI 


none 


Exons 


4362. .4403, 



54203 ' Seq. ID 

113733 Strand 
4367 End 
OJ000102_77 . 042 6 . C2 . o2 . np Method 
4370 End 
7489671 Score 
4370. .4569, 6467. .6707, 6833. .6953, 7092. .7207, 
hypothetical protein wali7 - wheat (fragment) 
qi|451193|gb|AAC37416.1| (L28008) wali7 [Triticum aestivum] 
gi|1090845|prf M2019486B wali7 gene [Triticum aestivum] 

Seq. ID OJ000102_77.0426.C2 



OJ000102_77.0426.C2 
+ 

11546 
AAT/NAP 
7603 
931 

7468. .7603 



Strand 
End 

Method 

End 

Score 



+ 

12990 
AAT/NAP 
12990 
96 



(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_77.0426.C2 
12245 

TBLASTX: Maize 

8245 

90 



2800. .2898, 2939. .3124, 7940. .8152, 8081. .8245 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000102_77.0426.C2 
12245 

TBLASTX: Soybean 

7213 

199 



OJ000102 77. 0426. C2 



12245 

TBLASTX: Cress 
7213 
215 

6707, 6465.. 6707, 6650.. 6709, 
7117, 7118. .7213, 7120. .7209, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_77.0426.C2 
12245 

TBLASTX: Maize 

7599 

82 



,4518, 4364. .4570, 4545. .4574, 6464. .6556, 



54860 




6464. .6556, 6465. .6584, 6552. .6707, 6555. .6695, 6821. .6955, 
6832. .6954, 7090. .7116, 7091. .7117, 7118. .7210, 7120. .7209, 
7123. .7236, 7468. .7509, 7474. .7599, 7559. .7591 





Seq. No. 


54203 


Seq. ID 


OJ000102_77.0426.C2 




Gene No. 


113735 


Strand 






Start 


6211 


End 


12245 




Name 


OJ000102 77.0426.C2.o3.np 


Method 


AAT/NAP 




Start 


6211 


End 


12245 




GI 


6598399 


Score 


50 




Exons 


6211.. 6269, 7984.. 8150, 12218 


. .12245 






GI Descrip. 


(AC003952) putative non-LTR retroelement reverse transcriptase 






[Arabidopsis thaliana] 








Seq. No. 


54204 


Seq. ID 


OJ000102_77.0426.C4 




Gene No. 


113736 


Strand 


+ 




Start 


265 


End 


1025 




Name 


OJ000102 77.0426.C4.ol.gs 


Method 


GENSCAN 




Start 


265 


End 


1025 




GI 


none 


Score 


. 51 




Exons 


265. .336, 885. .1025 








Seq. No. 


54205 


Seq. ID 


OJ000102 77. 0426. C9 




Gene No. 


113737 


Strand 


+ 


'bar 


Start 


1353 


End 


1627 


i J 


Name 


OJ000102 77.0426.C9.ol.gs 


Method 


GENSCAN 


m 


Start 


1353 


End 


1627 




GI 


none 


Score 


.66 


i y 

r ^ 


Exons 


1353. .1627 








Seq. No. 


54205 


Seq. ID 


OJ000102__77.0426.C9 




Gene No. 


113738 


Strand 






Start 


1410 


End 


4288 


: sr- 


Name 


OJ000102 77.0426.C9.ol.tm 


Method 


TBLASTX: Maize 


f =~ 


Start 


1351 


End 


1626 




GI 


none 


Score 


205 




Exons 


1351.. 1626, 1352.. 1480, 1359. 


.1619 






-Seq. No. 


54205 


Seq. ID 


OJ000102_77.0426.C9 


f=3 


Gene No. 


113738 


Strand 




f 5% 


Start 


1410 


End 


4288 




Name 


OJ000102 77.0426.C9.o2.np 


Method 


AAT/NAP 




Start 


1410 


End 


4103 




GI 


7106110 


Score 


91 




Exons 


1410.. 1433, 2472.. 2500, 3015. 


.3121, 4012. .4103 




GI Descrip. 


(AL157917) conserved hypothetical protein [Schizosaccharomyces 






pombe] 








Seq. No. 


54205 


Seq. ID 


OJ000102_77.0426.C9 




Gene No. 


113738 


Strand 






Start 


1410 


End 


4288 




Name 


OJ000102 77.0426.C9.ol.gp 


Method 


AAT/GAP 




Start 


2165 


End 


2639 




GI 


none 


Score 


934 




Exons 


2165. .2639 







Seq. No. 54205 Seq. ID OJ000102_77 . 0426 . C9 



54861 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



113738 
1410 

OJ000102_77 . 0426 . C9 . o2 . tm 
2307 



none 
2307. 
3016. 
4168. 



.2492, 2331. 
.3120, 3016. 
.4269 



Strand 
End 

Method 
End 
Score 

2501, 2338.. 2505, 3005.. 3115, 
3120, 4011. .4124, 4012.. 4125, 



4288 

TBLASTX: Maize 
4269 
149 

3011. 
4104. 



,3112, 
,4268, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI -Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54205 

113738 

1410 

OJ000102_77.042 6.C9.o2.gs 

3802 

none 

3802. .3975, 4012. .4288 
54206 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_77.0426.C9 

4288 
GENSCAN 
4288 
.52 



Seq. ID OJ000102_77 .0426. C10 



113739 Strand 
707 End 941 

OJ000102_77 .042 6. C10 . ol . np Method AAT/NAP 
707 End 941 

6069646 Score 110 

707. .941 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



54206 Seq. ID 

113740 Strand 

944 End 
OJ000102_77.042 6.C10.o2.np Method 

944 End 

5852084 Score 
944. .1028 

(AL117264) zwh0007.1 [Oryza sativa] 



OJ000102_77. 0426. C10 

1028 
AAT/NAP 
1028 
69 



54206 

113741 

1360 

OJ000102_77. 0426. C10. o2.gs 

1360 

none 



OJ000102_77. 0426. C10 

6922 
GENSCAN 
6875 
.93 

1360. .1635, 2349. .2735, 2933. .3288, 3661. .3784, 4928. .4976, 
5960. .6074, 6592. .6641, 6738. .6875 



Seq. ID 

Strand 

End 

Method 

End 

Score 



54206 Seq. ID 

113741 Strand 

1360 End 

OJ000102_77 . 0426 . C10 . o3 . np Method 

1363 End 

7487879 Score 



OJ000102_77. 0426. C10 

6922 
AAT/NAP 
6922 
1529 



1363. .1635, 2349. .2776, 2932. .3288, 3661. .3784, 3866. .3934, 
4743. .4832, 4928. .4976, 5960. .6074, 6592. .6641, 6738.-6922 
hypothetical protein T9J22.13 - Arabidopsis thaliana 



54862 



# 



gi|2739371|gb|AAC14495.1| (AC002505) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 54206 Seq. ID 

Gene No. 113741 Strand 

Start 1360 End 

Name OJ000102_77 . 0426 . CIO . ol . ts Method 

Start 1441 End 

GI none Score 
Exons 



OJ000102_77. 0426. CIO 
6922 

TBLASTX : Soybean 

2537 

254 



1441. .1638, 1466. .1654, 2345. .2497, 2349. .2537 



Seq. No. 54206 Seq. ID 

Gene No. 113741 Strand 

Start 1360 End 

Name OJ000102J77 . 0426 . C10 . o2 . tm Method 

Start 1441 End 

GI none Score 

Exons 1441.. 1638, 1469. .1636 



OJ000102_77. 0426. C10 
6922 

TBLASTX: Maize 

1638 

272 



Seq. No. 
Gene No. 
Start 
Name 
_ Start 

□ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54206 

113741 

1360 

OJ000102_77. 0426. C10. ol.tm 

2344 

none 

2344. .2403, 2345. .2533, 2349. 
2933.. 2989, 2936. .2989 

54206 

113741 

1360 

OJ000102_77. 0426. C10. o2.ts 

2544 

none 

2544. .2654, 2544. .2615, 



OJ000102_77. 0426. C10 
6922 

TBLASTX: Maize 

2989 

211 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2723, 2454.. 2729, 2455.. 2724, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000102 77. 0426. C10 



2993. 
3632. 



.3220, 
,3781, 



2993. .3262, 
3660. .3785 



2656. 
3609. 



6922 

TBLASTX : Soybean 
3790 
62 

2736, 2664.. 2735, 2933.. 2989, 
3785, 3622.. 3786, 3632.. 3790, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54206 ■ Seq. ID 

113741 Strand 
1360 End 
OJ000102_77. 0426. C10. o3.tm Method 
2992 End 
none Score 

2992. .3042, 2993. .3043, 2993. .3043, 

3045. .3230, 3047. .3271, 3224. .3295, 
3235. .3297 



OJ000102J77. 0426. C10 
6922 

TBLASTX: Maize 
3297 
67 

3002.. 3178, 3045.. 3236, 
3225.. 3296, 3225.. 3296, 



Seq. No. 54206 
Gene No. 113741 
Start 1360 

Name OJ000102_77 . 0426. C10 . o5 . tm 

Start 3693 
GI none 

Exons 3693..378S, 3693.. 3785, 3694. 

3865. .3936, 3866. .3940, 3866. 
4742. .4834, 4743. .4835, 4743. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3792, 3694 
.3940, 4741 



OJ000102 77, 0426. C10 



6922 

TBLASTX: Maize 
6081 
135 

3792, 3864.. 3935, 
4833, 4741. 



.4835, 4904. .4978, 4917. 



.4833, 
.4988, 



54863 



4928. .4978, 5929. .6075, 5972. .6079, 6001. .6081 



Seq. No. 54206 

Gene No. 113741 

Start 1360 

Name OJ000102_77 . 0426 . CIO . o4 . tm 

Start 6593 

GI none 
Exons 



Seq. ID OJ000102_77. 0426. C10 
Strand 

End 6922 

Method TBLASTX: Maize 

End 6880 

Score 62 



6593. .6643, 6594. .6644, 6715. .6879, 6737. .6880 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54207 

113742 

10352 

OJ000102J77 . 0426 . Cll . o3 . gs 

10352 

none 



Seq. ID OJ000102J77. 0426. Cll 

Strand + 

End 12088 

Method GENS CAN 

End 12088 

Score .69 



10352. .10412, 10572. .10614, 10742 .. 10799, 11008 .. 11178 , 
12023. .12088 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54207 Seq. ID OJ000102J77 . 0426 . Cll 

113743 Strand + 

16916 End 18937 

OJ000102_77 .042 6. Cll . o3 .np Method AAT/NAP 

16916 End 18937 

6539567 Score 101 

16916. .16965, 18518 .. 18775, 18817. .18937 

(AP000836) EST C72938 (E2506) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chromosome I 
BAC T5A14 genomic sequence; unknown protein (AC005223) [Oryza 
sativa] 



Seq. No. 54207 Seq. ID 

Gene No, 113744 Strand 

Start 36744 End 

Name OJ000102J77 . 042 6 . CI 1 . 06 . gs Method 

Start 36744 End 

GI none Score 
Exons 



OJ000102_77. 0426. Cll 
+ 

38489 
GENSCAN 
38489 
.5 



36744. .36798, 36821 .. 36890, 37021 .. 37178 , 37259 .. 37332 , 
37574. .37682, 37726 .. 37770, 38097 .. 3817 9, 38331. .38489 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 



54207 Seq. ID OJ000102_77 . 0426 . Cll 

113744 Strand + 

36744 End 38489 

OJ000102_77 . 0426 . Cll . o9 . gp Method AAT/GAP 

37010 End 38373 

702145 Score 780 

37010. .37142, 37259 37332, 37574 .. 37 682, 38097 .. 38180, 

38331. .38373 

3850581 1.0e-26 (AC005278) EST gb_N96383 comes from this gene, 
[Arabidopsis thaliana] 



54207 

113745 

3125 

OJ000102_77 . 042 6 . Cll . ol . np 

3125 

6815052 



Seq. ID OJ000102J77. 0426. Cll 
Strand 

End 12084 

Method AAT/NAP 

End 11856 

Score 1186 



54864 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3125. .3249, 3531. .3602, 3684. .3914, 4182. .4683, 4732. .4804, 
10930. .10995, 11345.. 11856 

(AP001080) hypothetical protein [Oryza sativa] 



54207 

113745 

3125 

OJ000102_77 .0426.Cll.o2.gs 

6205 

none 

6205.. 6363, 6384.. 6531, 6765. 
8322.. 8502, 9005.. 9150, 9255, 



OJ000102_77.0426.C11 

12084 
GENSCAN 
9282 
..64 

,8042, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6906, 6962.. 7768, 7944, 
.9282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
q Start 
r ^ Name 
it Start 
^ GI 

Exons 



54207 Seq. ID OJ000102_77 . 0426 . Cll 

113745 Strand 

3125 End 12084 

OJ000102_77 . 0426 . Cll . ol . gp Method AAT/GAP 

11472 End 12084 

uC-osflcyp039h04bl Score 306 

11472. .11518, 11915. .12084 

f 1617274/emb|CAA96522| 1.0e-09 (Z72152) AMP-binding protein 
[Brassica napus] ' 



54207 

113746 

14113 

OJ000102_77 .0426. Cll. o2.np 

13191 

6069646 



Seq. ID OJ000102_77. 0426. Cll 
Strand 

End 35241 

Method AAT/NAP 

End 18958 

Score 471 



13191. .13250, 15166. .16043, 18930. .18958 

(AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



54207 
113746 
14113 

OJ000102_77. 0426. Cll. o4.gs 
14113 
none 

14113. .14669, 14804. .14901, 15085 .. 15187 , 16174 
16595. .16728 



Seq. ID OJ000102_77 .0426. Cll 
Strand 

End 35241 

Method GENSCAN 

End 16728 

Score .75 

,16292, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



54207 

113746 

14113 

OJ000102_77. 0426. Cll. oS.tm 

15149 

none 



Seq. ID OJ000102J77. 0426. Cll 
Strand 

End 35241 

Method TBLASTX: Maize 

End 15564 

Score 70 



15149. .15244, 15271 .. 15564 , 15299. 



54207 Seq. ID 

113746 Strand 

14113 End 

OJ000102 77.0426.Cll.o2.tw Method 



15418 

OJ000102 77. 0426. Cll 



35241 

TBLASTX: Wheat 



54865 




Start 


15457 






End 


15759 






GI 


none 






Score 


59 






Exons 


15457. .15759, 


15458. 


.15607 










Seq. No. 


54207 






Seq. ID 


OJ000102_ 


77.0426 


.Cll 


uCUC i- ' v-V • 


113746 






Strand 








Start 


14113 






End 


35241 






Name 


OJ000102 77.0426.C11 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


15592 






End 


16015 






GI 


none 






Score 


81 






Exons 


15592. .15939, 


15593. 


. 15751, 


15959. .16015 






Seq. No. 


54207 






Seq. ID 


OJ000102_ 


77.0426 


.Cll 


Gene No. 


113746 






Strand 








Start 


14113 






End 


35241 






Name 


OJ000102 77.0426.C11 


. o5 . gs 


Method 


GENS CAN 






Start 


18130 






End 


35241 






GI 


none 






Score 


.74 






Exons 


18130. .18228, 


18449. 


.18700, 


19972. .20093, 20179. 


.20257, 






20349. .20417, 


20499. 


. 20591, 


21979. .22017, 22111. 


.22182, 






22329. .22420, 


23298. 


.23405, 


23513. .23700, 27371. 


.27498, 






27903. .28006, 


28067. 


.28170, 


29052. .29175, 29320. 


.29438, 






29632..29659, 


30100. 


.30154, 


30841. .30934, 31040. 


.31119, 






31214. .31303, 


32569. 


.32655, 


32757. .32801, 33645. 


.33726, 






34521. .34611, 


35088. 


.35241 










Seq. No. 


54207 






Seq. ID 


OJ000102_ 


77.0426 


.Cll 


Gene No. 


113746 






Strand 








Start 


14113 






End 


35241 






Name 


OJ000102 77.0426.C11 


. o4 . np 


Method 


AAT/NAP 






Start 


19644 






End 


23397 






GI 


7229683 






. Score 


■ 1289 






Exons 


19644. .19685, 


19927. 


.20093, 


20179. .20257, 20349. 


.20417, 






20499. .20591, 


20673. 


.20739, 


20841. .20902, 20991. 


.21036, 






21621. .21666, 


21752. 


.21809, 


21979. .22017, 22111. 


.22182, 






22329. .22420, 


23298. 


.23397 










GI Descrip. 


(AF234170) DMC1 protein [Hordeum vulgare] 






Seq. No. 


54207 






Seq. ID 


OJ000102_ 


77.0426 


.Cll 


Gene No. 


113746 






Strand 








Start 


14113 






End 


35241 






Name 


OJ000102 77.0426.C11 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


19922 






End 


22440 






GI 


none 






Score 


143 






Exons 


19922. .20080, 


19924. 


.20085, 


19924. .20124, 19928. 


.20095, 






20180. .20260, 


20187. 


.20258, 


20349. .20417, 20350. 


.20424, 






20496. .20591, 


20500. 


.20592, 


20670. .20738, 20674. 


.20739, 






20843. .20905, 


20844 . 


.20903, 


20988. .21062, 20989. 


.21051, 






21620. .21667, 


21729. 


.21818, 


21979. .22011, 22111. 


.22182, 






22115. .22186, 


22329. 


.22403, 


22329. .22430, 22330. 


.22440 




Seq. No. 


54207 






Seq. ID 


OJ000102_ 


77.0426 


.Cll 


Gene No. 


113746 






Strand 








Start 


14113 






End 


35241 






Name 


OJ000102 77.0426.C11 


,o2. tc 


Method 


TBLASTX: Cress 




Start 


20066 






End 


20876 






GI 


none 






Score 


41 







54866 






Exons 


20066. .20095, 20180. 


.20260, 


20181. .20258, 2034 9 .. 204 17 , 








20353. .20418, 20496. 


.20591, 


20500. .20592, 20698 .. 20739, 








20706. .20738, 20843. 


.20875, 


20844. .20876 






Seq. No. 


54207 




Seq. ID 


OJ000102_77.0426. 


Cll 




Gene No. 


113746 




Strand 








Start 


14113 




End 


35241 






Name 


OJ000102 77.0426.C11 


. o7 . tm 


Method 


TBLASTX : Maize 






Start 


20364 




End 


21038 






GI 


none 




Score 


71 






Exons 


20364. .20417, 20541. 


.20591, 


20670. .20738, 20843 .. 20905 , 








20988. .21038 












Seq. No. 


54207 




Seq. ID 


OJ000102J77.0426. 


Cll 




Gene No. 


113746 




Strand 








Start 


14113 




End 


35241 






Name 


UJUUUIU^ / / • U4^o • Lrl J. 


. o2 . gp 


Method 


AMY GAP 






Start 


26970 




End 


27494 






GI 


3767955 




Score 


843 






Exons 


26970. .27338, 27412. 


.27494 










GI Descrip. 


1617274/emb|CAA96522 


1 l.Oe- 


09 (Z72152) 


AMP-binding protein 






[Brassica napus] 












Seq. No. 


54207 




Seq. ID 


OJ000102J77.0426. 


Cll 




Gene No. 


113746 




Strand 








Start 


14113 




End 


35241 






Name 


OJ000102 77.0426.C11 


.ol. tw 


Method 


TBLASTX: Wheat 






Start 


27214 




End 


27679 




fl 


GI 


none 




Score 


102 




I : 3 


Exons 


27214. .27339, 27234. 


.27365, 


27264.-27347, 27 4 07 .. 274 99, 




W 




27409. .27501, 27410. 


.27508, 


27560. .27679, 27592. .27678 




ru 


Seq. No. 


54207 




Seq. ID 


OJ000102_77.0426. 


Cll 


s 


Gene No. 


113746 




Strand 








Start 


14113 




End 


35241 






Name 


OJ000102 77.0426.C11 


.ol. tm 


Method 


TBLASTX: Maize 






Start 


27242 




End 


29923 




: 


GI 


none 




Score 


87 






Exons 


27242. .27340, 27243. 


.27365, 


27244..27339, 272 67 .. 27344 , 








27407. .27499, 27409. 


.27501, 


27410. .27508, 27592 27678, 




U 




OTCftO o t cn ft O *"T C ft c 

2. 7593 . . 27679, 27595. 


. 27684 , 


27597. .27683, 27870 .. 27986, 








27903. .27989, 27904. 


.28020, 


27988. .28182, 28062 .. 28181, 








28874. .28969, 28874. 


.28945, 


28879. .28968, 2904 0 .. 2 9180, 








29051. .29176, 29301. 


.29450, 


29307. .29438, 2932 1 .. 294 4 9, 








29527. .29676, 29527. 


.29661, 


29529. .29666, 29837 .. 29923, 








29857. .29922, 29858. 


.29923 










Seq. No. 


54207 




Seq. ID 


OJ000102_77.0426. 


Cll 




Gene No. 


113746 




Strand 








Start 


14113 




End 


35241 






Name 


OJ000102 77.0426.C11 


. o5. tc 


Method 


TBLASTX: Cress 






Start 


27242 




End 


27681 






GI 


none 




Score 


47 






Exons 


27242. .27340, 27243. 


.27365, 


27285. .27344, 274 09 .. 27501, 








27413. .27517, 27592. 


.27681, 


27599. .27679 






Seq. No. 


54207 




Seq. ID 


OJ000102_77.0426. 


Cll 



54867 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



113746 
14113 
OJ000102 
27243 
none 
27243 
27592 
28062 
28879 



77.0426.Cll.o3.ts 



27365, 
27681, 
28172, 
28968, 



27265. 
27599. 
28062. 
29040. 



,27339, 
.27676, 
.28181, 
.29180, 



Strand 
End 

Method 

End 

Score 
27409. .27501, 
27850. .28020, 
28066. .28182, 
29051. .29176, 



35241 

TBLASTX : Soybean 
29181 
64 

27410. .27511, 
27891. .27989, 
28868. .28969, 
29095. .29181 



54207 

113746 

14113 

OJ000102_77.0426.Cll.o5.np 

27299 

7437846 

27299. .27338, 27412.. 27498 
28067. .28170, 28880.. 28966 
29530. .29659, 29845.. 29933 
31040. .31119, 31214.. 31303 
33228. .33304, 33382.. 33487 
34368.-34445, 34521. .34581 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000102 77.0426.C11 



GI Descrip. 



probable long-chain-f atty- 
gi | 1617274 | emb | CAA96522 . 1 | 
[Brassica napus] 



35241 
AAT/NAP 
35208 
2067 

27595. .27678, 27 903 .. 27 988 , 
29052. .29175, 29320 29438 , 
30066. .30154, 3084 1 30934 , 
32569. .32655, 32757 .. 32801 , 
33645. .33726, 338 15 .. 3388 6, 
35088. .35208 
acid — CoA ligase (EC 6.2.1.3) 
(Z72152) AMP-binding protein 



rape 





Seq. No. 


54207 


Seq. ID 


OJ000102_77.0426.C11 


Tli 


Gene No. 


113746 


Strand 






Start 


14113 


End 


35241 


\ : I 


Name 


OJ000102 77.0426.Cll.o3.gp 


Method 


AAT/GAP 




Start 


27456 


End 


27681 


; 


GI 


LIB3434-052-P1-K1-B11 


Score 


198 


\ u. 


Exons 


27456. .27498, 27595.. 27681 








GI Descrip. 


, 1617274/emb|CAA96522| 8 . Oe- 


■22 (Z72152) 


AMP-binding protein 


S3 




[Brassica napus] 1 






z. 3 


Seq. No. 


54207 


Seq. ID 


OJ000102_77.0426.C11 


h £z 


Gene No. 


113746 


Strand 




% s? 


Start 


14113 


End 


35241 




Name 


OJ000102 77.0426.Cll.o4.gp 


Method 


AAT/GAP 


f 1 


Start 


27903 


End 


27988 




GI 


LIB3434-052-P1-K1-B11 


Score 


162 




Exons 


27903. .27988 








GI Descrip. 


1 1617274 /emb |CAA96522| 8.0e- 


22 (Z72152) 


AMP-binding protein 






[Brassica napus] 1 








Seq. No. 


54207 


Seq. ID 


OJ000102_77.0426.C11 




Gene No. 


113746 


Strand 






Start 


14113 


End 


35241 




Name 


OJ000102 77.0426.Cll.o5.gp 


Method 


AAT/GAP 




Start 


28681 


End 


29069 




GI 


LIB3434-005-P1-K1-E4 


Score 


744 




Exons 


28681. .29069 








GI Descrip. 


, 1617274/emb|CAA96522| 2.0e- 


10 (Z72152) 


AMP-binding protein 






[Brassica napus] ' 








Seq. No. 


54207 


Seq. ID 


OJ000102_77.0426.C11 



54868 



Gene No. 113746 
Start 14113 

Name OJ000102_77 . 0426 . Cll . ol . tc 

Start 28874 
GI none 

Exons 28874. .28969, 28879.-28968, 

29061. .29180, 29301 .. 29447, 
29529. .29597 



Strand 

End 35241 

Method TBLASTX: Cress 

End 29597 

Score 110 
29030. .29176, 29051 29176, 
29321. .29449, 29529 .. 29597 , 



Seq. No. 54207 
Gene No. 113746 
Start 14113 

Name OJ000102_77 . 0426 . Cll . o2 . ts 

Start 29307 
GI none 
Exons 29307 . 

29503. 

29837. 

30839. 

31214. 



.29450, 29320. 

.29676, 29527. 

.29941, 30056. 

.30931, 30841. 

,31306, 31215. 



.29451, 
.29658, 
.30154, 
.30933, 
.31310 



Seq. ID OJ000102J77. 0426. Cll 
Strand 

End 35241 

Method TBLASTX : Soybean 

End 31310 

Score 102 
29321. .29449, 29322 .. 294 50 , 
29529. .29666, 29808 .. 29930 , 
30069. .30200, 30075 .. 30155, 
31039. .31122, 31040. .31120, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54207 Seq. ID 

113746 Strand 

14113 End 

OJ000102J77 .0426.Cll.o3.tc Method 

29604 End 

none Score 



OJ000102J77. 0426. Cll 
35241 

TBLASTX: Cress 

31310 

74 



29604. .29660, 29840 .. 29908 , 3084 1 .. 30933, 31039 .. 31122 , 
31040. .31120, 31214. .31309, 31215.. 31310 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54207 

113746 

14113 

OJ000102J77, 
30056 
none 
30056. 
30839. 
31037. 



0426. Cll. o4.tm 



.30154, 
.30868, 
.31120, 
31214. .31255 



30066. .30155, 
30840. .30935, 
31039. .31122, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_77. 0426. Cll 
35241 

TBLASTX: Maize 

31255 

109 



30066. .30200, 30067 .. 30156, 
30841. .30933, 31031 .. 31120, 
31039. .31122, 31210. .31254, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54207 

113746 

14113 

OJ000102_77. 0426. Cll. o3.tm 

32564 

none 

32564. .32656, 32568 .. 32660, 
32749. .32802, 32754 .. 32828, 
33225. .33305, 33229. . 33306, 
33540. .33743, 33644 .. 33724 , 
33807. .33884, 33814 .. 33885, 
34370. .34447, 34 377 .. 344 60, 
34530. .34580 



Seq. ID OJ000102_77. 0426. Cll 
Strand 

End 35241 

Method TBLASTX : Mai ze 

End 34580 

Score 101 
32569. .32664, 32570 .. 32 668 , 
32754. .32810, 33224 .. 33301 , 
33380. .33490, 33389.-33487, 
33645. .33725, 33745 .. 33885, 
33815. .33889, 34 362 .. 344 4 5 , 
34378.-34446, 34520 .. 34 57 9, 



Seq. No. 
Gene No. 



54207 
113746 



Seq. ID OJ000102_77. 0426. Cll 
Strand 



54869 



Start 
Name 
Start 
GI 

Exons 



14113 

OJ000102_77.0426.Cll.o4.tc 

32569 

none 

32569. .32664, 32754 
33380. .33487, 33381 
33649. .33726, 33654 
33815. .33883, 34368 
34530. .34577 



End 

Method 

End 

Score 



35241 

TBLASTX: Cress 

34577 

71 



32831, 33225. .33305, 33247 .. 33306, 

33488, 33384. .33503, 33648 33725, 

33731, 33670. .33729, 338 14 .. 33885, 

34448, 34370. .34447, 34 520 34 57 6, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54207 Seq. ID 

113746 Strand 

14113 End 

OJ000102_77 . 0426 . Cll . 06 . gp Method 

33205 End 

uC-osrocyp010a04bl Score 
33205. .33304, 33382.. 33478 
' 1617274 /emb | CAA96522 | 6.0e- 
[Brassica napus] 1 

54207 Seq. ID 

113746 Strand 

14113 End 

OJ000102_77 . 04 2 6 . CI 1 . o7 . gp Method 

34363 .End 

uC-osflm202110cllbl Score 
34363. .34445, 34521. .34587 
' 1617274 /emb | CAA96522 | 3.0e- 
[Brassica napus] ' 



OJ000102J77. 0426. Cll 

35241 
AAT/GAP 
33478 
264 



33 (Z72152) AMP-binding protein 



OJ000102_77. 0426. Cll 

35241 
AAT/GAP 
34587 
202 



28 (Z72152) AMP-binding protein 



54207 

113747 

37085 

OJ000102_77. 0426. Cll. o6.tm 

37085 

none 



Seq. ID OJ000102_77. 0426. Cll 
Strand 

End 38180 

Method TBLASTX : Mai ze 

End 38180 

Score 94 



37085. .37147, 37246 .. 37335, 37257 37337 , 37260 37367 , 
37568. .37687, 37571 .. 37687, 37572 .. 37 691 , 37582 .. 37704 , 
38095. .38178, 38096 .. 38179, 38096. . 38179, 38097.. 38180 



54208 

113748 

1 

OJ000102_77 . 0426 . C12 . o3 . np 
1 

3980411 



Seq. ID OJ000102_77.0426.C12 



Strand 
End 

Method 

End 

Score 



+ 

10928 
AAT/NAP 
10432 
59 



1..20, 3315. .3480, 7770. .7930, 10261. .10432 

(AC004561) putative proline-rich protein [Arabidopsis thaliana] 



54208 Seq. ID 

113748 Strand 

1 End 

OJ000102_77 . 0426 . C12 . ol . tm Method 

578 End 

none Score 



OJ000102_77.0426.C12 
+ 

10928 

TBLASTX: Maize 

992 

151 



S78..754, 609. .746, 627. .758, 629. .748, 829. .969, 829.-969, 
831. .974, 831. .992, 954. .992 



54870 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



54208 
113748 
1 

OJ000102_77.0426.C12.ol.gp 
641 

67687_1.R1084 
641. .748, 832. .948 

, 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



Seq. ID OJ000102_77.0426.C12 

Strand + 

End' 10928 

Method AAT/GAP 

End 94 8 

Score 276 



54208 

113748 

1 

OJ000102_77.0426.C12.ol.gs 

647 

none 

647. .748, 2149. .2190 



Seq. ID OJ000102_77.0426.C12 

Strand + 

End 10928 

Method GENSCAN 

End 2190 

Score .73 



Seq. No. 54208 

Gene No. 113748 

Start 1 

Name OJ000102_77 . 0426 . C12 . ol . np 

Start 658 

GI 3850581 

Exons 658.. 748, 1905.. 1934 

GI Descrip. (AC005278) EST gb|N96383 comes from this gene. [Arabidopsis 
thaliana] 



Seq. ID OJ000102_77.0426.C12 
Strand + 

10928 
AAT/NAP 
1934 
51 



End 

Method 

End 

Score 



Seq. No. 54208 

Gene No. 113748 

Start 1 

Name OJ000102_77 . 0426.C12 . o2 . gs 

Start 3187 

GI none 

Exons 3187.. 3497, 4929.. 5145 



Seq. ID OJ000102_77.0426.C12 

Strand + 

End 10928 

Method GENSCAN 

End 5145 

Score .82 



Seq. No. , 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000102_77.0426.C12 
Strand + 
End ' 10928 

Method AAT/NAP 
End 7137 
Score 714 

3223. .3497, 4593. .4623, 5359. .5511, 6312. .6518, 6919. .7137 
jacalin homolog - barley gi | 1167955 | gb | AAA87042 . 1 | (U43497) 
putative 32.7 kDa jasmonate-induced protein [Hordeum vulgare] 
gi|2465428|gb|AAB72097.1| (AF021257) 32 kDa protein [Hordeum 
vulgare] 



54208 

113748 

1 

OJ000102_77.0426.C12.o2.np 

3223 

7489383 



54208 

113748 

1 

OJ000102_77.0426.C12.o2. tm 

3250 

none 



Seq. ID OJ000102_77.0426.C12 
Strand 
End 

Method 
End 
Score 



+ 

10928 

TBLASTX: Maize 

7035 

119 



3250.. 3414, 3418.. 3501, 5326.. 5517, 5347.. 5499, 5364.. 5510, 
6318.. 6380, 6324.. 6371, 6380.. 6481, 6381.. 6485, 6910.. 6978, 



54871 



# 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



6915.. 6962, 7015.. 7035 

Seq. No. .54208 

Gene No. 113748 

Start 1 

Name OJ000102_77 . 0426 . C12 . o3 . gs 

Start 5413 

GI none 

Exons 5413.. 5565, 6913.. 7134 

Seq. No. 54208 

Gene No. 113748 

Start 1 

Name OJ000102_77 . 0426 . C12 . o4 . gs 

Start 7464 

GI none 

Exons 7464.. 7582, 7682.. 7737, 7799. 

10150. .10471, 10598. .10637, 10711. .10928 



OJ000102_77.0426.C12 
+ 

10928 
GEN SCAN 
7134 
.44 



OJ000102_77.0426.C12 
+ 

10928 
GENSCAN 
10928 
.47 



.7882, 8704. .8819, 9972. .10111, 



Seq. No. 54209 Seq. ID 

Gene No. 113749 Strand 

Start 227 End 

Name OJ000102_77 . 0426 . C13 . ol . gp Method 

Start 227 End 

GI 2312838 Score 

Exons 227. .285 

GI Descrip. 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



OJ000102_77.0426.C13 
+ 

285 

AAT/GAP 
285 
64 



Seq. No. 


54209 








Seq. ID 


OJ000102_77.0426.C13 


Gene No. 


113750 








Strand 


+ 


Start 


2903 








End 


10494 


Name 


OJ000102 77 


.0426 


.C13.o2 


.gs 


Method 


GENSCAN 


Start 


2903 








End 


10451 


GI 


none 








Score 


.66 


Exons 


2903. .3100, 


3641 


. .3759, 


3952. 


.4061, 5821.. 5972, 6080.. 6177, 




6757. .7044, 


8821 


. .8933, 


9095. 


.9108, 9619. .9694, 9798.. 10451 


Seq. No. 


54209 








Seq. ID 


OJ000102_77.0426.C13 


Gene No. 


113750 








Strand 


+ 


Start 


2903 








End 


10494 


Name 


OJ000102 77 


.0426 


C13.o3 


.gp 


Method 


AAT/GAP 


Start 


8933 








End 


10227 


GI 


26615 1.R1084 






Score 


1370 


Exons 


8933. .9168, 


9298 


.9392, 


9619. 


.9694, 9798.. 10227 


GI Descrip. 


'4097573 2. 


0e-10 


(U64917) GMFP7 [Glycine max] 1 


Seq. No. 


54209 








Seq. ID 


OJ000102_77.0426.C13 


Gene No. 


113750 








Strand 


+ 


Start 


2903 








End 


10494 


Name 


OJ000102 77 


.0426 


C13.ol 


np 


Method 


AAT/NAP 


Start 


9363 








End 


10494 


GI 


6862917 








Score 


422 


Exons 


9363. .9392, 


9619 


.9694, 


9798. 


.10494 




GI Descrip. 


(AC018907) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


54209 








Seq. ID 


OJ000102_77.0426.C13 



54872 



* • 



Gene No . 


113750 








Strand 


+ 






Start 


2903 








End 


10494 






Name 


OJ000102 77. 


0426. 


C13.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


9609 








End 


9928 






GI 


none 








Score 


119 






Exons 


9609. . 9695, 


9616. 


.9696, 


9793. 


.9927, 9797.. 9928 






Seq. No. 


54209 








Seq. ID 


OJ000102 


J77.0426 


.C13 


Gene No . 


113750 








Strand 


+ 






Start 


2903 








End 


10494 






Name 


OJ000102 77. 


0426. 


C13.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


9613 








End 


9931 






GI 


none 








Score 


127 






Exons 


9613. . 9696, 


9621. 


. 9695, 


9793. 


.9927, 9797.. 9931 






Seq. No. 


54209 








Seq. ID 


OJ000102 


_77 .0426, 


.C13 


Gene No. 


113750 








Strand 


+ 






Start 


2903 








End 


10494 






Name 


OJ000102 77. 


0426. 


C13.ol. 


tm 


Method 


TBLASTX : 


Maize 




Start 


9616 








End 


10010 






GI 


none 








Score 


122 






Exons 


9616. . 9696, 


9618. 


.9695, 


9793. 


.9930, 9797.. 9931, 


9797. .9934, 




9960. . 10010, 


9972 


. .10010 










Seq. No. 


54209 








Seq. ID 


OJ000102 


_77.0426, 


.C13 


Gene No. 


113750 








Strand 


+ 






Start 


2903 








End 


10494 






Name 


OJ000102 77. 


0426. 


C13.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


9664 








End 


10025 






GI 


none 








Score 


49 






Exons 


9664. .9696, 


9666. 


.9695, 


9793. 


.9933, 9797.. 9934, 


9943. .9963, 




9972. .10025, 


9975 


. .10010 












Seq. No. 


54210 








Seq. ID 


OJ000102 


_77.0426. 


.C14 


Gene No. 


113751 








Strand 


+ 






Start 


26 








End 


2039 






Name 


OJ000102 77. 


0426. 


C14.ol. 


gs 


Method 


GEN SCAN 






Start 


26 








End 


2039 






GI 


none 








Score 


.54 






Exons 


26. .555, 569 


..675, 802.. 


852, 


1904. .2039 






Seq. No. 


54210 








Seq. ID 


OJ000102 


_77.0426, 


,C14 


Gene No. 


113752 








Strand 








Start 


643 








End 


1007 






Name 


OJ000102 77. 


0426. 


C14.ol. 


gp 


Method 


AAT/GAP 






Start 


643 








End 


1007 






GI 


46068 1.R1084 






Score 


616 







Exons 643.. 1007 

GI Descrip. ' 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



Seq. No. 54211 Seq. ID 

Gene No. 113753 Strand 

Start 482 End 

Name OJ000102_77 . 0426 . C15 . ol . np Method 

Start 482 End 

GI 6069646 Score 



OJ000102_77.0426.C15 

1187 
AAT/NAP 
1187 
111 



54873 



# • 

Exons 482.. 684, 1158.. 1187 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54212 Seq. ID OJ000102_76 . 0426 . C7 

113754 Strand 

1 End 713 

OJ000102_7 6 . 0426 . C7 . ol . np Method AAT/NAP 

1 End 713 

5922620 Score 159 

1..46, 170. .381, 643. .713 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



£3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54213 
113755 
489 

OJ000102_76.0426.C8.ol.np 
489 

2498930 
489. .552, 720. .801 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULAT ION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. ID OJ000102_76.0426.C8 

Strand + 

End 801 

Method AAT/NAP 

End 801 

Score 168 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_76.0426.C9 
+ 



Seq. No. 54214 
Gene No. 113756 
Start 16845 

Name OJ000102_7 6.0426.C9.o2 .np 

Start 16845 
GI 7228457 

Exons 16845. .16966, 17180 .. 17270, 

21702. .23211 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



23214 
AAT/NAP 
23211 
3033 



18393. .19935, 19990 .. 21635, 



Seq. No. 


54214 




Seq. ID 


OJ000102 


J76.0426 


.C9 


Gene No. 


113756 




Strand 


+ 






Start 


16845 




End 


23214 






Name 


OJ000102 76. 0426. C9. 


o3.gs 


Method 


GENSCAN 






Start 


20311 




End 


23214 






GI 


none 




Score 


.73 






Exons 


20311. .20532, 20589. 


.22301, 


22436. .22819, 22828 


. .23214 




Seq. No. 


54214 




Seq. ID 


OJ000102 


J76.0426 


.C9 


Gene No. 


113757 




Strand 


+ 






Start 


27291 




End 


29054 






Name 


OJ000102 76. 0426. C9. 


o5 . np 


Method 


AAT/NAP 






Start 


27291 




End 


29054 






GI 


7523517 




Score 


260 






Exons 


27291. .27584, 27735. 


.27789, 


29017. .29054 







54874 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


54214 


Seq. ID 


OJ000102_76. 


0426. 


C9 


Gene No . 


1 lo /JO 


o Tirana 


+ 






Start 


izyyu 


hna 


33976 






Name 


ojuuuiuz /o. U4zo.cy.oo.gs 


Method 


GEN SCAN 






Start 




XT' _ -J 

hna 


33976 






GI 


none 


Score 


.51 






Exons 


OOQQn OQAOC TJCCO TOQTC 

ozyyu . . oouZOf jjjjz . . jjy /b 










Seq. No. 


54214 


Seq. ID 


OJ000102 76. 


0426. 


C9 


Gene No . 


i to / oy 


Strand 


+ 






Start 


ozzuy 


End 


54476 






Name 


ojuuuiuz / o . U4 z d . uy . oiu . gs 


Method 


GEN SCAN 






Start 


ozzu y 


End 


54476 






GI 


none 


Score 


.52 






Exons 


ozzu y . . ozz lo , o o yz b . . d4 iu4 / 


54369. .54476 






Seq. No. 


54214 


Seq. ID 


OJ000102J76. 


0426. 


C9 


Gene No. 


113760 


Strand 








Start 


560 


End 


13289 






Name 


OJ000102 76.0426.C9.ol.gp 


Method 


AAT/GAP 






Start 


548 


End 


5149 






GI 


23078 1.R1084 


Score 


1429 






Exons 


548. .724, 1796. .2002, 2100. 


.2234, 2313 


.2444, 4310. 


.4427 





5102. .5149 

' 4587615/gb| AAD25843. 1 |AC006951_22 l.Oe-lll (AC006951) putative 
acyl-CoA synthetase [Arabidopsis thaliana] 
>gi_4689469_gb_AAD27905. 1_AC007213_3 (AC007213) putative 
acyl-CoA synthetase [Arabidopsis thaliana] 1 



54214 

113760 

560 

OJ000102_76.0426.C9.ol.gs 

560 

none 



Seq. ID OJ000102_76.0426.C9 
Strand 

End 13289 

Method GENSCAN 

End 72 65 

Score . 8 



560. .724, 1796. .2002, 2100. .2234, 2313. .2444, 4310. .4449, 
5181. .5331, 6901. .7074, 7158. .7265 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



54214 

113760 

560 

OJ000102_7 6.042 6.C9.ol.np 
563 

4587615 



Seq. ID OJ000102_76.0426.C9 
Strand 

End 13289 

Method AAT/NAP 

End 11848 

Score 2282 



S63..724, 1796. .2002, 2100. .2234, 2313. .2444, 4310. .4427, 
5102. .5331, 6901. .7074, 7158. .7289, 8302. .8568, 11172 .. 11252 , 
11338. .11848 

(AC006951) putative acyl-CoA synthetase [Arabidopsis thaliana] 



54214 

113760 

560 

OJ000102_7 6.042 6.C9.o2.gp 
5159 

14538 1.R1084 



Seq. ID OJ000102_76.0426.C9 
Strand 

End 13289 

Method AAT/GAP 

End 11565 

Score 1994 



54875 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5159. .5331, 6901. .7074, 7158. .7289, 8302. .8568, 11172 .. 11252 , 
11338. .11565 

'4680495/gb|AAD27675.1|AF119222_7 3.0e-32 (AF119222) receptor 
kinase-like protein [Oryza sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102 76. 0426. C9 



54214 
113760 
560 

OJ000102_76.0426.C9.o3.gp 
11653 

LIB3474-002-P1-K1-H3 
11653. .11918, 13108. .13289 

f 5441872/dbj I AP000366.il AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 1 



13289 
AAT/GAP 
13289 
876 



54214 
113761 
23996 

OJ000102_76.0426.C9.o4.gs 
23996 



End 

Method 
End 

none Score 
23996. .24327, 24426 .. 24571, 24700 .. 25365, 25528 .. 25586, 
25657. .25851, 25919 .. 26043, 26246.-26378, 2 6395.-2642 6, 
26744. .26871, 27266. .27330 



Seq. ID OJ000102_76.0426.C9 
Strand 

27330 
GENSCAN 
27330 
.67 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102 76. 0426. C9 



27330 
AAT/NAP 
26885 
1087 



.26885 
region of 



54214 
113761 
23996 

OJ000102_76.0426.C9.o3.np 
24699 
6721561 

24699. .25460, 25528 25586, 25657 .. 25851 , 26817. 
(AP001073) EST AU082058 (C12976) corresponds to a 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj |BAA90372.1| (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

54214 Seq. ID OJ000102J76 . 0426 .C9 

113761 Strand 

23996 End 27330 

OJ000102J7 6 . 0426 . C9 . o4 . np Method AAT/NAP 

25200 End 26843 

6721558 Score 268 

25200. .25427, 25919 .. 26043, 26744.-26843 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



the 



54214 
113762 
33811 

OJ000102_76.0426.C9.ol.ts 
526 



Seq. ID OJ000102_76.0426.C9 
Strand 

56179 

TBLASTX : Soybean 
11523 
70 



End 

Method 
End 

none Score 
526. .726, 559. .726, 560. .727, 566. .727, 579.-734, 1793. .2005, 
1794. .1976, 1838. .1978, 1924. .2016, 2097. .2243, 2098. .2235, 



54876 



2304. .2447, 2305. .2445, 4288. .4413, 4296.-4475, 4307. .4438, 
5101. .5334, 5102. .5335, 6895. .7077, 6899. .7078, 7146. .7298, 
7149. .7289, 8300. .8428, 8302. .8571, 8306. .8428, 8501. .8569, 
8645. .8692, 11166 11255, 11173 .. 11259, 11306 11440, 
11334. .11441, 11338. .11442, 11345 11443, 11428 .. 11511 , 
11443. .11523, 11447. .11518 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54214 

113762 

33811 

OJ000102_76.0426.C9.ol.tm 

555 

none 



Seq. ID OJ000102_76.0426.C9 
Strand 

End 56179 

Method TBLASTX : Maize 

End 11890 

Score 224 



555. .725, 558. .725, 560. .727, 560. .727, 1796. .2005, 1797. .2003, 
1832. .2005, 2092. .2235, 2096. .2251, 2097. .2237, 2099. .2242, 
2304. .2447, 2305. .2445, 2384. .2446, 4293. .4430, 4296. .4436, 
4307. .4438, 4310. .4477, 5101. .5334, 5102. .5353, 6898. .7098, 
6899. .7081, 7143. .7289, 7158. .7292, 8300. .8569, 8301. .8582, 
8302. .8571, 11166. .11267, 11167 .. 11256, 11336 .. 11845, 
11337. .11666, 11338. .11883, 11339. .11890 



Seq. No. 54214 

Gene No. 113762 

Start 33811 

Name OJ000102_76 . 0426 .C9 . ol . tc 

Start 561 , . 

GI none 
Exons 



Seq. ID OJ000102_76.0426.C9 
Strand 

End 56179 

Method TBLASTX: Cress 

End 2409 

Score 184 



561. .725, 566. .727, 570. .725, 1796. .2011, 1803. .2012, 



2097. .2237, 2098. .2235, 2117, 
2305. .2409 



.2242, 2298. .2408, 2304. .2408, 



Seq. No. 54214 

Gene No. 113762 

Start 33811 

Name OJ000102_76 . 0426.C9 . o3 . tc 

Start 5137 

GI none 

Exons 5137.. 5334, 5138.. 5335, 6898. 
7189. .7305 



Seq. ID OJ000102_76.0426.C9 
Strand 

End 56179 

Method TBLASTX : Cres s 

End 7305 

Score 114 

.7098, 6899. .7075, 7158. .7289, 



Seq. No. 54214 

Gene No. 113762 

Start 33811 

Name OJ000102_7 6 . 042 6 . C9 . o7 . tm 

Start 8671 

GI none 

Exons 8671.. 8838, 8672.. 8968, 8871. 



Seq. ID OJ000102_76.0426.C9 
Strand 

End 56179 

Method TBLASTX : Maize 

End 9025 

Score 302 

.8915, 8933.. 9025, 8935.. 9021 



Seq. No. • 54214 

Gene No. 113762 

Start 33811 

Name OJ000102_7 6. 0426.C9 . o2 . tm 

Start 9028 

GI none 

Exons 9028.. 9621, 9029.. 9625 



Seq. ID OJ000102_76.0426.C9 
Strand 

End 56179 

Method TBLASTX : Mai ze 

End 9625 

Score 514 



Seq. No. 



54214 



Seq. ID OJ000102_76.0426.C9 



54877 





Gene No. 


113762 




Strand 










33811 




End 


56179 






IN diLLC 


OJ000102 76. 0426. C9 


. 08. tm 


Method 


TBLASTX: Maize 








9631 




End 


9888 






(IT 


none 




Score 


223 








9631. .9888, 9645. .9875 










Cprr Mo 


54214 




Seq. ID 


OJ000102J76.0426 


.C9 




Gene No. 


113762 




Strand 








Start 


33811 




End 


56179 






Name 


OJ000102 7 6. 0426. C9 


. o3 . tm 


Method 


TBLASTX: Maize 








10001 




End 


10669 






ox 


none 




Score 


500 






V von ^ 


10001. .10231, 10002 


. .10292, 


10003. .10560, 10057. .10368, 








10350. .10472, 10592 


. .10669 










Seq. No. 


54214 




Seq. ID 


OJ000102_76.0426 


.C9 




Gene No. 


113762 




Strand 








Start 


33811 




End 


56179 






Name 


OJ000102 76. 0426. C9 


.06. tw 


Method 


TBLASTX: Wheat 






Start 


10104- 




End 


10455 






GI 


none 




Score 


248 








10104. .10199, 10108 


. .10293, 


10381. .10455 




Q 


Seq. No. 


54214 




Seq. ID 


OJ000102_76.0426 


.C9 


Efs 


Gene No. 


113762 




Strand 






? ; jj 


Start 


33811 




End 


56179 






Hamp 


OJ000102 76. 0426. C9 


.o2.tc 


Method 


TBLASTX: Cress 




L -J: 


Cf ar-f 


11178 




End 


11806 




: . s 




none 




Score 


202 




— 

w 


F" von q 


11178. .11240, 11356 


. .11775, 


11357. .1177 6, 11777. .11806 




r ! i 


Seq. No. 


54214 




Seq. ID 


OJ000102_76.0426 


.C9 




Gene No. 


113762 




Strand 






fi 


Start 


33811 




End 


56179 




** 


Name 


OJ000102 76. 0426. C9 


.o4 . ts 


Method 


TBLASTX: Soybean 






Start 


11525 




End 


11844 






GI 


none 




Score 


134 




i. -J 




11525. .11719, 11527 


. .11721, 


11704. .11844 






Seq. No. 


54214 




Seq. ID 


OJ000102_76.0426 


.C9 




Gene No. 


113762 




Strand 








Start 


33811 




End 


56179 






Name 


OJ000102J76.0426.C9 


.o7. tw 


Method 


TBLASTX: Wheat 






Start 


18439 




End 


18837 






GI 


none 




Score 


237 








18439. .18837, 18453 


. .18491, 


18564. .18707 






Seq. No. 


54214 




Seq. ID 


OJ000102_76.0426 


.C9 




Gene No. 


113762 




Strand 








Start 


33811 




End 


56179 






Name 


OJ000102 76. 0426. C9 


,o3. tw 


Method 


TBLASTX: Wheat 






Start 


19420 




End 


19875 






GI 


none 




Score 


146 






Exons 


19420. .19602, 19639 


. .19875, 


19641. .19757 






Seq. No. 


54214 




Seq. ID 


OJ000102_76.0426 


.C9 



54878 



Gene No. 113762 Strand 

Start 33811 End 

Name OJ000102J76 . 0426 . C9 . ol . tw Method 

Start 20067 End 

GI none Score 

Exons 20067. .20522, 20068.. 20523 



56179 

TBLASTX: Wheat 

20523 

552 



Seq. No. 54214 Seq. ID 

Gene No. 113762 Strand 

Start 33811 End 

Name OJ000102_76 . 042 6 . C9 . o5 . ts Method 

Start 20107 End 

GI none Score 

Exons 20107. .20331, 20338.. 20472 



OJ000102_76.0426.C9 
56179 

TBLASTX : Soybean 

20472 

109 



Seq. No. 54214 Seq. ID 

Gene No. 113762 Strand 

Start 33811 End 

Name OJ000102_76 . 042 6 . C9 . o4 . tm Method 

Start 20197 End 

GI none Score 

Exons 20197. .20553, 20232.. 20552 



OJ000102_76.0426.C9 
56179 

TBLASTX: Maize 

20553 

415 



Seq. No. 54214 

Gene No. 113762 

Start 33811 

Name OJ000102_76 . 0426 . C9 . o5 . tm 

Start 20580 

GI none 

Exons 20580. .20963, 20615 .. 20665, 20747.. 20962 



Seq. ID OJ000102_76.0426.C9 
Strand 

End 56179 

Method TBLASTX : Maize 

End 20963 

Score 329 



Seq. No. 54214 

Gene No. 113762 

Start 33811 

Name OJ000102_76 . 0426 . C9 . o2 . tw 

Start 20637 

GI none 

Exons 20637. .21059, 20682 .. 21026, 20747.. 21061 



Seq. ID OJ000102_76.0426.C9 
Strand 

End 56179 

Method TBLASTX : Wheat 

End 21061 

Score 464 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54214 

113762 

33811 

OJ000102_7 6.0426.C9.o2. ts 

20691 

none 

20691. .21116, 20750.. 20875 



Seq. ID OJ000102_76.0426.C9 
Strand 

End 56179 

Method TBLASTX : Soybean 

End 21116 

Score 315 



54214 
113762 
33811 

OJ000102_7 6.0426.C9.o5.tw 
21206 
none 

21206. .21433, 21207 .. 21431, 21441 . .21614 , 21549.. 21611 



Seq. ID OJ000102_76.0426.C9 
Strand 

End 56179 

Method TBLASTX : Wheat 

End 21614 

Score 206 



Seq. No. 
Gene No. 



54214 
113762 



Seq. ID OJ000102_76.0426.C9 
Strand 



54879 




Start 


33811 




End 


56179 




Name 


OJ000102 76. 0426. C9 


,o3.ts 


Method 


TBLASTX : Soybean 




Start 


21330 




End 


21713 




GI 


none 




Score 


78 




Exons 


21330. .21455, 21462 


. .21713 








Seq. No. 


54214 




Seq. ID 


OJ000102_76.0426 


.C9 


Gene No . 


1 1 J / OZ 




Strand 






Start 


33811 




End 


56179 




Name 


OJ000102 76. 0426. C9 


,o9.tw 


Method 


TBLASTX: Wheat 




Start 


21618 




End 


21911 




GI 


none 




Score 


199 




Exons 


21618. .21911, 21647 


. .21712, 


21752. .21793 




Seq. No. 


54214 




Seq. ID 


OJ000102_76.0426 


-C9 


Gene No. 


113762 




Strand 






otart 


O *3 Q 1 1 
J JO 11 




End 


56179 




Name 


OJ000102 76. 0426. C9 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


22116 




End 


22498 




GI 


none 




Score 


280 




Exons 


22116. .22403, 22124 


. .22312, 


22349. .22402, 22393.-224 97, 






22394. .22498 










Seq. No. 


54214 




Seq. ID 


OJ000102J76.0426 


.C9 


Gene No . 


i i no 
llo / oZ 




Strand 






Start 


33811 




End 


56179 




Name 


OJ000102 76. 0426. C9 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


22116 




End 


22403 




GI 


none 




Score 


322 




Exons 


22116. .22403, 22133 


. .22402 








Seq. No. 


54214 




Seq. ID 


OJ000102J76.0426 


.C9 


Gene No . 


1 1 0.1 CO 

llj / oz 




Strand 






Start 


33811 




End 


56179 




Name 


OJ000102 76. 0426. C9 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


22505 




End 


22768 




GI 


none 




Score 


204 




Exons 


22505. .22693, 22526 


. .22768, 


22531. .22731 




Seq. No. 


54214 




Seq. ID 


OJ000102_76.0426 


.C9 


uene ino . 


1 1 "3*7 CO 




Strand 






Start 


33811 




End 


56179 




Name 


OJ000102 76. 0426. C9 


.olO.tw 


Method 


TBLASTX: Wheat 




Start 


22772 




End 


23124 




GI 


none 




Score 


62 




Exons 


22772. .22831, 22804 


. .23049, 


23074. .23124 




Seq. No. 


54214 




Seq. ID 


OJ000102_76.0426 


.C9 


Gene No . 


i i "in co 
1 1 J / K>Z 




Strand 






Start 


33811 




End 


56179 




Name 


OJ000102 76. 0426. C9 


,o9. tm 


Method 


TBLASTX : Maize 




Start 


22900 




End 


23166 




GI 


none 




Score 


142 




Exons 


22900. .23082, 22977 


. .23081, 


23076. .23132, 23083.. 23166 




Seq. No. 


54214 




Seq. ID 


OJ000102_76.0426 


.C9 


Gene No. 


113762 




Strand 







54880 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No* 

Start 

Name 

Start 

GI 

Exons 



33811 End 56179 

OJ000102_7 6 . 042 6 . C9 . o7 . np Method AAT/NAP 

33811 End 55442 

6523547 Score 343 

33811. .33884, 34563 .. 34 601, 37748 37 970, 38734 38822 , 

41746. .42218, 54 180 .. 54244 , 55141. .55442 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



54214 Seq. ID 

113762 Strand 

33811 End 

OJ000102_7 6 . 042 6 . C9 . 08 . gs Method 

37495 End 

none Score 
37495. .38325 



OJ000102_76.0426.C9 

56179 
GEN SCAN 
38325 
.76 



Seq. No. 54214 Seq. ID OJ000102_7 6 . 042 6 . C9 

Gene No. 113762 Strand 

Start 33811 End 56179 

Name OJ000102_76 . 0426 . C9 . 06 . np Method AAT/NAP 

Start 37525 End 39337 

GI 7489208 Score 188 

Exons 37525. .37770, 37876 .. 38254 , 39217.. 39337 

GI Descrip. Tsil protein - common tobacco gi I 3065895 | gb | AAC14323 . 1 1 
(AF058827) TSI1 [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54214 Seq. ID OJ000102_7 6 . 042 6 . C9 

113762 Strand 

33811 End 56179 

OJ000102_76 . 04 2 6 . C9 . o4 . gp Method AAT/GAP 

39722 End 39878 

286806 Score 251 

39722. .39878 

5441872/dbj IAP000366. 1 IAP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 



Seq. No. 


54214 








Seq. ID 


OJ000102 


Gene No. 


113762 








Strand 




Start 


33811 








End 


56179 


Name 


OJ000102 76. 


0426 


.C9. 


oil .gs 


Method 


GEN SCAN 


Start 


55162 








End 


56179 


GI 


none 








Score 


.84 


Exons 


55162. .55332 


, 56053. 


.56106, 


56126. .56179 


Seq. No. 


54215 








Seq. ID 


OJ000102 


Gene No. 


113763 








Strand 


+ 


Start 


688 








End 


798 


Name 


OJ000102 76. 


0426 


C10 


. ol . gs 


Method 


GENSCAN 


Start 


688 








End 


798 


GI 


none 








Score 


.5 


Exons 


688. .798 












Seq. No. 


54216 








Seq. ID 


OJ000102 


Gene No. 


113764 








Strand 


+ 


Start 


202 








End 


541 


Name 


OJ000102 76. 


0426 


C12 


.ol.gs 


Method 


GENSCAN 



54881 






Start 


202 


End 


541 










GI 


none 


Score 


.78 










Exons 


202. .207, 440. .541 














Seq. No. 


54216 


Seq. ID 


OJ000102 


_76. 


0426 


.C12 




Gene No. 


113765 


Strand 


+ 










Start 


1747 


End 


1833 










Name 


OJ000102 76.0426.C12.ol.np 


Method 


AAT/NAP 










Start 


1747 


End 


1833 










GI 


6630699 


Score 


79 










Exons 


1747. .1833 














GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 












gi| 6721536 |dbj | BAA89566.il (AP001073) 


hypothetical 


protein 






[Oryza sativa] 














Seq. No. 


54216 


Seq. ID 


OJ000102 


_76. 


0426 


.C12 




Gene No. 


113766 


Strand 


+ 










Start 


1969 


End 


2201 










Name 


OJ000102 76.0426.C12.o2.np 


Method 


AAT/NAP 










Start 


1969 


End 


2201 










GI 


6539570 


Score 


156 










Exons 


1969. .2201 














GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 










Seq. No. 


54216 


Seq. ID 


OJ000102 


_76. 


0426 


.C12 




Gene No. 


113767 


Strand 












Start 


1755 


End 


2891 








if 


Name 


OJ000102 76.0426.C12.o2.gs 


Method 


GENSCAN 










Start 


1755 


End 


2891 








y 


GI 


none 


Score 


. 47 








j 


Exons 


1755.. 1827, 2532.. 2669, 2722. 


.2891 










& 


Seq. No. 


54217 


Seq. ID 


OJ000102_ 


_76. 


0426 


.C13 




Gene No. 


113768 


Strand 


+ 










Start 


86 


End 


478 










Name 


OJ000102 76.0426.C13.ol.gs 


Method 


GENSCAN 










Start 


86 


End 


478 










GI 


none 


Score 


.76 








3 


Exons 


86. .478 












3 


Seq. No. 


54217 


Seq. ID 


OJ000102 


_76. 


0426 


.C13 




Gene No. 


113769 


Strand 












O 4- -» — 4- 

otart 


1 


End 


2037 










Name 


OJ000102 76.0426.C13.ol.np 


Method 


AAT/NAP 










Start 


1 


End 


2022 










GI 


7523517 


Score 


315 










Exons 


1..32, 1506. .1579, 1724. .2022 














GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 










Seq. No. 


54217 


Seq. ID 


OJ000102_ 


_76. 


0426 


.C13 




Gene No. 


113769 


Strand 












Start 


1 


End 


2037 










Name 


OJ000102 76.0426.C13.o2.gs 


Method 


GENSCAN 










Start 


1267 


End • 


2037 










GI 


none 


Score 


.85 










Exons 


1267. .1579, 1724. .2037 













54882 




Seq. No. 


54217 




Seq. ID 


OJ000102_ 


76.0426. 


C13 


Gene No. 


113770 




Strand 








Start . 


4592 




End 


4711 






Name 


OJ000102 76.0426.C13 


.o3.gs 


Method 


GEN SCAN 






Start 


4592 




End 


4711 






GI 


none 




Score 


1 






Exons 


4592. .4711 












Seq. No. 


54218 




Seq. ID 


OJ000102_ 


76.0426. 


C14 


Gene No. 


113771 




Strand 


+ 






Start 


341 




End 


3492 






Name 


OJ000102 76.0426.C14 


. ol . gs 


Method 


GENSCAN 






Start 


341 




End 


3492 






GI 


none 




Score 


.5 






Exons 


341. .538, 1066. .1182 


, 1361. 


.1540, 1673. 


.1807, 3433.. 3492 


Seq. No. 


54218 




Seq. ID 


OJ000102_ 


f O . U4 Z D . 


LI H 


Gene No. 


113772 




Strand 


+ 






Start 


20084 




End 


37133 






Name 


OJ000102 76.04zd.C14 


. od . gs 


Method 


GENSCAN 






Start 


20084 




End 


36020 






GI 


none 




Score 


.43 






Exons 


20084. .20130, 20187. 


.20337, 


20509. .20710, 21076. 


.21195, 






23598. .23703, 24146. 


.24560, 


25142. .25348, 25372. 








28913. .28937, 29840. 


.29937, 


30582. .30705, 35389. 


*3 C C\ O C\ 




Seq. No. 


54218 




Seq. ID 


OJ000102_ 


H d C\ A o c 

1 b . U4Zb. 


CI 4 


Gene No. 


113772 




Strand 


+ 






Start 


20084 




End 


37133 






Name 


OJ000102 76.0426.C14 


. o2 . gp 


Method 


AAT/GAP 






Start 


22886 




End 


24318 






GI 


none 




Score 


908 






Exons 


22886. .23044, 23987. 


.24318 










Seq. No. 


54218 




Seq. ID 


OJ000102_ 


"7 a n ao a 




Gene No. 


113772 




Strand 


+ 






Start 


20084 




End 


37133 






Name 


OJ000102 76.0426.C14 


. o5 .np 


Method 


AAT/NAP 






Start 


23882 




End 


30832 






GI 


6714366 




Score 


1802 






Exons 


23882. .23936, 24160. 


.24560, 


25142. .25426, 29611. 


.29739, 






29840. .29937, 30022. 


.30832 










GI Descrip. 


(AC012562) unknown protein 


[Arabidopsis thaliana 


] 




Seq. No. 


54218 




Seq. ID 


OJ000102_ 


76.0426. 


C14 


Gene No . 


113772 




Strand 


+ 






Start 


20084 




End 


37133 






Name 


OJ000102 76.0426.C14 


. o4 . gp 


Method 


AAT/GAP 






Start 


30036 




End 


31071 






GI 


none 




Score 


1960 






Exons 


30036. .31071 












Seq. No. 


54218 




Seq. ID 


OJ000102_ 


76.0426. 


C14 


Gene No. 


113772 




Strand 


+ 






Start 


20084 




End 


37133 






Name 


OJ000102 76.0426.C14 


. o5 . gp 


Method 


AAT/GAP 






Start 


35349 




End 


35851 







54883 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

35349. .35851 



Score 



915 



54218 - Seq. ID OJ000102_76. 0426.C14 

113772 Strand + 

20084 End 37133 

OJ000102_76.0426.C14 ,o6.np Method AAT/NAP 

35465 End 37133 

7340670 Score 270 

35465. .35599, 35654 36020, 37056. .37133 

(AL162508) hypothetical protein [Arabidopsis thaliana] 



54218 Seq. ID 

113773 Strand 
1287 End 
OJ000102_7 6 . 0426 . C14 . ol . np Method 
1287 End 
6498441 Score 
1287. .1668, 2614. .2646 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ000102_76.0426.C14 

2646 
AAT/NAP 
2646 
201 



Seq. No. 


54218 


Gene No. 


113774 


Start 


6598 


Name 


OJ000102 76. 


Start 


6598 


GI 


none 


Exons 


6598. .7339, 


Seq. No. 


54218 


Gene No. 


113775 


Start 


9107 


Name 


OJ000102 76. 


Start 


9107 


GI 


5003045 


Exons 


9107. .9502 


Seq. No. 


54218 


Gene No. 


113775 


Start 


9107 


Name 


OJ000102 76. 


Start 


9370 


GI 


none 


Exons 


9370. .9751, 




14457. .14538 


Seq. No. 


54218 


Gene No. 


113775 


Start 


9107 


Name 


OJ000102 76. 


Start 


9373 


GI 


4895184 


Exons 


9373. .9751, 



76.0426.C14.o2.gs 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7932, 8257.. 8626 

Seq. ID 

Strand 

End 

14.ol.gp Method 
End 
Score 



OJ000102_76.0426.C14 

8626 
GENSCAN 
8626 
.6 



OJ000102_76.0426.C14 

19951 
AAT/GAP 
9502 
737 



GI Descrip. 



Seq. ID OJ000102_76.0426.C14 
Strand 

End 19951 

!6.C14.o3.gs Method GENSCAN 

End 14538 

Score .52 

9370. .9751, 11919. .12167, 13885 .. 14090, 14 197 .. 14333, 



Seq. ID OJ000102_76.0426.C14 
Strand 

End 19951 
:6.C14.o2.np Method AAT/NAP 
End 12175 
Score 1080 

9373.. 9751, 10385 .. 10510, 10931 .. 11072 , 11836.. 12175 
(AC007 661) unknown protein [Arabidopsis thaliana] 



54884 




Seq. No. 


54218 


Seq. ID 


OJ000102 


_76.0426 


.C14 


Gene No. 


113775 


Strand 








Start 


9107 


End 


19951 






Name 


OJ000102 76.0426.C14.o3.np 


Method 


AAT/NAP 






Start 


13733 


End 


18015 






GI 


7340881 


Score 


269 






Exons 


13733. .13879, 14032 .. 14301, 


15455. . 15520, 15624 


. .15746, 






17114. .17369, 17504. .17786, 


17931. . 18015 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 






Seq. No. 


b4zlo 


Seq. ID 


OJ000102 


J76.0426 


.C14 


Gene No. 


113775 


Strand 








Start 


9107 


End 


19951 






Name 


OJ000102 76.0426.C14.o4.gs 


Method 


GENS CAN 






Start 


17288 


End 


19951 






GI 


none 


Score 


.65 






Exons 


17288. .17409, 174 90 .. 17570, 


17663. . 17796, 18599 


. .19024, 






19115. .19341, 19363. .19531, 


19694. .19799, 19867 


. .19951 




Seq. No. 


54218 


Seq. ID 


OJ000102 


J76.0426 


.C14 


Gene No. 


113776 


Strand 








C -1 1 v~+- 

o car z 


19868 


End 


21913 






Name 


OJ000102 76.0426.C14.o4.np 


Method 


AAT/NAP 






Start 


19868 


End 


21913 






GI 


7523506 


Score 


164 






Exons 


19868. .19938, 20212 .. 20502, 


21845. .21913 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


54218 


Seq. ID 


OJ000102 


_76.0426 


.C14 


Gene No. 


113777 


Strand 








Start 


28141 


End 


30541 






Name 


OJ000102 76.0426.C14.o3.tm 


Method 


TBLASTX: Maize 




Start 


9319 


End 


9660 






GI 


none 


Score 


208 






Exons 


9319.. 9660, 9369.. 9566, 9370 


. .9660 








Seq. No. 


54218 


Seq. ID 


OJ000102 


J76.0426 


.C14 


Gene No. 


113777 


Strand 








Start 


28141 


End 


30541 






Name 


OJ000102 76.0426.C14.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


9376 


End 


9761 






GI 


none 


Score 


47 






Exons 


9376. .9426, 9380. .9427, 9424 


..9750, 9479.. 9751, 


9633. .9761 


Seq. No. 


54218 


Seq. ID 


OJ000102 


_76.0426 


.C14 


Gene No. 


113777 


Strand 








Start 


28141 


End 


30541 






Name 


OJ000102 76.0426.C14.o3.tc 


Method 


TBLASTX: 


Cress 




Start 


9376 


End 


9643 






GI 


none 


Score 


49 






Exons 


9376.. 9426, 9380.. 9427, 9424 


..9582, 94c 


35. .9577, 


9598. .9642, 




9599. .9643 










Seq. No. 


54218 


Seq. ID 


OJ000102 


J76.0426 


.C14 


Gene No. 


113777 


Strand 








Start 


28141 


End 


30541 






Name 


OJ000102 76.0426.C14.o2.tw 


Method 


TBLASTX: Wheat 





54885 



Start 
GI 

Exons 



9599 End 11077 

none Score 213 

9599. .9760, 9601. .9750, 9630. .9767, 1037 6 .. 10483, 10378 .. 10509, 
10383. .10511, 10384. .10509, 10928 .. 11077 , 10928 .. 11074 , 
10933. .11076 



Seq. No. 54218 Seq. ID 

Gene No. 113777 Strand 

Start 28141 End 

Name OJ000102_76 . 0426 . C14 . o7 . tm Method. 

Start 9661 End 

GI none Score 

Exons 9661.. 9759, 9671.. 9751, 10373 10483, 
10383. .10520, 10384. .10509 



OJ000102_76.0426.C14 
30541 

TBLASTX: Maize 

10520 

119 

10378. .10509, 



Seq. No. 54218 

Gene No. 113777 

Start 28141 

Name OJ000102_76. 0426.C14 ,o2 .ts 

Start 10385 

GI none 

Exons 10385. .10480, 10385 .. 10480, 
10925. .11074, 10933. .11070, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10387 

11840 



OJ000102 76.0426.C14 



30541 

TBLASTX : Soybean 
12178 
99 

10482, 10413. .10487, 
12178, 11840.. 12169 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54218 
113777 
28141 
OJ000102 
10934 
none 
10934 
11005 
13899 



76.0426.C14.o2.tm 



10999, 10936. .11010, 
11073, 11016. .11075, 
13955 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000102 76.0426.C14 



30541 

TBLASTX: Maize 
13955 
95 

10936. .11010, 10937. .11011, 
11837. .12169, 11840. . 12169, 



Seq. No. 54218 

Gene No. 113777 

Start 28141 

Name OJ000102_7 6. 0426.C14 .ol .tc 

Start 11834 

GI none 

Exons 11834. .12205, 11834 .. 12169, 



Seq. ID OJ000102_76.0426.C14 
Strand 

End 30541 

Method TBLASTX : Cress 

End 12205 

Score- 213 
11839. .12180 



Seq. No. 54218 

Gene No. 113777 

Start 28141 

Name OJ000102_7 6 . 042 6 . C14 . o4 . tm 

Start 24157 

GI none 

Exons 24157. .24282, 24294 .. 24557, 
24296. .24559 



Seq. ID OJ000102_76.0426.C14 
Strand 

End 30541 

Method TBLASTX : Maize 

End 24559 

Score 354 
24294. .24557, 24296 .. 24559, 



Seq. No. 54218 

Gene No. 113777 

Start 28141 

Name OJ000102_7 6 . 0426 . C14 . o4 . ts 

Start 25139 

GI none 



Seq. ID OJ000102_76.0426.C14 
Strand 

End 30541 

Method TBLASTX : Soybean 

End 25371 

Score 245 



54886 



Exons 



25139. .25369, 2514 1 .. 25233, 25154 .. 25357 , 25219 25371, 
25291. .25371 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54218 

113777 

28141 

OJ000102_76.0426.C14.o6.tm 

25139 

none 



Seq. ID OJ000102_76.0426.C14 
Strand 

End 30541 

Method TBLASTX : Mai ze 

End 29741 

Score 79 



25139. .25198, 2514 1 .. 2520.0, 25154 .. 25270, 25178 25234, 
25208. .25426, 25222 .. 25425, 25292 254 44 , 25380 254 45, 
29602. .29739, 29602 .. 29739, 29607 .. 29741, 29655.. 29741 



54218 Seq. ID 

113777 Strand 

28141 End 

OJ000102_76 . 0426 . C14 . ol . tw Method 

25246 End 

none Score 



OJ000102_76.0426.C14 
30541 

TBLASTX: Wheat 

30066 

245 



25246. .25425, 25250 25426, 25292 .. 254 44 , 29602 .. 29739, 

29602. .29739, 29607 2974 1, 29652 297 4 1, 29797 .. 29934, 

29837. .29935, 29839 29940, 30015 .. 30053, 30019 .. 30066, 
30022.. 30063 



i y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54218 Seq. ID 

113777 Strand 

28141 End 

OJ000102_76.0426.C14 .o3.ts Method 

25372 End 

none Score 



OJ000102_76.0426.C14 
30541 

TBLASTX: Soybean 

30138 

86 



25372. .25422, 25373 .. 25444 , 29602 .. 2 9739, 29610 .. 29747, 
29661. .29747, 29822.-29938, 29837 .. 2 9926, 30019 30138, 
30020.. 30136 

Seq. No. 54218 Seq. ID OJ000102_76 . 0426 . C14 

Gene No. 113777 Strand 

Start 28141 End 30541 

Name OJ000102_76 . 0426 . C14 . o3 . gp Method AAT/GAP 

Start 28141 End 28617 

GI uC-osroM202020e03bl Score 827 

Exons 28141. .28463, 28494.. 28617 

GI Descrip. ' 5852170/embl AL117265 . 1 | OST17804 2.0e-10 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54218 Seq. ID 

113777 Strand 

28141 End 

OJ000102_76 . 0426 . C14 . o2 . tc Method 

29674 End 

none Score 



OJ000102_76.0426.C14 
30541 

TBLASTX: Cress 

30454 

97 



29674. .29739, 29676 .. 2974 1, 29682 .. 29747 , 2 9837 .. 29926, 
30019. .30306, 30020 30307, 30410.. 30454 



Seq. No. 54218 Seq. ID 

Gene No. 113777 Strand 

Start 28141 End 

Name OJ000102 76 . 0426 .C14 . ol . tm Method 



OJ000102_76.0426.C14 
30541 

TBLASTX: Maize 



54887 





Start 


29839 




End 


30520 






GI 


none 




Score 


131 






Exons 


29839. .29937, 29840. 


.29935, 


29846. .29938, 2984 8 .. 29937 ,. 








30019. .30402, 30026. 


.30520, 


30095. .30520 






Seq. No. 


54218 




oeq. lu 


UJUUUlUt / D . U *1 Z O 


.C14 




Gene No . 


1 1 *3TT7 
1 lo / / / 




C +- r3nr l 

Jtianu 








Start 


28141 












Name 


OJ000102 76.0426.C14 


.06. ts 










Start 


30392 




End 


30541 






GI 


none 




Score 


192 






Exons 


30392. .30541, 30395. 


.30526 










Seq. No. 


54218 




Seq. ID 


OJ000102_76.0426. 


.C14 




Gene No. 


113778 




Strand 








otar u 


jUjo / 




End 


30899 






Name 


OJ000102 76.0426.C14 


. o5 . tm 


Method 


TBLASTX: Maize 






Start 


30587 




End 


30899 






GI 


none 




Score 


384 






Exons 


30587. .30838, 30595. 


.30846, 


30596. .30835, 30597 .. 30836, 








30866. .30895, 30867. 


.30899, 


30867. .30896 






Seq. No. 


54218 




Seq. ID 


OJ000102_76.0426, 


.C14 




Gene No . 


110/ / 0 




Strand 








Start 


30587 




End 


30899 




f H 


Name 


OJ000102 76.0426.C14 


.o4 .tc 


Method 


TBLASTX: Cress 






Start 


30596 




End 


30834 




i is, 


GI 


none 




Score 


229 




LlJ 


Exons 


30596. .30829, 30604. 


.30834 










Seq. No. 


54218 




Seq. ID 


OJ000102J76.0426, 


.C14 




Gene No . 


1 1 mo 




Strand 








Start 


30587 




End 


30899 






Name 


OJ000102 76.0426.C14 


.o5. ts 


Method 


TBLASTX : Soybean 






Start 


30647 




End 


30834 






GI 


none 




Score 


241 




b » 


Exons 


30647. .30829, 30652. 


.30834 










Seq. No. 


54219 




Seq. ID 


OJ000102J76.0426, 


.C15 




Gene No. 


113779 




Strand 


+ 




O 


OLdL L 


1 




End 


874 






Name 


OJ000102 76.0426.C15 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


154 






GI 


7340670 




Score 


178 






Exons 


1. .154 












GI Descrip. 


(AL162508) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


54219 




Seq. ID 


OJ000102_76.0426. 


,C15 




Liene no . 


113779 




Strand 


+ 






Start 


1 




End 


874 






Name 


OJ000102 76.0426.C15 


.ol.tm 


Method 


TBLASTX: Maize 






Start 


1 




End 


874 






GI 


none 




Score 


153 






Exons 


1..165, 2. .166, 2. .160, 784. 


.873, 784. 


.873, 785. .874 






Seq. No. 


54219 




Seq. ID 


OJ000102_76.0426. 


C15 




Gene No. 


113779 




Strand 


+ 





54888 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000102_76. 0426. CIS. ol.ts 
1 

none 

1..165, 2. .166, 5. .166, 39. 



End 

Method 
End 
Score 
,167 



54220 

113780 

1 

OJ000102_79.0426.Cl.ol.np 
1 

7489454 



874 

TBLASTX : Soybean 

167 

240 



OJ000102 79. 0426. CI 



Seq. ID _ 
Strand 

End 13007 
Method AAT/NAP 
End 13007 
Score 3187 

1..69, 822. .961, 1272. .1502, 2133. .2734, 2774. .3180, 3217. 
10428. .10678, 12643. .13007 

bacterial blight-resistance protein Xal - rice 

gi I 2943742 | dbj IBAA25068.il (AB002266) XA1 [Oryza sativa] 



,4874, 



54220 

113780 

1 

OJ000102_79.0426.Cl.ol.gs 

258 

none 



Seq. ID OJ000102_79.0426.C1 
Strand 

End 13007 

Method GENSCAN 

End 5026 

Score .71 



258. .435, 822. .1237, 1294. .4931, 4980. .5026 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54220 

113780 

1 

OJ000102_79. 0426. CI. ol.ts 

2834 

none 

2834.. 2926, 3512.. 3625, 3513. 

54220 

113780 

1 

OJ000102_79.0426.Cl.ol.tm 

3581 

none 

3581. .3694, 3719. .4117, 3732. 

54220 

113780 

1 

OJ000102_79.0426.Cl.o2.tm. 

4161 

none 



Seq. ID OJ000102_79.0426.C1 
Strand 

End 13007 

Method TBLASTX : Soybean 

End 4012 

Score 52 

.3626, 3734. .4012, 3741. .3992 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3866 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_79.0426.C1 
13007 

TBLASTX: Maize 

4117 

66 



OJ000102_79.0426.C1 
13007 

TBLASTX: Maize 

4528 

39 



4161. .4196, 4190. .4345, 4232. .4342, 4370. .4528, 4380. .4526 



54220 

113780 

1 

OJ000102_79.0426.Cl.o2.ts 

4262 

none 



Seq. ID OJ000102_79.0426.C1 
Strand 

End 13007 

Method TBLASTX : Soybean 

End 4517 

Score 61 



4262. .4450, 4457. .4516, 4458. .4517 



54889 




Seq. No. 


54220 




Seq. ID 


OJ000102_79.0426.C1 


Gene No. 


11 j I oU 




brrana 




Start 


1 




End 


13007 


Name 


OJ000102 79. 0426. CI 


. o3 . gs 


Method 


GEN SCAN 


Start 


10409 




End 


13007 


GI 


none 




Score 


.96 


Exons 


10409. .10707, 12704 


. .13007 






Seq. No. 


54221 




Seq. ID 


OJ000102_79.0426.C2 


Gene No. 


113781 




Strand 


+ 


Start 


1 




End 


982 


Name 




. ol.np 


Method 


AAT/NAP 


Start 


1 




End 


982 


GI 


6466937 




Score 


531 


Exons 


1..804, 854. .982 








GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidop; 




thaliana] 








Seq. No. 


54221 




Seq. ID 


OJ000102_79.0426.C2 


Gene No . 


11 J /ol 




Strand 


+ 


Start 


1 




End 


982 


Name 


OJ000102 79. 0426. C2 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


4 




End 


246 


GI 


none 




Score 


193 


Exons 


4. .246, 46. .219 








Seq. No. 


54221 




Seq. ID 


OJ000102_79.0426.C2 


Gene No. 






Strand 


+ 


Start 


1 




End 


982 


Name 


OJ000102 79. 0426. C2 


. ol. tm 


Method 


TBLASTX: Maize 


Start 


399 




End 


879 


GI 


none 




Score 


459 


Exons 


399. .809, 411. .806, 


802. .879 






Seq. No. 


54221 




Seq. ID 


OJ000102 79. 0426. C2 


Gene No . 


11 J /ol 




Strand 


+ 


Start 


1 




End 


982 


Name 


OJ000102 79. 0426. C2 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


453 




End 


981 


GI 


none 




Score 


284 


Exons 


453. .818, 533. .802, 


807. .953, 


808. .981 




Seq. No. 


54221 




Seq. ID 


OJ000102_79.0426.C2 


Gene No . 


llo /ol 




Strand 


+ 


Start 


1 




End 


982 


Name 


OJ000102 79. 0426. C2 


. ol . ts 


Method 


TBLASTX : Soybean 


Start 


489 




End 


804 


GI 


none 




Score 


196 


Exons 


489. .803, 612. .803, 


613. .804 






Seq. No. 


54222 




Seq. ID 


OJ000102_79.0426.C3 


Gene No. 


113782 




Strand 


+ 


Start 


1 




End 


7836 


Name 


OJ000102 79. 0426. C3 


. ol .np 


Method 


AAT/NAP 


Start 


1 




End 


5144 


GI 


6466937 




Score 


1269 


Exons 


1..338, 3309. .5144 
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GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 54222 Seq. ID 

Gene No. 113782 Strand 

Start 1 End 

Name OJ000102_7 9 . 042 6 . C3 . o2 . gs Method 

Start 3854 End 

GI none Score 

Exons 3854.. 3998, 4417.. 4610, 4701.. 5204 



OJ000102_79.0426.C3 
+ 

7836 
GEN SCAN 
5204 
.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000102_79.0426.C3 
+ 

7836 
AAT/NAP 
7836 
63 



54222 Seq. ID 

113782 Strand 
1 End 
OJ000102_79.0426.C3.o2.np Method 
4 610 End 
5852093 Score 
4610. .4646, 5990. .6096, 7817. .7836 
(AL117264) zwhl6.1 [Oryza sativa] 

54222 Seq. ID 

113783 Strand 
20774 End 
OJ000102_79.0426.C3.o6.np Method 
20774 End 
6721512 Score 
20774. .20805, 224 90 .. 22617, 2264 4 .. 22782 , 22825. .22885 
(AP001072) hypothetical protein [Oryza sativa] 



OJ000102_79.0426.C3 
+ 

22885 
AAT/NAP 
22885 
114 



54222 Seq. ID 

113783 Strand 

20774 End 

OJ000102_79.0426.C3.o4.gs Method 

21738 End 

none Score 

21738. .21749, 22555.. 22779 



OJ000102_79.0426.C3 
+ 

22885 
GEN SCAN 
22779 
.44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54222 Seq. ID OJ000102_79 . 0426 . C3 

113784 Strand 

455 End 629 

OJ000102_79.0426.C3.ol.gp Method AAT/GAP 

4 55 End 62 9 

LIB3433-026-P1-K1-C1 Score 237 

455. .629 

•5852170/emb|AL117265.1|OST17804 1.0e-44 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17 804 1 



Seq. No. 54222 Seq. ID 

Gene No. 113785 Strand 

Start 2120 End 

Name OJ000102_79 . 042 6 . C3 . ol . gs Method 

Start 2120 End 

GI none Score 

Exons 2120.. 2815 



OJ000102_79.0426.C3 

2815 
GENSCAN 
2815 
.86 



Seq. No. 
Gene No. 



54222 
113786 



Seq. ID 
Strand 



OJ000102 79. 0426. C3 



54891 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



8188 End 13327 

OJ000102_7 9 . 042 6 . C3 . o3 . np Method AAT/NAP 

8188 End 13279 

6729489 Score 554 

8188. .8607, 8643.-8962, 11913 .. 12916, 12951. .13279 

(AL132966) receptor lectin kinase-like protein [Arabidopsis 

thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000102_79.0426.C3 
Strand 

End 13327 

Method AAT/NAP 

End 13327 

Score 252 



54222 
113786 
8188 

OJ000102_7 9.042 6.C3.o4.np 
12429 
4115549 
12429. .12836, 12876.. 13327 

(AB012635) lectin-related polypeptide [Robinia pseudoacacia] 



54222 
113787 
14311 

OJ000102J7 9 . 042 6 . C3 . o5 . np 
14311 
6815099 
14311. .14491, 15063. .15199 

(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID OJ000102_79. 0426.C3 
Strand 

End 15199 

Method AAT/NAP 

End 15199 

Score 97 



54222 

113788 

25505 

0 J000102_7 9 . 042 6 . C3 . o5 . tm 
3 

none 



Seq. ID OJ000102_79.0426.C3 
Strand 

End 25603 

Method TBLASTX : Maize 

End 3364 

Score 68 



3. .59, 23. .337, 67. .321, 137. .328, 3305. .3364 



54222 
113788 
25505 

OJ000102_7 9 . 0426 . C3 . o5 . tw 
3 

none 

3. .59, 40. .270, 41. .322 

54222 
113788 
25505 

OJ000102_7 9.042 6.C3.o4.tm 
3364 
none 

3364. .3537, 3365.. 3556, 3560.. 3790 



Seq. ID OJ000102_79.0426.C3 
Strand 

End 25603 

Method TBLASTX: Wheat 

End 322 

Score 43 



Seq. ID OJ000102_79.0426.C3 
Strand 

End 25603 

Method TBLASTX : Maize 

End 3790 

Score 243 



54222 

113788 

25505 

OJ000102_79.0426.C3.ol. tw 

3563 

none 

3563.. 3955, 3667.. 3951 



Seq. ID OJ000102_79.0426.C3 
Strand 

End 25603 

Method TBLASTX : Wheat 

End 3955 

Score 357 
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Seq. No. 










Seq. ID 


OJ000102J79.0426. 




Gene No. 


113788 








Strand 






Start 


25505 








End 


25603 




Name 


OJ000102 79. 


0426. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3791 








End 


4429 




GI 


none 








Score 


239 




Exons 


3791. .4012, 


3793. 


.4011, 


4023. 


.4427, 4025. .4429 




Seq. no. 










Seq. ID 


OJ000102_79.0426. 




Gene No. 


113788 








Strand 






Start 


25505 








End 


25603 




Name 


OJ000102 79. 


0426. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3827 








End 


4199 




GI 


none 








Score 


173 




Exons 


3827. .4012, 


3928. 


.4011, 


4029. 


.4199, 4034. .4189 




seq. no. 


DQZZZ 








Seq. ID 


OJ000102J79.0426. 




Gene No. 


113788 








Strand 






Start 


25505 










Z jDUj 




Name 


OJ000102 79. 


0426. 


C3.o3. 


tw 


\A 4— w /—J 

Me tnoa 






Start 


4047 








Jjlia 


A A 1 Q 




GI 


none 








Score 


z o / 




Exons 


4047. .4439, 


4047. 


.4418, 


4406. 


A A 0 f> 

• *i H £. D 






Seq. No. 


OhZZZ 








Seq. ID 


OJ000102J79.0426. 


/-y O 


Gene No. 


113788 








Strand 






Start 


25505 








End 


25603 




Name 


OJ000102 79. 


0426. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4470 








End 


5084 




GI 


none 








Score 


511 




Exons 


4470. .5084, 


4517. 


.4795, 


4830. 


.5039 






Seq. No. 


C A o o O 

O hZZZ 








Seq. ID 


OJ000102J79.0426. 


Lj 


Gene No. 


113788 








Strand 






Start 


25505 








End 


25603 




Name 


OJ000102 79. 


0426. 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4494 








End 


4850 




GI 


none 








Score 


341 




Exons 


4494. .4850, 


4496. 


.4795 










Seq. No. 


54222 








Seq. ID 


OJ000102_79.0426. 


C3 


Gene No . 


11 J /oo 








Strand 






Start 


25505 








End 


25603 




Name 


OJ000102 79. 


0426. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


8380 








End 


12103 




GI 


none 








Score 


97 




Exons 


8380. .8514, 


8536. 


.8586, 


8651. 


.8785, 8653. .8781, 8773. .8964 




8801. .8953, 


8845. 


.8964, 


11933 


. .12103 






Seq. No. 


54222 








Seq. ID 


OJ000102_79.0426. 


C3 


Gene No. 


113788 








Strand 






Start 


25505 








End 


25603 




Name 


OJ000102 79. 


0426. 


C3.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


8380 








End 


12097 




GI 


none 








Score 


97 




Exons 


8380. .8532, 


8653. 


.8964, 


8657. 


.8851, 12017. .12097 
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Seq. No. 




beq. ID 


OJ000102_79.0426 


.C3 




Gene No. 


113788 


Strand 








Start 


25505 


End 


25603 






Name 


OJ000102 79.0426.C3.o3.tm 


Method 


TBLASTX: Maize 






Start 


8551 


End 


8904 






GI 


none 


Score 


44 






Exons 


8551. .8586, 8563. .8601, 8665. 


.8904, 8 


666. .8902, 8839. .8904 




Seq. No. 




beq. lu 


OJ000102_79.0426 


.C3 




Gene No. 


113788 


Strand 








Start 


25505 


End 


L JDU J 






Name 


OJ000102 79.0426.C3.o4.tw 


Method 








Start 


8653 


End 


ft Q£7 






GI 


none 


Score 


IUj 






Exons 


8653. .8781, 8654. .8791, 8812. 


.8967, 8 








beq. no. 




beq. iJJ 




c ^ 




Gene No. 


113788 


Strand 








Start 


25505 


End 


25603 






Name 


OJ000102 79.0426.C3.o6.tm 


Method 


TT3T Zi CTY • Ma t 70 






Start 


12986 


End 








GI 


none 


Score 


£ £. 4 




C3 


Exons 


12986. .13237, 12987. .13199 








H- : ; 


Seq. No. 


54222 


Seq. ID 


ATnnm no tq A/io£ 

ujuuuiuz /y.u4zo 


. Lj 




Gene No. 


llj/oo 


Strand 








Start 


25505 


End 


25603 




^ =r 


Name 


OJ000102 79.0426.C3.o7.np 


Method 


AAT/NAP 




H : 3 


Start 


25505 


End 


Z jDUj 






GI 


5777617 


Score 






: Li 


Exons 


25505. .25603 








S 


GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza ; 


sat iva J 




f ^ 
is? 


Seq. No. 


54223 


Seq. ID 


VJU UUUIU^ / :? . U ft £ O 




- z 

""4 


bene no. 


1 1 T7 Q Q 
1 1 J toy 


o uranu 


+ ~~ 






Start 


1 


End 


1881 




• ="= 


Name 


OJ000102 79.0426.C4.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1881 






GI 


4680203 


Score 


1330 






Exons 


1..1463, 1623. .1881 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






O n » XT « 

beq. no. 


C A O O O 

04ZZ J 


Seq. ID 


OJ000102_79.0426 


.C4 




Gene No. 


113789 


Strand 


+ 






Start 


1 


End 


1881 






Name 


OJ000102 79.0426.C4.ol.tw 


Method 


TBLASTX: Wheat 






Start 


160 


End 


840 






GI 


none 


Score 


244 






Exons 


160. .576, 249. .449, 585. .695, 


589. .708, 715. .840 






Seq. No. 


54223 


Seq. ID 


OJ000102__79.0426 


.C4 




Gene No. 


113789 


Strand 


+ 






Start 


1 


End 


1881 






Name 


OJ000102 79.0426.C4.ol.ts 


Method 


TBLASTX : Soybean 






Start 


232 


End 


569 






GI 


none 


Score 


47 
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Exons 



# 



232. .279, 237. .287, 245. .559, 285. .563, 285. .569, 286. .567 



Seq. No. 54223 

Gene No. 113789 

Start 1 

Name OJ000102J7 9. 0426.C4 .o2 . ts 

Start 588 

GI none 

Exons 588.. 854, 592.. 855 



Seq. ID OJ000102_79.0426.C4 

Strand + 

End 1881 

Method TBLASTX : Soybean 

End 855 

Score 232 



Seq. No. 54223 

Gene No. 113789 

Start 1 

Name OJ000102_7 9. 0426.C4 .ol . tc 

Start 589 

GI none 

Exons 589.. 936, 594.. 743, 783.. 935 



Seq. ID OJ000102_79.0426.C4 

Strand + 

End 1881 

Method TBLASTX : Cress 

End 936 

Score 319 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54223 

113789 

1 

OJ000102J7 9. 0426.C4 .ol.tm 

780 

none 



Seq. ID OJ000102_79.0426.C4 

Strand + 

End 1881 

Method TBLASTX: Maize 

End 1224 

Score 215 



780. .1007, 781. .1023, 1032. .1208, 1033. .1224 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54223 

113789 

1 

OJ000102_7 9 . 0426 . C4 . o2 . tw 

889 

none 



Seq. ID OJ000102_79.0426.C4 

Strand + 

End 1881 

Method TBLASTX : Wheat 

End 1172 

Score 133 



889. .984, 891. .986, 1033. .1167, 1083. .1172 



Seq. No. 54223 Seq. ID OJ000102_79 . 0426 . C4 

Gene No. 113789 Strand + 

Start 1 End 1881 

Name OJ000102J79. 0426.C4 .o3. ts Method TBLASTX : Soybean 

Start 1059 End 1293 

GI none Score 219 

Exons 1059.. 1220, 1060.. 1293, 1084.. 1284 



Seq. No. 54223 

Gene No. 113789 

Start 1 

Name OJ000102_7 9 . 0426 . C4 . o2 . tm 

Start 1405 

GI none 

Exons 1405.. 1599, 1406.. 1600 



Seq. ID OJ000102_79.0426.C4 

Strand + 

End 1881 

Method TBLASTX: Maize 

End 1600 

Score 222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54223 
113789 
1 

OJ000102_7 9 . 0426 .C4 . o3 . tw 
1412 
none 

1412. .1525, 1414. .1521, 1418. .1522, 1526. .1615, 1537. .1578 



Seq. ID OJ000102_79.0426.C4 

Strand + 

End 1881 

Method TBLASTX : Wheat 

End 1615 

Score 148 
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Seq. No. 54224 Seq. ID 

Gene No. 113790 Strand 

Start 141 End 

Name OJ000102_7 9 . 042 6 . C5 . ol . gs Method 

Start 141 End 

GI none Score 

Exons 141.. 749 



OJ000102_79.0426.C5 
+ 

749 

GENSCAN 

749 

.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54224 Seq. ID OJ000102_79 . 0426 . C5 

113791 Strand 

237 End 781 

OJ000102_7 9 . 04 26 . C5 . ol . gp Method AAT/GAP 

237 End 781 

10972_1.R1084 Score 891 

237. .680, 752. .781 

, 4249382/gb|AAD14479| 4.0e-18 (AC005966) Strong similarity to 
gi_3337350 F13P17.3 putative permease from Arabidopsis thaliana 

BAC gb_AC004481. [Arabidopsis thaliana] 1 



Seq. No. 54225 

Gene No. 113792 

Start 2130 

Name OJ000102_7 9 . 04 26 . C6 . ol . gs 

Start 2130 

GI none 

Exons 2130.. 2678, 2788.. 2888, 3099. 

4425. .4957, 6259. .6726 



Seq. ID OJ000102_79.0426.C6 
Strand 

End 6726 

Method GENSCAN 

End 6726 

Score .73 

.3237, 3726.. 3825, 4211. .4336, 



Seq. No. 


54225 


Seq. ID 


OJ000102_79.0426 


.C6 


Gene No. 


113792 


Strand 






Start 


2130 


End 


6726 




Name 


OJ000102 79.0426.C6.ol.np 


Method 


AAT/NAP 




Start 


2325 


End 


3035 




GI 


5114353 


Score 


42 




Exons 


2325.. 2393, 2902.. 3035 








GI Descrip. 


(AF156272) RING finger protein terf [Rattus norvegicus] 




Seq. No. 


54225 


Seq. ID 


OJ000102_79.0426 


.C6 


Gene No. 


113792 


Strand 






Start 


2130 


End 


6726 




Name 


OJ000102 79.0426.C6.o2.np 


Method 


AAT/NAP 




Start 


2522 


End 


6690 




GI 


7487036 


Score 


840 




Exons 


2522.. 2604, 3184.. 3239, 3312. 


.3415, 3506.. 3570, 3738.. 3825, 




4211. .4308, 4421. .4953, 6255. 


.6462, 6532.. 6690 




GI Descrip. 


hypothetical protein T15F16.7 


-Arabidopsis thaliana 





gi|3377817|gb|AAC28190.1| (AF076275) contains similarity to 
C3HC4-type zinc fingers (Pfam: zf-C3HC4 .hmm, score: 29.48) 
[Arabidopsis thaliana] 



Seq. No. 54225 Seq. ID 

Gene No. 113792 Strand 

Start 2130 End 

Name OJ000102_79 . 0426.C6.ol.tm Method 

Start 2622 End 

GI none Score 



OJ000102_79.0426.C6 
6726 

TBLASTX: Maize 

3232 

211 
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Exons 



2622. .2681, 2785.. 3003, 2792. 
3170. .3232 



,3007, 3094. .3231, 3100. .3231, 



Seq. No. 54225 

Gene No. 113792 

Start 2130 

Name - OJ000102_79 . 0426 . C6 . ol . tc 

Start 2812 

GI none 

Exons 2812.. 2862, 2929.. 3021, 2935. 

3309.. 3419, 3313.. 3414, 3503. 

Seq. No. 54225 

Gene No. 113792 

Start 2130 

Name OJ000102_79 . 0426 . C6 . ol . tw 

Start 2920 

GI none 

Exons 2920.. 2967, 4796.. 4957, 4797. 



Seq. No. 

Gene No. 

Start 
^ Name 
u Start 
\J GI 
Cfl Exons 

ry 

Seq. No. 
^ Gene No. 
U Start 
r LI Name 
L" Start 

n GI 

^ Exons 

? A Seq. No. 
O Gene No. 
n Start 
2Z Name 
^ Start 
GI 

Exons 



54225 

113792 

2130 

OJ000102_79.0426.C6.o2.tm 

4931 

none 

4931.. 4963, 6259.-6348, 6260. 
6509.. 6649, 6519.. 6653, 6658. 

54225 

113792 

2130 

OJ000102_79.0426.C6.o2.tc 

6367 

none 

6367.. 6489, 6511.. 6684, 6522. 

54226 

113793 

3085 

OJ000102_79 . 0426 . C7 . o2 . gs 

3085 

none 

3085. .3237, 3503.. 3535, 3723. 



Seq. ID OJ000102_79.0426.C6 
Strand 

End 6726 

Method TBLASTX: Cress 

End 3562 

Score 84 

.3003, 3157. .3225, 3186. .3224, 
.3562, 3508. .3561 

Seq. ID OJ000102_79.0426.C6 
Strand 

End 6726 

Method TBLASTX : Wheat 

End 4991 

Score 137 

.4958, 4797. .4991, 4888. .4965 

Seq. ID OJ000102_79.0426.C6 
Strand 

End 6726 

Method TBLASTX: Maize 

End 6684 

Score 60 

.6358, 6379.-6495, 6469. .6648, 
.6684 

Seq. ID OJ000102_79.0426.C6 
Strand 

End 6726 

Method TBLASTX : Cress 

End 6698 

Score 99 
.6698, 6530.. 6697 

Seq. ID OJ000102_79.0426.C7 

Strand + 

End 3734 

Method GENSCAN 

End 3734 

Score .51 
.3734 



Seq. No. 54226 
Gene No. 113794 
Start 6869 

Name 0 JO 0010 2_7 9.0426.C7.o2.np 

Start 6869 

GI 1076211 

Exons 6869.. 7039, 7944.. 8426 

GI Descrip. hypothetical protein VSP-3 - 
(L29029) amino acid feature: 
amino acid feature: globular 
[Chlamydomonas reinhardtii] 



Seq. ID OJ000102_79.0426.C7 

Strand + 

End 10457 

Method AAT/NAP 

End 8426 

Score 172 

Chlamydomonas reinhardtii gi 153087 6 
Rod protein domain, aa 266 . . 4 68; 
protein domain, aa 32 . . 265 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
n GI 
Exons 



54226 

113794 

6869 

OJ000102_7 9 . 0426 . C7 . o5 . gs 

7646 

none 



Seq. ID OJ000102_79.0426.C7 

Strand + 

End 10457 

Method GENSCAN 

End 10394 

Score .77 



7646. .7716, 8060. .8506, 8984. .9226, 9275. .9414, 9793. .10394 



Seq. ID OJ000102_79.0426.C7 

Strand + 

End 10457 

Method AAT/NAP 

End 10457 

Score 572 



54226 
113794 
6869 

OJ000102_7 9.0426.C7.o3.np 
9232 
4544372 
9232. .10457 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



54226 

113795 

1358 

OJ000102_7 9.0426.C7.ol.gs 

1358 

none 

1358. .1924 



Seq. ID OJ000102_79.0426.C7 
Strand 

End 7116 

Method GENSCAN 

End 1924 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54226 
113795 
1358 

OJ000102_79.0426.C7.ol.np 
1361 
130940 
1361. .1509, 6714. .7068 

PATHOGENESIS-RELATED PROTEIN PRMS PRECURSOR 
gi|100906|pir| IS14969 pathogenesis-related protein - maize 
gi I 22454 | emb | CAA38223 | (X54325) pathogenesis-related protein 
[Zea mays] 



Seq. ID OJ000102_79.0426.C7 
Strand 

End 7116 

Method AAT/NAP 

End 7068 

Score 2 64 



54226 

113795 

1358 

OJ000102_79.0426.C7.o3.gs 

4285 

none 

4285. .4857 



Seq. ID OJ000102_79.0426.C7 
Strand 

End 7116 

Method GENSCAN 

End 4857 

Score 1 



Seq. No. 54226 

Gene No. 113795 

Start 1358 

Name OJ000102_79 . 0426 . C7 . o4 . gs 

Start 6538 

GI none 

Exons 6538.. 7116 



Seq. ID OJ000102_79.0426.C7 
Strand 

End 7116 

Method GENSCAN 

End 7116 

Score .81 



Seq. No. 
Gene No. 
Start 



54226 

113796 

10828 



Seq. ID OJ000102_79.0426.C7 
Strand 

End 15852 



54898 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000102_7 9.0426.C7.o3.ts 

1346 

none 

1346. .1507, 1365. .1508, 1679. 
4297. .4377, 4381. .4482, 4391. 
6535. .6591, 6568 .. 6675, 6754 . 

54226 

113796 

10828 

OJ000102_7 9.0426.C7.ol.tc 

1358 

none 

1358. .1429, 1424. .1498, 1679. 
4618. .4737, 6538. .6675, 6718. 

54226 

113796 

10828 

OJ000102_7 9 . 04 2 6 . C7 . ol . tm 
1361 
none 
1361. 
4381. 
4700. 



.1510, 1365. .1511, 1706. 
.4458, 4391. .4459, 4468. 



.4756, 6568. 
6862.. 7050, 6863. 



,6675, 6608, 
,6958 



Method TBLASTX : Soybean 

End 6958 

Score 98 
.1810, 1719. .1787, 4255. .4341, 
.4456, 4465. .4584, 4615. .4737, 
.6801, 6856..69S7, 6857. .6958 

Seq. ID OJ000102_79.0426.C7 
Strand 

End 15852 
Method TBLASTX: Cress 
End 6966 
Score 112 

.1816, 4381. .4446, 4549. .4584, 
.6750, 6856.. 6966 

Seq. ID OJ000102_79.0426.C7 
Strand 

End 15852 
Method TBLASTX : Maize 
End 7050 
Score 113 

.1810, 4292.. 4321, 4297.. 4335, 
.4584, 4639. .4737, 4649. .4717, 
.6664, 6718. .6828, 6755. .6886, 



*5 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54226 

113796 

10828 

OJ000102_7 9.0426.C7.o2.tw 

1361 

none 

1361. .1507, 1365. .1508, 1407. 
1707. .1811, 4171. .4254, 4297. 
4618. .4737, 4640. .4717, 6541. 
6754. .6828, 6755. .6826, 6841. 

54226 

113796 

10828 

OJ000102_7 9 . 0426 . C7 . o2 . tm 

9312 

none 

9312. .9644 



Seq. ID OJ000102_79.0426.C7 
Strand 

End 15852 
Method TBLASTX : Wheat 
End 6960 
Score 87 

.1601, 1514. .1627, 1676. .1810, 
.4332, 4381. .4476, 4462. .4530, 
.6591, 6568. .6675, 6608. .6664, 
.6960, 6857.. 6958 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_79.0426.C7 
15852 

TBLASTX: Maize 

9644 

195 



Seq. No. 54226 Seq. ID 

Gene No. 1137 96 Strand 

Start 10828 End 

Name OJ000102_7 9.0426.C7.o2.ts Method 

Start 9477 End 

GI none Score 

Exons 9477.. 9875, 9582.. 9692 



OJ000102_79.0426.C7 
15852 

TBLASTX : Soybean 

9875 

227 



Seq. No. 
Gene No. 
Start 



54226 

113796 

10828 



Seq. ID 

Strand 

End 



OJ000102 79. 0426. C7 



15852 



54899 




Name 


OJ000102 79.0426.C7.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


10035 


End 


10442 






GI 


none 


Score 


227 






Exons 


10035.. 10442 










Seq. No. 


54226 


Seq. ID 


OJ000102 


_79.0426. 


C7 


Gene No . 


X X 3 l y O 


o u r ana 








Start 


10828 


End 


15852 






Name 


OJ000102 79.0426.C7.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


10218 


End 


10463 






GI 


none 


Score 


236 






Exons 


10218. .10463, 10220.. 10357 










Seq. No. 


54226 


Seq. ID 


OJ000102 


_79.0426. 


C7 


Gene No. 


113796 


Strand 








Start 


10828 


End 


15852 






Name 


riTnnm no iq c\ao& n ^£ rre 
uuuuuiu^ / y ■ u f± z o • ^ / . o d . y s 


Method 


GEN SCAN 






Start 


10828 


End 


15852 






GI 


none 


Score 


.82 






Exons 


10828. .11511, 11591. .11674, 


11772. .11831, 11907 


. .12341, 






12420. .13309, 13397 .. 13892, 


13989. .14105, 14946 


. .14990, 






15760. .15852 










Seq. No. 


54227 


Seq. ID 


OJ000102 


_79.0426. 


C8 


Gene No . 


1 1 Q"7 

i lo / y / 


Strand 








Start 


5348 


End 


7022 






Name 


OJ000102 79.0426.C8.o2.gs 


Method 


GENSCAN 






Start 


5348 


End 


7022 






GI 


none 


Score 


.66 






Exons 


5348.. 5464, 5550.. 5838, 6170 


..6503, 6677.. 7022 






Seq. No. 


54227 


Seq. ID 


OJ000102 


_79.0426. 


C8 


Gene No . 


i i n qq 


Strand 








Start 


7272 


End 


9468 






Name 


OJ000102 79.0426.C8.o3.gs 


Method 


GENSCAN 






Start 


7272 


End 


9468 






GI 


none 


Score 


.71 






Exons 


7272. .7589, 7668. .8161, 8949 


. .9468 








Seq. No. 


54228 


Seq. ID 


OJ000102 


_79.0426. 


C9 


Gene No. 


113799 


Strand 








O I- Ct J. L. 


.J *J *i 


End 


1032 






Name 


OJ000102 79.0426.C9.ol.np 


Method 


AAT/NAP 






Start 


530 


End 


1032 






GI 


4680203 


Score 


242 






Exons 


530. .1032 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


54228 


Seq. ID 


OJ000102 


_79.0426. 


C9 


Gene No . 


iij / y y 


Strand 








Start 


554 


End 


1032 






Name 


OJ000102 79.0426.C9.ol.gs 


Method 


GENSCAN 






Start 


554 


End 


975 






GI 


none 


Score 


. 9 






Exons 


554. .975 










Seq. No. 


54228 


Seq. ID 


OJ000102 


_79.0426. 


C9 



54900 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



113799 Strand 

554 End 

OJ000102_7 9 . 04 2 6 . C9 . ol . tw Method 

608 End 

none Score 



1032 

TBLASTX: Wheat 

1032 

76 



608. .727, 728.-832, 729.-833, 860. .904, 904. .948, 905. .955, 
970. .1032, 971. .1030 



Seq. No. 54228 Seq. ID 

Gene No. 113799 Strand 

Start 554 End 

Name OJ000102_79 . 0426 . C9 . ol . ts Method 

Start 671 End 

GI none Score 

Exons 671.. 919, 735.. 917 



OJ000102_79.0426.C9 
1032 

TBLASTX : Soybean 

919 

86 



Seq. No. 54229 Seq. ID OJ000102_7 9 . 0426 . C10 

Gene No. 113800 Strand 

Start 1 End 1957 

Name OJ000102_7 9 . 0426 . C10 . ol . np Method AAT/NAP 

Start 1 End 1957 

GI 7248394 Score 1417 

Exons 1..861, 1129.. 1957 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 54229 

Gene No. 113800 

Start 1 

Name OJ000102J79 . 0426 . C10 . ol 

Start 336 

GI none 

Exons 336.. 626, 382.. 576, 387 

Seq. No. 54229 

Gene No. 113800 

Start 1 

Name OJ000102J7 9.0426. C10 . ol 

Start 420 

GI none 

Exons 420.. 626, 421.. 558 

Seq. No. 54229 

Gene No. 113800 

Start 1 

Name OJ000102_79 . 0426 . C10 . ol 

Start 594 

GI none 

Exons 594.. 626, 623.. 946, 638 

Seq. No. 54229 

Gene No. 113800 

Start 1 

Name OJ000102 79. 0426. C10. o2 



Seq. ID OJ000102J79. 0426. C10 
Strand 

End 1957 

.tm Method TBLASTX: Maize 

End 724 

Score 14 6 
..626, 635.-724, 660. .722 

Seq. ID OJ000102_79. 0426. C10 
Strand 

End 1957 

.ts Method TBLASTX: Soybean 

End 626 

Score 75 



Seq. ID OJ000102_79. 0426. C10 
Strand 

End 1957 

.tw Method TBLASTX: Wheat 

End 997 

Score 241 
..934, 660. .935, 941. .997 

Seq. ID OJ000102J79. 0426. C10 
Strand 

End 1957 

.tm Method TBLASTX: Maize 



54901 



Start 725 End 943 

GI none Score 223 

Exons 725.. 943, 726.. 935, 743.. 943 



Seq. No. 


54229 




Seq. ID 


OJ000102_79.0426. 


C10 


Gene No. 


113800 




Strand 


- 




Start 


1 




End 


1957 




Name 


OJ000102 79. 0426. CIO. o2, 


. ts 


Method 


TBLASTX : Soybean 




Start 


794 




End 


1159 




H T 


none 




Score 


1 X *i 




Exons 


794. .928, 941. .1159 










Seq. No. 


54229 




Seq. ID 


OJ000102_79.0426. 


C10 


Gene No. 


113800 




Strand 


- 




Start 


1 




End 


1957 




Name 


OJ000102 79. 0426. C10. o3. 


.ts 


Method 


TBLASTX: Soybean 




Start 


1569 




End 


1901 




GI 


none 




Score 


176 




Exons 


1569. .1901 










Seq. No. 


54230 




Seq. ID 


OJ000102_79.0426. 


Cll 


Gene No. 


113801 




Strand 






Start 


401 




End 


6666 




Name 


OJ000102 79.0426.Cll.ol. 


.gs 


Method 


GENSCAN 




Start 


401 




End 


6005 




GI 


none 




Score 


.54 




Exons 


401. .979, 1252. .1478, 1910.. 


1989, 2073 


..2258, 2484. .2533, 




2656. .2828, 2914. .3026, 


4424 


..4622, 5978. .6005 




Seq. No. 


54230 




Seq. ID 


OJ000102_79.0426. 


Cll 


Gene No. 


113801 




Strand 






Start 


401 




End 


6666 




Name 


OJ000102 79.0426.Cll.ol. 


.np 


Method 


AAT/NAP 




Start 


2128 




End 


2876 




GI 


7248393 




Score 


389 




Exons 


2128. .2420, 2513. .2876 












(AP00138 9) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


54230 




Seq. ID 


OJ000102_79.0426. 


Cll 


Gene No. 


113801 




Strand 






Start 


401 




End 


6666 




Name 


OJ000102 79.0426.Cll.o2, 


.np 


Method 


AAT/NAP 




Start 


2929 




End 


6666 




GI 


7106508 




Score 


58 




Exons 


2929. .2963, 4624.. 4708, 


4854 


..5153, 6605. .6666 




GI Descrip. 


(AP001278) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


54231 




Seq. ID 


OJ000102_79.0426. 


C12 


Gene No. 


113802 




Strand 


+ 




Start 


489 




End 


1126 




Name 


OJ000102 79.0426.C12.ol. 


.np 


Method 


AAT/NAP 




Start 


489 




End 


1126 




GI 


2498930 




Score 


744 




Exons 


489. .552, 720.. 1126 











GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS TRULAT ION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



54902 



Seq. No. 54232 
Gene No. 113803 
Start 1. 

Name OJ000122_66 . 04 1 9 . C2 . ol . np 

Start 1 
GI 130582 
Exons 1. .767 

GI Descrip. RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi| 100342 Ipir MS04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. ID OJ000122_66.0419.C2 
Strand 

End 7 67 

Method AAT/NAP 

End 7 67 

Score 701 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54232 
113803 
1 

OJ000122_66.0419.C2.o2. tm 
2 

none 

2. .142, 6. .131, 20. .139 

54232 
113803 
1 

OJ000122_66.0419.C2.o2.tw 

2 . 
none 

2. .154, 5. .208, 18. .239 

54232 
113803 
1 

OJ000122_66.0419.C2.ol.ts 
5 

none 

5. .214, 6. .239, 245.-343, 266. .370 



Seq. ID OJ000122_66.0419.C2 
Strand 

End 7 67 

Method TBLASTX : Mai ze 

End 142 

Score 112 



Seq. ID OJ000122_66.0419.C2 
Strand 

End 7 67 

Method TBLASTX : Wheat 

End 239 

Score 7 4 



Seq. ID OJ000122_66.0419.C2 
Strand 

End 767 

Method TBLASTX : Soybean 

End 370 

Score 68 



Seq. No. 54232 

Gene No. 113803 

Start 1 

Name OJ000122_66 . 0419 . C2 . ol . gs 

Start 125 

GI none 

Exons 125.. 351, 598.. 700 

Seq. No. 54232 

Gene No. 113803 

Start 1 

Name OJ000122_66. 0419.C2 .ol . tm 

Start 143 

GI none 
Exons 



Seq. ID OJ000122_66.0419.C2 

Strand 

End 7 67 

Method GENSCAN 

End 700 

Score .62 



Seq. ID OJ000122_66.0419.C2 

Strand 

End 7 67 

Method TBLASTX: Maize 

End 680 

Score 183 



143. .205, 266. .559, 270. .545, 521. .679, 591. .680 



Seq. No. 54232 

Gene No. 113803 

Start 1 

Name OJ000122_66 . 041 9 . C2 . ol . tw 

Start 332 



Seq. ID OJ000122_66.0419.C2 

Strand 

End 7 67 

Method TBLASTX : Wheat 

End 7 66 



54903 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

332. .766, 576. .716 



Score 64 



OJ000122 66. 0419. C3 



54233 Seq. ID 

113804 Strand 

1 End 1523 

OJ000122_66 . 04 19 . C3 . ol . np Method AAT/NAP 

1 End 1523 

6623973 Score 559 

1. .1523 

(AC007505) Highly similar to Tal-3 polyprotein [Arabidopsis 
thaliana] 

54233 Seq. ID OJ000122_66 . 0419 . C3 

113804 Strand 

1 End 1523 

OJ000122_66.0419.C3.o2.np Method AAT/NAP 

1 End 1517 

7444416 Score 496 

1..482, 540. .1517 

hypothetical protein F7L13.40 - Arabidopsis thaliana 

gi|4539406|emb|CAB40039.1| (AL049524) putative retrotransposon 
[Arabidopsis thaliana] gi I 7267743 | emb I CAB78169 . 1 1 (AL161517) 

putative retrotransposon [Arabidopsis thaliana] 



54233 Seq. ID 

113804 Strand 

1 End 

OJ000122_66 . 04 19 . C3 . ol . gs Method 

4 4 End 

none Score 

44. .938, 1122. .1228, 1346. .1517 



54233 

113804 

1 

OJ000122 66.0419.C3.ol.tw 



OJ000122_66.0419.C3 

1523 
GENSCAN 
1517 
.52 



OJ000122 66. 0419. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

767. .904, 815. .856, 882. .953, 942. .1052, 953. .1009, 1037. .1129, 
1038. .1154, 1039. .1155 



767 
none 



1523 

TBLASTX: Wheat 

1155 

40 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122 66. 0419. C4 



54234 
113805 
1 

OJ000122_66.0419.C4.ol.gp 
1 

31559_1.R1084 
1. .726 

f 3023945/sp|O22446|HDAC_ARATH 2.0e-81 HISTONE DEACETYLASE (HD) 
>gi_2318131 (AF014824) histone deacetylase [Arabidopsis 
thaliana] 1 



726 

AAT/GAP 

726 

1147 



Seq. No. 
Gene No. 
Start 
Name 



54234 Seq. ID 

113805 Strand 
1 End 

OJ000122 66.0419.C4.ol.np Method 



OJ000122_66.0419.C4 
726 

AAT/NAP 



54904 



Start 1 End 570 

GI 7444258 Score 730 

Exons 1..570 

GI Descrip. histone deacetylase (EC 3.5.1.-) F20D10.250 - Arabidopsis 
thaliana gi | 4 4 67119 | emb | CAB37553 . 1 1 (AL035538) Histone 
deacetylase [Arabidopsis thaliana] gi | 7270797 | emb | CAB80478 . 1 1 
(AL161593) Histone deacetylase [Arabidopsis thaliana] 



Seq. No. 


54234 










Seq. ID 


OJ000122_66.0419 


.C4 


(Z^r\f^ No 


113805 










St rand 






Start 


1 










End 


726 




Name 


OJ000122 


_66. 


0419. 


C4.ol. 


gs 


Method 


GEN SCAN 




Start 


31 










End 


681 




GI 


none 










Score 


.77 




Exons 


31. .681 
















Seq. No. 


54234 










Seq. ID 


OJ000122_66.0419 


,C4 




113805 

_I_ X J U U J 










C? f- rand 






Start 


1 










End 


726 




Name 


OJ000122 


_66. 


0419. 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


31 










End 


538 




GI 


none 










Score 


215 




Exons 


31. .384, 


41. 


.253, 


287. . 


379, 


397. .528, 


404. .538 




Seq. No. 


54234 










Seq. ID 


OJ000122_66.0419 


.C4 














Cf- n H 

oil dllU. 






Start 


1 










End 


726 




Name 


OJ000122 


_66. 


0419. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


31 










End 


541 




GI 


none 










Score 


357 




Exons 


31. .384, 


32. 


.385, 


341. . 


541, 


397. .528 






Seq. No. 


54234 










Seq. ID 


OJ000122_66.0419 


.C4 


Gene No. 


113805 










Strand 






Start 


1 










End 


726 




Name 


OJ000122 


_66. 


0419. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


64 










End 


529 




GI 


none 










Score 


185 




Exons 


64. .384, 


65. 


.271, 


296. . 


382, 


400. .528, 


401. .529 




Seq. No. 


54235 










Seq. ID 


OJ000122_66.0419 


.C9 


Gene No. 


113806 










Strand 


+ 




Start 


127 










End 


672 




Name 


OJ000122 


_66. 


0419. 


C9.ol. 


np 


Method 


AAT/NAP 




Start 


127 










End 


672 




GI 


7228450 










Score 


181 





Exons 127.. 212, 346.. 466, 551.. 672 

GI Descrip. (AP001366) hypothetical protein [Oryza sativa] 



Seq. No. 54235 Seq. ID 

Gene No. 113807 Strand 

Start 1283 End 

Name OJ000122_66 . 04 19 . C9 . ol . gs Method 

Start . 1283 End 

GI none Score 

Exons 1283.. 1287, 1530.. 1752 



OJ000122_66.0419.C9 
+ 

2689 
GENSCAN 
1752 
.99 



54905 



Seq. No. 54235 

Gene No. 113807 

Start 1283 

Name OJ000122_66. 0419.C9.o2 ,np 

Start 1486 

GI 5295937 

Exons I486.. 1734, 2103.. 2689 

GI Descrip. (AB026295) hypothetical protein [Oryza sativa] 



Seq. ID OJ000122_66.0419.C9 

Strand + 

End 2 68 9 

Method AAT/NAP 

End 2689 

Score 1360 



Sea No 


54235 






Sea ID 


Gene No. 


113808 






Strand 


Start 


2103 






End 


Name 


OJ000122 66. 


0419.C9.ol. 


ts 


Method 


Start 


1570 






End 


GI 


none 






Score 


Exons 


1570. .1764, 


1611. .1742, 


2115. 


.2201 




54235 






Qprr TO 


Gene No. 


113808 






Strand 


Start 


2103 






End 


Name 


OJ000122 66. 


0419.C9.o2. 


gs 


Method 


Start 


2103 






End 


GI 


none 






Score 


Exons 


2103. .2615 








QofT No 
JCU • IN \J ■ 


54236 








Gene No. 


113809 






Strand 


Start 


1063 






End 


Name 


OJ000122 66. 


0419. CIO. ol 


.gs 


Method 


Start 


1063 






End 


GI 


none 






Score 


Exons 


1063. .1236, 


1389. .1508, 


1730. 


.1777 


Seq. No. 


54237 






Seq. ID 


Gene No. 


113810 






Strand 


Start 


51 






End 


Name 


OJ000122 66. 


0419.C13.ol 


.gs 


Method 


Start 


51 






End 


GI 


none 






Score 


Exons 


51. .172, 539 


. .637 






Seq. No. 


54237 






Seq. ID 


Gene No. 


113811 






Strand 


Start 


203 






End 


Name 


OJ000122 66. 


0419.C13.ol 


.np 


Method 


Start 


203 






End 


GI 


3023947 






Score 


Exons 


203. .307, 455.-538 







2615 

TBLASTX: Soybean 

2201 

236 



2615 
GENS CAN 
2615 
.74 



1777 
GENS CAN 
1777 
.84 



637 

GENSCAN 

637 

.7 



GI Descrip. 



538 

AAT/NAP 

538 

81 



PROBABLE HISTONE DEACETYLASE (RPD3 HOMOLOG) gi 12665840 
(AF035815) putative histone deacetylase RPD3 [Zea mays] 



Seq. No. 54237 

Gene No. 113811 

Start 203 

Name OJ000122_66 . 0419 . C13 . ol . gp 

Start 212 

GI 20921 1.R1084 



Seq. ID OJ000122_66.0419.C13 
Strand 

End 538 

Method AAT/GAP 

End 535 

Score 209 



54906 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

3 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



212. .307, 455. .535 

' 3023947/sp|P56521|HDAC_MAIZE 6.0e-75 PROBABLE HISTONE 
DEACETYLASE (RPD3 HOMOLOG) >gi_2665840 (AF035815) putative 
histone deacetylase RPD3 [Zea mays] ' 

54238 Seq. ID OJ000122_66 . 04 19 . C16 

113812 Strand + 

1 End 1212 

OJ000122_66 . 0419 . C16 . ol . np Method AAT/NAP 

1 End 1212 

7444258 Score 608 

1..245, 1003. .1212 

histone deacetylase (EC 3.5.1.-) F20D10.250 - Arabidopsis 
thaliana gi | 4467119 | emb | CAB37553 . 1 | (AL035538) Histone 
deacetylase [Arabidopsis thaliana] gi | 72707 97 | emb | CAB80478 . 1 1 
(AL161593) Histone deacetylase [Arabidopsis thaliana] 



54238 

113812 

1 

OJ000122_66.0419.C16.ol.tc 
1 

none 

1..216, 1..210, 3. .221, 216. 
1000.. 1209, 1002.. 1205 

54238 

113812 

1 

OJ000122_66 . 041 9 . C16 . ol . tm 
1 

none 

1..216, 3. .218, 3. .215, 215. 
1002. .1205 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.254, 221. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
244, 216. 



OJ000122_66.0419.C16 
+ 

1212 

TBLASTX: Cress 

1209 

338 

.265, 986. .1108, 



OJ000122_66.0419.C16 
+ 

1212 

TBLASTX: Maize 

1212 

343 

.254, 1000. .1212, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



54238 Seq. ID OJ000122_66 . 04 19 . C16 

113812 Strand + 

1 End 1212 

OJ000122_66 . 0419 . CI 6 . ol . ts Method TBLASTX : Soybean 

4 End 1059 

none Score 287 

4. .213, 30. .212, 216. .254, 218. .244, 1003. .1059 

54238 Seq. ID OJ000122_66 . 04 19 . C16 

113812 Strand + 

1 End 1212 

OJ000122_66.0419.C16.ol.tw Method TBLASTX: Wheat 

7 End 1128 

none Score 335 

7. .216, 15. .215, 47. .220, 161. .220, 215. .244, 216. .254, 

1000. .1128, 1000. .1125, 1002. .1127 

54238 Seq. ID OJ000122_66 . 04 19 . C16 

113812 Strand + 

1 End - ■ 1212 

OJ000122_66.0419.C16.ol.gp Method AAT/GAP 

44 End 1212 



54907 




GI 20921_1.R1084 Score 730 . 

Exons 44. .245, 1003.. 1212 

GI Descrip. 1 3023947 /sp | P56521 | HDAC_MAIZE 6.0e-75 PROBABLE HISTONE 

DEACETYLASE (RPD3 HOMOLOG) >gi_2665840 (AF035815) putative 
histone deacetylase RPD3 [Zea mays] 1 



Seq. No. 


54238 








Seq. ID 


OJ000122_66. 


0419 


.C16 


Gene No. 


113812 








Strand 


+ 






Start 


1 








End 


1212 






Name 


OJ000122 66 


.0419. C16 


.ol 


. gs 


Method 


GENSCAN 






Start 


46 








End 


245 






GI 


none 








Score 


.8 






Exons 


46. .245 
















Seq. No. 


54238 








Seq. ID 


OJ000122_66. 


0419 


.C16 


Gene No. 


113812 








Strand 


+ 






Start 


1 








End 


1212 






Name 


OJ000122 66 


.0419. C16 


.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1059 








End 


1209 






GI 


none 








Score 


194 






Exons 


1059. .1205, 


1060. .1209, 


1060. .1209 








Seq. No. 


54239 








Seq. ID 


OJ000122_66. 


0419 


.C18 


Gene No. 


113813 








St rand 


+ 






Start 


207 








End 


585 






Name 


OJ000122 66 


.0419. C18 


.ol 


• gp 


Method 


AAT/GAP 






Start 


207 








End 


585 






GI 


none 








Score 


681 






Exons 


207. .585 
















Seq. No. 


54239 








Seq. ID 


OJ000122_66. 


0419 


.C18 


Gene No. 


113814 








Strand 


+ 






Start 


801 








End 


1028 






Name 


OJ000122 66 


0419. C18 


.ol 


.gs 


Method 


GENSCAN 






Start 


801 








End 


1028 






GI 


none 








Score 


.81 






Exons 


801. .855, 904. .1028 














Seq. No. 


54240 








Seq. ID 


OJ000122_66. 


0419 


.C23 


Gene No. 


113815 








Strand 


+ 






Start 


154 








End 


305 






Name 


OJ000122 66 


0419. C23 


.ol 


.gs 


Method 


GENSCAN 






Start 


154 








End 


305 






GI 


none 








Score 


.97 






Exons 


154. .305 
















Seq. No. 


54240 








Seq. ID 


OJ000122_66. 


0419 


.C23 


Gene No. 


113816 








Strand 








Start 


687 








End 


1434 






Name 


OJ000122 66. 


0419. C23 


.o2 


.gs 


Method 


GENSCAN 






Start 


687 








End 


1434 






GI 


none 








Score 


.69 






Exons 


687. .848, 948. .1216, 


1249. . 


1434 








Seq. No. 


54241 








Seq. ID 


OJ000122_66. 


0419 


.C25 


Gene No. 


113817 








Strand 








Start 


1 








End 


713 







54908 






Name 


OJ000122 66.0419.C25.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


482 






GI 


3894387 




Score 


344 






Exons 


1. .482 












GI Descrip. 


(AF053995) Hcr2-0B [Lycopersicon esculentum] 






Seq. No. 


54241 




Seq. ID 


OJ000122_66.0419. 


C25 




Gene No. 


113817 




Strand 








Start 


1 




End 


713 






Name 


OJ000122 66. 0419. C25.ol 


,tc 


Method 


TBLASTX: Cress 






Start 


3 




End 


500 






GI 


none 




Score 


80 






Exons 


3. .500, 3. .287, 6. .500, 


6. .482, 6. .482, 


6. .380, 6. .431, 


6. .431 






12. .482, 15. .491, 15. .482, 19. 


.261, 106. .357, 106. .288, 








106. .492, 106.. 270, 241 


. .420, 


249. .317 








Seq. No. 


54241 




Seq. ID 


OJ000122_66.0419. 


C25 




Gene No. 


113817 




Strand 








Of a v~f- 


1 




End 


713 






Name 


OJ000122 66.0419.C25.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


6 




End 


497 






GI 


none 




Score 


96 






Exons 


6. .482, 6. .431, 6. .305, 


15. .497, 18. .380, 106. .348, 106. 


.288, 


1? =3- 

t 3 
v. 




123. .482, 241. .426, 382 


. .477 










Seq. No. 


54241 




Seq. ID 


OJ000122_66.0419. 


C25 




Gene No. 


113817 




Strand 








o car u 


1 




End 


713 






Name 


OJ000122_66 . 04 1 9 . C25 . ol 


,ts 


Method 


TBLASTX : Soybean 




r ~* 


Start 


O 




End 


491 






GI 


none 




Score 


124 






Exons 


6. .491, 6. .482, 6. .431, 


6. .296, 6. .233, 


15. .482, 22. .348, 


i y 




25.-477, 36. .482, 106.. 


483, 174. .482, 249. .320, 382. .477 




E3 


Seq. No. 


54241 




Seq. ID 


OJ000122_66.0419. 


C25 






113817 




Strand 








Start 


1 




End 


713 






Name 


OJ000122 66.0419.C25.ol 


.gs 


Method 


GENS CAN 




w 


Start 


95 




End 


713 




r ~s 


GI 


none 




Score 


.72 






Exons 


95. .713 












Seq.- No. 


54242 




Seq. ID 


OJ000122_66.0419. 


C26 




bene lnu . 


113818 




Strand 


+ 






Start 


204 




End 


302 






Name 


OJ000122 66.0419.C26.ol 


.gs 


Method 


GENS CAN 






Start 


204 




End 


302 






GI 


none 




Score 


.78 






Exons 


204. .302 












Seq. No. 


54243 




Seq. ID 


OJ000122 66.0419. 


C29 




Gene No. 


113819 




Strand 


+ 






Start 


241 




End 


1066 






Name 


OJ000122 66.0419.C29.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


125 




End 


1051 






GI 


none 




Score 


56 






Exons 


125. .163, 274. .378, 844 


. .1041, 


849. .1049, 851. .1051, 860 


. .1048 



54909 



oeq. jno. 






UUUUUl^Z. D D . U ft X J . J 


Gene No. 


113819 


Strand 


+ 


Start 


241 


End 


1066 


Name 


OJ000122 66.0419.C29.ol.gs 


Method 


GEN SCAN 


Start 


241 


End 


1066 


GI 


none 


Score 


.52 


Exons 


241. .352, 846. .1066 






Seq. No. 


54244 


Seq. ID 


OJ000122_66.0419.C33 


Gene No. 


113820 


Strand 


+ 


oiari. 


1 


End 


932 


Name 


OJ000122 66.0419.C33.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


794 


GI 


6522592 


Score 


276 


Exons 


1..160, 417. .607, 636. .794 






GI Descrip. 


(AL133292) receptor protein 


kinase-like protein [Arabidopsi 




thaliana] 






oeq. no. 


D ft Z *i ft 


Seq. ID 


OJUUUlzz bb.U4iy.CJo 


Gene No. 


113820 


Strand 


+ 


Start 


1 


End 


932 


Name 


OJ000122 66.0419.C33.ol.gs 


Method 


GENSCAN 


Start 


44 


End 


794 


GI 


none 


Score 


.73 


Exons 


44. .160, 588. .794 






oeq. No. 


CL A O A A 
DflZft fi 


Seq. ID 


OJ000122_66.0419.C33 


Gene No. 


113820 


Strand 


+ 


Start 


1 


End 


932 


Name 


OJ000122 66.0419.C33.ol.tm 


Method 


TBLASTX: Maize 


Start 


415 


End 


932 


GI 


none 


Score 


166 


Exons 


415. .603, 416. .604, 669. .788 


, 879. .932 




oeq. no. 


Dfl Z fl 0 


Seq. ID 


OJ000122_66.0419.C40 


Gene No. 


113821 


Strand 


+ 


Start 


249 


End 


829 


Name 


OJ000122 66.0419.C40.ol.gs 


Method 


GENSCAN 


Start 


249 


End 


829 


GI 


none 


Score 


.8 


Exons 


249. .303, 774. .829 






Seq. No. 


54246 


Seq. ID 


OJ000122_66.0419.C43 


Gene No. 


113822 


Strand 




o tar t 


1 


End 


1194 


Name 


OJ000122 66.0419.C43.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1194 


GI 


6466937 


Score 


677 


Exons 


1. .1194 






GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidops 




thaliana] 






Seq. No. 


54246 


Seq. ID 


OJ000122_66.0419.C43 


Gene No. 


113822 


Strand 




Start 


1 


End 


1194 


Name 


OJ000122 66.0419.C43.ol.tm 


Method 


TBLASTX: Maize 



54910 



Start 
GI 

Exons 



108 End 642 

none Score 57 

108. .281, 281. .385, 388. .453, 499. .642, 503. .571 



Seq. No. 54246 Seq. ID 

Gene No. 113822 Strand 

Start 1 End 

Name 0 J000 1 2 2_6 6.0419.C43.o2.tm Method 

Start 954 End 

GI none Score 

Exons 954.. 1157, 959.. 1192 



OJ000122_66.0419.C43 
1194 

TBLASTX: Maize 

1192 

100 



Seq. No. 54247 Seq. ID OJ000122_ 

Gene No. 113823 Strand + 

Start 364 End 701 

Name OJ000122_66 . 0419 . C44 . ol . gs Method GENSCAN 

Start 364 End 666 

GI none Score .52 

Exons 364.. 666 



66.0419.C44 



Seq. No. 54247 

Gene No. 113823 

Start 364 

Name OJ000122_66 . 0419 . C44 . ol . tm 

Start 566 

GI none 

Exons 566. .676, 566. .697, 567. .701 

Seq. No. 54248 

Gene No. 113824 

Start 1195 

Name OJ000102_65 . 042 6 . C3 . ol . gs 

Start 1195 

GI none 
Exons 



Seq. ID OJ000122_66.0419.C44 

Strand + 

End 701 

Method TBLASTX : Mai ze 

End 701 

Score 118 



Seq. ID OJ000102_65.0426.C3 

Strand + 

End 2744 

Method GENSCAN 

End 2744 

Score .49 



1195. .1242, 1544. .1659, 2671. .2744 

Seq. No. 54249 Seq. ID OJ000102_65 . 0426 . C4 

Gene No. 113825 Strand + 

Start 821 End 4700 

Name OJ000102_65 . 0426 . C4 . ol . np Method AAT/NAP 

Start 821 End 4577 

GI 6553935 Score 407 

Exons 821. .936, 2722.. 2796, 3780.. 4577 

GI Descrip. (AC011915) putative tRNA isopentenyl transferase [Arabidopsis 
thaliana] 



Seq. No. 54249 Seq. ID OJ000102 

Gene No. 113825 Strand + 

Start 821 End 4700 

Name OJ000102_65 . 0426. C4 . o2 . gs Method GENSCAN 

Start 3639 End 4700 

GI none Score .82 

Exons 3639.. 4700 



65. 0426. C4 



Seq. No. 
Gene No. 
Start 



54249 

113825 

821 



Seq. ID OJ000102_65.0426.C4 
Strand + 
End 4700 



54911 



Name 

Start 

GI 

Exons 



OJ000102_65.042 6.C4 .ol.ts Method 
3777 End 
none Score 
3777. .3992, 3795. .3995, 4053. .4100 



TBLASTX: Soybean 

4100 

185 



Seq. No. 54250 

Gene No. 113826 

Start 274 

Name OJ000102_65 . 0426 . C7 . ol . gs 

Start 274 

GI none 

Exons 274.. 362 



Seq. ID OJ000102_65.0426.C7 

Strand + 

End 362 

Method GEN SCAN 

End 362 

Score . 98 



Seq. No. 54250 

Gene No. 113827 

Start 1686 

Name OJ000102_65 . 042 6 . C7 . ol . gp 

Start 1686 

GI 2427290 

Exons 1686.. 2105 



Seq. ID OJ000102_65.0426.C7 

Strand + 

End 2105 

Method AAT/GAP 

End 2105 

Score 780 



Seq. No. 54250 

Gene No. 113828 

Start 2049 

Name OJ000102_65 . 0426 . C7 . ol . tm 

Start 1836 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000102_65.0426.C7 
Strand 

End 4337 

Method TBLASTX : Mai ze 

End 4337 

Score 66 



1836. .1889, 1848. .1889, 1955. .2017, 1956. .2018, 2061. .2174, 
2073. .2324, 2110. .2328, 2182. .2328, 4275. .4337, 4276. .4335 



54250 

113828 

2049 

OJ000102_65.0426.C7.ol.np 

2045 

4220481 



Seq. ID OJ000102_65.0426.C7 
Strand 

End 4337 

Method AAT/NAP 

End 4337 

Score 183 



2045. .2261, 3529. .3662, 4275. .4337 

(AC006069) unknown protein [Arabidopsis thaliana] 



Seq. No. 54250 

Gene No. 113828 

Start 2049 

Name OJ000102_65 . 0426 . C7 . o2 . gs 

Start 2049 

GI none 

Exons 2049.. 2327, 3579.. 3662 

Seq. No. 54250 

Gene No. 113828 

Start 2049 

Name OJ000102_65 . 0426 . C7 . ol . tw 

Start 2094 

GI none 
Exons 



Seq. ID OJ000102_65.0426.C7 
Strand 

End 4337 

Method GENS CAN 

End 3662 

Score . 6 



Seq. ID OJ000102_65.0426.C7 
Strand 

End 4337 

Method TBLASTX : Wheat 

End 4337 

Score 95 



2094. .2180, 2094. .2327, 2110. .2328, 3579. .3665, 4267. .4335, 
4275. .4337, 4279. .4335 



Seq. No. 



54250 



Seq. ID OJ000102_65.0426.C7 



54912 






Gene No. 


113828 








Strand 






Start 


2049 








End 


4337 




Name 


vJu\JUUJ.U^ DO 


.0426. 


C7.o2. 


gp 


Method 


AAT/GAP 




Start 


2235 








End 


4337 




GI 


LIB3431-016 


-P1-K1-F8 




Score 


432 




Exons 


2235.-2327, 


jj / y • 


.3662, 


4275 


. .4337 






GI Descrip. 


'4220481 4. 


Oe-16 


(AC006069) 


unknown protein [Arabidopsis 






thaliana] 1 














Seq. No. 


54251 








Seq. ID 


OJ000102_65.0426.C8 






1 1 "3ft9Q 








Strand 


+ 




Start 


1167 








JTr»H 

Cjna 


T C O Q 

ID Jo 




Name 


OJ000102 65 


.0426. 


C8.ol. 


gs 


Method 


GENSCAN 




Start 


1167 








End 


1538 




GI 


none 








Score 


.71 




Exons 


1167. .1538 














Seq. No. 


54252 








Seq. ID 


OJ000102_65.0426.C9 




(~1 nnD Tvl ^ 
UCllC ViKJ • 


113830 








Strand 






Start 


741 








■n J 


z y o i 




Name 


OJ000102 65 


.0426. 


C9.ol. 


gs 


Method 


GENSCAN 




Start 


741 








End 


2931 




GI 


none 








Score 


.66 




Exons 


741. .921, 1411. .1504, 1986.. 


2131, 2742 


..2888, 2920.. 2931 




Seq. No. 


D fl £. Dz. 








Seq. ID 


OJ000102_65.0426.C9 




bene imo . 


1 1 OOOI 
1 lOO Jl 








Strand 






Start 


4173 








bna 


4 0 O 3 


L -i 


Name 


OJ000102 65 


.0426. 


C9.o2. 


gs 


Method 


GENSCAN 


rr* 


Start 


4173 






End 


4885 




GI 


none 








Score 


.45 


w 


Exons 


4173. .4508, 


4847. 


.4885 










Seq. No. 


54252 








Seq. ID 


OJ000102_65.0426.C9 


r ~ 




113832 








Strand 






Start 


5315 








End 


8517 


■ m 


Name 


OJ000102 65 


.0426. 


C9.ol. 


gp 


Method 


AAT/GAP 




Start 


5315 








End 


6208 


^ =i 


GI 


none 








Score 


1015 


f 


Exons 


5315. .5755, 


6085. 


.6208 








f 1 


Seq. No. 


54252 








Seq. ID 


OJ000102_65.0426.C9 




Gene No. 


113832 








Strand 






Start 


5315 








End 


8517 




Name 


OJ000102 65 


.0426. 


C9.ol. 


tm 


Method 


TBLASTX: Maize 






5372 








End 


8513 




GI 


none 








Score 


97 




Exons 


5372. .5446, 


5503. 


.5556, 


5629 


..5754, 5643..57S6, 6086. .6274, 






6087. .6272, 


7051. 


.7215, 


7056 


-.7220, 7056-.7214, 7634.-7744, 






7634. .7744, 


7641. 


.7754, 


7641 


..7772, 8141. .8206, 8147. .8206, 






8151. .8207, 


8291. 


.8512, 


8298 


..8513, 8299. .8511, 8300. .8512 




Seq. No. 


54252 








Seq. ID 


OJ000102_65.0426.C9 




Gene No. 


113832 








Strand 






Start 


5315 








End 


8517 




Name 


OJ000102 65 


.0426. 


C9.o3. 


gs 


Method 


GENSCAN 




Start 


5682 






End 


8417 



54913 



GI 


none 




Score 


.92 


Exons 


5682. .5755, 


6085.. 6271, 7062. 


.7212, 7639. .7751, 8141. .8204, 




8299. .8417 








Seq- No. 


54252 




Seq. ID 


OJ000102_65.0426.C9 


Gene No. 


113832 




Strand 




Start 


5315 




End 


8517 


Name 


OJ000102 65 


.0426.C9.ol.np 


Method 


AAT/NAP 


Start 


5691 




End 


8510 


GI 


6729041 




Score 


447 


Exons 


5691. .5755, 


6085.. 6271, 7062. 


.7212, 7639. .7759, 8137. .8214, 




8297. .8510 








GI Descrip. 


(AC009177) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


54252 




Seq. ID 


OJ000102_65.0426.C9 


Gene No. 


113832 




Strand 




Start 


5315 




End 


8517 


Name 


OJ000102 65 


.0426.C9-ol.ts 


Method 


TBLASTX: Soybean 


Start 


6079 




End 


8517 


GI 


none 




Score 


181 


Exons 


6079. .6264, 


6086.. 6274, 6087. 


.6272, 6121.. 6273, 7056.. 7208, 




7057. .7215, 


7082.. 7219, 7638. 


.7748, 8 


290. .8391, 8298. .8513, 




8299. .8511, 


8439.. 8513, 8449. 


.8517 




Seq. No. 


54252 




Seq. ID 


OJ000102_65.0426.C9 


Gene No. 


113832 




Strand 




Start 


5315 




End 


8517 


Name 


OJ000102 65 


.0426.C9.o2.gp 


Method 


AAT/GAP 


Start 


7724 




End 


8408 


GI 


LIB3434-057 


-Pl-Kl-Dl 


Score 


320 


Exons 


7724. .7751, 


8141.. 8204, 8299. 


.8408 




GI Descrip. 


'4176420/dbj |BAA37167| 2.0e-ll (AB008 


097) cytochrome P450 




[Arabidopsis thaliana] 1 






Seq. No. 


54253 




Seq. ID 


OJ000102_65. 0426. C10 


Gene No. 


113833 




Strand 




Start 


1 




End 


2402 


Name 


OJ000102 65 


.0426. C10. ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2402 


GI 


6729041 




Score 


696 


Exons 


1.-19, 92.. 


164, 616. .864, 965 


. .1132, 


1639. .1788, 1880. .2017 




2183. .2402 








GI Descrip. 


(AC009177) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


54253 




Seq. ID 


OJ000102_65. 0426. C10 


UC11C Vi\J . 


113833 




Strand 




Start 


1 




End 


2402 


Name 


OJ000102 65 


.0426. C10. o2.tm 


Method 


TBLASTX: Maize 


Start 


94 




End 


766 


GI 


none 




Score 


69 


Exons 


94. .165, 96 


..167, 96. .167, 643. .765, 


651. .764, 680. .766 


Seq. No. 


54253 




Seq. ID 


OJ000102_65. 0426. C10 


Gene No. 


113833 




Strand 




Start 


1 




End 


2402 


Name 


OJ000102 65 


.0426. C10. ol.gp 


Method 


AAT/GAP 


Start 


95 




End 


1009 



54914 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45411_1.R1084 Score 608 

95. .164, 616. .864, 965. .1009 

! 287938/emb 1X54204 | CVPRSET5C 6.0e-47 Cloning vector pRSET5c 
(pBluescript KS plus derivative) 1 



54253 

113833 

1 

OJ000102_65. 0426. CIO. ol.gs 
96 

none 



Seq. ID OJ000102_65. 0426. C10 
Strand 

End 2402 

Method GENSCAN 

End 2398 

Score .81 



96. .164, 616. .864, 965. .1141, 1648. .1794, 1886. .1943, 2184. .2398 



54253 
113833 
1 

OJ000102 65.0426.C10.o2.tc 



607 
none 

607. .864, 



Seq. ID OJ000102_65. 0426. C10 
Strand 

End 2402 

Method TBLASTX: Cress 

End 1003 

Score 85 
670. .843, 680. .865, 962. .1003 



54253 

113833 

1 

OJ000102_65. 0426. C10. ol.ts 

610 

none 



Seq. ID OJ000102_65. 0426. C10 
Strand 

End 2402 

Method TBLASTX : Soybean 

End 1109 

Score 191 

610. .867, 616. .864, 617. .874, 651. .875, 659. .871, 771. .875, 
962. .1108, 963. .1109 



Seq. No. 54253 

Gene No. 113833 

Start 1 

Name OJ000102_65 . 0426 . C10 . ol . tm 

Start 766 

GI none 
Exons 



Seq. ID OJ000102_65. 0426. C10 
Strand 

End 2402 
Method TBLASTX : Mai ze 
End 2018 
Score 95 

766. .867, 766. .864, 770. .874, 777. .866, 959. .1051, 962. .1144, 
964. .1146, 1017. .1142, 1100. .1144, 1645. .1782, 1645. .1797, 
1880. .2017, 1884. .2018 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54253 

113833 

1 

OJ000102_65.0426.C10.ol.tc 

1082 

none 



Seq. ID OJ000102_65. 0426. C10 
Strand 

End 2402 

Method TBLASTX : Cress 

End 2359 

Score 71 



1082. .1144, 1637. .1720, 1642. .1749, 1648. .1749, 1744. .1797, 
1880. .2020, 1884. .2018, 2183. .2359, 2187. .2354 



54253 

113833 

1 

OJ000102_65. 0426. C10. o2.ts 

1919 

none 



Seq. ID OJ000102_65. 0426. C10 
Strand 

End 2402 

Method TBLASTX: Soybean 

End 2362 

Score 181 



1919. .2014, 2180. .2362, 2187. .2357 



54915 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54254 Seq. ID 

113834 Strand 
3040 End 
OJ000102_65. 0426.Cll.ol.gp Method 
2937 End 
5002837 Score 
2937.. 3083, 4241.. 4492 

2739279/emb|CAA11153| 1. Oe-20 (AJ223177) short chain alcohol 
dehydrogenase [Nicotiana tabacum] >gi_27 91348_emb_CAA11154_ 
(AJ223178) short chain alcohol dehydrogenase [Nicotiana tabacum] 



OJ000102_65.0426.C11 
+ 

4890 
AAT/GAP 
4492 
762 



54254 Seq. ID 

113834 Strand 

3040 End 
OJ000102_65.0426.Cll.o2.gs Method 

3040 End 

none Score 

3040. .3083, 4313. .4880. 



OJ000102_65.0426.C11 
+ 

4890 
GENSCAN 
4880 
.46 



OJ000102_65.0426.C11 
+ 

4890 
AAT/NAP 
4890 
552 



54254 Seq. ID 

113834 Strand 
3040 End 
OJ000102_65 . 0426 . Cll . o2 . np Method 
4201 End 
7431010 Score 
4201. .4890 

probable short chain alcohol dehydrogenase - common tobacco 
gi I 2739279 | emb I CAA11153.il (AJ223177) short chain alcohol 
dehydrogenase [Nicotiana tabacum] gi | 2791348 | emb| CAA11154 . 1 | 
(AJ223178) short chain alcohol dehydrogenase [Nicotiana tabacum] 

54254 Seq. ID OJ000102_65 . 0426 . Cll 

113835 Strand 

1 End 1894 

OJ000102_65. 0426. Cll. ol.np Method AAT/NAP 

1 End 1894 

6729041 Score 417 

1..238, 519. .678, 1126. .1281, 1422. .1543, 1660. .1894 

(AC009177) unknown protein [Arabidopsis thaliana] 

54254 Seq. ID OJ000102_65 . 0426 . Cll 

113835 Strand 

1 End 1894 

OJ000102_65 . 0426 . Cll . ol . gs Method GENSCAN 

78 End 1894 

none Score .71 

78. .230, 511. .687, 1135. .1284, 1422. .1482, 1674. .1894 



54254 

113835 

1 

OJ000102_65. 0426. Cll. o2.tm 

132 

none 



Seq. ID OJ000102_65. 0426. Cll 
Strand 

End 1894 

Method TBLASTX: Maize 

End 1541 

Score 72 



132. .233, 132. .233, 506. .691, 508. .693, 520. .702, 1132. .1233, 
1151. .1231, 1228. .1287, 1229. .1297, 1428. .1541, 1428. .1538 



54916 



Seq. No. 


54254 








Gene No. 


113836 








a 4- -i 4- 

btar z 


4 1 








Name 


OJ000102 65 


.0426. 


Cll.ol 


,tm 


Start 


4221 








GI 


none 








Exons 


4221. .4391, 


4241. 


.4390, 


4242 




4864. .4887, 


4868. 


.4888 




Seq. No. 


54254 








bene no . 










Start 


4221 








Name 


OJ000102 65 


.0426. 


Cll.ol 


. ts 


Start 


4228 








GI 


none 








Exons 


4228. .4563, 


4229. 


.4792, 


4236 


Seq. No. 


54254 








Gene No. 


113836 








Of 2 v-f 

o car c 










Name 


OJ000102 65 


.0426. 


Cll.ol 


.tc 


Start 


4232 








GI 


none 








Exons 


4232. .4387, 


4233. 


.4388, 


4404 




4692. .4805 








Seq. No. 


54254 








Gene No . 


IlJOJD 








Start 


4221 








Name 


OJ000102 65 


.0426. 


Cll.ol 


.tw 


Start 


4235 








GI 


none 








Exons 


4235. .4390, 


4236. 


.4391, 


4386 


Seq. No. 


54255 








Gene No . 


113837 








Start 


58 








Name 


OJ000102 65 


.0426. 


C12.ol 


.gp 


Start 


58 








GI 


none 








Exons 


58. .258, 473. .500 




Seq. No. 


54255 








Gene No. 


113838 








OLdlL 


852 








Name 


OJ000102 65 


.0426. 


C12.ol 


.np 


Start 


816 








GI 


7406414 








Exons 


816. .1386, 


1424. . 


1760, 


1856. 


GI Descrip. 


(AL162873) 


putative protein 


Seq. No. 


54255 








Gene No. 


113838 








Start 


852 








Name 


OJ000102 65 


.0426. 


C12.ol 


.gs 


Start 


852 








GI 


none 









Seq. ID OJ000102_65.0426.C11 
Strand 

End 4888 

Method TBLASTX : Mai ze 

End 4888 

Score 239 



Seq. ID OJ000102_65.0426.C11 
Strand 

End 4888 

Method TBLASTX : Soybean 

End 4851 

Score 71 



Seq. ID OJ000102_65.0426.C11 
Strand 

End 4888 

Method TBLASTX : Cress 

End 4 807 

Score 141 



Seq. ID OJ000102_65.0426.C11 
Strand 

End 4888 

Method TBLASTX : Wheat 

End 4514 

Score 135 



Seq. ID OJ000102_65.0426.C12 
Strand 

End 500 

Method AAT/GAP 

End 500 

Score 384 



Seq. ID OJ000102_65.0426.C12 
Strand 

End 2007 

Method AAT/NAP 

End 1999 

Score 643 



Seq. ID OJ000102_65.0426.C12 
Strand 

End 2007 

Method GEN SCAN 

End 1999 

Score .92 



54917 



Exons 



852. .1760, 1856. .1999 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54255 

113838 

852 

OJ000102_65.0426.C12.o2.tc 

1017 

none 



Seq. ID OJ000102_65.0426.C12 
Strand 

End 2007 

Method TBLASTX: Cress 

End 14 99 

Score 74 

1017. .1142, 1027. .1137, 1245. .1388, 1255. .1398, 1273. .1392, 
1470. .1499 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54255 

113838 

852 

OJ000102_65-0426.C12.ol. tm 

1315 

none 



Seq. ID OJ000102_65.0426.C12 
Strand 

End 2007 

Method TBLASTX : Mai ze 

End 2005 

Score 110 



1315. .1395, 1315. .1389, 1317. .1397, 1417. .1539, 1419. .1763, 
1419. .1763, 1561. .1764, 1856. .1897, 1856. .1897, 1860. .1904, 
1895. .2005, 1896. .2003, 1909. .2004 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54255 

113838 

852 

OJ000102_65 . 0426 . C12 . ol . ts 

1470 

none 



Seq. ID OJ000102_65.0426.C12 
Strand 

End 2007 

Method TBLASTX : Soybean 

End 1765 

Score 42 



1470. .1502, 1471. .1500, 1503. .1763, 1504. .1764, 1505. .1765 



54255 

113838 

852 

OJ000102_65.0426.C12.ol.tc 

1657 

none 



Seq. ID OJ000102_65.0426.C12 
Strand 

End 2007 

Method TBLASTX : Cress 

End 2000 

Score 114 



1657. .1764, 1659. .1763, 1832. .1981, 1856. .1999, 1860. .2000 



54255 

113838 

852 

OJ000102_65.0426.C12.o2.ts 

1871 

none 



Seq. ID OJ000102_65.0426.C12 
Strand 

End 2007 

Method TBLASTX : Soybean 

End 2007 

Score 135 



1871. .1999, 1872. .2000, 1888. .2007 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



54256 
113839 
1 

OJ000102_65.0426.C13.ol.np 
1 

7406414 
1..222, 673. .933 

(AL162873) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000102_65.0426.C13 
Strand 

End 933 

Method AAT/NAP 

End 933 

Score 592 



54256 

113839 

1 



Seq. ID OJ000102_65.0426.C13 
Strand 

End 933 



54918 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000102_65.0426.C13.ol.ts 
1 

none 

1..228, 2. .223, 670. .702 

54256 

113839 

1 

OJ000102_65.0426.C13.ol.tw 

20 

none 



Method TBLASTX : Soybean 
End 702 
Score 164 



Seq. ID OJ000102_65.0426.C13 
Strand 

End 933 

Method TBLASTX : Wheat 

End 711 

Score 65 



20. .70, 20. .85, 44. .223, 66. .224, 67. .225, 85. .228, 670. .711 



54256 

113839 

1 

OJ000102_65.0426.C13.ol.gs 
43 

none 

43. .222, 673.-855 



Seq. ID OJ000102_65.0426.C13 
Strand 

End 933 

Method GENSCAN 

End 855 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54256 

113839 

1 

OJ000102_65 . 0426 . C13 . ol . tm 
91 

none 



Seq. ID OJ000102_65.0426.C13 
Strand 

End 933 

Method TBLASTX : Mai ze 

End 819 

Score 163 



91. .225, 91. .228, 670. .768, 672. .767, 679. .819 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54257 

113840 

160 

OJ000102_65 . 0426 . C15 . ol . gs 

160 

none 

160. .502, 595.-674, 718. .723 



Seq. ID OJ000102_65.0426.C15 

Strand + 

End 723 

Method GENSCAN 

End 723 

Score .95 



Seq. ID OJ000102_65.0426.C16 
Strand 

End 388 9 

Method AAT/NAP 

End 1733 

Score 421 

1..109, 139. .237, 274. .469, 591. .833, 1007. .1572, 1637. .1733 
(AP001168) hypothetical protein [Oryza sativa] 



54258 

113841 

1 

OJ000102_65.0426.C16.ol.np 
1 

6983857 



54258 

113841 

1 

OJ000102_65 . 0426 . C16 . ol . gs 

483 

none 



Seq. ID OJ000102_65.0426.C16 
Strand 

End 3889 

Method GENSCAN 

End 3889 

Score .66 



483. .650, 717. .1088, 1142. .1426, 1881. .1962, 2554. .2759, 
3688. .3889 



Seq. No. 
Gene No. 



54258 
113841 



Seq. ID OJ000102_65.0426.C16 
Strand 



54919 



Start 1 End 

Name OJ000102_65 . 0426 . CI 6 . o2 . np Method 

Start 2316 End 

GI 4680186 Score 

Exons 2316.. 2367, 3001.. 3065, 3648.. 3882 

GI Descrip. (AF111709) unknown [Oryza sativa subsp 



3889 
AAT/NAP 
3882 
211 

. indica] 



Seq. No. 54259 Seq. ID 

Gene No. 113842 Strand 

Start 198 , End 

Name OJ000102_65 . 0426 . C17 . ol . gs Method 

Start 198 End 

GI none Score 

Exons 198.. 347, 1405.. 1422 



OJ000102_65.0426.C17 

1422 
GENSCAN 
1422 
.47 



Seq. No. 54260 Seq. ID 

Gene No. 113843 Strand 

Start 1 End 

Name OJ000102_65 . 0426 . C18 . ol . np Method 

Start 1 End 

GI 2498930 Score 

Exons 1..21, 460.. 520, 688.. 742 

GI Descrip. DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



OJ000102_65.0426.C18 
+ 

742 

AAT/NAP 
742 
117 





Seq. No. 


54260 








Seq. ID 


OJ000102 




Gene No. 


113843 








Strand 


+ 




Start 


1 








End 


742 




Name 


OJ000102 


65.0426.C18 


ol 


.gs 


Method 


GENSCAN 




Start 


461 








End 


732 


s 


GI 


none 








Score 


. 91 




Exons 


461. .520, 


688. .732 












Seq. No. 


54261 








Seq. ID 


OJ000102 




Gene No. 


113844 








Strand 


+ 




Start 


296 








End 


401 




Name 


OJ000102 


65.0426.C20 


ol 


.gs 


Method 


GENSCAN 




Start 


296 








End 


401 


=7 


GI 


none 








Score 


.41 




Exons 


296. .401 














Seq. No. 


54262 








Seq. ID 


OJ000102 




Gene No. 


113845 








Strand 


+ 




Start 


772 








End 


896 




Name 


OJ000102 


65.0426.C21 


ol 


.np 


Method 


AAT/NAP 




Start 


772 








End 


896 




GI 


7106528 








Score 


85 




Exons 


772. .896 













65.0426.C21 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



(AP001278) EST D40774 (S2920) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



54263 Seq. ID 

113846 Strand 

1 End 

OJ000102_65.0426.C22.ol.np Method 

1 End 

7228457 Score 



OJ000102_65.0426.C22 
+ 

1238 
AAT/NAP 
1238 
2056 



54920 



Exons 1..1238 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 54263 Seq. ID 

Gene No. 113846 Strand 

Start 1 End 

Name OJ000102_65 .0426. C22 . ol . gs Method 

Start 55 End 

GI none Score 

Exons 55.. 1101 



OJ000102_65.0426.C22 
+ 

1238 
GENSCAN 
1101 
.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



54263 Seq. ID 

113847 Strand 

18 60 End 
OJ000 102_65 . 042 6 . C22 . ol . tm Method 

109 End 

none Score 

109. .432, 138. .419 

54263 Seq. ID 

113847 Strand 

1860 End 
OJ000102_65. 0426.C22.ol.tw Method 

24 6 End 

none Score 

246. .596, 247. .627 

54263 Seq. ID 

113847 . Strand 

18 60 End 
OJ000102_65.0426.C22.o2.tw Method . 

628 End 

none Score 



OJ000102_65.042 6.C22 
5757 

TBLASTX: Maize 

432 

368 



OJ000102_65.0426.C22 
5757 

TBLASTX: Wheat 

627 

380 



OJ000102_65.0426.C22 
5757 

TBLASTX: Wheat 

1229 

266 



628. .912, 633. .911, 1103. .1225, 1104. .1229 

OJ000102 65.0426.C22 



54263 
113847 
1860 

OJ000102_65.042 6.C22.o2.tm 

1097 

none 

1097. .1237, 1098. .1241 

54263 

113847 

1860 

OJ000102_65 . 0426 . C22 . o2 . gs 

1860 

none 

1860. .3684, 3734. .4623, 4668. 

54263 

113847 

1860 

OJ000102_65.0426.C22.o2.np 



Seq. ID 
Strand 
End 

Method 

End 

Score 



5757 

TBLASTX: Maize 

1241 

184 



OJ000102_65.0426.C22 

5757 
GENSCAN 
5757 
.68 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4798, 4865.. 5013, 5639.. 5757 

Seq. ID OJ000102_65.0426.C22 
Strand 

End 5757 

Method AAT/NAP 



54921 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1863 End 4994 

6907089 Score 4076 

1863. .3633, 3734. .4994 

(AP001129) hypothetical protein [Oryza sativa] 



54264 

113848 

683 

OJ000102_65.0426.C23.ol.gs 

683 

none 



Seq. ID OJ000102_65.0426.C23 

Strand + 

End 2982 

Method GEN SCAN 

End 2982 

Score .54 



683. .747, 938. .1033, 2002. .2437, 2566. .2845, 2897. .2982 



54264 

113849 

5585 

OJ000102_65.0426.C23.o2.gs 

5585 

none 

5585. .5875 



Seq. ID OJ000102_65. 0426.C23 

Strand + 

End 5875 

Method GENSCAN 

End 5875 

Score . 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54264 

113850 

693 

OJ000102_65.0426.C23.ol.np 
693 

4680183 



Seq. ID OJ000102_65.0426.C23 
Strand 

End 7374 

Method AAT/NAP 

End 7374 

Score 113 



693. .784, 1390. .1509, 7315. .7374 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 





Seq. No. 


54264 


Seq. ID 


OJ000102 


_65 


0426. C23 


: i 


Gene No. 


113850 


Strand 










Start 


693 


End 


7374 








Name 


OJ000102 65.0426.C23.ol.gp 


Method 


AAT/GAP 








Start 


6096 


End 


6354 






L 4 


GI 


2315 5.R1084 


Score 


351 








Exons 


6096. .6354 












GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 l.Oe- 


14 Oryza 


sativa genomic 


1 




DNA, chromosome 1, clone : P0711E10 ' 










Seq. No. 


54265 


Seq. ID 


OJ00.0102 


_65 


0426. C25 




Gene No. 


113851 


Strand 


+ 








Start 


1333 


End 


1438 








Name 


OJ000102 65.0426.C25.ol.gp 


Method 


AAT/GAP 








Start 


1333 


End 


1438 








GI 


none 


Score 


162 








Exons 


1333. .1438 












Seq. No. 


54265 


Seq. ID 


OJ000102 


_65 


0426. C25 




Gene No. 


113852 


Strand 


+ 








Start 


1345 


End 


3004 








Name 


OJ000102 65.0426.C25.ol.gs 


Method 


GENSCAN 








Start 


1345 


End 


2980 








GI 


none 


Score 


. 92 








Exons 


1345. .1427, 1477. .1612, 2527. 


.2704, 2780. .2980 








Seq. No. 


54265 


Seq. ID 


OJ000102 


_65 


0426. C25 



54922 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



113852 Strand 

1345 End 

OJ000102_65 . 0426 . C25 . ol . np Method 

1345 End 

7489782 Score 



+ 

3004 
AAT/NAP 
3004 
258 



1345. .1494, 2524. .2704, 2849. .3004 
kinase associated protein phosphatase - maize 
gi|2735008|gb|AAB93832.1| (U81960) kinase associated protein 
phosphatase [Zea mays] 



54266 

113853 

1 

OJ000102_65 . 0426 . C26 . ol . np 



OJ000102_65.0426.C26 
+ 



Seq. ID 
Strand 

End 2990 
Method AAT/NAP 
End 2900 
7489541 Score 1137 

1..70, 195. .353, 780. .917, 981. .1042, 1196. .1331, 1862. .1956, 

2208.. 2323, 2404.. 2533, 2626.. 2680, 2753.. 2900 

probable kinase associated protein phosphatase - rice 

gi I 3328364 | gb| AAC26828.il (AF075603) kinase associated protein 

phosphatase [Oryza sativa] 



54266 

113853 

1 

OJ000102_65 . 0426 . C26 . ol . gs 

195 

none 



Seq. ID OJ000102_65.0426.C26 

Strand + 

End 2990 

Method GENSCAN 

End 2990 

Score .88 



195. .353, 780. .917, 981. .1042, 1196. .1331, 1862, 
2208. .2323, 2404. .2533, 2626. .2753, 2920. .2990 



.1956, 



54266 Seq. ID 

113854 Strand 

3480 End 

OJ000102_65 . 0426 . C26 . o2 . tm Method 

1 End 

none Score 



OJ000102_65.0426.C26 
5786 

TBLASTX: Maize 

2662 

104 

.353, 204. .356, 791. .910, 



1..69, 2. .67, 193. .354, 193. .294, 201 
806. .940, 807. .914, 977. .1048, 978. .1040, 1170. .1334, 
1196. .1333, 1206. .1364, 1836. .1946, 1859. .1954, 1859. .1954, 
1861. .1956, 2200. .2328, 2206. .2316, 2214. .2324, 2399.-2533, 
2400. .2522, 2404. .2532, 2624. .2662 



54266 

113854 

3480 

OJ000102_65.0426.C26.ol.tc 
2 

none 



Seq. ID OJ000102_65.0426.C26 
Strand 

End 5786 

Method TBLASTX : Cress 

End 2874 

Score 95 



2. .67, 10. .63, 176. .277, 195. .326, 196. .321, 204. .356, 801. .917, 
806. .940, 1193. .1309, 1212. .1316, 1859. .1954, 1861. .1953, 
2200.. 2328, 2214.. 2327, 2402.. 2497, 2403.. 2507, 2596.. 2673, 
2615.. 2683, 2776.. 2874, 2790. .2873 



54266 

113854 

3480 



Seq. ID OJ000102_65.0426.C26 
Strand 

End 5786 



54923 



Name 


OJ000102 65.0426.C26.o2 


-tw 


Method 


TBLASTX: Wheat 


Start 


204 




End 


880 


GI 


none 




Score 


210 


Exons 


204. .356, 204. .353, 780 


. .806, 


801. .878, 


806. .880, 812. .880 


Seq. No. 


54266 




Seq. ID 


OJ000102_65.0426.C26 




113854 




Strand 




Start 


3480 




End 


5786 


Name 


OJ000102 65.0426.C26.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2214 




End 


2644 


GI 


none 




Score 


105 


Exons 


2214.. 2327, 2215.. 2328, 


2402. 


.2473, 2403. .2516, 2615. .2644 


Seq. No. 


54266 




Seq. ID 


OJ000102_65.0426.C26 


Gene No. 


113854 




Strand 




Start 


3480 




End 


5786 


Name 


OJ000102 65.0426.C26.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2214 




End 


2847 


GI 


none 




Score 


138 



Exons 2214. .2324, 2214. .2324, 2215. .2328, 2402. .2533, 2403. .2531, 

2404.. 2538, 2409.. 2537, 2605.. 2679, 2606.. 2695, 2794.. 2847, 
2794..2847 



Seq. No. 54266 Seq. ID 

Gene No. 113854 Strand 

Start 3480 End 

Name OJ000102_65 . 0426 . C26 . o2 . gs Method 

Start 3480 End 

GI none Score 

Exons 3480.. 3785 



OJ000102_65.0426.C26 

5786 
GENSCAN 
3785 
.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54266 Seq. ID 

113854 Strand 

3480 End 5786 

OJ000102_65 . 0426 . C26 . o2 . np Method AAT/NAP 

3522 End 5358 

6729035 Score 255 
3522. .3872, 4251. .4416, 5049. .5135, 5210. .5358 

(AC009177) unknown protein [Arabidopsis thaliana] 



OJ000102 65.0426.C26 



54266 Seq. ID 

113854 Strand 

3480 End 

OJ000102_65 . 0426 . C26 . o3 . np Method 

3522 End 

6729035 Score 



OJ000102_65.0426.C26 

5786 
AAT/NAP 
5786 
313 



3522. .3872, 4251. .4416, 5049. .5135, 5210. .5322, 5654. .5786 
(AC009177) unknown protein [Arabidopsis thaliana] 



54266 

113854 

3480 

OJ000102_65.0426.C26.ol.tm 

3586 

none 



Seq. ID OJ000102_65.0426.C26 



Strand 
End 

Method 

End 

Score 



5786 

TBLASTX: Maize 

3876 

211 



3586. .3786, 3588. .3776, 3789. .3875, 3790. .3876 



54924 




Seq. No. 


54267 


Seq. ID 


OJ000102_65.0426 


.C28 


Gene No. 


113855 


Strand 


+ 




p LC21 l_ 


1 


End 


898 




Name 


OJ000102 65.0426.C28.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


871 




GI 


2275213 


Score 


275 




Exons 


1..387, 467. .603, 736. .871 








GI Descrip. 


(AC002337) unknown protein [Arabidopsis thaliana] 




Seq. No. 


54267 


Seq. ID 


OJ000102__65.0426 


.C28 




113855 


Strand 


+ 




Start 


1 


End 


898 




Name 




Mot - h nH 

I "JC l_ 1 l^J V-i 


VJ Hi IN O v--.ii.lN 




Start 


307 ~~ 


End 


898 




GI 


none 


Score 


.89 




Exons 


307 387 476 603 736 898 








Seq. No. 


54267 


Seq. ID 


OJ000102_65.0426 


.C28 




113856 


Strand 






Start 


1 1 fin 

1 lOU 


FnH 


1 ff R9 




Name 


n.Tnnm no 6^ H496 r98 oi -t-m 




I D J_iriO 1 A • Via. lZc 




Start 




FnH 


8 RO 
O JU 




GI 


none 


OtUI C 


17 7 

X f f 




Exons 


A(\*K fifl^ 47"} 601 47R 697 


7^ 8^7 
/ JJi .00/, 


7^^ 846 7^4 


850 


Seq. No. 


54267 


Seq. ID 


OJ000102_65.0426 


.C28 




113856 


Strand 






Start 


1 1 so 


r nr j 
CjI lLi 


1 8 R9 

10 JZ 




Name 






i Dixrt.o i a . i^xress 




Start 


47 ^ _ 




8 




GI 


none 


Score 


114 




Exons 


47^ SQ8 S17 fiD^ 700 84(1 


7?^ 8S9 


7^4 8S? 




Seq. No. 


54267 


Seq. ID 


OJ000102_65.0426 


.C28 


uCllC IN (J. 


113856 


Strand 






Start 


1 1 80 

J- X O v 


FnH 


1 8 R9 




Name 


o.toooio9 fis 0496 r98 ni i-q 


1 Jtr L. ii(JU 






Start 


47^ _ 




8 67 




GI 


n nno 




1 04 
x u *± 




Exons 


473 601 SOfi 60^ M 6 609 


71 9 8 4 (1 


7^*} 867 7^4 


850 


Seq. No. 


54267 


Seq. ID 


OJ000102 65.0426 


.C28 




113856 


Strand 






Start 


1180 


End 


1852 




Name 


OJ000102 65.0426.C28.o2.gs 


Method 


GENSCAN 




Start 


1180 


End 


1852 




GI 


none 


Score 


.76 




Exons 


1180.. 1248, 1300.. 1366, 1815. 


.1852 






Seq. No. 


54268 


Seq. ID 


OJ000102_65.0426 


.C29 


Gene No. 


113857 


Strand 


+ 




Start 


821 


End 


2399 




Name 


OJ000102 65.0426.C29.ol.gs 


Method 


GENSCAN 




Start 


821 


End 


2399 




GI 


none 


Score 


. 94 




Exons 


821. .850, 1102. .1242, 2223. .2399 







54925 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54268 Seq. ID 

113858 Strand 

3447 End 

OJ000102_65 . 0426 . C29 . o2 . gs Method 

3447 End 

none Score 



OJ000102_65.0426.C29 

5536 
GENSCAN 
5536 
.6 



3447. .3574, 
5442. .5536 



4082. .4115, 4217. .4307, 4366. .4474, 4836. .4922, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 



54268 

113858 

3447 

OJ000102_65.0426.C29.ol.tm 

3494 

none 

3494.. 3592, 3501.. 3593, 4027, 
4217. .4252, 4315. .4476, 4362, 



OJ000102_65.0426.C29 
5536 

TBLASTX: Maize 
4923 
74 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4107, 4029. .4118, 4029. 
.4475, 4364. .4480, 4365. 



.4118, 
.4481, 



4624. .4728, 4654. .4728, 4825. .4923, 4833. .4922 



54268 

113858 

3447 

OJ000102_65 . 0426 . C2 9 . ol . tc 

3500 

none 

3500.. 3592, 3504.. 3566, 4029. 
4218. .4253, 4315. .4476, 4340. 
4833. .4922, 4834. .4926 



Seq. ID OJ000102_65.0426.C29 
Strand 

End 5536 
Method TBLASTX : Cress 
End 4 926 

Score 66 

.4118, 4048. .4116, 4217. .4252, 
.4477, 4654. .4728, 4825. .4923, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54268 

113858 

3447 

OJ000102_65.0426.C29.ol.np 

3506 

2262169 

3506.. 3574, 4029. .4115, 4217. 
4836.. 4925 

(AC002329) clathrin assembly 
[Arabidopsis thaliana] 

54268 

113858 

3447 

OJ000102_65.0426.C29.ol.ts 

4393 

none 

4393. .4476, 4394. .4477, 4631. 
4825.. 4923, 4833.. 4922, 4843. 

54269 

113859 

102 

OJ000102_65 . 0426 . C30 . ol . gs 

102 

none 

102. .158, 346. .354 



Seq. ID OJ000102_65.0426.C29 
Strand 

End 5536 . 

Method AAT/NAP 
End 4 925 

Score 556 

.4252, 4366. .4474, 4634. .4725, 
protein API 9, small subunit 



Seq. ID OJ000102_65.0426.C29 
Strand 

End 5536 

Method TBLASTX : Soybean 

End 4 965 

Score 84 

.4672, 4654. .4728, 4823. .4915, 
.4965 

Seq. ID OJ000102_65.0426.C30 

Strand + 

End 354 

Method GENSCAN 

End 354 

Score . 5 



54926 




Seq. No. 


54270 


Seq. ID 


OJ000102_ 


_65.0426.C31 


Gene No . 


113860 


Strand 






Start 


145 


End 


1968 




Name 


OJ000102 65.0426.C31.ol.gs 


Method 


GENS CAN 




Start 


145 


End 


1968 




GI 


none 


Score 


.48 




Exons 


145. .897, 1279. .1422, 1649. 


.1747, 1930 


. .1968 




Seq. No. 


54271 


Seq. ID 


OJ000102 


_65.0426.C32 


Gene No. 


113861 


Strand 


+ 




Start 


528 


End 


654 




Name 


OJ000102 65.0426.C32.ol.gp 


Method 


AAT/GAP 




Start 


528 


End 


654 




GI 


1664 1.R1084 


Score 


214 




Exons 


528. .654 








GI Descrip. 


f 3913240/sp | 024 133 | CHLD_TOBAC 7.0e-39 


MAGNESIUM- 


CHELATASE 



SUBUNIT CHLD PRECURSOR (MG-PROTOPORPHYRIN IX CHELATASE) 
(MG-CHELATASE SUBUNIT D) >gi_2239151_emb_CAA71128_ (Y10022) CHLD 
magnesium chelatase subunit [Nicotiana tabacum] 1 





Seq. No. 


54271 








Seq. ID 


OJ000102 


_65.0426 


.C32 




Gene No. 


113862 








Strand 


- 








Start 


531 








End 


841 








Name 


OJ000102 


65.0426.C32 


.ol 


.tc 


Method 


TBLASTX: 


Cress 




3 


Start 


516 








End 


670 






™i 


GI 


none 








Score 


67 






: z 


Exons 


516. .653, 


529. .654, 


530 


. .670, 


542. . 670 








XT 


Seq. No. 


54271 








Seq. ID 


OJ000102 


_65.0426 


.C32 


=? 


Gene No. 


113862 








Strand 








y 


Start 


531 








End 


841 








Name 


OJ000102 


65.0426.C32 


.ol 


.ts 


Method 


TBLASTX: 


Soybean 






Start 


527 








End 


654 






GI 


none 








Score 


171 








Exons 


527. .652, 


529. .654 
















Seq. No. 


54271 








Seq. ID 


OJ000102 


_65.0426 


C32 




Gene No. 


113862 








Strand 










Start 


531 








End 


841 








Name 


OJ000102 


65.0426.C32 


.ol 


,gs 


Method 


GENSCAN 






3 


Start 


531 








End 


651 








GI 


none 








Score 


.88 








Exons 


531. .651 


















Seq. No. 


54271 








Seq. ID 


OJ000102 


_65.0426 


C32 




Gene No. 


113862 








Strand 










Start 


531 








End 


841 








Name 


OJ000102 


65.0426.C32 


.ol 


np 


Method 


AAT/NAP 








Start 


531 








End 


841 








GI 


6664313 








Score 


159 








Exons 


531. .654, 


822. .841 
















GI Descrip. 


(AC006932) T27G7.20 


[Arabidopsis thaliana] 








Seq. No. 


54272 








Seq. ID 


OJ000102 


_65.0426. 


C33 




Gene No. 


113863 








Strand 










Start 


1 








End 


4130 








Name 


OJ000102 


65.0426.C33 


.ol. 


gp 


Method 


AAT/GAP 







54927 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



576 
555 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



uC-osflM202123e09bl 
1..92, 380. .576 

, 3913240/sp|O24133|CHLD_TOBAC 7.0e-59 MAGNESIUM-CHELATASE 
SUBUNIT CHLD PRECURSOR (MG-PROTOPORPHYRIN IX CHELATASE) 

(MG-CHELATASE SUBUNIT D) >gi_2239151_emb_CAA71128_ (Y10022) CHLD 
magnesium chelatase subunit [Nicotiana tabacum] 1 



54272 

113863 

1 

OJ000102_65.0426.C33.ol.np 
1 

3913240 



OJ000102 65.0426.C33 



Seq. ID _ 
Strand 

End 4130 
Method AAT/NAP 
End 4130 
Score 1618 

1..92, 380. .579, 650. .799, 1112. .1207, 1601. .1693, 2397. .2520, 
2681. .2997, 3077. .3161, 3335. .3533, 4017.. 4130 

MAGNESIUM-CHELATASE SUBUNIT CHLD PRECURSOR (MG-PROTOPORPHYRIN IX 
CHELATASE) (MG-CHELATASE SUBUNIT D) gi | 7489191 | pir | | T02925 
protoporphyrin IX magnesium chelatase (EC 4.99.1.-) chain chlD - 
common tobacco gi | 2239151 1 emb I CAA7 1128 . 1 1 (Y10022) CHLD 
magnesium chelatase subunit [Nicotiana tabacum] 



54272 Seq. ID 

113863 Strand 

1 End 

OJ000102_65.0426.C33.ol.gs Method 

380 End 

none Score 



OJ000102_65.0426.C33 

4130 
GEN SCAN 
3512 
.92 



380. .472, 508. .600, 650. .799, 1139. .1207, 1601. .1693, 
2397.. 2520, 2681. .2997, 3077.. 3161, 3376.. 3512 



54272 

113863 

1 

OJ000102__65.0426.C33.ol.tm 

758 

none 

758. .799, 1106. .1210, 1110.. 
1602.. 1694, 2394.. 2519, 2394 
2681.. 2869, 2682.. 2888, 2683 

54272 

113863 

1 

OJ000102_65.0426.C33.ol.tc 

1109 

none 



Seq. ID OJ000102__65.0426.C33 
Strand 

End 4130 

Method TBLASTX : Mai ze 

End 2905 

Score 156 
1208, 1111. .1209, 1601. .1696, 



.2522, 2401. 
.2904 



,2526, 2681. .2905, 



Seq. ID OJ000102_65.0426.C33 



Strand 
End 

Method 

End 

Score 



4130 

TBLASTX: Cress 

3515 

148 



1109. .1225, 2686. .2997, 2699. .2995, 2878. .3024, 3390. .3515 



54272 Seq. ID 

113863 Strand 

1 End 

0 J000102_65 .0426. C33 . ol . ts Method 

2418 End 

none Score 



OJ000102_65.0426.C33 
4130 

TBLASTX : Soybean 

3539 

75 



2418. .2516, 2418. 
2683.. 3000, 3077. 



.2522, 2419.. 2523, 2681.. 2995, 2682.. 2963, 
.3160, 3081. .3161, 3332. .3385, 3334. .3384, 



54928 



3381. .3539, 3385. .3516 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54272 Seq. ID 

113863 Strand 
1 End 
OJ000102_65 . 0426 . C33 . o2 . gp Method 
2707 End 
2280682 Score 
2707. .2997, 3077. .3161, 3335. .3378 

3913240/sp|O24133|CHLD_TOBAC 7.0e-59 MAGNESIUM-CHELATASE SUBUNIT 
CHLD PRECURSOR (MG- PROTOPORPHYRIN IX CHELATASE) (MG-CHELATASE 
SUBUNIT D) >gi_2239151_emb_CAA71128_ (Y10022) CHLD magnesium 
chelatase subunit [Nicotiana tabacum] 



OJ000102_65.0426.C33 

4130 
AAT/GAP 
3378 
751 



Seq. No. 


54273 






Seq. ID 


OJ000102_65.0426.C34 


Gene No. 


113864 






Strand 


+ 


Start 


606 






End 


935 


Name 


OJ000102 


65.0426.C34 


. ol . gs 


Method 


GEN SCAN 


Start 


606 






End 


935 


GI 


none 






Score 


.62 


Exons 


606. .770, 


802. .935 








Seq. No. 


54274 






Seq. ID 


OJ000102_54.0426.C1 


Gene No. 


113865 






Strand 




Start 


367 






End 


1955 


Name 


OJ000102 


.54. 0426. CI. 


ol . gs 


Method 


GEN SCAN 


Start 


367 






End 


1919 


GI 


none 






Score 


.71 


Exons 


367. .515, 


957. .1048, 


1126. 


1255, 1357. 


.1463, 1863. .1919 


Seq. No. 


54274 






Seq. ID 


OJ000102_54.0426.C1 


Gene No. 


113865 






Strand 




Start 


367 






End 


1955 


Name 


OJ000102 


54. 0426. CI. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


424 






End 


1183 


GI 


none 






Score 


98 


Exons 


424. .516, 


424. .501, 


425. .517, 426. .518 


, 645. .749, 656. .745, 




938. .1054 


, 957. .1049 


, 959.. 


1051, 1123. 


.1182, 1127. .1183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54274 

113865 

367 

OJ000102_54.0426.Cl.ol.np 
429 

7208771 



Seq. ID OJ000102_54.0426.C1 
Strand 

End 1955 

Method AAT/NAP 

End 1955 

Score 716 



429. .515, 668. .737, 957. .1048, 1126. .1225, 1357. .1463, 
1688. .1752, 1863. .1955 

(AJ276264) putative Ruv DNA-helicase [Cicer arietinum] 



54274 

113865 

367 

OJ000102_54.0426.Cl.ol.ts 

995 

none 



Seq. ID OJ000102 54. 0426. CI 



Strand 
End 

Method 

End 

Score 



1955 

TBLASTX : Soybean 

1940 

47 



995. .1051, 996. .1052, 1118. .1249, 1123. .1227, 1124. .1228, 
1348. .1497, 1350. .1466, 1685. .1744, 1686. .1742, 1855. .1938, 



54929 



1855. .1935, 1860. .1940 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54274 

113865 

367 

OJ000102_54.0426.Cl.ol.tc 

1123 

none 



Seq. ID OJ000102_54.0426.C1 
Strand 

End 1955 

Method TBLASTX : Cress 

End 1458 

Score 7 6 



1123. .1227, 1130. .1228, 1348. .1458, 1350.. 1457 



Seq. No. 54274 

Gene No. 113865 

Start 367 

Name OJ000102_54 . 0426 . CI . ol . tm 

Start 1380 

GI none 
Exons 



Seq. ID OJ000102_54.0426.C1 
Strand 

End 1955 

Method TBLASTX : Mai ze 

End 1955 

Score 120 



1380. .1466, 1380. .1466, 1381. .1497, 1685. .1744, 1686. .1742, 
1687. .1743, 1860. .1955, 1861. .1953, 1905.. 1955 



Seq. No. 

Gene No. 

Start 

Name 
„ Start 
U GI 
\J Exons 
in GI Descrip. 



- as. 



i y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54275 Seq. ID OJ000102_54 . 0426 . C2 

113866 Strand 

1 End 2434 

OJ000102_54 . 0426 . C2 . ol . np Method AAT/NAP 

1 End 2434 

7208771 Score 932 

1..214, 519. .668, 832. .963, 2010. .2198, 2345. .2434 

(AJ276264) putative Ruv DNA-helicase [Cicer arietinum] 



54275 

113866 

1 

OJ000102_54.0426.C2.ol.tm 
57 

none 



Seq. ID OJ000102_54.0426.C2 
Strand 

End 2434 

Method TBLASTX : Maize 

End 2411 

Score 193 



57. .215, 57. .215, 58. .216, 59. .217, 59. .217, 492. .668, 517. .669, 
533. .670, 829. .966, 832. .984, 1998. .2198, 2008. .2118, 
2345. .2410, 2346. .2411 



Q Seq. No. 

Gene No. 
It Start 
^ Name 

Start 

GI 

Exons 



54275 

113866 

1 

OJ000102_54.0426.C2.ol.gs 
59 

none 



Seq. ID OJ000102_54.0426.C2 
Strand 

End 2434 

Method GENSCAN 

End 2117 

Score .83 



59. .214, 519. .668, 832. .963, 2010. .2117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54275 

113866 

1 

OJ000102_54.0426.C2.ol.ts 

492 

none 



Seq. ID OJ000102_54.0426.C2 
Strand 

End 2434 

Method TBLASTX : Soybean 

End 894 

Score 151 



492. .650, 520. .642, 520. .654, 645. .668, 826. .894 



Seq. No. 
Gene No. 
Start 



54275 

113866 

1 



Seq. ID OJ000102_54.0426.C2 
Strand 

End 2434 



54930 



Name OJ000102_54 . 0426 . C2 . ol . gp Method AAT/GAP 

Start 519 End 981 

GI uC-osflM202020b08bl Score . 464 

Exons 519.. 668, 832.. 981 

GI Descrip. 1 24 97541/sp | Q4 054 5 I KPYA_TOBAC 8.0e-45 PYRUVATE KINASE ISOZYME A, 
CHLOROPLAST PRECURSOR >gi_482936_emb_CAA82222_ (Z28373) pyruvate 
kinase; plastid isozyme [Nicotiana tabacum] 1 



Seq. No. 54275 

Gene No. . 113866 

Start 1 

Name OJ000102_54 . 04 2 6 . C2 . o2 . ts 

Start 895 

GI none 

Exons 895.. 966, 902.. 970, 
2346. .2411 



Seq. ID OJ000102_54.0426.C2 



Strand 
End 

Method 
End 
Score 
1998. .2201, 2008. 



2434 

TBLASTX : Soybean 

2411 

85 

.2118, 2345. .2410, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54275 

113866 

1 

OJ000102_54 . 042 6 . C2 . ol . tc 

1998 

none 



Seq. ID OJ000102_54.0426.C2 



Strand 
End 

Method 

End 

Score 



2434 

TBLASTX: Cress 

2410 

121 



1998. .2201, 2008. .2118, 2345. .2410, 2346. .2405 



54276 Seq. ID 

113867 Strand 
1 End 
OJ000102_54 . 0426 . C3 . ol . np Method 
1 End 
7485937 Score 
1. .1187 

hypothetical protein F21C20.90 - Arabidopsis thaliana 
gi I 5262214 | emb | CAB45840.il (AL080254) putative protein 
[Arabidopsis thaliana] gi | 7268870 | emb | CAB79074 . 1 | (AL161553) 
putative protein [Arabidopsis thaliana] 



OJ000102_54.0426.C3 
+ 

1187 
AAT/NAP 
1187 
839 



Seq. No. 54276 Seq. ID 

Gene No. 113867 Strand 

Start 1 End 

Name OJ000102_54 . 0426 . C3 . ol . gs Method 

Start 4 9 End 

GI none Score 

Exons 49.. 1161 



OJ000102_54.0426.C3 
+ 

1187 
GENSCAN 
1161 
.48 



Seq. No. 54276 Seq. ID 

Gene No. 113867 Strand 

Start 1 End 

Name OJ000102_54 . 042 6 . C3 . ol . ts Method 

Start 340 End 

GI none Score 

Exons 340. .873, 340. .573, 349. .597, 349. .1002, 451. .1071, 553. .1041, 
664. .1029, 714. .872 



OJ000102_54.0426.C3 
+ 

1187 

TBLASTX : Soybean 

1071 

156 



Seq. No. 
Gene No. 
Start 



54276 

113867 

1 



Seq. ID OJ000102_54.0426'.C3 
Strand + 
End 1187 



54931 



Name 


OJ000102 54.0426.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


343 


End 


1062 




GI 


none 


Score 


222 




Exons 


343. .1014, 391. .582, 520. .1062 






Seq. No. 


54276 


Seq. ID 


OJ000102_54.0426. 


C3 




113867 


St rand 


+ 




Start 


1 


End 


1187 




Name 


OJ000102 54 0426 C3 ol tc 


Mp t hod 


TBLASTX: Cress 




Start 


349 ~ 


End 


945 




GI 


none 


Score 


200 




Exons 


349. .900, 427. .945 








Seq. No. 


54277 


Seq. ID 


OJ000102_54.0426. 


C4 


Gene No. 


113868 


Strand 


+ 




Start 


1014 


End 


1342 




Name 


OJ000102 54 0426 C4 ol.no 


Method 


AAT/NAP 




Start 


1014 ~~ 


End 


1342 




GI 


6649859 

W V T ~r \J '•J S 


Score 


133 




Exons 


1014. .1342 








GI Descrip. 


(AF009223) kexin-like serine 


endoprot ease [ Pneumocystis 


ca: 


Seq. No. 


54277 


Seq. ID 


OJ000102_54.0426. 


C4 


Gene No. 


113868 


Strand 


+ 




Start 


1014 


End 


1342 




Name 


OJ000102 54.0426.C4.ol.gp 


Method 


AAT/GAP 




Start 


1188 


End 


1342 




GI 


7606 3.R1084 


Score 


306 




Exons 


1188. .1342 








GI Descrip. 


'4887131/gb|AAD32206.1|AF134732 1 3.0e- 


-51 (AF134732) 60S 




ribosomal protein LI [Prunus 


armeniaca 


] ' 




Seq. No. 


54278 


Seq. ID 


OJ000102_54.0426. 


C5 


Gene No. 


113869 


Strand 


+ 




Start 


1 


End 


1992 




Name 


OJ000102 54.0426.C5-ol.gp 


Method 


AAT/GAP 




Start. 


1 


End 


1992 




GI 


7606 1.R1084 


Score 


2120 




Exons 


1..558, 1464. .1992 








GI Descrip. 


, 4887131/gb|AAD32206.1|AF134732 1 1 . Oe- 


-141 (AF134732) 60S 




ribosomal protein LI [Prunus 


armeniaca] 1 




Seq. No. 


54278 


Seq. ID 


OJ000102_54.0426. 


C5 


Gene No. 


113869 


Strand 


+ 




Start 


1 


End 


1992 




Name 


OJ000102 54.0426.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1574 




GI 


6682241 


Score 


843 




Exons 


1..558, 1464. .1574 








GI Descrip. 


(AC016661) putative 60S ribosomal protein LI [Arabidopsis 




thaliana] 








Seq. No. 


54278 


Seq. ID 


OJ000102_54.0426. 


C5 


Gene No. 


113869 


Strand 


+ 




Start 


1 


End 


1992 




Name 


OJ000102 54.0426.C5.ol.gs 


Method 


GENSCAN 




Start 


52 


End 


1923 





54932 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
52. .558, 1464. .1572, 1841. .1923 



.79 



54278 

113870 

3104 

OJ000102_54.042 6.C5.ol.tc 
1 

none 



Seq. ID OJ000102_54.0426.C5 



Strand 
End 

Method 

End 

Score 



+ 

5695 

TBLASTX: Cress 

1583 

619 



1.-543, 93. .146, 109. .342, 216. .353, 1463. .1570, 1464. .1583 



54278 

113870 

3104 

OJ000102_54 .0426.C5.ol.tm 
1 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..549, 2. .55, 93. .146, 106. .342, 213. .353, 430. .501, 441. .560, 
444. .506, 1466.. 1570, 1500. .1598 



OJ000102_54.0426.C5 
+ 

5695 

TBLASTX: Maize 

1598 

756 



54278 

113870 

3104 

OJ000102_54 .0426.C5.ol.ts 
1 

none 



Seq. ID OJ000102_54.0426.C5 

Strand + 

End 5695 

Method TBLASTX : Soybean 

End 1574 

Score 632 



1..543, 93. .146, 109. .342, 216. .353, 444. .545, 444. .506, 
1463. .1567, 1464. .1574, 1500. .1568 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54278 Seq. ID 

113870 Strand 

3104 End 

OJ000102_54 . 042 6 . C5 . ol . tw Method 

231 End 

none Score 



OJ000102_54.0426.C5 
+ 

5695 

TBLASTX: Wheat 

508 

58 



231. .290, 234. .290, 235. .303, 277. .342, 286. .492, 291, 
432. .503, 443. .508, 444. .506 



.353, 



54278 Seq. ID OJ000102 

113870 Strand + 

3104 End 5695 

OJ000102_54 . 042 6 . C5 . o2 . gp Method AAT/GAP 

3104 End 5643 

66420JL.R1084 Score 838 

3104. .3213, 3694.. 3719, 4912.. 5002, 5085.. 5278, 
' 2497539/sp | Q43117 | KPYA_RICCO 
CHLOROPLAST ISOZYME A PRECURSOR >gi_169703 
phosphotransferase [Ricinus communis] 1 



54. 0426. C5 



5568. .5643 
3.0e-52 PYRUVATE KINASE, 

(M64736) ATP: pyruvate 



54278 

113870 

3104 

OJ000102_54 . 042 6 . C5 . o2 . np 

3130 

2497539 



Seq. ID OJ000102_54.0426.C5 

Strand + 

End 5695 

Method AAT/NAP 

End 5687 

Score 969 



3130. .3373, 3401.. 3719, 4912.. 5002, 5085.. 5278, 5568.. 5687 
PYRUVATE KINASE ISOZYME A, CHLOROPLAST PRECURSOR gi I 169703 



54933 




(M64736) ATP:pyruvate phosphotransferase [Ricinus communis] 



Seq. No. 


54278 








Seq. ID 


OJ000102 


_54.0426.C5 


Gene No. 


113870 








Strand 


+ 




Start 


3104 








End 


5695 




Name 


OJ000102 54 


.0426. 


C5.o2. 


gs 


Method 


GENSCAN 




Start 


3171 








End 


5645 




GI 


none 








Score 


.89 




Exons 


3171. .3719, 


4912. 


.5002, 


5085. 


.5278, 5568.. 5645 




Seq. No. 


54278 








Seq. ID 


OJ000102 


_54.0426.C5 


Gene No. 


113870 








Strand 


+ 




Start 


3104 








End 


5695 




Name 


OJ000102 54 


.0426. 


C5.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3407 








End 


4995 




GI 


none 








Score 


443 




Exons 


3407. .3673, 


3408. 


.3692, 


3408. 


.3692, 4915. .4947, 


4936. .4995 


Seq. No. 


54278 








Seq. ID 


OJ000102 


_54.0426.C5 


Gene No. 


113870 








Strand 


+ 




Start 


3104 








End 


5695 




Name 


OJ000102 54 


.0426. 


C5.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3407 








End 


3595 




GI 


none 








Score 


292 




Exons 


3407. .3595, 


3408. 


.3593 










Seq. No. 


54278 








Seq. ID 


OJ000102 


_54.0426.C5 


Gene No. 


113870 








Strand 


+ 




Start 


3104 








End 


5695 




Name 


OJ000102 54 


.0426. 


C5.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3449 








End 


3689 




GI 


none 








Score 


391 




Exons 


3449. .3682, 


3450. 


.3689, 


3612. 


.3689 






Seq. No. 


54278 








Seq. ID 


OJ000102 


_54.0426.C5 












Strand 


+ 




Start 


3104 








End 


5695 




Name 


OJ000102 54 


.0426. 


C5.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4896 








End 


5695 




GI 


none 








Score 


143 




Exons 


4896. .5000, 


4906. 


.5001, 


4910. 


.5008, 5084. .5278, 


5084. .5278, 




5122. .5289, 


5565. 


.5615, 


5565. 


.5612, 5567.. 5614, 


5609. .5662, 




5614. .5658, 


5618. 


.5695, 


5658. 


.5687 






Seq. No. 


54279 








Seq. ID 


OJ000102 


_54.0426.C6 


Gene No. 


113871 








Strand 


+ 




Start 


1 








End 


665 




Name 


OJ000102 54 


.0426. 


C6.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


560 




GI 


2497541 








Score 


513 




Exons 


1..85, 261. 


.560 













GI Descrip. PYRUVATE KINASE ISOZYME A, CHLOROPLAST PRECURSOR 

gi | 4829361 emb | CAA82222 . 1| (Z28373) pyruvate kinase; plastid 
isozyme [Nicotiana tabacum] 

Seq. No. 54279 Seq. ID OJ000102_54 . 0426 . C6 

Gene No. 113871 Strand + 



54934 




Start 1 End 665 

Name OJ000102_54 . 0426 . C6 . ol . gp Method AAT/GAP 

Start. 260 End 665 

GI 427371 Score 734 

Exons 260.. 665 

GI Descrip. 2497541/sp | Q40545 | KPYAJTOBAC 8.0e-45 PYRUVATE KINASE ISOZYME A, 
CHLOROPLAST PRECURSOR >gi_482936_emb_CAA82222_ (Z28373) pyruvate 
kinase; plastid isozyme [Nicotiana tabacum] 



o e q • in kj . 








q prf tf) 
o tr m . J. u 


O.TOnni 07 S4 0496 




Gene No. 


113872 






Strand 






Start 


293 






End 


597 




Name 


OJ000102 54 


.0426 


.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 






End 


569 




GI 


none 






Score 


93 




Exons 


2. .82, 243. 


.560, 


260. .568, 


261. .569 






oeq. IN o • 










n.Tnnm D9 R4 0496 




Gene No. 


113872 






Strand 






Start 


293 






End 


597 




Name 


OJ000102 54 


.0426 


,C6.ol. tm 


Method 


TBLASTX: Maize 




Start 


2 






End 


584 




GI 


none 






Score 


109 




Exons 


2. .82, 260. 


.562, 


261. .584, 


264. .563, 


463. .573 




oeq. wo. 








oeq. iJj 






Gene No. 


113872 






Strand 






Start 


293 






End 


597 




Name 


OJ000102 54 


.0426 


.C6.ol. ts 


Method 


TBLASTX: Soybean 




Start 


2 






End 


566 




GI 


none 






Score 


76 




Exons 


2. .82, 260. 


.565, 


261. .566 








oeq • ino . 


c a 9*7 Q 






ocq . xu 


OTonnin? R4 0496 

UUUUUlUc jy . U4ZD 




Gene No. 


113872 






Strand 






Start 


293 






End 


597 




Name 


OJ000102 54 


.0426 


C6.ol.gs 


Method 


GENSCAN 




Start 


293 






End 


597 




GI 


none 






Score 


.41 




Exons 


293. .597 












Seq. No. 


54280 






Seq. ID 


OJ000102_54.0426 


C7 


Gene No. 


113873 






Strand 


+ 




Start 


189 






End 


338 




Name 


OJ000102 54 


.0426 


C7.ol.gs 


Method 


GENSCAN 




Start 


189 






End 


338 




GI 


none 






Score 


.66 




Exons 


189. .338 












Seq. No. 


54281 






Seq. ID 


OJ000102_54.0426. 


C8 


Gene No. 


113874 






Strand 


+ 




Start 


2260 






End 


3376 




Name 


OJ000102 54 


.0426. 


C8.ol.gs 


Method 


GENSCAN 




Start 


2260 




End 


3376 




GI 


none 






Score 


.43 




Exons 


2260. .2304, 


2824. 


.2889, 3140.. 3376 







54935 




Seq. No. 


54282 


Seq. ID 


OJ000102_ 


54 


.0426. 


C16 


Gene No. 


11 JO / 0 


oLianu 


T 








Start 


808 


End 


1519 








Name 


OJ000102 54.0426.C16.ol.gs 


Method 


GEN SCAN 








Start 


808 


End 


1519 








GI 


none 


Score 


.61 








Exons 


808. .974, 1035. .1097, 1153.. 


1519 










Seq. No. 


54283 


Seq. ID 


OJ000102_ 


54 


.0426. 


C17 


Gene No . 


1 loo / O 


Q+- r-a nrl 










Start 


590 


End 


748 








Name 


OJ000102 54.0426.C17.ol.gs 


Method 


GEN SCAN 








Start 


590 


End 


748 








GI 


none 


Score 


.91 








Exons 


590. .748 












Seq. No. 


54284 


Seq. ID 


OJ000102_ 


54 


.0426. 


C20 


Gene No. 


113877 


Strand 


+ 








o tar l 


21 


End 


IIS? 








Name 


OJ000102 54.0426.C20.ol.np 


Method 


AAT/NAP 








Start 


21 


End 


1152 








GI 


7228450 


Score 


130 








Exons 


21. .132, 668. .757, 887. .1152 












GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 








Seq. No. 


54284 


Seq. ID 


OJ000102_ 


54 


.0426. 


C20 


Gene No . 


llJO / O 


Strand 


+ 








Start 


1228 


End 


2399 








Name 


OJ000102 54.0426.C20.ol.gs 


Method 


GENSCAN 








Start 


1228 


End 


2399 








GI 


none 


Score 


.69 








Exons 


1228. .1342, 1948. .2041, 2083 


..2153, 2206. .2399 








Seq. No. 


54285 


Seq. ID 


OJ000102_ 


54 


.0426. 


C26 


Gene No . 


113879 


Strand 










Start 


2066 


End 


2567 








Name 


OJ000102 54.0426.C26.ol.gs 


Method 


GENSCAN 








Start 


2066 


End 


2567 








GI 


none 


Score 


.77 








Exons 


2066. .2071, 2304. .2567 












Seq. No. 


54286 


Seq. ID 


OJ000102_ 


54 


.0426. 


C27 


Gene No . 


113880 


Strand 


+ 








Start 


799 


End 


1621 








Name 


OJ000102 54.0426.C27.ol.gs 


Method 


GENSCAN 








Start 


799 


End 


1621 








GI 


none 


Score 


.99 








Exons 


799.. 957, 1395.. 1621 












Seq. No. 


54286 


Seq. ID 


OJ000102_ 


54 


.0426. 


C27 


Gene No. 


113881 


Strand 










Start 


1057 


End 


1136 








Name 


OJ000102 54.0426.C27.ol.gp 


Method 


AAT/GAP 








Start 


1057 


End 


1136 








GI 


38012 1.R1084 


Score 


93 








Exons 


1057. .1136 












GI Descrip. 


'4097947/gb|U72255|OSU72255 


2.0e-23 Oryza sativa 







54936 



beta-1, 3-glucanase precursor (Gns9) gene, complete cds ' 



Seq. No. 54287 
Gene No. 113882 
Start 1 

Name OJ000102_54 . 04 2 6 . C28 . ol . np 

Start 1 
GI 7486965 
Exons 1..191, 234. .701, 1808. .1827 

GI Descrip. hypothetical protein T13J8.80 - Arabiclopsis thaliana 

gi|4455356|emb|CAB36766.1| (AL035524) putative protein 
[Arabidopsis thaliana] gi | 7269651 | emb | CAB79599 . 1 | (AL161572) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ000102_54.0426.C28 

Strand + 

End 1827 

Method AAT/NAP 

End 1827 

Score. 621 



Seq. No. 54287 

Gene No. 113882 

Start 1 

Name OJ000102_54 .0426. C28 . ol . tm 

Start 6 

GI none 
Exons 



Seq. ID OJ000102_54.0426.C28 

Strand + 

End 1827 

Method TBLASTX : Mai ze 

End 290 

Score 331 



6. .257, 6. .216 



I. .256, 233. .286, 237. .290 



Seq. No. 54287 

Gene No. 113882 

Start 1 

Name OJ000102_54 . 0426 . C28 . ol . gs 

Start * 9 

GI none 

Exons 9.-794 



Seq. ID OJ000102_54.0426.C28 

Strand + 

End 1827 

Method GENSCAN 

End 794 

Score .95 



Seq. No. 54287 

Gene No. 113882 

Start 1 

Name OJ000102_54 . 0426. C28 . ol . tc 

Start 24 

GI none 

Exons , 24.. 404, 26.. 310 



Seq. ID OJ000102_54.0426.C28 

Strand + 

End 1827 

Method TBLASTX : Cress 

End 404 

Score 528 



Seq. No. 54287 

Gene No. 113882 

Start 1 

Name OJ000102_54 . 0426 . C28 . ol . ts 

Start 143 

GI none 

Exons 143. .310, 144. .398, 348. .386 



Seq. ID OJ000102_54.0426.C28 

Strand + 

End 1827 

Method TBLASTX : Soybean 

End 398 

Score 339 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54287 

113882 

1 

OJ000102_54 .0426.C28.ol.tw 

176 

none 



Seq. ID OJ000102_54 . 0426.C28 

Strand + 

End 1827 

Method TBLASTX : Wheat 

End 515 

Score 300 



176. .310, 177. .404, 408. .464, 410. .448, 450. .515 



Seq. No. 
Gene No. 
Start 



54287 
113882 
1 ■ 



Seq. ID OJ000102_54.0426.C28 
Strand + 
End 1827 



54937 



Name 


OJ000102 54.0426.C28 


.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


291 






End 


653 






GI 


none 






Score 


133 






Exons 


291. .404, 327. .422, 


395 


. .466, 


408. .509, 


581. .652, 


588. . 


653 


Seq. No. 


54288 






Seq. ID 


d.tooo i 0 9 R4 


04 9 


.C29 




1 1 ^ftfi^ 

llJOO J 








+ ~~ 






Start 


65 






End 


271 






Name 


OJ000102 54.0426.C29 


.01 


.gp 


Method 


AAT/GAP 






Start 


65 






End 


271 






GI 


2428647 






Score 


360 






Exons 


65. .271 














Seq. No. 


54288 






Seq. ID 


o.toooi 09 S4 


04 96 


.C29 




il JOU4 






on diid 


+ ~ 






Start 


370 






End 


751 






Name 


OJ000102 54.0426.C29 


.o2 


.gp 


Method 


AAT/GAP 






Start 


370 






End 


751 






GI 


5056001 






Score 


705 






Exons 


370. .751 














Seq. No. 


54288 






Seq. ID 


o.toooi 09 S4 


04 96 

. \J *i D 


.C29 


OC11C ViKJ ■ 


11 JOU J 






on di ili 








Start 


109 






End 


985 






Name 


OJ000102 54.0426.C29 


.ol 


.gs 


Method 


GENS CAN 






Start 


109 






End 


985 






GI 


none 






Score 


.64 






Exons 


109. .356, 903. .985 














Seq. No. 


54289 






Seq. ID 


n in 00109 R4 


0 4 9 6 


.C31 


fZono Mo 


11 JOOO 






Of r*a nH 








Start 


2788 






End 


2966 






Name 


OJ000102 54.0426.C31 


.ol 


,gs 


Method 


GENSCAN 






Start 


2788 






End 


2966 






GI 


none 






Score 


.87 






Exons 


2788. .2966 














Seq. No. 


54290 






Seq. ID 


O.TOOOI 0 9 R4 


04 96 


.C32 


UC11C LNU • 


11 JOO / 






Strand 


+ ~~ 






Start 


292 






End 


1688 






Name 


OJ000102 54.0426.C32 


.01 


. gs 


Method 


GENSCAN 






Start 


292 






End 


1596 






GI 


none 






Score 


.5 






Exons 


292. .352, 898. .1035, 


1501. .1596 








Seq. No. 


54290 






Seq. ID 


OJ000102_54 


.0426 


.C32 


Gene No. 


113887 






Strand 


+ 






Start 


292 






End 


1688 






Name 


OJ000102 54.0426.C32 


.ol 


gp 


Method 


AAT/GAP 






Start 


1401 






End 


1688 






GI 


427610 






Score 


409 






Exons 


1401. .1613, 1638. .1688 












GI Descrip. 


5852172/emb|CAB55410 


.11 


4.0e- 


11 (AL117265) zhb0002 


. 1 [Oryza 




sativa] 














Seq. No. 


54290 






Seq. ID 


OJ000102_54 


.0426 


.C32 


Gene No. 


113888 






Strand 









54938 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

SJ Gene No. 

ffl Start 

f LI Name 

'~t Start 

^ GI 

^ Exons 

%J GI Descrip. 



1510 End 
OJ000102_54 .0426. C32 . ol . np Method 
1510 End 
5852172 Score 
1510. .1671 

(AL117265) zhb0002.1 [Oryza sativa] 



1671 
AAT/NAP 
1671 
132 



54291 

113889 

314 

OJ000102_54.0426.C33.ol.gs 

314 

none 

314. .401, 1399. .1568 

54292 

113890 

748 

OJ000102_54 . 0426 .C34 . ol . gs 

748 

none 

748. .858, 988. .1162, 1188.. 

54293 

113891 

1 

OJ000102_54 . 0426 . C35 . ol . np 
1 

4585901 



Seq. ID OJ000102_54.0426.C33 

Strand + 

End 1568 

Method GEN SCAN 

End 1568 

Score .8 



Seq. ID OJ000102_54.0426.C34 
Strand 

1402 
GEN SCAN 
1402 
.68 



End 

Method 
End 
Score 
1402 



Seq. ID OJ000102_54.0426.C35 

Strand + 

End 1276 

Method AAT/NAP 

End 1276 

Score 402 



1..80, 342. .506, 629. .854, 941. .1276 

(AC007133) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54293 

113891 

1 

OJ000102_54.0426.C35.ol.gs 

210 

none 



54293 
113891 
1 

OJ000102_54 .042 6. C35 . ol . gp 
552 

uC-osflM202062allbl 
552. .583, 661. .857 

, 5852172/emb|CAB55410.1| 4.0e-ll (AL117265) zhb0002.1 [Oryza 
sativa] 1 



Seq. ID 


OJ000102_54 


.0426 


.C35 


Strand 


+ 






End 


1276 






Method 


GENSCAN 






End 


1215 






Score 


.57 






836. .854 


, 941.. 1215 






Seq. ID 


OJ000102_54 


.0426 


.C35 


Strand 


+ 






End 


1276 






Method 


AAT/GAP 






End 


857 






Score 


375 







Seq. No. 54293 

Gene No. 113891 

Start 1 

Name : OJ000102_54 . 0426 . C35 . ol . tw 

Start 654 

GI none 
Exons 



Seq. ID OJ000102_54.0426.C35 

Strand + 

End 1276 

Method TBLASTX : Wheat 

End 1047 

Score 208 



654. .824, 655. .825, 827. .859, 937. .1047, 1000. .1047 



54939 




beq. no. 






Seq. ID 


OJ000102_54.0426 




Gene No. 


113891 




Strand 


+ 




Start 


1 




End 


1276 




Name 


OJ000102 54.0426.C35.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


658 




End 


1209 




GI 


none 




Score 


58 




Exons 


658. .750, 827. .859, 964 


. . 1068, 


1128. .1208, 1135. .1209 




beq. wo. 






Seq. ID 


OJ000102_54.0426 


.C35 


Gene No. 


113891 




Strand 


+ 




Start 


1 




End 


1276 




Name 


OJ000102 54.0426.C35.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


658 




End 


1098 




GI 


none 




Score 


133 




Exons 


658. .825, 827. .856, 937 


. .975, 


970. .109£ 


, 1000.. 1083, 1023.. 1094 


oeq. wo. 


D f± £. iJO 




Seq. ID 


OJ000102_54.0426 


. C35 


Gene No. 


113891 




Strand 


+ 




Start 


1 




End 


1276 




Name 


OJ000102 54 .0426.C35.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


676 




End 


1220 




GI 


none 




Score 


115 




Exons 


676. .825, 827. .856, 964 


. .1212, 


1000. .1215, 1023. .1220 




beq. NO. 


d 4 z y 4 




Seq. ID 




. \^ _> / 


Gene No. 


113892 




Strand 


+ 




Start 


607 




End 


964 




Name 


OJ000102 54.0426.C37.ol 


.gs 


Method 


GENSCAN 




Start 


607 




End 


964 




GI 


none 




Score 


.46 




Exons 


607. .964 










Seq. No. 


54294 




Seq. ID 


OJ000102_54.0426 


. C37 




113892 




Strand 


+ 




Start 


607 




End 


964 




Name 


OJ000102 54 .0426.C37.ol 


.np 


Method 


AAT/NAP 




Start 


781 




End 


957 




GI 


6498424 




Score 


98 




Exons 


781. .957 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




oeq • ino . 


54295 




Seq. ID 


OJ000102_54.0426 


.C41 


Gene No. 


113893 




Strand 






Start 


1049 




End 


1123 




Name 


OJ000102 54.0426.C41.ol 


.gs 


Method 


GENSCAN 




Start 


1049 




End 


1123 




GI 


none 




Score 


.5 




Exons 


1049. .1123 










Seq. No. 


54296 




Seq. ID 


OJ000102_54 .0426 


.C42 


Gene No. 


113894 




Strand 


+ 




Start 


10 




End 


1475 




Name 


OJ000102 54.0426.C42.ol 


gs 


Method 


GENSCAN 




Start 


10 




End 


1475 




GI 


none 




Score 


.71 




Exons 


10.. 100, 475.-536, 1356 


.1475 









54940 



Seq. No. 54297 

Gene No. 113895 

Start 227 

Name OJ000102_54 . 042 6 . C4 3 . ol . gp 

Start 227 

GI none 

Exons 227. .670 



Seq. ID OJ000102_54.0426.C43 

Strand + 

End 670 

Method AAT/GAP 

End 67 0 

Score 854 



Seq. No. 5.4297 Seq. ID 

Gene No. 113895 Strand 

Start 227 End 

Name OJ000102_54 . 0426 . C43 . ol . gs Method 

Start 565 End 

GI none Score 

Exons 565 . . 668 



OJ000102_54 . 0426. C4 3 
+ 

670 

GENSCAN 

668 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54298 Seq. ID 

113896 Strand 

1 End 

OJ000102_54 . 0426 . C4 4 . ol . np Method 

1 End 

6598487 Score 



OJ000102_54.0426.C44 
+ 

1248 
AAT/NAP 
1248 
247 



1..145, 239. .356, 449. .513, 1160. .1248 

(AC005770) putative guanylate binding protein [Arabidopsis 
thaliana] 



fU Seq. No. 54298 Seq. ID 

□ Gene No. 113896 Strand 

\~i Start 1 End 

^ Name OJ000102_54 . 0426. C44 . ol . tm Method 

lf 9 Start 127 End 

^ GI none Score 

a Exons 127. .150, 235. .276, 274. .357, 287. .361, 288. .356, 306 

U 307. .366, 335. .367, 446. .508, 447. .509, 447. .512, 586 

H 588.. 650 



OJ000102_54.0426.C44 
+ 

1248 

TBLASTX: Maize 
650 
39 

,365, 
,648, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54298 Seq. ID OJ000102_54 . 0426 . C44 

113896 Strand + 

1 End 1248 

OJ000102_54 . 0426 . C4 4 . ol . gp Method AAT/GAP 

203 End 572 

42393_1.R1084 Score 276 

203. .356, 449. .505, 548. .572 

, 4585903/gb|AAD25565.1|AC007133_7 9.0e-21 (AC007133) putative 
guanylate binding protein [Arabidopsis thaliana].' 



54298 

113896 

1 

OJ000102_54.0426.C4 4.ol.gs 

239 

none 

239. .356, 449. .506, 586. .693 



Seq. ID OJ000102_54.0426.C44 

Strand + 

End 1248 

Method GENSCAN 

End 693 

Score .9 



Seq. No. 
Gene No. 



54299 
113897 



Seq. ID OJ000102_54.0426.C45 
Strand + 



54941 






Start 


58 


End 


916 




Name 


OJ000102 54.0426.C45.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


916 




GI 


none 


Score 


248 




Exons 


1..210, 4. .210, 147. .233, 701 


..916, 708. .911, 709. .912 




Seq. No. 


54299 


C on T H 

oeq . ±u 






kjene no . 




u LI d l J.H 


+ 




Start 


58 




Q1 fi 

.7 X U 




Name 


OJ000102 54.0426.C45.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


874 




GI 


none 


Score 


94 R 

Z. *i O 




Exons 


1..210, 4. .210, 701. .874, 709 








Seq. No. 


54299 




njnnoi ^4 dd?f> r4s 




bene ino . 


JL X JO _7 / 


O LI a.1 IKJL 


-|- 




Start 


58 


JTnH 

HiIIU 


Q1 
y X u 




Name 


OJ000102 54.0426.C45.ol.gs 


VI c LilUU 






Start 


58 


End 


913 




GI 


none 


Score 


.98 




Exons 


58. .20.9, 568. .586, 701. .913 








Seq. No. 


54300 


oeq. ±u 




X St. 


Gene No. 


113898 


ot rana 




1 J 




jlU 




7 ^fi 


i. 


Name 


OJ000102 54.0426.C51.ol.tm 


Method 


1 DJLirio 1 A . fJal Zc 


ill 


Start 


310 


End 


756 




GI 


none 


Score 


135 


f 1 


Exons 


310. .393, 311. .394, 312. .395, 


391. .588, 


^ftQ 641 7^6 






658. .756, 658. .735, 662. .736 








Seq. No. 


54301 


Seq. ID 






oclic INO . 


113899 


Strand 




= 


Start 


139 


End 


9791 




Name 


OJ000102 54.0426.C53.ol.gs 


Method 


O I_i LM O 




Start 


139 


End 


2393 




GI 


none 


Score 


.97 




Exons 


139. .483, 1024. .1149, 1239. .1314, 1931. 


.-2138, 2300.. 2393 


^ J 

f =5 


Seq. No. 


54301 


Seq. ID 


OJ000102_54.0426.C53 


f5 


Gene No. 


113899 


Strand 






Start 


139 


End 


2721 




Name 


OJ000102 54.0426.C53.ol.np 


Method 


AAT/NAP 




Start 


158 


End 


2721 




GI 


2130145 


Score 


400 




Exons 


158. .483, 1024. .1149, 1239. .1314, 1931. 


.2165, 2702. .2721 




GI Descrip. 


seed storage protein opaque-2 


- maize gi|1144536 (U35063) 






opaque-2 heterodimerizing protein lb [Zea mays] 




Seq. No. 


54301 


Seq. ID 


OJ000102_54.0426.C53 




Gene No. 


113899 


Strand 






Start 


139 


End 


2721 




Name 


OJ000102 54.0426.C53.ol.tm 


Method 


TBLASTX: Maize 




Start 


1021 


End 


2155 




GI 


none 


Score 


116 



Exons 1021. .1152, 1021.. 1152, 1235.. 1315, 1237. .1317, 1238.. 1315, 

1956. .2009, 1966. .2010, 2027. .2155, 2038. .2142 

54942 



Seq. No. 54302 

Gene No. 113900 

Start 1 

Name OJ000102_54 . 04 2 6 . C54 . ol . np 

Start 1 

GI 7489532 

Exons 1..301, 344.. 511 

GI Descrip. probable DNA binding protein - rice gi 1 1783305 | dbj | BAA11431 . 1 | 
(D78609) bZIP protein [Oryza sativa] 



Seq. ID OJ000102_54.0426.C54 
Strand 

End 511 

Method AAT/NAP 

End 511 

Score 218 





Seq. No. 


54302 








Seq. ID 


OJ000102 




Gene No. 


113900 








Strand 


- 




Start 


1 








End 


511 




Name 


OJ000102 54 


.0426. 


C54.ol 


.gs 


Method 


GENSCAN 




Start 


89 








End 


511 




GI 


none 








Score 


.83 






u y * • -j j. j. 














Seq. No. 


54303 








Seq. ID 


OJ000102 




Gene No. 


113901 








Strand 


+ 




Start 


1 








End 


344 




Name 


OJ000102 54 


.0426. 


C60.ol 


.gp 


Method 


AAT/GAP 


X Zi. 


Start 


1 








End 


344 


£. «J 


GI 


none 








Score 


676 




Exons 


1. .344 












T \ 5 


Seq. No. 


54303 








Seq. ID 


. OJ000102 




Gene No. 


113902 








Strand 






Start 


657 








End 


956 




Name 


OJ000102 54 


.0426. 


C60.ol 


. gs 


Method 


GENSCAN 




Start 


657 








End 


956 




GI 


none 








Score 


.95 




Exons 


657. .956 














Seq. No. 


54303 








Seq. ID 


OJ000102 




Gene No. 


113903 








Strand 




h as 


Start 


1925 








End 


2829 




Name 


OJ000102 54 


.0426. 


C60.o2 


. gs 


Method 


GENSCAN 


C3 


Start 


1925 






End 


2829 




GI 


none 








Score 


.69 




Exons 


1925. .1953, 


2080. 


.2140, 


2306. 


.2346, 2436.-2568, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



Seq. ID OJ000102_54.0426.C61 
Strand 

End 781 

Method AAT/NAP 

End 781 

Score 148 



54304 
113904 
340 

OJ000102_54.0426.C61.ol.np 
340 

7485542 
340. .573, 703. .781 

hypothetical protein F16B22.20 - Arabidopsis thaliana 
gi|3341691|gb|AAC27473.1| (AC003672) putative heterogeneous 
nuclear ribonucleoprotein [Arabidopsis thaliana] 



54304 

113904 

340 



Seq. ID OJ000102_54.0426.C61 
Strand 

End 781 



54943 





Name 


OJ000102_54 .0426.C61.ol.tm 


Method 


TBLASTX: Maize 




Start 


352 


End 


573 




GI 


none 


Score 


186 




Exons 


352. . 573 








Seq. No. 


54304 


Seq. ID 


OJ000102_54 . 0426 . C61 




Gene No. 


113904 


Strand 






Start 


340 


End 


781 




Name 


OJ000102 54 . 0426 . C61 . ol . gs 


Method 


GENSCAN 




Start 


417 


End 


C 1 -i 

573 




GI 


none 


Score 


. 6 




Exons 


417 . . 573 








Seq. No. 


54305 


Seq. ID 


OJ000102 54.0426.C62 




Gene No. 


113905 


Strand 


+ 




Start 


539 


End 


791 




Name 


OJ000102_54 .0426.C62.ol.gs 


Method 


GENSCAN 




Start 


539 


End 


791 




GI 


none 


Score 


. 81 




Exons 


539 . .560, 664 ..791 








Seq. No. 


54305 


Seq. ID 


OJ000102_54 . 0426 . C62 




Gene No. 


113906 


Strand 






Start 


bio 


End 


797 


E. ~x 


Name 


OJ000102 54.0426.C62.ol.np 


Method 


AAT/NAP 


, at 


Start 


618 


End 


797 


fn 


GI 


6010668 


Score 


163 


Fli 


Exons 


618 . .191 








GI Descrip. 


(AF181987) 37 kba chloroplast 


inner membrane protein [Petuni 


- — 




hybrida] 






i Li 

w 


Seq. No. 


54306 


Seq, ID 


OJ000102_54 .0426.C63 




Gene No. 


113907 


Strand 




i y 


Start 


1 


End 


563 


= 


Name 


OJ000102 54.0426.C63.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


487 




GI 


-7489166 


Score 


537 




Exons 


1. .487 








GI Descrip. 


membrane protein, 37K, precursor, chloroplast inner envelope 






common tobacco gi | 1419090 | emb | CAA64 422 


.11 (X94968) 37kDa 


n 




chloroplast inner envelope membrane polypeptide precursor 


■==7 




[Nicotiana tabacum] 








Seq. No. 


54306 


Seq. ID 


OJ000102_54.0426.C63 




Gene No. 


113907 


Strand 






Start 


1 


End 


563 




Name 


OJ000102 54.0426.C63.ol.gs 


Method 


GENSCAN 




Start 


65 


End 


327 




GI 


none 


Score 


.73 




Exons 


65. .327 








Seq. No. 


54306 


Seq. ID 


OJ000102_54.0426.C63 




Gene No. 


113907 


Strand 






Start 


1 


End 


563 




Name 


OJ000102 54.0426.C63.ol.tc 


Method 


TBLASTX: Cress 




Start 


65 


End 


519 




GI 


none 


Score 


89 



54944 






Exons 


65. .211, 


67. .519, 70 


. . 447, 


335. .454 








Seq. No. . 


54306 






Seq. ID 


OJ000102_54 .0426 


.C63 




Gene No . 


1 J. o :7U / 






Strand 








Start 


1 






End 


563 






Name 


OJ000102 


54.0426.C63 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


65 






End 


563 






GI 


none 






Score 


140 






Exons 


65. .226, 


67. .468, 76 


. .426, 


33S..445, 525. .563, 529. .558 






Seq. No. 


54306 






Seq. ID 


OJ000102_54.0426 


.C63 




uene ino . 


1 1 ^QO"7 
X J. o _?U / 






Strand 








Start 


1 






End 


563 






Name 


OJ000102 


54 .0426.C63 


. ol . ts 


Method 


TBLASTX : Soybean 






Start 


65 






End 


471 






GI 


none 






Score 


105 






Exons 


65. .226, 


67. .471, 79 


. .462, 


335 . . 466 








Seq. No. 


54307 






Seq. ID 


OJ000102_54.0426 


.C64 




bene lno • 








Strand 








Start 


227 






End 


1094 






Name 


OJ000102 


54.0426.C64 


. ol .gs 


Method 


GEN SCAN 






Start 


227 






End 


327 






GI 


none 






Score 


.46 






Exons 


. 227. .327 












n 


Seq. No. 


54307 






Seq. ID 


OJ000102_54 .0426 


-C64* 


y 


Gene No . 


113908 






Strand 










227 






End 


1094 




j 


Name 


OJ000102 


54.0426.C64 


.ol .np 


Method 


AAT/NAP 






Start 


227 






End 


1094 




3 


GI 


4309741 






Score 


131 




y 


Exons 


227. .321, 


993. .1094 












GI Descrip. 


(AC006439) hypothetical protein [Arabidopsis thaliana] 




i 


Seq. No. 


54308 






Seq. ID 


OJ000102_54.0426 


.C67 




Gene No. 


113909 






Strand 


+ 






Start 


1 






End 


1345 






Name 


OJ000102 


54.0426.C67 


. ol . np 


Method 


AAT/NAP 






Start 


1 






End 


1345 






GI 


6466937 






Score 


920 






Exons 


1. .1345 














GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidops 






thaliana] 














Seq. No. 


54308 






Seq. ID 


OJ000102_54.0426 


.C67 




bene no . 


113909 






Strand 


+ 






Start 


1 






End 


1345 






Name 


OJ000102 


54.0426.C67 


. ol . gs 


Method 


GEN SCAN 






Start 


74 






End 


1329 






GI 


none 






Score 


.89 






Exons 


74. .155, 


179. .1329 












Seq. No. 


54308 






Seq. ID 


OJ000102_54.0426 


.C67 




Gene No. 


113909 






Strand 


+ 






Start 


1 






End 


1345 






Name 


OJ000102 


54.0426.C67 


.ol. tm 


Method 


TBLASTX: Maize 





54945 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



119 
none 

119. .208, 184. .537, 258, 



.518 



54308 

113909 

1 

OJ000102_54 .0426.C67.ol.ts 

373 

none 

373.-594, 375. .497 



End 537 
Score 70 



Seq. ID OJ000102_54 .0426.C67 

Strand + 

End 1345 

Method TBLASTX : Soybean 

End 594 

Score 204 



Seq. No. 54308 Seq. ID 

Gene No. 113909 Strand 

Start 1 End 

Name OJ000102_54 . 0426 . C67 . ol . tw Method 

Start 373 End 

GI none Score 

Exons 373.. 765 



OJ000102_54.0426.C67 
+ 

1345 

TBLASTX : Wheat 

765 

252 



Seq. No. 54308 Seq. ID 

Gene No. 113909 Strand 

Start 1 End 

Name OJ000102_54 . 0426 .C67 . o2 . tm Method 

Start 640 End 

GI none Score 
Exons 



OJ000102_54.0426.C67 
+ 

1345 

TBLASTX: Maize 

936 

184 



640. .789, 645. .743, 670. .789, 787. .936, 804. .929 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



54308 Seq. ID 

113909 Strand 
1 End 
OJ000102_54 . 0426. C67 . o3 . tm Method 
1030 End 
none Score 
1030. .1263, 1065.. 1262 

54309 Seq. ID 

113910 Strand 
204 End 
OJ000102_54 . 0426 . C68 . ol . gs Method 
204 End 
none Score 
204. .327, 652. .734 



OJ000102_54.0426.C67 
+ 

1345 

TBLASTX: Maize 

1263 

209 



OJ000102_54.0426.C68 
734 

GENSCAN 

734 

.61 



54310 

113911 

172 

OJ000102_54 .0426.C75.ol.np 
172 

7437314 



Seq. ID 
Strand 
End 

Method 
End 
Score 

172. .371, 638. .662, 750. .788, 903. .1018, 1572. .1695 
peptidylprolyl isomerase (EC 5.2.1.8) - Synechocystis sp. (PCC 
6803) gi | 1652923 | dbj IBAA17841.il (D90909) peptidyl-prolyl 
cis-trans isomerase [Synechocystis sp.] 



OJ000102_54.0426.C75 
+ 

2380 
AAT/NAP 
1695 
269 



54310 
113911 



Seq. ID OJ000102_54.0426.C75 
Strand + 



54946 



Start 172 End 2380 

Name OJ000102_54 . 0426. C75. o2 .np Method AAT/NAP 

Start 329 End 2380 

GI 7486628 Score 267 

Exons 329.. 371, 725.. 808, 1514.. 1759, 1888.. 2149, 2242.. 2380 

GI Descrip. hypothetical protein F8B4.120 - Arabidopsis thaliana 

gi I 404 9344 | emb | CAA22569.il (AL034567) putative protein 
[Arabidopsis thaliana] gi | 7270146 | emb | CAB7 9959 . 1 1 (AL161581) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54310 

113911 

172 

OJ000102_54.042 6.C75.ol.gs 

339 

none 



Seq. ID OJ000102_54.0426.C75 



Strand 
End 

Method 

End 

Score 



+ 

2380 
GEN SCAN 
2336 
.92 



339. .371, 1594. .1726, 1807. .2134, 2224. .2336 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54310 Seq. ID 

113911 Strand 

172 End 

OJ000102_54 . 04 2 6 . C7 5 . ol . tm Method 

749 End 

none . Score 



OJ000102_54.0426.C75 
+ 

2380 

TBLASTX: Maize 

2345 

57 



749. .784, 906. .950, 907. .948, 950. .1018, 951. .1019, 1569. .1691, 
1572. .1694, 1573. .1710, 1697. .1744, 1698. .1733, 1806. .1907, 
1879. .1953, 1987. .2061, 1989. .2135, 1990. .2142, 2224. .2322, 
2271. .2306, 2304. .2345 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54311 Seq. ID 

113912 Strand 

388 End 

OJ000102_54 . 0426.C76.ol.tm Method 

386 End 

none Score 



OJ000102_54 .0426.C7 6 
+ 

894 

TBLASTX: Maize 

859 

69 



386. .448, 391. .465, 442. .492, 445. .495, 471. .659, 493. .705, 
499. .699, 500. .700, 774. .857, 775. .858, 776. .859 



Seq. No. 54311 Seq. ID 

Gene No. 113912 Strand 

Start 388 End 

Name OJ000102_54 . 0426.C76.ol .gs Method 

Start 388 End 

GI none Score 

Exons 388.. 696, 777.. 894 



OJ000102_54.0426.C76 
+ 

894 

GENSCAN 

894 

.55 



Seq. No. 54311 

Gene No. 113912 

Start 388 

Name OJ000102_54 . 0426 .C76 . ol . ts 

Start 503 

GI none 

Exons 503.. 685, 536.. 643, 576.. 683, 796.. 867 



Seq. ID OJ000102_54.0426.C76 



Strand 
End 

Method 

End 

Score 



+ 

894 

TBLASTX : Soybean 

867 

176 



Seq. No. 
Gene No. 
Start 



54311 

113912 

388 



Seq. ID OJ000102_54.0426.C76 
Strand + 
End 894 



54947 





Name 


OJ000102 54.0426.C76.ol.gp 


Method 


AAT/GAP 








Start 


668 


End 


857 








GI 


287063 


Score 


180 








Exons 


668. .696, 777. .857 












Seq. No. 


54312 


Seq. ID 


OJ000102_54 


.0426 


.C80 




UCUC LNU. 


1 1 "391 ^ 


u Li dliu 










Start 


71 


End 


255 








Name 


OJ000102 54.0426.C80.ol.gs 


Method 


GENSCAN 








Start 


71 


End 


255 








GI 


none 


Score 


.84 








Exons 


71. .255 












Seq. No. 


54312 


Seq. ID 


OJ000102_54 


.0426 


.C80 




fl&ri& Mo 


11^914 

11J Jin 


Oil d 1 ILi. 










Start 


475 


End 


1132 








Name 


OJ000102 54.0426.C80.o2.gs 


Method 


GENSCAN 








Start 


475 


End 


1132 








GI 


none 


Score 


.48 








Exons 


475.-677, 1015. .1132 












Seq. No. 


54313 


Seq. ID 


OJ000102_54 


.0426 


.C81 




Gene No. 


113915 


Strand 


+ 






£ S3. 


Start 


216 


End 


1841 






i. -J 


Name 


OJ000102 54.0426.C81.ol.np 


Method 


AAT/NAP 






% 


Start 


216 


End 


708 






if\ 


GI 


7288000 


Score 


150 








Exons 


216. .316, 438. .708 












GI Descrip. 


(AL138646) putative protein 


[Arabidopsis thaliana] 








Seq. No. 


54313 


Seq. ID 


OJ000102 54 


.0426 


.C81 




Gene No. 


113915 


Strand 


+ 






; : 3 
5 b? 


Start 


216 


End 


1841 








Name 


OJ000102 54.0426.C81.ol.gs 


Method 


GENSCAN 








Start 


383 


End 


1841 






^ , \ 


GI 


none 


Score 


.73 








Exons 


383. .676, 1356. .1486, 1569. . 


1841 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54313 

113916 

7885 

OJ000102_54 .0426.C81.o2.gp 
7798 

717 2.R1084 



Seq. ID OJ000102_54 .0426.C81 

Strand + 

End 9172 

Method AAT/GAP 

End 8811 

Score 1349 



7798. .8011, 8092. .8342, 8461. .8811 

'3264596 9.0e-98 (AF057183) putative tonoplast aquaporin [Zea 
mays] ' 



54313 
113916 
7885 

OJ000102_54 . 042 6 . C8 1 . o3 . gp 
7831 

717_2.R1084 

7831. .8011, 8092. .8342, 8461. .8821, 9151. .9172 
'3264596 9.0e-98 (AF057183) putative tonoplast aquaporin [Zea 
mays] ' 



Seq. ID OJ000102_54.0426.C81 

Strand + 

End 9172 

Method AAT/GAP 

End 9172 

Score 1319 



54948 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54313 Seq. ID 

113916 Strand 

7885 End 

OJ000102_54 .0426.C81.o2.np Method 

7885 End 

7441255 Score 



OJ000102_54.0426.C81 
+ 

9172 
AAT/NAP 
8826 
1091 



7885. .8011, 8092. .8342, 8461. .8826 

probable tonoplast aquaporin - maize gi | 3264 596 | gb | AAC24569 . 1 | 
(AF057183) putative tonoplast aquaporin [Zea mays] 



54313 Seq. ID 

113916 Strand 

7885 End 
OJ000102_54 . 0426.C81.o3.gs Method 

7885 End 

none Score 

7885. .8011, 8092. .8342, 8461. .8829 



OJ000102_54.0426.C81 
+ 

9172 
GENS CAN 
8829 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54313 

113916 

7885 

OJ000102_54.042 6.C81.o4.gp 

8557 

717_4.R1084 
8557.. 9080 

'3264596 1.0e-38 (AF057183) 
mays] 1 

54313 

113917 

12977 

OJ000102_54.0426.C81.o4.gs 

12977 

none 

12977. .12990, 14409 .. 14478, 



Seq. ID OJ000102_54.0426.C81 

Strand + 

End 9172 

Method AAT/GAP 

End 9080 

Score 1026 

putative tonoplast aquaporin [Zea 



Seq. ID OJ000102_54.0426.C81 

Strand + 

End 16730 

Method GEN SCAN 

End 16547 

Score .75 
14812. .14916, 14973. .16547 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54313 

113917 

12977 

OJ000102_54 . 042 6 . C81 . o7 .np 

14308 

5042454 



Seq. ID OJ000102_54.0426.C81 

Strand + 

End 16730 

Method AAT/NAP 

End 16730 

Score 2275 



14308. .14458, 14812 .. 14 916, 14 973 .. 16386, 16712. .16730 
(AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54313 Seq. ID 

113917 Strand 

12977 End 

OJ000102_54 .0426.C81.o6.np Method 

14991 End 

7228457 Score 



OJ000102_54. 
+ 

16730 
AAT/NAP 
16730 
2172 



0426. C81 



14991. .15357, 15419. . 16502, 16700.. 16730 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl/ polyprotein. (AF098806) [Oryza 

sativa] 



54949 



Seq. No. 


54313 




113918 


Start 


4663 


Name 


OJ000102 54. 


Start 


4663 


GI 


none 


Exons 


4663. .4891, 


Seq. No. 


54313 


Gene No. 


113919 


Cfarf 
O ICll l_ 


9602 


Name 


OJ000102 54. 


Start 


7878 


GI 


none 


Exons 


7878. .8030, 




8460. .8792, 


Seq. No. 


54313 


Gene No. 


113919 


Start 


9602 


Name 


OJ000102 54. 


Start 


7884 


GI 


none 


Exons 


7884. .8036, 




8485. .8808 


Seq. No. 


54313 


Gene No. 


113919 


O Lai L. 




Name 


OJ000102 54. 


Start 


7885 


GI 


none 


Exons 


7885. .8037, 




8481. .8795, 


Seq. No. 


54313 


Gene No. 


113919 


Start 


9602 


Name 


OJ000102 54. 


Start 


7894 


GI 


none 


Exons 


7894. .8022, 




8460. .8801, 


Seq. No. 


54313 


Gene No. 


113919 


Start 


9602 


Name 


OJ000102 54. 


Start 


9602 


GI 


7510076 


Exons 


9602. .9719, 


GI Descrip. 


hypothetical 


Seq. No. 


54313 


Gene No. 


113919 


Start 


9602 


Name 


OJ000102 54. 



Seq. ID OJ000102_54.0426.C81 
Strand 

End 6630 

Method GENSCAN 

End 6630 

Score .49 



Seq. ID OJ000102_54.0426.C81 
Strand 

End 16730 

Method TBLASTX : Mai ze 

End 8829 

Score 204 



Seq,., . ID QJ000102_54 . 0426. C81 
Strand 

End 16730 



End 
Score 



8819 
170 



Seq. ID OJ000102_54 .0426.C81 
Strand 

End 16730 

Method TBLASTX : Cress 

End 8808 

Score 161 



Seq. ID OJ000102_54.0426.C81 
Strand 

End 16730 

Method TBLASTX : Wheat 

End 16486 

Score 148 



Seq. ID OJ000102_54.0426.C81 
Strand 

16730 



End 
Methoc 
End 
Score 



16730 
114 



Seq. ID OJ000102_54 .0426.C81 
Strand 

End 16730 



54950 





Start 


13274 




End 


16730 








GI 


7510076 




Score 


102 








Exons 


13274. .13637, 16704.. 


,16730 












GI Descrip. 


hypothetical protein 


Y50E8A. 


, i - Caenorhabditis 


elegans 






Seq. No. 


54313 




Seq. ID 


OJ000102 


_54.0426, 


.C81 




Gene No. 


113919 




Strand 










Start 


9602 




End 


16730 








Name 


OJ000102 54.0426.C81. 


o5 .np 


Method 


AAT/NAP 








Start 


13858 




End 


15133 








GI 


7523512 




Score 


101 








Exons 


13858. .13982, 15081.. 


15133 












GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 








Seq. No. 


54313 




Seq. ID 


OJ000102 


_54.0426, 


.C81 




Gene No. 


113919 




Strand 










Start 


9602 




End 


16730 








Name 


OJ000102 54 0426 C81 




Method 


TBLASTX: 


Wheat 






Start 


15645 ~~ 




End 


16037 








GI 


none 




Score 


58 








Exons 


15645. .15692, 15699.. 


15797, 


15704. .15796, 15764 


. .16003, 








15780. .16037 












« a. 


Seq. No. 


54313 




Seq. ID 


OJ000102 


_54 .0426, 


X81 






113919 




Strand 








i ^ 


Start 


9602 




End 


16730 






L * 3 


Name 


OJ000102 54.0426.C81. 


o2.tm 


Method 


TBLASTX: 


Maize 




p ; 3 


Start 


15650 




End 


15935 






n 


GI 


none 




Score 


197 








Exons 


15650. .15934, 15687.. 


15935 










w 


Seq. No. 


54314 




Seq. ID 


OJ000102 


_54.0426. 


■ C82 


ru 


Gene No. 


113920 




Strand 


+ 








Start 


1 




End 


99 








Name 


OJ000102 54.0426.C82. 


ol . np 


Method 


AAT/NAP 








Start 


1 




End 


99 








GI 


5042454 




Score 


72 






|x 


Exons 


1. .99 














GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



54315 

113921 

1 

OJ000102_54.0426.C83.ol.np 
1 

7485185 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..51, 200. .551, 652. .716, 799. .1072, 1106. .1287 
hypothetical protein - Arabidopsis thaliana 
gi|2245094 | emb | CAB10516 . 1 | (Z97343) hypothetical protein 
[Arabidopsis thaliana] gi | 7268487 | emb I CAB78738 . 1 | (AL161546) 
hypothetical protein [Arabidopsis thaliana] 



OJ000102_54.0426.C83 
+ 

1295 
AAT/NAP 
1287 
485 



54315 Seq. ID 

113921 Strand 

1 End 

OJ000102_54 .0426.C83.ol.gs Method 

14 End 



OJ000102_54.0426.C83 
+ 

1295 

GENSCAN 

1295 



54951 




GI 


none 




Score 


.65 




Exons 


14. .551, 652. .798, 916. 


.1295 








Seq. No. 


54315 




Seq. ID 


OJ000102_54.0426 


.C83 




± ± O J £ 




Of- v-anH 






Start 


1970 




End 


3043 




Name 


OJ000102 54.0426.C83.o2 


.gs 


Method 


GENSCAN 




Start 


1970 




End 


3043 




GI 


none 




Score 


.6 




Exons 


1970-. .2011, 2062.. 2478, 


2498. 


.3043 






Seq. No. 


54315 




Seq. ID 


OJ000102_54.0426 


.C83 








Strand 






Start 


1898 




End 


3317 




Name 


OJ000102 54.0426.C83.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


687 




End 


1174 




GI 


none 




Score 


93 




Exons 


687.. 800, 759.-797, 914 


. .1051 


, 915. .1061, 1121. .1174 




Seq. No. 


54315 




Seq. ID 


OJ000102_54.0426 


.C83 


Gene No. 


113923 




Strand 






Start 


1898 




End 


3317 




Name 


OJ000102 54.0426.C83.o2 


.np 


Method 


AAT/NAP 




Start 


1898 




End 


3317 




GI 


6907106 




Score 


431 




Exons 


1898. .2091, 2194. .2406, 


2449. 


.2778, 3215.. 3317 




GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


54316 




Seq. ID 


OJ000102_54.0426 


.C84 


belle 1NO . 


113924 




Strand 






Start 


2000 




End 


2189 




Name 


OJ000102 54.0426.C84.o2 


.gs 


Method 


GENSCAN 




Start 


2000 




End 


2189 




GI 


none 




Score 


.87 




Exons 


2000.. 2011, 2112.. 2189 










Seq. No. 


54317 




Seq. ID 


OJ000102_54.0426 


.C85 




113925 




Strand 


+ 




Start 


1856 




End 


4471 




Name 


OJ000102 54.0426.C85.o2 


.gs 


Method 


GENSCAN 




Start 


1856 




End 


4471 




GI 


none 




Score 


.87 




Exons 


1856.. 2262, 3285.-3498, 


3919. 


.4012, 4230. .4471 




Seq. No. 


54317 




Seq. ID 


OJ000102_54.0426 


.C85 


Gene No. 


113925 




Strand 


+ 




Start 


1856 




End 


4471 




Name 


OJ000102 54 .0426.C85.ol 


np 


Method 


AAT/NAP 




Start 


2286 




End 


4471 




GI 


7486054 




Score 


131 




Exons 


2286.. 2316, 3331.. 3498, 


3919. 


.4016, 4213.. 4471 





GI Descrip. hypothetical protein F24A6.10 - Arabidopsis thaliana 

gi|4454005|emb|CAA23058.1| (AL035396) putative protein 
[Arabidopsis thaliana] gi | 7269367 | emb | CAB79426 . 1 | (AL161562) 
putative protein [Arabidopsis thaliana] 



54952 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54317 
113926 
4395 

OJ000102_54 -0426.C85.ol.gp Method AAT/GAP 



Seq. ID OJ000102_54.0426.C85 
Strand + 
End 4816 



4395 
none 

4395. .4816 



End 
Score 



4816 
818 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54317 

113927 

5226 



Seq. ID OJ000102_54 .0426.C85 
Strand 

End 6031 



OJ000102 54 .0426.C85.o2.tm Method TBLASTX : Maize 



3973 
none 



End 
Score 



4467 
58 



3973. .4014, 4221.. 4415, 4223.-4465, 4229. .4465, 4279. .4467, 
4402. .4467 



Seq. No. 54317 Seq. ID OJ000102_54 . 0426 . C85 

Gene No. 113927 Strand 

Start 5226 End 6031 

Name OJ000102_54 . 0426 . C85 . o2 . gp Method AAT/GAP 

Start 5226 End 5703 

GI LIB3433-037-P1-K1-A4 Score 816 

Exons t 5226.. 5703 

GI Descrip.' • 1652434 /dbj I BAA17356 1 3.0e-22 (D90905) N-acetylglutamate kinase 
[Synechocystis sp. ] 1 





Seq. No. 


54317 


Seq. ID 


OJ000102_54.0426.C85 


s : z 


Gene No. 


113927 


Strand 






Start 


5226 


End 


6031 


~i =3 


Name 


OJ000102 54 


. 04 2 6 . C8 5 . ol . tm Method 


TBLASTX: Maize 


? ■ ; 
\ si 


Start 


5379 


End 


5954 




GI 


none 


Score 


201 


L Jl 


Exons 


5379. .5954, 


5391.. 5669, 5449. .5925 




^ . 5 


Seq. No. 


54317 


Seq. ID 


OJ000102_54.0426.C85 




Gene No. 


113927 


Strand 






Start 


5226 


End 


6031 




Name 


OJ000102 54 


.0426.C85.o3.gs Method 


GENSCAN 




Start 


5394 


End 


5975 




GI 


none 


Score 


.97 




Exons 


5394. .5975 








Seq. No. 


54317 


Seq. ID 


OJ000102_54 .0426.C85 




Gene No. 


113927 


Strand 






Start 


5226 


End 


6031 




Name 


OJ000102 54 


.0426.C85.o2.np Method 


AAT/NAP 




Start 


5397 


End 


6031 




GI 


6706427 


Score 


791 




Exons 


5397. .6031 








GI Descrip. 


(AL133248) 


acetylglutamate kinase-like protein [Arabidopsis 






thaliana] 








Seq. No. 


54317 


Seq. ID 


OJ000102_54.0426.C85 




Gene No. 


113927 


Strand 






Start 


5226 


End 


6031 




Name 


OJ000102 54 


. 04 2 6 . C8 5 . ol . ts Method 


TBLASTX: Soybean 



54953 



Start 


5406 


End 


6011 


GI 


none 


Score 


140 


Exons 


5406. .5672, .5406. .6011, 5449. 


. 6009 




Seq. No. 


54318 


Seq. ID 


OJ000102_54 .0426.C86 


Gene No. 


113928 


Strand 


+ 


Start 


385 


End 


2184 


Name 


OJ000102 54.0426.C86.ol.gs 


Method 


GENSCAN 


Start 


385 


End 


1092 


GI 


none 


Score 


.53 


Exons 


385. .499, 968. .1092 






Seq. No. 


54318 


Seq. ID 


OJ000102_54.0426.C86 


Gene No. 


113928 


Strand 


+ 


Start 


385 


End 


2184 


Name 


OJ000102 54.0426.C86.ol.np 


Method 


AAT/NAP 


Start 


748 


End 


2184 


GI 


4680492 


Score 


110 


Exons 


748. .1058, 2118. .2184 






GI Descrip. 


(AF119222) putative reverse transcriptase [Oryza sativa] 


Seq. No. 


54318 


Seq. ID 


OJ000102_54.0426.C86 


Gene No . 


113929 


Strand 




Start 


1938 


End 


3135 


Name 


OJ000102 54.0426.C86.o2.gs 


Method 


GENSCAN 


Start 


1938 


End 


3135 


GI 


none 


Score 


.84 


Exons 


1938. .1947, 2143. .2263, 2300. 


.2380, 2424.. 2670, 3025. .3135 


Seq. No. 


54319 


Seq. ID 


OJ000102_54.0426.C87 


Gene No . 


113930 


Strand 


+ 


Start 


1741 


End 


4977 


Name 


OJ000102 54.0426.C87.ol.gs 


Method 


GENSCAN 


Start 


1741 


End 


4977 


GI 


none 


Score , 


.43 


Exons 


1741. .1766, 2167. .2319, 2380. 


.2564, 4023. .4077, 4133. .4253, 




4424.. 4473, 4833. .4977 






Seq. No. 


54319 


Seq. ID 


OJ000102_54.0426.C87 


Gene No. 


113931 


Strand 




Start 


2083 


End 


2972 


Name 


OJ000102 54.0426.C87.ol.np 


Method 


AAT/NAP 


Start 


2083 


End 


2972 


GI 


6069646 


Score 


448 


Exons 


2083. .2972 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC0053 




[Oryza sativa] gi | 6907112 | dbj 


| BAA90639 


.11 (AP001129) Similar 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequenc 




putative non-LTR retroelement 


reverse 


transcriptase. (AC0062 




[Oryza sativa] 






Seq. No. 


54319 


Seq. ID 


OJ000102_54.0426.C87 


Gene No. 


113931 


Strand 




Start 


2083 


End 


2972 


Name 


OJ000102 54.0426.C87.ol.tm 


Method 


TBLASTX: Maize 


Start 


2111 


End 


2684 


GI 


none 


Score 


107 



54954 




Exons 2111- . 2296, 2333.. 2548, 2345.. 2548, 2358.. 2549, 2561.. 2671, 

2562. .2684 



Seq. No. 


54319 








Seq. ID 


OJ000102_54 . 0426.C87 


Gene No. 


113931 








Strand 




Start 


2083 








End 


2972 


Name 


OJ000102 54 


.0426. 


C87.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2357 








End 


2549 


GI 


none 








Score 


99 


Exons 


2357. .2545, 


2358 . 


.2549, 


2394. 


.2549 




Seq. No. 


54320 








Seq. ID 


OJ000102_54 .0426.C88 


Gene No. 


113932 








Strand 


+ 


Start 


2329 








End 


6273 


Name 


OJ000102 54 


.0426. 


C88.o2 


. gs 


Method 


GENSCAN 


Start 


2329 








End 


6273 


GI 


none 








Score 


.61 


Exons 


2329. .2488, 


3220. 


.3363, 


3922. 


.4055, 4319. .4412, 6092. .6273 


Seq. No. 


54320 








Seq. ID 


OJ000102_54.0426.C88 


Gene No. 


113933 








Strand 


+ 


Start 


8054 








End 


9844 


Name 


OJ000102 54 


. 0426. 


C88.o3 


. qs 


Method 


GENSCAN 


Start 


8054 








End 


9844 


GI 


none 








Score 


.74 


Exons ' 


8054. .8065, 


8184. 


.8279, 


8594. 


.8767, 8958. .9008, 9126. .9269, 




9503. .9844 












Seq. No. 


54320 








Seq. ID 


OJ000102_54.0426.C88 


Gene No. 


113934 








Strand 




Start 


128 








End 


915 


Name 


OJ000102 54 


.0426. 


C88.0I 


. qs 


Method 


GENSCAN 


Start 


128 








End 


915 


GI 


none 








Score 


.66 


Exons 


128. .192, 579. .873, 901 


. . 915 






Seq. No. 


54321 








Seq. ID 


OJ000102_54.0426.C89 


Gene No. 


113935 








Strand 




Start 


2536 








End 


3294 


Name 


OJ000102 54 


.0426. 


C8 9.o2 


. qs 


Method 


GENSCAN 


Start 


2536 








End 


3294 


GI 


none 








Score 


.91 


Exons 


2536. .2748, 


2827. 


.3294 








Seq. No. 


54321 








Seq. ID 


OJ000102_54.0426.C89 


Gene No. 


113935 








Strand 




Start 


2536 








End 


3294 


Name 


OJ000102 54 


.0426. 


C89.ol 


. np 


Method 


AAT/NAP 


Start 


2679 








End 


3264 


GI 


5302798 








Score 


396 


Exons 


2679. .2831, 


2881. 


.3264 









GI Descrip. (Z97341) apetala2 domain TINY like protein [Arabidopsis 

thaliana] gi | 7268425 | emb | CAB78717 . 1 | (AL161544) apetala2 domain 
TINY like protein [Arabidopsis thaliana] 

Seq. No. 54321 Seq. ID OJ000102_54 . 0426 . C89 

Gene No. 113935 Strand 



54955 



Start 


2536 


End 


3294 




Name 


OJ000102 54.0426.C89.ol.tc 


Method 


TBLASTX: Cress 




St.art 


2953 


End 


3186 




GI 


none 


Score 


151 




Exons 


2953. .3186, 2954. .3163 








Seq. No. 


54321 


Seq. ID 


OJ000102_54.0426 


.C89 


Gene No. 


113935 


Strand 






Start 


2536 


End 


3294 




Name 


OJ000102 54.0426.C89.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2953 


End 


3156 




GI 


none 


Score 


152 




Exons 


2953. .3156, 2954. .3142 








Seq. No. 


54321 


Seq. ID 


OJ000102_54.0426 


.C89 


Gene No. 


113935 


Strand 






Start 


2536 


End 


3294 




Name 


OJ000102 54.0426.C89.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2957 


End 


3147 




GI 


none 


Score 


66 




Exons 


2957.. 3145, 2977.. 3147 








Seq. No. 


54321 


Seq. ID 


OJ000102_54.0426 


.C89 


Gene No. 


113935 


Strand 






Start 


2536 


End 


3294 




Name 


OJ000102 54.0426.C89.ol.tm 


Method 


TBLASTX: Maize 




Start 


2992 " 


End 


3186 




GI 


none 


Score 


98 




Exons 


2992.. 3069, 2995.. 3186, 2996. 


. 3169 






Seq. No. 


54322 


Seq. ID 


OJ000102 54.0426 


.C90 


Gene No . 


113936 


Strand 


+ 




Start 


1 


End 


1162 




Name 


OJ000102 54.0426.C90.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1162 




GI 


7228457 


Score 


1558 




Exons 


1..64, 128. .962, 1085. .1162 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 








Seq. No. 


54322 


Seq. ID 


OJ000102_54.0426 


.C90 


Gene No. 


113936 


Strand 


+ 




Start 


1 


End 


1162 




Name 


OJ000102 54.0426.C90.ol.tw 


Method 


TBLASTX: Wheat 




Start 


135 


End 


598 




GI 


none 


Score 


204 




Exons 


135. .578, 136. .591, 137. .598, 


137. .592 






Seq. No. 


54322 


Seq. ID 


OJ000102_54.0426 


.C90 


Gene No. 


113936 


Strand 


+ 




Start 


1 


End 


1162 




Name 


OJ000102 54.0426.C90.o2.ts 


Method 


TBLASTX : Soybean 




Start 


176 


End 


541 




GI 


none 


Score 


110 




Exons 


176. .400, 407. .541 









54956 



Seq. No. 54322 

Gene No. 113936 

Start 1 

Name OJ000102_54 . 0426 . C90 . ol . gs 

Start 191 

GI none 

Exons 191.. 1070 



Seq. ID OJ000102_54 .0426.C90 

Strand + 

End 1162 

Method GENSCAN 

End 1070 

Score .48 



Seq. No. 54322 Seq. ID 

Gene No. 113936 Strand 

Start 1 End 

Name OJ000102_54 . 0426 . C90 . ol . tm Method 

Start 301 End 

GI none Score 

Exons 301. .612, 302. .622, 506. .622 



OJ000102_54.0426.C90 
+ 

1162 

TBLASTX : Maize 

622 

377 



Seq. No. 54322 

Gene No. 113936 

Start 1 

Name OJ000102_54 . 0426 . C90 . o2 . tm 

Start 649 

GI none 

Exons 649.. 1014, 650.. 1033 



Seq. ID OJ000102_54 .0426.C90 

Strand + 

End 1162 

Method TBLASTX : Mai ze 

End 1033 

Score 355 



\J Seq. No. 54322 Seq. ID 

[fl Gene No. 113936 Strand 

p LI Start 1 End 

L» Name OJ000102_54 . 0426 . C90 . o2 . tw Method 

^ Start 706 End 

^ GI none Score 

U Exons 706.. 1119, 707.. 1126 



OJ000102_54.0426.C90 
+ 

1162 

TBLASTX: Wheat 

1126 

484 



Seq. No. 54322 Seq. ID 

Gene No. 113936 Strand 

Start 1 End 

Name OJ000102_54 . 0426 . C90 . ol . ts Method 

Start . 785 End 

GI none Score 

Exons 785. .1156, 802.. 945 



OJ000102_54 .0426.C90 
+ 

1162 

TBLASTX : Soybean 

1156 

270 



Seq. No. 54323 Seq. ID 

Gene No. 113937 Strand 

Start 1 End 

Name OJ000102_54 . 0426 . C91 . ol . np Method 

Start 1 End 

GI 7228457 Score 

Exons 1..310, 377.. 1927 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ000102_54 .0426.C91 
+ 

1930 
AAT/NAP 
1927 
3050 



Seq. No. 54323 

Gene No. 113937 

Start 1 

Name OJ000102_54 . 0426 . C91 . ol . gs 

Start 158 

GI none 



Seq. ID OJ000102_54 .0426.C91 

Strand + 

End 1930 

Method GENSCAN 

End 1930 

Score . 99 



54957 




Exons 158.. 1930 



Seq. No. 


54323 




Seq. ID 


OJ000102_54.0426 


-C91 


Gene No . 


113938 




Strand 






Start 


2557 




End 


5524 




Name 


OJ000102 54.0426.C91.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


137 " 




End 


523 . 




GI 


none 




Score 


150 




Exons 


137. .289, 140. .376, 141 


. .365, 


148. .480, 277. .366, 350.. 


523 


Seq. No. 


54323 




Seq. ID 


OJ000102_54.0426 


.C91 


Gene No. 


113938 




Strand 






Start 


2557 




End 


5524 




Name 


OJ000102 54.0426.C91.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


797 




End 


1120 




GI 


none 




Score 


360 




Exons 


797. .1120, 826. .1107 










Seq. No. 


54323 




Seq. ID 


OJ000102_54.0426 


• C91 


Gene No. 


113938 




Strand 






Start 


2557 




End 


5524 




Name 


OJ000102 54.0426.C91.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


934 




End 


1315 




GI 


none 




Score 


376 




Exons 


934. .990, 935. .1315, 935. .1276, 1036.. 


1284 




Seq. No. 


54323 




Seq. ID 


OJ000102_54.0426 


.C91 


Gene . 


113938 




Strand 






Start 


2557 




End 


5524 




Name 


OJ000102 54.0426.C91.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1316 




End 


1918 




GI 


none 




Score 


265 




Exons 


1316.. 1600, 1320.. 1391, 


1321. 


.1419, 1456. .1599, 1792. .1914, 




1793. .1918 










Seq. No. 


54323 




Seq. ID 


OJ000102_54.0426 


.C91 


Gene No. 


113938 




Strand 






Start 


2557 




End 


5524 




Name 


OJ000102 54.0426.C91.o2 


. gs 


Method 


GENSCAN 




Start 


2557 




End 


5517 




GI 


none 




Score 


.99 




Exons 


2557. .4038, 4226. .4442, 


4538. 


.5517 






Seq. No. 


54323 




Seq. ID 


OJ000102_54.0426 


-C91 


Gene No. 


113938 




Strand 






Start 


2557 




End 


5524 




Name 


OJ000102 54.0426.C91.o2 


. np 


Method 


AAT/NAP 




Start 


2560 




End 


5524 




GI 


5803259 




Score 


4430 




Exons 


2560. .4442, 4538.-5524 










GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


54324 




Seq. ID 


OJ000102_54.0426 


.C92 


Gene No. 


113939 




Strand 






Start 


253 




End 


883 




Name 


OJ000102 54.0426.C92.ol 


. gs 


Method 


GENSCAN 




Start 


253 




End 


883 





54 958 



GI 


none 


Score 


. 5 








F* von s 

J_J AVI 1 v 


253. .415, 736. .810, 829. .883 












54324 


Seq. ID 




o i 


• \J *i £. D 




Gene No. 


113939 


Strand 










Start 


253 


End 


883 








Name 


OJ000102 54.0426.C92.ol.np 


Method 


AAT/NAP 








Start 


557 


End 


817 








GI 


7523512 


Score 


96 








Exons 


557. .817 












GI Dp^rriD 


(AP001633) hypothetical protein [Oryza 


oaf i V3 1 
O □ 1 L V Q J 








Seq. No. 


54325 


Seq. ID 


OJ000102_ 


54 


.0426 


C94 


Gene No. 


113940 


Strand 


+ 








Start 


14749 


End 


16573 








Name 


OJ000102 54.0426.C94.ol.np 


Method 


AAT/NAP 








Start 


14749 


End 


16573 








GI 


6907086 


Score 


1536 








Exons 


14749. .15517, 15577 1574 6, 


15984. .16095, 16220. 


.16573 




GI Descrio 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


54325 


Seq. ID 


OJ000102_ 


54 


.0426. 


C94 


Gene No. 


113941 


Strand 


+ 








Start 


17410 


End 


18015 








Name 


OJ000102 54.0426.C94.o2.np 


Method 


AAT/NAP 








Start 


17383 


End 


18015 








GI 


2190552 


Score 


232 








Exons 


17383. .17575, 17685. .17797, 


17938. .18015 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC001229) Similar to Holcus major pollen allergen (gb|Z27084) 
[Arabidopsis thaliana] 



54325 

113941 

17410 

OJ000102_54 . 04 2 6 . C94 . o3 . gs 

17410 

none 

17410. .17575, 17685. .17797 



Seq. ID OJ000102_54 .0426.C94 

Strand + 

End 18015 

Method GENSCAN 

End 17797 

Score .99 



Seq. No. 54325 

Gene No. 113942 

Start 1659 

Name OJ000102_54 . 04 26 . C94 . ol . gs 

Start 1659 

GI none 
Exons 



Seq. ID OJ000102_54.0426.C94 
Strand 

End 10644 

Method GENSCAN 

End 10644 

Score .59 



1659. .2482, 2693. .2828, 4274. .4414, 4521. .4602, 4917. .5127, 
5199. .5373, 6198. .6629, 6752. .6849, 7224. .7278, 7357. .7618, 
9470. .10644 



Seq. No. 54325 

Gene No. 113942 

Start 1659 

Name OJ000102__54 . 0426 . C94 . ol . gp 

Start 4021 

GI none 

Exons 4021.. 4430 



Seq. ID OJ000102_54 .0426.C94 
Strand 

End 10644 

Method AAT/GAP 

End 4 4 30 

Score 788 



.54959 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54325 

113943 

12794 

OJ000102_54.0426.C94.o3.tm 

7405 

none 



Seq. ID OJ000102_54.0426.C94 
Strand 

End 13304 

Method TBLASTX : Maize 

End 9537 

Score 229 



7405. .7620, 7406. .7621, 7409. .7621, 9474. .9536, 9478. .9537 



54325 

113943 

12794 

OJ000102_54 .0426.C94.o2.tm 

9538 

none 



Seq. ID OJ000102_54.0426.C94 
Strand 

End 13304 

Method TBLASTX : Maize 

End 9834 

Score 129 



9538. .9732, 9610. .9711, 9695. .9802, 9703. .9834, 9708. .9833, 
9718. .9834 



Seq. No. 54325 

Gene No. 113943 

Start 12794 

Name OJ000102_54 . 0426 . C94 . ol . ts 

Start 9667 

GI none 
Exons 



Seq... ID OJ000102_54.0426.C94 

Strand - 

End 13304 

Method TBLASTX : Soybean 

End 10090 

Score 112 



9667. .9744, 9723. .9851, 9724. .9891, 9725. .9901, 9820. .9885, 
9913. .10053, 9971. .10090 



Seq. No. 54325 

Gene No. 113943 

Start 12794 

Name OJ000102_54 . 0426.C94 . ol . tm 

Start 10078 

GI none 
Exons 



Seq. ID OJ000102_54.0426.C94 

Strand - • 

End 13304 

Method TBLASTX : Mai ze 

End 10476 

Score 133 



10078. .10212, 10091. .10228, 10184 10228, 10255 .. 1047 6, 
10267. .10443 



Seq. No. 54325 

Gene No. . 113943 

Start 12794 

Name OJ000102_54 . 0426 . C94 . o2 . gp 

Start 12794 

GI 38782_1.R1084 

Exons 12794. .13304 

GI Descrip. ' 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 • 



Seq. ID OJ000102_54.0426.C94 
Strand 

End 13304 

Method AAT/GAP 

End 13304 

Score 840 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



54325 

113944 

17511 

OJ000102_54 . 0426 . C94 . o4 . tm 

17511 

none 



Seq. ID OJ000102_54. 0426.C94 
Strand 

End 18015 

Method TBLASTX : Mai ze 

End 18015 

Score 74 



17511. .17576, 17518. .17556, 17 680 .. 17799, 17684 .. 17803, 
17684. .17800, 17701 .. 17805, 17935 .. 18015 , 17937. .18014 



54325 

113944 

17511 



Seq. ID OJ000102_54.0426.C94 
Strand 

End 18015 



54960 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



C3 



Seq. No. 
Gene No. 
[H Start 
F LI Name 
Start 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[ J 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



OJ000102_54 . 042 6 . C94 . o2 . ts Method TBLASTX : Soybean 

17514 End 18009 

none Score 62 

17514. .17576, 17515 .. 17559, 17680 .. 17799, 17684 .. 17818 , 

17935. .18009, 17937.. 18008 



Seq. ID OJ000102_54.0426.C95 

Strand + 

End 338 

Method AAT/NAP 

End 329 

Score 310 



54326 
113945 
1 

OJ000102_54 .0426.C95.ol.np 
1 

1076486 
1. .329 

ciml protein - soybean gi 1555616 (U03860) cytokinin induced 
message [Glycine max] 



54326 

113945 

1 

OJ000102_54.0426.C95.ol.gs 
3 

none 
3. .338 

54326 

113945 

1 

OJ000102_54 . 0426 . C95 . ol . tm 
3 

none 



Seq. ID OJ000102_54.0426.C95 

Strand + 

End 338 

Method GEN SCAN 

End 338 

Score .99 



Seq. ID OJ000102_54 .0426.C95 

Strand + 

End 338 

Method TBLASTX : Mai ze 

End 328 

Score 63 



3. .56, 4. .129, 4. .132, 120. .197, 134. .196, 207. .323, 209. .328 



54326 

113945 

1 

OJ000102_54.0426.C95.ol.ts 

4 . 

none 



Seq. ID OJ000102_54 .0426.C95 

Strand + 

End 338 

Method TBLASTX : Soybean 

End 323 

Score 123 



4... 144, 140. .322, 141. .197, 234. .323 



54326 

113945 

1 

OJ000102_54.0426.C95.ol.tw 
10 

none 



Seq. ID OJ000102_54.0426.C95 

Strand + 

End 338 

Method TBLASTX : Wheat 

End 337 

Score 93 



10. .123, 16. .135, 120. .194, 207. .335, 215. .337 



54327 

113946 

3952 

OJ000102_54 .0426.C96.o2.gs 

3952 

none 



Seq. ID OJ000102_54.0426.C96 

Strand + 

End 4 8 94 

Method GENSCAN 

End 4894 

Score .59 



3952. .4000, 4220. .4387, 4411. .4496, 4718. .4894 

54327 Seq. ID OJ000102_54 . 0426 . C96 



54961 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



113947 Strand 

6980 End 

OJ000102_54 . 0426 . C96 . ol . np Method 

6823 End 

4895241 Score 



+ 

11934 
AAT/NAP 
8647 
558 



6823. .6902, 7580. .7650, 7755. .7867, 8029. .8222, 8326. .8647 
(AC007 659) putative beta-expansin [Arabidopsis thaliana] 



54327 Seq. ID 

113947 Strand 

6980 End 11934 

OJ000102_54.0426.C96.o3.gs Method GENSCAN 

6980 End 11934 

none Score .47 
6980. .7031, 7495. .7650, 7775. .7848, 8029. .8222, 

10849. .10907, 11035. .11178, 11195 .. 11459, 11473 
11817. .11934 



OJ000102_54.0426.C96 
+ 



8326. .8625, 
.11556, 



; y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54327 

113948 

8575 

OJ000102_54.0426.C96.ol.tm 

7396 

none 

7396.. 7413, 7438.. 7518, 7507. 
7769.. 7.882, 7771.. 7869, 8020. 
8144. .8239, 8148. .8243, 8303. 
8468. .8515, 8515. .8628, 8515. 
8753. .8788, 8754. .8789, 8754. 

54327 

113948 

8575 

OJ000102_54.0426.C96.ol.ts 

7769 

none 

7769. .7870, 7774. .7869, 8020. 
8321. .8458, 8468. .8521, 8558. 

54327 

113948 

8575 

OJ000102_54 .0426.C96.ol.tw 

8031 

none 

8031. .8099, 8032. .8223, 8127. 
8323. .8394 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ0Q0102 54.0426.C96 



9084 

TBLASTX: Maize 
8861 
40 

.7539, 7632. .7652, 7754. .7867, 

.8223, 8026. .8091, 8028. .8222, 

.8467, 8323. .8466, 8467. .8511, 

.8646, 8516. .8647, 8531. .8650, 

.8789, 8755. .8790, 8829. .8861 

Seq. ID OJ000102_54.0426.C96 
Strand 

End 9084 

Method TBLASTX : Soybean 

End 8650 

Score 135 

.8100, 8028.. 8114, 8125. .8223, 
.8650 

Seq. ID OJ000102_54.0426.C96 
Strand 

End 9084 

Method TBLASTX : Wheat 

End 8419 

Score 228 

.8222, 8150. .8233, 8321. .8419, 



Seq. No. 54327 Seq. ID OJ000102_54 . 0426 . C96 

Gene No. 113948 Strand 

Start 8575 End 9084 

Name OJ000102_54 . 0426 . C96. o2 . gp Method AAT/GAP 

Start 8575 End 9084 

GI 36084JL.R1084 Score 960 

Exons 8575.. 9084 

GI Descrip. ' 5670155/gb | AF161269. 1 | AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



54962 



Seq. No. 54328 

Gene No. 113949 

Start 392 

Name OJ000102_54 . 0426 . C97 . ol . gs 

Start 392 

GI none 

Exons 392.. 464, 815.. 1051 



Seq. ID OJ000102_54 .0426.C97 

Strand + 

End 1051 

Method GEN SCAN 

End 1051 



Score 



. 93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54328 

113950 

1777 



Seq. ID OJ000102_54.0426.C97 
Strand 

End 1813 



OJ000102_54 .0426. C97 . o2 . gs Method GENSCAN 



1777 
none 

1777. .1813 



End 
Score 



1813 
.76 



Seq. No. 54329 

Gene No. 113951 

Start 1 

Name OJ000102_54 . 0426 . C98 . ol . np 

Start 1 

GI 6466937 

Exons 1..918 

GI Descrip. (AC011621) putative ret roe lenient pol polyprotein [Arabidopsis 
thaliana] 



Seq^. ID OJ000102_54.0426.C98 

Strand - ~' 

End 918 

Method AAT/NAP 

End 918 



Score 



483 



FL| Seq. No. 

fl Gene No. 

l~i Start 

"i Name 

^ Start 

fy GI 

~ Exons 



54329 
113951 
1 

OJ000102 54.0426.C98.ol.tm Method TBLASTX : Mai ze 



Seq. ID OJ000102_54 .0426.C98 
Strand 

End 918 



1 

none 

1..288, 1..462, 2. .445 



End 
Score 



462 
137 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54329 
113951 
1 

OJ000102 54.0426.C98.ol.tw Method TBLASTX : Wheat 



Seq. ID OJ000102_54 .0426.C98 
Strand 

End 918 



5 

none 

5. .331, 10. .342 



End 
Score 



342 
127 



Seq. No. 54329 

Gene No. 113951 

Start 1 

Name OJ000102_54 . 0426 . C98 . ol . ts 

Start 10 

GI none 

Exons 10.. 327 



Seq. ID OJ000102_54 .0426.C98 
Strand 

End 918 

Method TBLASTX : Soybean 

End 327 

Score 210 



Seq. ID OJ000102_54 .0426.C98 
Strand 

End 918 



Seq. No. 54329 

Gene No. 113951 

Start 1 

Name 0 J000102_54 . 0426 . C98 . o2 . tm Method TBLASTX : Mai ze 

Start 591 End 881 

GI none Score 100 



54963 




Exons 


591. .728, 592. .774, 598. .828, 


810. .881 




Seq. No. 


54330 


Seq. ID 


OJ000102_54.0426.C99 


Gene No. 


113952 


Strand 


+ 


Start 


3992 


End 


6202 


Name 


OJ000102 54.0426.C99.o2.gs 


Method 


GENSCAN 


Start 


3992 


End 


6202 


GI 


none 


Score 


.58 


Exons 


3992. .3994, 4981. .5054, 5166. 


.5284, 5798.-5854, 5901. .6202 


Seq. No. 


54330 


Seq. ID 


riTnnm no C\AO€i pqq 
vjjuuuiuz D4.ufiZD.L*yy 


Gene No. 


113953 


Strand 




Start 


5656 


End 




Name 


OJ000102 54.0426.C99.ol.np 


Method 


7\ 7\ T / XT Z\ D 


Start 


5656 


End 


6231 


GI 


6069646 


Score 


625 


Exons 


5656. .6231 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 I dbj I BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse " 


transcriptase. (AC006248) 




[Oryza sativa] 






Seq. No.. " 


54330 


Seq. ID 


OJ000102_54.0426.C99 


Gene No. 


113954 


Strand 




Start 


8189 


End 


10131 


Name 


OJ000102 54.0426.C99.ol.tm 


Method 


TBLASTX: Maize 


Start 


5765 


End 


6225 


GI 


none 


Score 


37 


Exons 


5765. .5887, 5765. .5878, 5894. 


.6133, 5895.. 6113, 5933.. 6151, 




6169. .6225 






Seq. No. 


54330 


Seq. ID 


OJ000102_54.0426.C99 


bene No. 


113954 


Strand 




Start 


8189 


End 


10131 


Name 


OJ000102 54.0426.C99.o3.gs 


Method 


GENSCAN 


Start 


8189 


End 


9800 


GI 


none 


Score 


.42 


Exons 


8189.. 8284, 8327.. 8621, 9216. 


.9289, 9510.. 9800 


Seq. No. 


54330 


Seq. ID 


OJ000102_54.0426.C99 


Gene No. 


113954 


Strand 




otart 


8189 


End 


10131 


Name 


OJ000102 54.0426.C99.o2.np 


Method 


AAT/NAP 


Start 


8283 


End 


9281 


GI 


7228450 


Score 


183 


Exons 


8283.. 8401, 8505.. 8621, 8763. 


.8827, 9146. .9281 


GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 


Seq. No. 


54330 


Seq. ID 


OJ000102_54 .0426.C99 


Gene No. 


113954 


Strand 




Start 


8189 


End 


10131 


Name 


OJ000102 54.0426.C99.o3.np 


Method 


AAT/NAP 


Start 


8751 


End 


10131 


GI 


7340868 


Score 


120 


Exons 


8751. .8771, 9975. .10131 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 



54964 



Seq. No. 54331 
Gene No. 113955 
Start 4094 

Name OJ000102_54 . 0426 . C100 . ol . gp 

Start 4094 
GI uC-osroM202024c01bl 
Exons 4094.. 4532 

GI Descrip. ' 3169171/gb | AAC17814 . 1 1 9.0e-31 (AC004401) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 
>gi_3445213_gb_AAC32443.1_ (AC004786) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 1 



Seq. ID OJ000102_54 . 0426.C100 

Strand + 

End 4532 

Method AAT/GAP 

End 4532 

Score 64 8 





Seq. No. 


54331 




Seq. ID 


OJ000102_54.0426.C100 




Gene No. 


113956 




Strand 






Start 


1071 




End 


2929 




Name 


OJ000102 54.0426.C100.ol 


.gs 


Method 


GENSCAN 




Start 


1071 




End 


2929 




GI 


none 




Score 


.9 




Exons 


1071.. 2122, 2179.. 2929 










Seq. No. 


54331 




Seq. ID 


OJ000102_54.042 6.C100 




Gene No. 


113956 




Strand 




ll 


Start 


1071 




End 


2929 


— 


Name 


OJ000102 54.0426.C100.ol 


.np 


Method 


AAT/NAP 




Start 


1083 




End 


2869 


fy 


GI 


1786142 




Score 


564 




Exons 


1083. .1318, 1368. .1700, 


1909. 


.2193, 2221.. 2665, 2702.. 2869 


f i 

= : jj 


GI Descrip. 


(AB000455) PEThy; ZPT4-1 


[Petunia x hybrida] 




Seq. No. 


54331 




Seq. ID 


OJ000102_54 .0426.C100 




Gene No. 


113956 




Strand 




ry 


Start 


1071 




End 


2929 


2 


Name 


OJ000102 54.0426.C100.ol 


.ts 


Method 


TBLASTX : Soybean 


Q 


Start 


1536 




End 


2821 




GI 


none 




Score 


132 




Exons 


1536. .1676, 1537. .1677, 


1938. 


.1985, 1977.. 2042, 2747.. 2821 


? ==; 


Seq. No. 


54331 




Seq. ID 


OJ000102_54.0426.C100 




Gene No. 


113957 




Strand 




o 


Start 


5685 




End 


5832 




Name 


OJ000102 54.0426.C100.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5685 




End 


5832 




GI 


none 




Score 


116 




Exons 


5685.. 5831, 5685.. 5831, 


5686. 


.5832 






Seq. No. 


54332 




Seq. ID 


OJ000102_54 .0426.C101 




Gene No. 


113958 




Strand 


+ 




Start 


251 




End 


664 




Name 


OJ000102 54.0426.C101.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


236 




End 


664 




GI 


none 




Score 


110 




Exons 


236. .313, 238. .315, 238. 


.309, 


239. .313, 


396. .440, 398. .436, 






548. .664, 553. .663 










Seq. No. 


54332 




Seq. ID 


OJ000102_54 .0426.C101 




Gene No. 


113958 




Strand 


+ 



54965 



Start 251 End 

Name OJ000102_54 . 0426 . C101 . ol . gs Method 

Start . 251 End 

GI none Score 

Exons 251.. 313, 401.. 437, 549.. 663 

Seq. No. 54333 Seq. ID 

Gene No. 113959 Strand 

Start 276 End 

Name OJ000102_54 . 0426 . C102 . ol . gs Method 

Start 276 End 

GI none Score 

Exons 276.. 489 



664 

GEN SCAN 

663 

.79 



OJ000102_54.0426.C102 
+ 

489 

GENSCAN 

489 

.84 



Seq. No. 54333 Seq. ID 

Gene No. 113960 Strand 

Start 1259 End 

Name OJ000102 54 . 0426 .C102 . ol . tm Method 

Start 272" ~ End 

GI none Score 

Exons 272.. 379, 273.. 398, 274.. 408 



OJ000102_54.0426.C102 
1390 

TBLASTX: Maize 

408 

200 



Seq. No. 54333 Seq. ID 

Gene No. 113960 Strand 

Start 1259 End 

Name OJ000102_54 . 042 6 . C102 . o2 . gs Method 

Start 1259 End 

GI none Score 

Exons 1259.. 1390 



OJ000102_54.0426.C102 

1390 
GENSCAN 
1390 
.61 



~~Z Seq. No. 54334 Seq. ID 

^ Gene No. 113961 Strand 

lU Start 107 End 

s Name OJ000102_54 . 0426 .C103 . ol . gs Method 

107 End 

GI none ' Score 

Exons 107.. 287 



OJ000102_54.0426.C103 
+ 

287 

GENSCAN 

287 

.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54335 Seq. ID 

113962 Strand 
752 End 
OJ000102_54.0426.C104 .ol.gp Method 
752 End 
5455384 Score 
752. .937 

3169171/gb|AAC17814.1| 9.0e-31 (AC004401) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 
>gi_3445213_gb_AAC32443.1_ (AC004786) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 



OJ000102_54.0426.C104 
+ 

937 

AAT/GAP 
937 
304 



54335 Seq. ID 

113963 Strand 

1 End 
OJ000102_54.0426.C104 .ol.np Method 

1 End 
6721547 . Score 
1..23, 1191. .1283 



OJ000102_54.0426.C104 

1283 
AAT/NAP 
1283 
59 



54966 



GI Descrip. (AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 





Seq. No. 


54336 


Seq. ID 


OJ000102 




Gene No. 


113964 


Strand 


+ 




Start 


1 


End 


TOO 

/ zz 




Name 


OJ000102 54.0426.C106.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


722 




GI 


7228457 


Score 


1120 




Exons 


1..722 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 






retrotransposon RetroSorl, polyprotein 


. (AF0988 






sativa] 








Seq. No. 


54336 


Seq. ID 


OJ000102 




Gene No. 


113964 


Strand 


+ 




Start 


1 


End 


722 




Name 


OJ000102 54.0426.C106.ol.gs 


Method 


GENSCAN 




Start 


145 


End 


689 




GI 


none 


Score 


.54 




Exons 


145. .689 








Seq. No. 


54337 


Seq. ID 


OJ000102 


~ ™" 


Gene No. 


113965 


Strand 


+ 




Start 


92 


End 


484 


r ^ 


Name 


OJ000102 54.0426.C107.ol.gs 


Method 


GENSCAN 




Start 


92 


End 


484 


s y 


GI 


none 


Score 


.57 




Exons 


92. .224, 311. .484 






t; ^ 


oeq. wo. 


54338 


Seq. ID 


UJ uuu 1 uz 


I* 


Gene No. 


113966 


Strand 


+ 


i y 


Start 


1 


End 


741 




Name 


OJ000102 56.0426.C2.ol.np 


Method 


AAT/NAP 


f ^ 


Start 


1 


End 


741 




GI 


7339719 


Score 


123 


il 


Exons 


1..129, 343. .516, 625. .741 






il 


GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 


% S7 


Seq. No. 


54338 


Seq. ID 


OJ000102 




Gene No. 


113966 


Strand 


+ 




Start 


1 


End 


741 




Name 


OJ000102 56.0426.C2.ol.gs 


Method 


GENSCAN 




Start 


303 


End 


475 




GI 


none 


Score 


.45 




Exons 


303. .475 








OcCJ. IN O . 


54339 


Seq. ID 


OJ000102_ 




Gene No. 


113967 


Strand 


+ 




Start 


1 


End 


231 




Name 


OJ000102 56.0426.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


231 




GI 


1621461 


Score 


196 




Exons 


1..27, 101. .231 








GI Descrip. 


(U73103) laccase [Liriodendron tulipifera] 




Seq. No. 


54339 


Seq. ID 


OJ000102_ 




Gene No. 


113968 


Strand 


+ 



54967 




Start 


1534 


End 


1611 






Name 


OJ000102_56.0426.C7.o2. 


np Method 


AAT/NAP 






Start 


1534 


End 


1611 






GI 


6630699 


Score 


79 






Exons 


1534. .1611 










GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 








gi | 6721536 | dbj I BAA89566 


.11 (AP001073) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


54339 


Seq. ID 


OJ000102_56 


.0426 


.C7 


Gene No. 


113969 


Strand 


+ 






Start 


2776 


End 


4204 






Name 


OJ000102 56.0426.C7.o4. 


np Method 


AAT/NAP 






Start 


2776 


End 


4204 






GI 


6907088 


Score 


687 






Exons 


2776.. 2913, 3089.. 3325, 


3821. .4204 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


54339 


Seq. ID 


OJ000102_56 


.0426 


.C7 


Gene No. 


113970 


Strand 








Start 


2253 


End 


4096 






Name 


OJ000102 56.0426.C7.ol. 


tc Method 


TBLASTX: Cress 




Start 


102 


End 


246 






GI 


none 


Score 


188 






Exons 


102.. 239, 103. .246 










Seq. No. 


54339 


Seq. ID 


OJ000102_56 


.0426 


-C7 


Gene No. 


113970 


Strand 








Start 


2253 


End 


4096 






Name 


OJ000102 56.0426.C7.ol. 


tm Method 


TBLASTX: Maize 




Start 


102 


End 


234 






GI 


none 


Score 


95 






Exons 


102. .233, 102. .230, 103 


. .234 








Seq. No. 


54339 


Seq. ID 


OJ000102_56 


.0426 


.C7 


Gene No. 


113970 


Strand 








Start 


2253 


End 


4096 






Name 


OJ000102 56.0426.C7.ol. 


ts Method 


TBLASTX: Soybean 




Start 


102 


End 


234 






GI 


none 


Score 


229 






Exons 


102. .233, 103. .234 










Seq. No. 


54339 


Seq. ID 


OJ000102_56 


.0426 


.C7 


Gene No. 


113970 


Strand 








Start 


2253 


End 


4096 






Name 


OJ000102_56 . 042 6 . C7 . o3 . 


np Method 


AAT/NAP 






Start 


1754 


End 


3476 






GI 


5922619 


Score 


81 






Exons 


1754. .1858, 3448. .3476 










GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 








gi | 6016852 | dbj | BAA85195 


.11 (AP000570) ] 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


54339 


Seq. ID 


OJ000102_56 


.0426 


.C7 


Gene No. 


113970 


Strand 








Start 


2253 


End 


4096 






Name 


OJ000102 56.0426.C7.ol. 


gs Method 


GENSCAN 







54968 





Start 


2253 




End 


4096 






GI 


none 




Score 


1 






Exons 


2253.-2326, 3991. .4096 












Seq. No. 


54340 




Seq. ID 


OJ000102_56.0426 


.C8 






113971 




Cf rand 


-I- 






Start 


158 




End 


358 






Name 


OJ000102 56.0426.C8.ol 


.gs 


Method 


GENS CAN 






Start 


158 




End 


358 






GI 


none 




Score . 


.45 






Exons 


158. .358 












Seq. No. 


54341 




• Seq. ID 


OJ000102_56.0426 


.C9 




Gene No. 


113972 




Strand 


- 






Start 


1 




End 


1033 






Name 


OJ000102 56.0426.C9.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1033 






GI 


7432996 




Score 


9.32 






Exons 


1..241, 328.. 456, 578': 


."822, 


947. .1033 * 








GI Descrip. 


probable laccase (EC 1 


.10.3. 


2) - rice 


( fragment) 








gi I 2 920654 |gb|AAC04576 


.11 (AF047697) putative high-pl lacca 






[Oryza sativa] 










11 


Seq. No. 


54341 




Seq. ID 


OJ000102_56.0426 


.C9 






113972 




Strand 


- 






Start 


1 




End 


1033 






Name 


OJ000102 56.0426.C9.ol 


.ts 


Method 


TBLASTX : Soybean 




is 


Start 


3 












GI 


none 




Score 


84 




vJ 


Exons 


3. .56, 57. .242, 57. .248, 329 


1 . .463, 336 


..458, 57 6.. 620 




I u 


Seq. No. 


54341 




Seq. ID 


OJ000102_56.0426 


,C9 




UCllC • 


113972 




Strand 









Start 


1 




End 


1033 






Name 


OJ000102 56.0426.C9.ol 


.gs 


Method 


GENSCAN 






Start 


26 




End 


960 






GI 


none 




Score 


. 97 




• 1 


Exons 


26. .241, 328. .456, 578 


. .822, 


947. . 960 








Seq. No. 


54341 




Seq. ID 


OJ000102__56.0426 


.C9 






113972 




Strand 








Start 


1 




End 


1033 






Name 


OJ000102 56.0426.C9.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


45 




End 


242 






GI 


none 




Score 


195 






Exons 


45. .242, 45. .242, 75. .170 










Seq. No. 


54341 




Seq. ID 


OJ000102_56.0426 


.C9 






113972 




Strand 








Start 


1 




End 


1033 






Name 


OJ000102 56.0426.C9.o2, 


. tm 


Method 


TBLASTX: Maize 






Start 


60 




End 


463 






GI 


none 




Score 


108 






Exons 


60. .218, 60. .239, 326., 


.463, 


327. .461 








Seq. No. 


54341 




Seq. ID 


OJ000102_56.0426, 


.C9 




Gene No. 


113972 




Strand 







54969 




Start 


1 




End 


1033 


Name 


OJ000102 56. 0426. C9. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


413 




End 


1023 


GI 


none 




Score 


53 


Exons 


413. .463, 414. .458, 


568. .822, 576. .821 


, 943. .1023 


Seq. No. 


54341 




JC^ • J. i-i 


OJ000102_56.0426.C9 




-L ± J -7 1 C. 




Strand 




Start 


1 




End 


1033 


Name 


OJ000102 56. 0426. C9. 


ol . tw 


Method 


TBLASTX : Wheat 


Start 


550 




End 


821 


GI 


none 




Score 


287 


Exons 


550. .819, 576.. 821 








Seq. No. 


54341 




Seq. ID 


OJ000102_56.0426.C9 








Strand 




Start 


1 




End 


1033 


Name 


OJ000102 56. 0426. C9. 


ol . tm 


Method , 


TBLASTX: Maize 


Start 


568 




End 


10'05 


GI 


none 




Score 


308 


Exons 


568. .822, 582. .821, 


943. .1005 




Seq. No. 


54341 




Seq. ID 


OJ000102_56.0426.C9 


C2. on a M o 
o 1. 1 1 1: LN (J • 


J- J. J J 14* 




Strand 




Start 


1 




End 


1033 


Name 


OJ000102 56. 0426. C9. 


o2 .ts 


Method 


TBLASTX : Soybean 


Start 


624 




End 


1020 


GI 


none 




Score 


214 


Exons 


624. .821, 628. .822, 


943. .1020 




Seq. No. 


54341 




Seq. ID 


OJ000102_56.0426.C9 


Gene No. 


113972 




Strand 




Start 


1 




End 


1033 


Name 


OJ000102 56. 0426. C9. 


ol.gp 


Method 


AAT/GAP 


Start 


665 




End 


1033 


GI 


2428160 




Score 


389 


Exons 


665. .822, 947.. 1033 








GI Descrip. 


2129953/pir| IJC5229 


3.0e-39 


laccase (EC 1.10.3.2) - common 




tobacco >gi_1685087 


(U43542) 


diphenol 


oxidase [Nicotiana 




tabacum] 








Seq. No. 


54341 




Seq. ID 


OJ000102_56.0426.C9 


Gene No. 


113972 




Strand 




Start 


1 




End 


1033 


Name 


OJ000102 56. 0426. C9. 


o2.gp 


Method 


AAT/GAP 


Start 


740 




End 


1033 


GI 


2428160 




Score 


288 


Exons 


740. .822, 947. .1033 








GI Descrip. 


2129953/pir | | JC5229 


3.0e-39 


laccase (EC 1.10.3.2) - common 




tobacco >gi_1685087 


(U43542) 


diphenol 


oxidase [Nicotiana 




tabacum] 








Seq. No. 


54342 




Seq. ID 


OJ000102_56.0426.C1( 


Gene No. 


113973 




Strand 


+ 


Start 


153 




End 


1196 


Name 


OJ000102 56. 0426. C10 


. ol . gs 


Method 


GENSCAN 


Start 


153 




End 


1196 



54970 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

153. .308, 1113. .1196 



Score .83 



OJ000102 56.0426.C11 



54343 Seq. ID 

113974 Strand 
1 End 703 

OJ000102_56 . 0426 . Cll . ol . np Method AAT/NAP 
1 End 703 

7487874 Score 285 

1..33, 477. .703 

hypothetical protein T9I4.16 - Arabidopsis thaliana 
gi|3461848 | gb I AAC33234 . 1 | (AC005315) putative AAA-type ATPase 
[Arabidopsis thaliana] 





Seq. No. 


54343 




Gene No. 


113974 




Start 


1 




Name 


OJ000102 56. 0426. Cll. ol 




Start 


4 63 - 




GI 


none 




Exons 


463.-585, 486.. 563, 557 




Seq. No. 


54343 




Gene No . 


113974 




Start 


1 




Name 


OJ000102 56. 0426. Cll. ol 




Start 


486 


= J 


GI 


none 




Exons 


486.. 563, 487.. 585, 492 




Seq. No. 


54343 




Gene No. 


113974 




Start 


1 




Name 


OJ000102 56. 0426. Cll. ol 




Start 


486 




GI 


none 


r ™ 


Exons 


486. .554, 487. .552, 555 




Seq. No. 


54344 




Gene No. 


113975 




Start 


668 




Name 


OJ000102 56.0426.C13.ol 




Start 


370 




GI 


838 1.R1084 




Exons 


370. .718, 824. .1231 




GI Descrip. 


1 2920654 /gb IAAC04576.il 






laccase [Oryza sativa] 1 





Seq. ID 


OJ000102 56. 0426. Cll 




Strand 






End 


703 


. ts 


Method 


TBLASTX : Soybean 




"End " 


703 




Score 


87 


. .703, 


558. .701 






Seq. ID 


OJ000102 56. 0426. Cll 




Strand 






End 


703 


.tc 


Method 


TBLASTX: Cress 




End 


703 




Score 


105 


. .644, 


560. .703, 


561. .701 




Seq. ID 


OJ000102_56. 0426. Cll 




Strand 






End 


703 


. tm 


Method 


TBLASTX: Maize 




End 


703 




Score 


107 


. .701, 


557. .703, 


558. .701, 562. .702 




Seq. ID 


OJ000102_56.0426.C13 




Strand 






End 


1231 


.gp 


Method 


AAT/GAP 




End 


1231 




Score 


1487 



0.0e+00 (AF047697) putative high-pi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54344 

113975 

668 

OJ000102_56.0426.C13.ol.tm 

588 

none 



OJ000102 56.0426.C13 



Seq. ID 
Strand 
End 

Method 
End 
Score 

588. .719, 594. .713, 811. .858, 822. .857, 827. .862, 854. .1084, 
863.. 1231, 864.. 1226, 1160.. 1228 



1231 

TBLASTX: Maize 

1231 

147 



54971 



f ^ 



Seq. No. 


54344 




Seq. ID 


OJ000102_56.0426 


.C13 


Gene No. 


113975 




Strand 


- 




Start 


668 




End 


1231 




Name 


OJ000102 56.0426.C13.ol 


.np 


Method 


AAT/NAP 






SQ1 
j y j. 




End 


1231 




GI 


7432996 




Score 


926 




Exons 


591. .718, 824. .1231 










GI Descrip. 


probable laccase (EC 1. 


10.3.2) 


- rice 


(fragment) 






gi|2920654 | gb| AAC04576. 


1| (AF047697) putative high-pi laccase 




[Oryza sativa] 










Seq. No. 


54344 




Seq. ID 


OJ000102_56.0426 


-C13 


Gene No. 


113975 




Strand 








O DO 




Liia 


1^ jl 




Name 


OJ000102 56.0426.C13.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


594 




End 


1183 




GI 


none 




Score 


63 




Exons 


594. .716, 624. .716, 643 


. .717, 


893. .976 


, 894. .983, 932.. 


1183, 




942. .1175 










Seq. No. 


54344 




Seq. ID 


OJ000102_56.0426 


.C13 


Gene No. 


113975 




Of ■> !>-,/-} 






otdl L 


D DO 




End 


1231 




Name 


OJ000102 56.0426.C13.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


658 




End 


1231 




GI 


none 




Score 


77 




Exons 


658. .717, 658. .714, 660 


. .716, 


825. .857 


, 863. .1198, 864. 


.1175, 




1202. .1231 










Seq. No. 


54344 




beq. Lu 


UJUUUIUz OD.U4^D 




bene ino . 


njy / o 




Strand 






Start 


668 




End 


1231 




Name 


OJ000102 56.0426.C13.ol 


.gs 


Method 


GENSCAN 




Start 


668 




End 


1231 




GI 


none 




Score 


.94 




Exons 


668. .718, 824. .1231 










Seq. No. 


54345 




Seq. ID 


OJ000102_56.0426 


.C14 


CI. ei fi XT /™s 


11 J7 / D 




Strand 






Start 


386 




End 


1008 




Name 


OJ000102 56.0426.C14 .ol 


.gs 


Method 


GENSCAN 




Start 


386 




End 


1008 




GI 


none 




Score 


.57 




Exons 


386. .488, 904. .1008 










Seq. No. 


54346 




Seq. ID 


OJ000102_56.0426 


.C15 


Gene No. 


113977 




Strand 


+ 






1 




End 


389 




Name 


OJ000102 56.0426.C15.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


186 




GI 


1621461 




Score 


179 




Exons 


1. .186 










GI Descrip. 


(U73103) laccase [Liriodendron 


l tulipifera] 




Seq. No. 


54346 




Seq. ID 


OJ000102_56.0426 


.C15 


Gene No. 


113977 




Strand 


+ 




Start 


1 




End 


389 





54972 





Name 


OJ000102 56.0426.C15.ol.tm 


Method 


TBLASTX: Maize 






Start 


28 


End 


389 






GI 


none 


Score 


189 






Exons 


28. .159, 59. .157, 64. .183, 95 


..196, 136. .189, 256.-294, 


315 




Seq. No. 


54346 


Seq. ID 


OJ000102_56.0426. 


C15 




Gene No. 


113977 


Strand 


+ 






Start 


1 


End 


389 






Name 


OJ000102 56.0426.C15.ol.ts 


Method 


TBLASTX : Soybean 






Start 


58 


End 


228 






GI 


4396263 


Score 


168 






Exons 


58. .228, 59. .157, 160. .189 










GI Descrip. 


1621461 9.0e-20 (U73103) laccase [Liriodendron tulipifera] 




Seq. No. 


54346 


Seq. ID 


OJ000102_56.0426. 


LID 




Gene No. 


113977 


Strand 


+ 






Start 


1 


End 


389 






Name 


OJ000102 56.0426.C15.ol.gs 


Method 


GENSCAN 






Start 


60 


End 


196 






GI 


none 


Score 


.79 






Exons 


60. .196 










Seq. No. 


54347 


Seq. ID 


OJ000102_56.0426. 


Lib 




Gene No. 


113978 


Strand 


+ 






Start 


1 


End 


1075 






Name 


OJ000102 56.0426.C16.ol.np 


Method 


AAT/NAP 




h ■ * 


Start 


1 


End 


430 




E Hi 


GI 


7489474 


Score 


251 




f ^ 


Exons 


1..256, 381. .430 










GI Descrip. 


FIERG2 protein - rice gi | 2920839 | gb IAAC04628 . 1 1 (U95136) 




w 




0s-FIERG2 gene product [Oryza 


sativa] 






f y 


Seq. No. 


54347 


Seq. ID 


OJ000102_56.0426. 


LID 


2 


Gene No. 


113978 


Strand 


+ 






o tare 


1 


End 


1075 




w 


Name 


OJ000102 56.0426.C16.ol.gp 


Method 


AAT/GAP 




■=5 


Start 


116 


End 


660 






GI 


1046 1.R1084 


Score 


764 




% J 


Exons 


116. .256, 381. .660 








r ~i 


GI Descrip. 


f 2920837 4.0e-89 (U95135) Os- 


FIERG1 gene product [Oryza 


sat 




Seq. No. 


54347 


Seq. ID 


OJ000102_56.0426. 


C16 




Gene No. 


113978 


Strand 


+ 






Start 


1 


End 


1075 






Name 


OJ000102 56.0426.C16.ol.gs 


Method 


GENSCAN 






Start 


116 


End 


1075 






GI 


none 


Score 


.51 






Exons 


116. .256, 958. .1075 










Seq. No. 


54348 


Seq. ID 


OJ000102_56.0426. 


C21 




Gene No. 


113979 


Strand 


+ 






Start 


555 


End 


826 






Name 


OJ000102 56.0426.C21.ol.tm 


Method 


TBLASTX: Maize 






Start 


554 


End 


725 






GI 


none 


Score 


158 






Exons 


554. .661, 555..6S3, 665. .718, 


666. .725 







,389 



54973 



Seq. No. 54348 
Gene No. 113979 
Start 555 

Name OJ000102_56 . 04 2 6 . C21 . ol . gp 

Start 555 
GI 13605_1.R1084 
Exons 555.. 826 

GI Descrip. 1 3873647 /emb | CAA94 868 . 1 1 2.0e-21 (Z71177) Similarity with 39.2kd 
yeast protein (Swiss Prot accession number P42836) 
[Caenorhabditis elegans] f 



Seq. ID OJ000102_56.0426.C21 

Strand + 

End 826 

Method AAT/GAP 

End 82 6 

Score 479 





Seq. No. 


54348 




Seq. ID 


OJ000102 




Gene No. 


113979 




Strand 


+ 




Start 


555 




End 


826 




Name 


OJ000102 56.0426.C21.ol 


.np 


Method 


AAT/NAP 




Start 


555 




End 


668 




GI 


6478924 




Score 


77 




. Exons 


555. .668 










GI Descrip. 


(AC011436) unknown protein 


[Arabi'dopsis thalian 




Seq. No. 


R A "3 A Q 




Seq. ID 


r\ T A A A 1 AO 

OJUUUlUz 




Gene No. 


lioyyo 




Strand 






Start 


656 




End 


7 95 


[3 


Name 


OJ000102 OD.0426.CJl.pl 


.gs 


Method 


GENSCAN 




Start 


ODD 




End 


1 AC 

795 


w 


GI 


none 




Score 


. 4 9 


f n 


Exons 


656. .795 










Seq. No. 


54350 




Seq. ID 


S\ T A A A 1 AO 

OJ000102 


5.5" 


Gene No. 


1 1 *3 A O 1 

113981 




Strand 




*i 


Start 


A A A 

409 




End 


4 82 




Name 


OJ000102 56 0426 C32 ol 


.gs 


Method 






Start 


409 




End 


482 


= 


GI 


none 




Score 


.75 


C3 


Exons 


409. .482 








~'4 


Seq. No. 


54351 




Seq. ID 


OJ000102 


f 7. 


Gene No. 


113982 




Strand 


+ 


si 


Start 


1 




End 


702 


Q 


Name 


OJ000102 56.0426.C34.ol 


np 


Method 


AAT/NAP 




Start 


1 




End 


702 




GI 


6907086 




Score 


512 




Exons 


1..32.9, 390.. 702 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


54351 




Seq. ID 


OJ000102 




Gene No. 


113982 




Strand 


+ 




Start 


1 




End 


702 




Name 


OJ000102 56.0426.C34 .ol 


gs 


Method 


GENSCAN 




Start 


4 




End 


298 




GI 


none 




Score 


.78 




Exons 


4. .115, 138. .298 










Seq. No. 


54352 




Seq. ID 


OJ000102_ 




Gene No. 


113983 




Strand 


+ 




Start 


1016 




End 


1722 




Name 


OJ000102 56.0426.C38.ol, 


np 


Method 


AAT/NAP 



54974 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1016 End 1722 

7339719 Score 66 

1016. .1139, 1300. .1408, 1435. .1576, 1663. .1722 

(AP001539) hypothetical protein [Oryza sativa] 



54353 Seq. ID 

113984 Strand 
141 End 
OJ000102_5 6 . 0426 . C4 0 . ol . gs Method 
141 End 
none Score 

141. .234, 282. .412 



Seq. No. 54354 Seq. ID 

Gene No. 113985 Strand 

Start 62 End 

Name 0 JO 001 02_5 6.0426.C41.ol.gs Method 

Start 62 End 

GI none Score 

Exons 62.. 475 



OJ000102_56. 0426.C40 
+ 

412 

GENSCAN 

412 

.63 



OJ000102_56.0426.C41 
+ 

475 

GENSCAN 

475 

.97 



Seq. No. 54355 

Gene No. 113986 

Start 277 

Name OJ000102_56 . 0426 . C4 3 . ol . gs 

Start 277 

GI none 

Exons 277.. 454, 646.. 893 



Seq. ID OJ000102_56.0426.C43 

Strand + 

End 8 93 

Method GENSCAN 

End 8 93 

Score . 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



54356 Seq. ID 

113987 Strand 
1 End 
OJ000102_56.0426.C4 5.ol.np Method 
1 End 
6850889 Score 
1..53, 398. .425, 523. .734, 1044. .1442 

(AL137898) putative protein [Arabidopsis thaliana] 



OJ000102_56.0426.C45 
+ 

2411 
AAT/NAP 
1442 
273 



54356 

113987 

1 

OJ000102_56.0426.C4 5.ol.gp 
388 

69545 1.R1084 . 



Seq. ID OJ000102_56. 0426.C45 

Strand + 

End 2411 

Method AAT/GAP 

End 1229 

Score 819 



388. .460, 540. .734, 1044. .1229 

'4115379 .4 . 0e-14 (AC005967) putative carbonyl reductase 
[Arabidopsis thaliana] 1 



54356 

113987 

1 

OJ000102_56.0426.C4 5.ol.gs 

398 

none 



Seq. ID OJ000102_56.0426.C45 

Strand + 

End 2411 

Method GENSCAN 

End 2411 

Score .41 



398. .460, 540. .734, 1044. .1303, 1827. .2008, 2266. .2411 
54356 Seq. ID OJ000102 56.0426.C45 



54975 



Gene No. 113988 Strand + 

Start 6203 End 7667 

Name OJ000102_56. 0426.C45 . o3 . np Method AAT/NAP 

Start 6203 End 7667 

GI 5731257 Score 191 

Exons 6203.. 6233, 7479.. 7667 

GI Descrip. (AF165924) auxin-induced basic helix-loop-helix transcription 
factor [Gossypium hirsutum] 



Seq. No. 54356 Seq. ID 

Gene No. 113989 Strand 

Start 22434 End 29168 

Name OJ000102_56 . 0426 . C45 . o4 . gs Method GENS CAN 

Start 22434 End 29168 

GI none Score .49 

Exons 22434. .22620, 22625 .. 23148, 23694.-23978, 24370 

24929. .25103, 25409 2557 6, 25638 .. 25719, 26453 



OJ000102_56.0426.C45 
+ 



.24647, 
.26578, 



26720. .26744,. 26966 27642,. 28728 .. 28871, 28996.. 29168 



Seq. No. 54356 

Gene No. 113989 

Start 22434 

Name OJ000102_56 . 0426. C45 . o5 . gp 

Start 24853 

GI 30629_1.R1084 

Exons 24853. .25103, 25447 .. 2557 6, 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_ 
+ 

29168 
AAT/GAP 
27043 
851 



56.0426.C45 



, 29807 94/emb|CAA18170. 1 | 
[Arabidopsis thaliana] 1 



26966. .27043 
3.0e-38 (AL022197) myb-like protein 



Seq. No. 54356 Seq. ID 

Gene No. 113989 Strand 

Start 22434 End 

Name 0 JO 00 102_5 6.0426.C45.o6.gp Method 

Start 27336 End 

GI none Score 

Exons 27336. .27938 



OJ000102_56.0426.C45 
+ 

29168 
AAT/GAP 
27938 
1132 



Seq. No. 54356 Seq. ID 

Gene No. 113990 Strand 

Start 31096 End 47852 

Name OJ000102_56. 0426 . C45 . o5 . gs Method GEN SCAN 

Start 31096 End 47852 

GI none Score .75 

Exons 31096. .31146, 31293 .. 31492, 31988 ., 324 67 , 32872 

33981. .34215, 34448 .. 34686, 35856 .. 36107 , 36199 

37020. .37108, 37425 .. 374 98 , 37 637 .. 3774 0, 38703 

39924. .40026, 40743 .. 40977 , 42805 .. 43013, 43519 

44426. .45160, 4 6039 .. 4 6129, 47590. .47852 



OJ000102_56.0426.C45 
+ 



.32932, 
.36379, 
.38774, 
.43648, 



Seq. No. 54356 Seq. ID 

Gene No. 113990 Strand 

Start 31096 End 

Name OJ000102_56 . 0426.C45.o5.np Method 

Start 32151 End 

GI 3775993 Score 
Exons 



OJ000102_56.0426.C45 
+ 

47852 
AAT/NAP 
37660 
1872 



32151. .32458, 32872 .. 32932 , 33981 .. 34215, 34448.-34686, 
35856. .36107, 36199 .. 36379, 37020 .. 37108, 37425.-374 98, 



54976 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 

GI Descrip. 



37585. .37660 

(AJ0104 60) RNA helicase [Arabidopsis thaliana] 



54356 

113990 

31096 

OJ000102_56.0426.C45.o7.gp 
34638 

LIB3433-060-P1-K1-H2 



Seq. ID 
Strand 
End 

Method 
End 
Score 

34638.-34686, 35856 36107 , 36199.. 36392 

, 1044915/emb|CAA61765| 1.0e-39 (X89605) ORF2, myb-leu sequence 
[Oryza sativa] >gi_1262381_emb_CAA65524_ (X96749) ORF2 [Oryza 
sativa] 1 



OJ000102_56.0426.C45 
+ 

47852 
AAT/GAP 
36392 
883 



Seq. ID OJ000102_56.0426.C45 

Strand + 

End 47852 

Method AAT/GAP 

End 4 35'SO 

Score 2284 



54356 
113990 
31096 

OJ000102 56.0426.C45.o8.gp 
42401 
1044913 
42401. .43580 

1044915/emb|CAA61765| 1.0e-39 (X89605) 0RF2, myb-leu sequence 
[Oryza sativa] >gi_1262381_emb_CAA65524_ (X96749) ORF2 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



54356 Seq. ID OJ000102_56 . 0426 . C45 

113990 Strand + 

31096 End 47852 

OJ000102_56.0426.C45.o6.np Method AAT/NAP 

42509 End 42628 

7489486 Score 197 

42509. .42628 

hypothetical protein 1 - rice gi | 1044914 | emb | CAA61764 . 1 | 
(X89605) ORF1, leaderorfl sequence [Oryza sativa] 
gi|1262380|emb|CAA65523.1| (X96749) ORF [Oryza sativa] 



54356 

113990 

31096 

OJ000102_56.0426.C45.o7.np 

42881 

7489500 



Seq. ID OJ000102_56.0426.C45 

Strand + 

End 47852 

Method AAT/NAP 

End 4 4 602 

Score 707 



42881. .43013, 43521 .. 43648 , 44426. .44602 
myb7 protein homolog - rice (fragment) 

gi 1 1262378 | emb | CAA65526.il (X96750) myb7 [Oryza sativa] 



54356 

113991 

51868 

OJ000102_56.0426.C45.o6.gs 

51868 

none 

51868. .52028, 52310 .. 52425 , 
53322. .53400, 53424. .53580 

54356 
113992 



Seq. ID OJ000102_56.0426.C45 

Strand + 

End 53580 

Method GEN SCAN 

End 53580 

Score .77 
52571. .52669, 52789 .. 52881 , 



Seq. ID OJ000102_56.0426.C45 
Strand + 



54977 




Start 


56446 




End 


60988 




Name 


OJ000102 56.0426.C45 


. 08 . gs 


Method 


GENSCAN 




Start 


56446 ~~ 




End 


60988 




GI 


none 




Score 


.74 




Exons 


56446. . 56580, 56687 . 


.56773, 


59201. .59262, 60892. 


.60988 


Sea No. 

k.JWV_ * i~ w * 


54356 




Seq. ID 


OJ000102_ 


56.0426.C45 


Gene No. 


113993 




Strand 






Start 


1260 




End 


1721 




Name 


OJ000102 56.0426.C45 


. o2 . gp 


Method 


AAT/GAP 




Start 


1260 




End 


1721 




GI 


64595 1.R1084 




Score 


880 




Exons 


1260. .1721 










GI Descrip. 


, 6041757/gb|AC011806 


.1IAC011806 6.0e- 


13 Genomic 


Sequence For 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



L| Seq. No. 

1 Gene No. 
j Start 

z Name 

- 5 Start 

U GI 
Exons 

2 GI Descrip. 

^ Seq. No. 

~ Gene No. 

3 Start 
3 Name 
^ Start 
" GI 

Exons 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



54356 

113994 

4724 

OJ000102_56.0426.C45.o3.gp 
4646 

uC-osflcyp029al2bl 
4646. .4990, 5397. .5486, 5601 
'3386614 2. Oe-47 (AC004665 
[Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000102 56.0426.C45 



11693 
AAT/GAP 
5822 
1023 

5629, 5719. .5822 
putative transcription factor SF3 



54356 Seq. ID 

113994 Strand 

4724 End 

OJ000102_56 . 0426 . C4 5 . o2 . np Method 

4709 End 

6850890 Score 



OJ000102_56.0426.C45 

11693 
AAT/NAP 
6059 
622 



4709. .4990, 5397. .5505, 5719. .5818, 5922. .6059 
(AL137898) LIM domain protein [Arabidopsis thaliana] 



.54356 Seq. ID 

113994 Strand 

4724 End 

OJ000102_56 . 0426 . C45 . o2 . gs Method 

4724 End 

none Score 



OJ000102_56.0426.C45 

11693 
GENSCAN 
11693 
.51 



4724. .4990, 5397. .5486, 5601. .5629, 5719. .5818, 5922. .6*175, 
6809. .7150, 7300. .7622, 7733. .7854, 7965. .8098, 8245. .8609, 
8797. .8920, 9923. .10134, 11302. .11693 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54356 Seq. ID OJ000102_56 . 042 6 . C45 

113994 Strand 

4724 End 11693 

OJ000102_56.0426.C45.o4 .np Method AAT/NAP 

11001 End 11405 

7489553 Score 570 

11001. .11405 

probable reverse transcriptase - rice (fragment) 

gi I 2462640 | emb | CAA73800.il (Y13370) reverse transcriptase [Oryza 
sativa] 



54978 



Seq. No. 


54356 


Seq. ID 


OJ000102_56.0426.C45 


Gene No. 


113995 


Strand 




Start 


45040 


End 


45387 


Name 


OJ000102 56.0426.C45.o9.gp 


Method 


AAT/GAP 


Start 


45040 


End 


45387 


GI 


3107643 


Score 


656 


Exons 


45040. .45387 






Seq. No. 


54356 


Seq. ID 


OJ000102_56.0426.C4 5 


Gene No. 


113996 


Strand 




Start 


54145 


End 


55755 


Name 


OJ000102 56.0426.C45.o7.gs 


Method 


GENSCAN 


Start 


54145 


■ End 


55708 


GI 


none 


Score 


. 98 


Exons 


54145. .54345, 54781 54862, 


55043. .55130, 55214 .. 55285, 




55540. .55708 






Seq,. No. 


54356 


Seq. ID 


OJ000102 56.0426..C45 


Gene No. 


113996 


Strand 




Start 


54145 


End 


55755 


Name 


OJ000102 56.0426.C45.o8.np 


Method 


AAT/NAP 


Start 


54154 


End 


55755 


GI 


6850893 


Score 


339 


Exons 


54154. .54345, 54781 .. 54862, 


55043. .55130, 55214. .55283, 




55553. .55755 






GI Descrip. 


(AL1378 98) putative DNA-binding protein [Arabidopsis thaliana] 


Seq. No. 


54356 


Seq. ID 


OJ000102_56.0426.C45 


Gene No. 


113997 


Strand 




Start 


62181 


End 


65104 


Name 


OJ000102 56.0426.C45.ol0.gp 


Method 


AAT/GAP 


Start 


61912 


End 


62382 


GI 


LIB3434-010-P1-K1-G5 


Score 


890 


Exons 


61912. .62382 






GI Descrip. 


f 2129953/pir| IJC5229 3.0e-39 


laccase 


(EC 1.10.3.2) - common 




tobacco >gi_1685087 (U43542) 


diphenol 


oxidase [Nicotiana 




tabacum] 1 






Seq. No. 


54356 


Seq. ID 


OJ000102_56.0426.C45 


Gene No. 


113997 


Strand 




Start 


62181 


End 


65104 


Name 


OJ000102 56.0426.C45.o9.np 


Method 


AAT/NAP 


Start 


62168 


End 


65104 


GI 


7486819 


Score 


635 


Exons 


62168. .62489, 62977 .. 6317 9, 


63260. .63308, 64426 .. 64 624 , 




65037. .65104 






GI Descrip. 


hypothetical protein M7J2.60 


- Arabidopsis thaliana 




gi I 2980793 |emb ICAA18169.il (AL022197) 


putative protein 




[Arabidopsis thaliana] 






Seq. No. 


54356 


Seq. ID 


OJ000102_56.0426.C4 5 


Gene No. 


113997 


Strand 




Start 


62181 


End 


65104 


Name 


OJ000102 56.0426.C45.o9.gs 


Method 


GENSCAN 


Start 


62181 


End 


64569 


GI ■ 


none 


Score 


.62 


Exons 


62181. .62489, 62977 63179, 


63260. .63353, 64426.. 64569 



54979 



Seq. No. 54356 Seq. ID OJ000102_56 . 0426 . C45 

Gene No. 113998 Strand 

Start 65372 End 66788 

Name OJ000102_56 . 0426 . C45 . olO . np Method AAT/NAP 

Start 65372 End 66788 

GI 6691203 Score 77 

Exons 65372.-65463, 66675.. 66788 

GI Descrip. (AC007508) F1K23.7 [Arabidopsis thaliana] 

Seq. No. 54356 Seq. ID OJ000102_56 . 0426 . C45 

Gene No. 113999 Strand 

Start 67758 End 69424 

Name OJ000102_5 6 . 0426 . C4 5 . o4 . ts Method TBLASTX : Soybean 

Start 582 End 1442 

GI none Score 111 

Exons 582. .737, 596. .724, 1056. .1211, 1194. .1256, 1284. .1442 



Seq. No. 543^6"' "* """" = 

Gene No. 113999 

Start 67758 

Name OJ000102_56 . 0426 . C45 . 06 . tm 

Start 1033 

GI none 
Exons 



Seq. ID OJ000i02_56.04 26.C45 
Strand 

End 69424 

Method TBLASTX : Mai ze 

End 1436 

Score 121 



1033. .1173, 1053. .1175, 1189. .1242, 1191. .1250, 1275. .1358, 
1278. .1436 



Seq. No. 54356 
Gene No. 113999 
Start 67758 

Name OJ000102_56 . 042 6 . C4 5 . o2 . tm 

Start 4712 
GI none 

Exons 4712. .5008, 4716.. 4988, 4826. 

5396. .5509, 5398.. 5481, 5409. 
5711. .5818, 5717. .5824, 5718. 
5940. .6053, 5947.. 6051, 6019. 



Seq. ID OJ000102_56.0426.C45 
Strand 

End 69424 
Method TBLASTX: Maize 
End 6071 
Score 314 

.5008, 4859. .4972, 5394. .5483, 
.5468, 5599.-5643, 5708. .5824, 
.5825, 5910.. 6059, 5923.. 6060, 
.6063, 6045.. 6071 



Seq. No. 54356 
Gene No. 113999 
Start 67758 

Name OJ000102_56 . 0426 . C45 . o4 . tw 

Start 4784 
GI none 

Exons 4784. .5008, 4827.. 4898, 4859. 

5395..S484, 5726. .5824, 5742. 
5964.. 6062, 5965.. 6063 



Seq. ID OJ000102_56.0426.C45 
Strand 

End 69424 
Method TBLASTX : Wheat 
End 6063 
Score 71 

.4966, 5394. .5483, 5394. .5483, 
.5813, 5910.. 6059, 5923.. 6060, 



Seq. No. 54356 Seq. ID 

Gene No. 113999 Strand 

Start 67758 End 

Name OJ000102_56 . 0426 . C45 . o2 . ts Method 

Start 4802 End 

GI none Score 

Exons 4802. .5008, 4845.. 4991, 

5910.. 6056, 5911.. 6057 



OJ000102_56.0426.C45 
69424 

TBLASTX : Soybean 
6057 
102 

5400. .5471, 5693. .5824, 5730. .5825, 



54980 




Seq. No. 54356 

Gene No. 113999 

Start 67758 

Name OJ000102_5 6 . 04 2 6 . C4 5 . o3 

Start 4808 

GI none 

Exons 4808.. 5008, 4845.-4982, 
5910.. 6056, 5926.. 6057 

Seq. No. 54356 

Gene No. U3999 

Start 67758 

Name OJ000102_56 . 0426 . C45 . o5 

Start 7456 

GI none 

Exons 7456.. 7521, 7458.. 7529, 
7801. .7911, 7845. .7895 

Seq. No. 54356 

Gene No. 113999 

Start 67758 

Name OJ000102_56 . 0426 . C45 . o5 

Start 7477 

GI none 

^ Exons 7477 v . 7512, 7497.. 7640, 

In Seq. No. 54356 

?U Gene No. 113999 

U Start 67758 

rl Name OJ000102_56. 0426.C45.o7 

^ Start 7598 

\J GI none 

fU Exons 7598.. 7663, 7599.. 7664, 
7741. .7752, 7800. .7859, 

U 7939.. 8106 




Seq. ID OJ000102_56.0426.C45 
Strand 

End 69424 

. tc Method TBLASTX : Cress 

End 6057 

Score 73 
5400. .5459, 5660. .5824, 5730. .5825, 



Seq. ID OJ000102_56.0426.C45 
Strand 

End 69424 

. ts Method TBLASTX : Soybean 

End 7911 

Score 83 
7526. .7663, 7527. .7664, 7729. .7749, 



Seq. ID OJ000102_56.0426.C45 
Strand 

End 69424 

.tc Method TBLASTX: Cress 

End 7658 

Score 66 
7526.. 7657, 7527.. 7658 

Seq. ID OJ000102_56.0426.C45 
Strand 

End 69424 
.tm Method TBLASTX : Maize 

End 8106 

Score 83 
7641. .7697, 7690. .7737, 7691. .7726, 
7801. .7842, 7836. .7940, 7837. .7944, 



y. Seq. No. 54356 

Gene No. 113999 

:j Start 67758 

H Name 0 J000 102_5 6.0426.C45.o8.tm 

Start 10068 

~** GI none 

Exons 10068. .10133, 10083 .. 10223, 
10253. .10438, 10260.. 10385 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_56.0426.C45 
69424 

TBLASTX: Maize 

10438 

41 



10127. .10189, 10193. .10258, 



Seq. No. 54356 

Gene No. 113999 

Start 67758 

Name OJ000102_56 . 0426 . C45 . o2 . tw 

Start 10100 

GI none 

Exons 10100. .10462, 10107 . .10424 



Seq. ID OJ000102_56.0426.C45 
Strand 

End 69424 

Method TBLASTX : Wheat 

End 104 62 

Score 169 



Seq. No. 54356 

Gene No. 113999 

Start 67758 

Name OJ000102 56 . 0426 . C45 . o3 . tm 



Seq. ID OJ000102_56.0426.C45 
Strand 

End 69424 

Method TBLASTX : Mai ze 



54981 




Start 10449 

GI none 

Exons 10449. .10577, 10590 .. 10898 , 

Seq. No. 54356 

Gene No. 113999 

Start 67758 

Name OJ000102_5 6 . 042 6 . C4 5 . o3 . tw 

Start 12085 

GI none 

Exons 12085. .12411, 12143 .. 124 66, 

Seq. No. 54356 

Gene No. 113999 

Start 67758 

Name OJ000102_56.0426.C45.o5 . tm 

Start 24955 

GI none 

Exons 24955. .25026, 24 956 25105, 
25443. .25604, 26963 .. 27004 , 
43514. .43642, 43515 .. 4364 9, 

Seq. No. 54356 

[3 Gene No. 113999 

Start 67758 

lZ Name OJ000102_56.0426.C45.o5 .tw 

j;!; Start 25007 

l ^ GI none 

£3 Exons 25007. .25105, 25442 .. 25576, 

[j 42880. .43014, 42893 43015, 

If* Seq. No. 54356 

~' y - Gene No. 113999 

L Start 67758 

C3 Name OJ000102_56. 0426.C45 .o7 . ts 

-4 Start 25007 

h& GI none 

*Z Exons 25007. .25105, 25442 .. 25579, 

it 42880. .43014, 42893 .. 43015, 

U 44423. .44494, 44424. .44495 

L Ji 

Seq. No. 54356 

Gene No. 113999 

Start 67758 

Name OJ000102_56 . 0426 . C45 . 06 . tc 

Start 25007 

GI none 

Exons 25007. .25105, 25436 .. 25579, 
26964. .27050, 26994 .. 27044 , 
43514. .43606, 43515 .. 4364 9, 

Seq. No. 54356 

Gene No. 113999 

Start 67758 

Name OJ000102_56 . 0426 .C45 . ol . ts 

Start 32870 

GI none 




End 11369 

Score 84 
10947. .11369, 10948. .11031 

Seq. ID OJ000102_56.0426.C45 
Strand 

End 69424 

Method TBLASTX : Wheat 

End 12466 

Score 138 
12327. .12437 

Seq. ID OJ000102_56.0426.C45 
Strand 

End 69424 

Method TBLASTX : Mai ze 

End 43651 

Score 271 



25047. .25181, 25442 .. 25603, 
26964. .27005, 42905 .. 43015, 
43517. .43651 

Seq. ID OJ000102_56.0426.C45 



Strand 

End 69424 

Method TBLASTX : Wheat 

End 43649 

Score 94 



25443. .25577, 42880 42966, 
43511. .43642, 43515. .43649 

Seq. ID OJ000102_56.0426.C45 



Strand 

End 69424 

Method TBLASTX : Soybean 

End 44495 

Score 120 



25443. .25604, 26964 .. 27035, 
43512. .43649, 43514 .. 43606, 

Seq. ID OJ000102_56.0426.C45 



Strand 

End 69424 

Method TBLASTX : Cress 

End 44528 

Score 113 



25443. .25604, 26963 .. 27010, 
42880. .43014, 428 93 .. 43039, 
44423. .44503, 44424. .44528 

Seq. ID OJ000102_56.0426.C45 



Strand 

End 69424 

Method TBLASTX : Soybean 

End 36384 

Score 102 



54982 



Exons 



32870. .32932, 33975 34031, 33978 34034 , 34035 34214 , 

34040. .34174, 34042 34218, 34446 .. 34685, 34447 .. 34686, 

34462. .34686, 35832 .. 36107, 35853 36140, 35855 .. 36109, 

36189. .36377, 36196.. 36384 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54356 

113999 

67758 

OJ000102_56.0426.C45.o2.tc 

32870 

none 

32870. .32932, 32872. 
34449.-34685, 34462. 
35838. .35951, 35855. 



.32934, 
.34686, 
.35950 



Seq. ID 

Strand 

End 

Method 

End 

Score 



33960. .34217, 33978 
34490. .34687, 35832 



OJ000102_56.0426.C45 
69424 

TBLASTX: Cress 

35951 

90 

34232, 
35942, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



St* 



54356 

113999 

67758 

OJ000102_56.04 

34067 

none 

34067. .34213, 
34446. .34685, 
35855. .36109, 
37006. .37128, 
37425. .37502, 
37585. .37671, 
38615. .38653, 



26.C45.ol.tm 



34074 . , 
34462. 
36185. , 
37021. , 
37426. , 
37691. , 
38719. , 



34214, 
34686, 
36373, 
37110, 
37503, 
37741, 
38769, 



Seq. ID OJ000102_56.0426.C45 
Strand 

End 69424 

Method TBLASTX : Mai ze 

End 38769 

Score 193 
.34074. .34214, 34084 34218, 
35832. .36107, 35853 36140, 
36189. .36377, 36196 36384 , 
37028. .37129, 37424 .. 37501, 
37580. .37684, 37585 .. 37686, 
37702. .37749, 38614 .. 38649, 
38724. .38768 



i~ Seq. No. 

Gene No. 
U Start 
fjj Name 
= " Start 

r~. Exons 



54356 

113999 

67758 

OJ000102_56.0426.C45.ol.tw 
34609 



OJ000102 56.0426.C45 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
34609. .34686, 34611 34685, 35853 .. 3614 0, 35853 .. 36101, 
35855. .36109, 36186 36377, 36189 .. 36380, 36196 .. 36384 , 
36224. .36379, 36994 .. 37110, 37012 .. 37098 , 37016. . 37120, 
37028. .37111, 37035. .37115, 37425 .. 37502 , 37427 .. 37501, 
37580. .37612, 37582. .37611 



69424 

TBLASTX: Wheat 

37612 

117 



Seq. No. 54356 
Gene No. 113999 
Start 67758 

Name OJ000102_56 . 042 6 . C4 5 . ol . tc 

Start 35951 
GI none 

Exons 35951. .36109, 35952 .. 36110, 

37006. .37110, 37028. .37129, 
37582. .37665, 37586.. 37663 



Seq. ID 
Strand 
End 

Method 

End 

Score 
36172. .36384, 
37424. .37501, 



OJ000102 56.0426.C45 



69424 

TBLASTX: Cress 
37665 
248 

36183. .36377, 
37425. .37505, 



Seq. No. 54356 Seq. ID 

Gene No. 113999 Strand 

Start 67758 End 

Name OJ000102_56 . 0426 . C45 . 06 . ts Method 

Start 37046 End 

GI none Score 



OJ000102_56.0426.C45 
69424 

TBLASTX : Soybean 

37668 

113 



54983 




Exons 


37046. .37129, 37048.. 


37128, 


37424 . .37501, 37425 37502 , 






37580. .37663, 37585.. 


37668 








Seq. No. 


54356 




Seq. ID 


OJ000102_56.0426 


.C45 


Gene No. 


113999 




Strand 






Start 


67758 




End 


69424 




Name 


OJ000102_56.0426.C45. 


o4 . tm 


Method 


TBLASTX: Maize 




btart 






End 


64558 




GI 


none 




Score 


299 




Exons 


62008. .62058, 62164.. 


62490, 


62181. . 62492, 6218 1 . . 624 95 , 






62972. .63184, 62977.. 


63180, 


62978. .63181, 6297 9 .. 63182, 






63258. .63314, 63261.. 


63308, 


64336. .64362, 644 05 .. 64 4 91, 






64423. .64545, 64424. . 


64558 








Seq. No. 


54356 




Seq. ID 


OJ000102_56.0426 


.C45 


Gene No. 


113999 




Strand 






Start 


67758 




End 


69424 




Name 


UJUUU1UZ 0 D . U ft Z D . D . 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


62238 




End 


64488 




GI 


none 




Score 


54 




Exons 


62238..62327, 62274.. 


62492, 


62275. .62490, 6228 1 .. 62502 , 






62391. .62495, 62977.. 


63090, 


62984. .63130, 63101 .. 63127 , 






63261. .63308, 64423.. 


64488 








Seq. No. 


54356 




Seq. ID 


OJ000102_56.0426 


.C45 


Gene No. 


113999 




Strand 






btiart: 


b / /Do 




End 


69424 




Name 


OJ000102 56.0426.C45. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


62274 




End 


63174 




GI 


none 




Score 


205 




Exons 


62274. .62495, 62275. . 


62490, 


62303. .624 91, 62972. .63151, 






62977. .63174, 62977. . 


63147 








Seq. No. 


54356 




Seq. ID 


OJ000102_56.0426 


.C45 


Gene No . 


1 1 TQQQ 




Strand 






Start 


67758 




End 


69424 




Name 


OJ000102 56.0426.C45. 


olO.gs 


Method 


GENSCAN 




Start 


67758 




End 


69424 




GI 


none 




Score 


.68 




Exons 


67758. .68656, 68992.. 


69424 








Seq. No. 


54357 




Seq. ID 


OJ000102_56.0426 


.C46 


Gene No. 


114000 




Strand 






Of a yf 

o tare 


87 




End 


8039 




Name 


OJ000102 56.0426.C46. 


ol . gs 


Method 


GENSCAN 




Start 


87 




End 


8039 




GI 


none 




Score 


.78 




Exons 


87. .1589, 1756. .2493, 


2872. . 


3079, 3615 


..5569, 6028.. 6120, 




6204.. 6260, 6349.. 6432, 6782 


..7213, 7887. .8039 




Seq. No. 


54357 




Seq. ID 


OJ000102_56.0426 


.C46 


Gene No. 


114000 




Strand 






Start 


87 




End 


8039 




Name 


OJ000102 56.0426.C46. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


4784 




End 


5225 




GI 


none 




Score 


50 




Exons 


4784. .4849, 4785. .4847, 4792 


..4848, 4840. .5154, 4841. .5224, 



54984 







4842. .5225 








Seq. No. 


54358 


Seq. ID 


OJ000102_56.0426.C4 8 




Gene No. 


114001 


Strand 


+ 




Start 


1 


End 


4201 




Name 


OJ000102 56.0426.C48.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


4201 




GI 


6522568 


Score 


1328 




Exons 


1..112, 1704. .2091, 2502. .2694, 2894.. 


2958, 3037. .3247, 






3841. .4201 








GI Descrip. 


(AL132967) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


D H J D O 


Seq. ID 


OJ000102_56.0426.C48 




Gene No . 


114001 


Strand 


+ 




Start 


1 


End 


4201 




Name 


OJ000102 56.0426.C48.ol.gs 


Method 


GENSCAN 




Start 


7 


End 


374 




GI 


none 


Score 


.99 




Exons 


7. .166, 370. .374 








Seq. No. 


54358 


Seq. ID 


OJ000102_56.0426.C48 




bene ino . 


114001 


Strand 


+ 




Start 


1 


End 


4201 


=3; 


Name . 


OJ000102 56.0426.C48.o2.gs 


Method 


GENSCAN 


_J 


Start 


1781 


End 


4188 


si 


GI 


none 


Score 


.73 


f\ 


Exons 


1781. .2091, 2502. .2659, 3012 


..3247, 3958. .4188 


II 

=s. 


Seq. No. 


54358 


Seq. ID 


OJ000102_56.0426.C48 


S3- 


Gene No. 


114002 


Strand 




y 


Start 


1 


End 


1936 




Name 


OJ000102 56.0426.C48.ol.np 


Method 


AAT/NAP 




ouart 


1 


End 


1878 




GI 


5734621 


Score 


161 




Exons 


1..160, 1818. .1878 








GI Descrip. 


(AP000391) ESTs AU067992 (C11433) ,AU077424 (C11433) correspond 






a region of the predicted gene.; Similar to ABC transporter- 






(U43892) [Oryza sativa] 






3 


Seq. No. 


54358 


Seq. ID 


OJ000102_56.0426.C48 


==. 


a r*t A XI 

oene ino. 


114002 


Strand 






Start 


1 


End 


1936 




Name 


OJ000102 56.0426.C48.o3.tm 


Method 


TBLASTX: Maize 




Start 


1556 


End 


1825 




GI 


none 


Score 


117 




Exons 


1556. .1690, 1558. .1662, 1691 


..1825, 1702.. 1812, 1736.. 1822 




Seq. No. 


54358 


Seq. ID 


OJ000102_56.0426.C48 




bene no . 


114002 


Strand 






Start 


1 


End 


1936 




Name 


OJ000102 56.0426.C48.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1667 


End 


1936 




GI 


none 


Score 


91 




Exons 


1667. .1765, 1766. .1936 








Seq. No. 


54358 


Seq. ID 


OJ000102_56.0426.C48 




Gene No. 


114003 


Strand 





54985 




Start 


1880 








End 


2598 




Name 


OJ000102 56. 


0426 


.C48.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1880 








End 


2598 




GI 


none 








Score 


347 




Exons 


1880. .2092, 


1880 


. .2092, 


1882. 


.2097, 2502. .2597, 


2502. .2597, 




2503. .2598 














Seq. No. 


54358 








Seq. ID 


OJ000102 


_56.0426.C48 


Gene No. 


114004 








Strand 






Start 


2584 








End 


4143 




Name 


OJ000102 56. 


0426 


.C48.o2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2584 








End 


3247 




GI 


none 








Score 


65 




Exons 


2584. .2637, 


2629 


. .2694, 


2888. 


.2959, 2892.. 2969, 


3030. .3146, 




3033. .3176, 


3034 


. .3177, 


3034. 


.3186, 3035. .3187, 


3209. .3247 


Seq. No. 


54358 








Seq. ID 


OJ000102 


_56.0426.C48 


Gene No. 


114004 








Strand 






Start 


2584 








End 


4143 




Name 


OJ000102 56. 


0426 


.C48.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3033 








End 


3251 




GI 


none 








Score 


306 




Exons 


3033. .3140, 


3034 


. .3231, 


3035. 


.3250, 3195.. 3251 




Seq. No. 


54358 








Seq. ID 


OJ000102 


_56.0426.C48 


Gene No. 


114004 








Strand 






Start 


2584 








End 


4143 




Name 


OJ000102 56. 


0426 


.C48.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3150 








End 


4092 




GI 


none 








Score 


146 




Exons 


3150. .3251, 


3152 


. .3247, 


3825. 


.4082, 3837.. 4085, 


3838. .4086, 




3838. .4092 














Seq. No. 


54358 








Seq. ID 


OJ000102 


_56.0426.C48 


Gene No. 


114004 








Strand 






Start 


2584 








End 


4143 




Name 


OJ000102 56. 


0426 


.C48.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


3856 








End 


4143 




GI 


none 








Score 


304 




Exons 


3856. .4143, 


3861 


. .4082 










Seq. No. 


54359 








Seq. ID 


OJ000102 


_56.0426.C49 


Gene No. 


114005 








Strand 


+ 




Pi. - v4- 

btart 


13309 








End 


13406 




Name 


OJ000102 56. 


0426 


.C49.o3 


. np 


Method 


AAT/NAP 




Start 


13309 








End 


13406 




GI 


5777617 








Score 


96 




Exons 


13309. .13406 












GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


54359 








Seq. ID 


OJ000102 


_56.0426.C49 


Gene No. 


114006 








Strand 






Start 


1453 








End 


14037 




Name 


OJ000102 56. 


0426 


.C49.ol 


.gs 


Method 


GENSCAN 




Start 


1453 








End 


14037 




GI 


none 








Score 


.56 




Exons 


1453. .1743, 


2234 


. .2330, 


2415. 


.2623, 2962.. 3103, 


4089. .4144, 



54986 



5227. .5312, 5442. .5528, 9194. .9275, 9365.-9435, 9764. .9951, 
12783. .12851, 13454 13578 , 13643 .. 13737 , 13785.. 14037 



Seq. No. 


54359 








Seq. ID 


OJ000102 


_56.0426.C49 


Gene No. 


114006 








Strand 


- 




Start 


1453 








End 


14037 




Name 


OJ000102 56 


.0426. 


C49.ol 


.np 


Method 


AAT/NAP 




Start 


3055 








End 


4625 




GI 


6907088 








Score 


519 




Exons 


3055. .3462, 


4070. 


.4312, 


4488 . 


.4625 






GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 




beq. no. 


04 joy 








Seq. ID 


OJ000102 




Gene No. 


114006 








Strand 






Start 


1453 








End 


14037 




Name 


OJ000102 56 


.0426. 


C49.o2 


.np 


Method 


AAT/NAP 




Start 


7356 








End 


9821 




GI 


6688926 








Score 


440 




Exons 


7356. .7463, 


7917. 


.8092, 


8793. 


.8895, 8988.. 9103, 


9194. .9275, 




9365. .9435, 


9764. 


.9821 










GI Descrip. 


(AJ251365) 


VAP27 


[Nicotiana plumbaginif olia] 




Seq. No. 


54359 








Seq. ID 


OJ000102 


_56.0426.C49 


Gene No. 


114006 








Strand 






Start 


1453 








End 


14037 




Name 


OJ000102 56 


.0426. 


C49.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


8623 








End 


10002 




GI 


none 








Score 


167 




Exons 


8623. .8670, 


8773. 


.8895, 


8968. 


.9105, 8981. .9100, 


8982. .9107, 




9195. .9290, 


9198. 


.9281, 


9199. 


.9291, 9362. . 9433, 


9363. .9434, 




9765. .9839, 


9768. 


.9821, 


9943. 


.10002 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



54359 

114006 

1453 

OJ000102_56.0426.C4 9.ol.gp 
8757 

uC-osflcypl55b03bl 



Seq. ID OJ000102_56.0426.C49 
Strand 

End 14037 

Method AAT/GAP 

End 9882 

Score 874 



8757. .8895, 8988. .9103, 9194. .9275, 9365. .9435, 9764. .9882 
, 4895238/gb|AAD32823.1|AC007659_5 1.0e-39 (AC007659) unknown 
protein [Arabidopsis thaliana] 1 



54359 

114006 

1453 

OJ000102_56.0426.C4 9.ol.ts 

8833 

none 



Seq. ID OJ000102_56.0426.C49 
Strand 

End 14037 

Method TBLASTX : Soybean 

End 9434 

Score 111 



8833. .8904, 8980. .9105, 8988. .9107, 9195. .9323, 9199. .9276, 
9362.. 9433, 9363.. 9434 



54359 

114006 

1453 

OJ000102_56.0426.C4 9.ol.tc 

8980 

none 



Seq. ID OJ000102_56.0426.C49 
Strand 

End 14037 

Method TBLASTX : Cress 

End 9434 

Score 95 



54987 



Exons 



8980. .9108, 8988. .9107, 9195. .9323, 9196. .9276, 9362.. 9433, 
9363. .9434 



Seq. No. 54360 Seq. ID 

Gene No. 114007 Strand 

Start 125 End 

Name OJ000102_56 . 0426 . C50 . ol . gs Method 

Start 125 End 

GI none ' Score 

Exons 125.. 280, 1761.. 1991 



OJ000102_56.0426.C50 

1991 
GENSCAN 
1991 
.51 



Seq. No. 54360 Seq. ID 

Gene No. 114008 Strand 

Start 434 6 End 

Name OJ000102_56 . 0426 . C50 . ol . gp Method 

Start 3926 End 

GI 2798014 Score 

Exons 3926.. 4133 



OJ000102_56.0426.C50 

5869 
AAT/GAP 
4133 
391 



Seq. No. 54360 

Gene No. 114008 

Start 4346 

Name OJ000102_56 . 0426 . C50 . o2 . gs 

Start 4346 

GI none 

Exons 4346. .4441, 4643. .4714, 4798. 
5326. .5394 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4898, 



OJ000102 56.0426.C50 



5869 
GENSCAN 
5394 
.58 

4961. .5088, 



5218. .5266, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000102_56.0426.C50 

5869 
AAT/NAP 
5869 
195 

4370. .4537, 4672. .4714, 5013. .5088, 5218. .5266, 5700. .5869 
hypothetical protein F6N15.22 - Arabidopsis thaliana 
gi I 3193331 1 gb I AAC19313.il (AF069299) F6N15.22 gene product 
[Arabidopsis thaliana] gi | 7267105 | emb | CAB80776 . 1 | (AL161471) 
putative YABBY3 axial regulator [Arabidopsis thaliana] 



54360 

114008 

4346 

OJ000102_56.0426.C50.ol.np 

4370 

7486543 



Seq. ID 

Strand 

End 

Method 

End 

Score 



54361 Seq. ID 

114009 Strand 

4 91 End 

OJ000102_37.0426.C3.ol.np Method 

4 91 End 

2498930 Score 
491. .550 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULAT ION 

PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



OJ000102_37.0426.C3 
+ 

550 

AAT/NAP 

550 

42 



54362 Seq. ID 

114011 Strand 

141 End 

OJ000102_37.0426.C4 .ol.gs Method 

141 End 

none Score 

141. .442, 471. .596, 625. .750, 779. .904 



OJ000102_37.0426.C4 
+ 

904 

GENSCAN 

904 

.7 



54988 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 





Seq. No. 




Gene No. 




Start 




Name 




Start 


f 


GI 




Exons 










r : t 


Seq. No. 




Gene No. 


iy 


Start 


=£ 


Name 


£= } H 


Start 




GI 


a 


Exons 


f °= 








S 

"•=1 


Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 




Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 



54363 

114012 

1 

OJ000102_37.0426.C5.o2.np 
1 

6691191 



Seq. ID OJ000102_37.0426.C5 

Strand + 

End 10921 

Method AAT/NAP 

End 10921 

Score 1103 



1..143, 711. .787, 2254. .3523, 94 95 9536, 10529 .. 10921 
(AC007534) F7F22.15 [Arabidopsis thaliana] 



54363 

114012 

1 

OJ000102_37.0426.C5.ol.np 
557 

5852181 



Seq. ID OJ000102_37.0426.C5 

Strand + 

End 10921 

Method AAT/NAP 

End 1930 

Score 103 



557. .709, 1183. .1304, 1801. .1930 
(AL117265) zhbOOll.l [Oryza sativa] 



54363 . 
114012 
1 

OJ000102_37.0426.C5.o2.gs 

2659 

none 



Seq. ID OJ000102_37.0426.C5 

Strand + 

End 10921 

Method GENSCAN 

End 5171 

Score . 64 



2659. .3152, 4204. .4323, 4371. .4504, 4628. .4833, 4908. .5022, 
5044.. 5171 



54363 

114012 

1 

OJ000102_37.0426.C5.o3.gs 

7983 

none 

7983.. 8081, 8369.. 8521 

54363 

114012 

1 

OJ000102_37.0426.C5.o4 .gs 

10547 

none 

10547. .10819 

54363 

114013 

12264 

OJ000102_37.0426.C5.o5.gs 

12264 

none 



Seq. ID OJ000102_37.0426.C5 

Strand + 

End 10921 

Method GENSCAN 

End 8521 

Score .72 



Seq. ID OJ000102_37.0426.C5 

Strand + 

End 10921 

Method GENSCAN 

End 10819 

Score .45 



Seq. ID OJ000102_37.0426.C5 

Strand + 

End 13322 

Method GENSCAN 

End 13322 

Score .87 



12264. .12339, 12471 .. 12591, 13031 .. 13127 , 13236.. 13322 



Seq. No. 54363 

Gene No. 114014 

Start 13936 

Name OJ000102_37 . 0426 . C5 . ol . ts 

Start 701 



Seq. ID OJ000102_37.0426.C5 
Strand 

End 16904 

Method TBLASTX : Soybean 

End 16352 



54989 




GI 


none 


Score 


70 




Exons 


701. .784, 15958. .16206, 15959 .. 16198 , 


16152. .16316, 






16199. .16309, 16320.. 16352 






Seq. No. 


54363 


Seq. ID 


OJ000102_37.0426. 


C5 


Gene No. 


114014 


Strand 






Start 


13936 


End 


i by U4 




Name 


OJ000102 37.0426.C5.o6.tw 


Method 


TBLASTX : Wheat 




Start 


713 


End 


16244 




GI 


none 


Score 


72 




Exons 


713. .784, 2248. .2370, 15.950 .. 16198 , 15 


950.. 16096, 15958. 


.1 




16152. .16244 








Seq. No. 


54363 


Seq. ID 


OJ000102_37.0426. 


C5 


Gene No. 


114014 


Strand 






Start 


13936 


End 


16904 




Name 


OJ000102 37.0426.C5.o3.ts 


Method 


TBLASTX: Soybean 




Start 


2244 


End 


15945 




GI 


none 


Score 


211 




Exons 


2244. .2483, 2248. .2484, 15811. .15945 






Seq. No. 




beq. ID 


OJ000102_37.0426. 


C5 


Gene No. 


1 1 A C\ 1 A 


otrana 






Start 




t*na 


16904 




Name 


OJUUUlUz J / . U4zb . Co . OD . tm 


Method 


TBLASTX: Maize 




Start 


2281 


End 


16191 




GI 


none 


Score 


69 




Exons 


2281. .2397, 15883 16191, 


15890. .16132 






Seq. No. 


54363 


Seq. ID 


OJ000102_37.0426. 


C5 


Gene No. 


114014 


Strand 






Start 


13936 


End 


16904 




Name 


OJ000102 37.0426.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


2398 


End 


15871 




GI 


none 


Score 


142 




Exons 


2398. .2601, 15508. .15816, 


15517. .15870 


, 15617. .15871 




Seq. No. 


54363 


Seq. ID 


OJ000102_37.0426. 


C5 


bene no. 


114014 


Strand 






Start 


13936 


End 


16904 




Name 


OJ000102 37.0426.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2425 


End 


15942 




GI 


none 


Score 


104 




Exons 


2425. .2598, 15439 .. 15942, 


15521. .15925 






Seq. No. 


54363 


Seq. ID 


OJ000102_37.0426. 


C5 


Gene No. 


114014 


Strand 






Start 


13936 


End 


16904 




Name 


OJ000102 37.0426.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


2662 


End 


3036 




GI 


none 


Score 


47 




Exons 


2662. .2715, 2737. .2961, 2782. .2958, 2962. .3036 




Seq. No. 


54363 


Seq. ID 


OJ000102_37.0426. 


C5 


Gene No. 


114014 


Strand 






Start 


13936 


End 


16904 




Name 


OJ000102 37.0426.C5.o3.tw 


Method 


TBLASTX: Wheat 





54990 



Start 


2860 


End 


15438 




GI 


none 


Score 


60 




Exons 


2860. .3003, 14950. .15438, 14951 .. 15385, 14953. .15396 




Seq. No. 


S4363 


Qprr jn 

• J. u 




.C5 


m o n e» Mo 


114014 








Start 


13936 


Fnri 


1 6Q04 

J. U _7 \J *4 




Name 


OJ000102 37 0426 C5 o4 ts 


L JC L11UU 






Start 


3031 ~~ 




J. *i O O \J 




GI 


none 


Score 


201 




Exons 


3031.. 3339, 3057.. 3287, 14722. 


. .14886 






Seq. No. 


54363 


Seq. ID 




.C5 


f^on e» Mo 


114014 


Strand 






Start 


13936 


End 


X \J y \J *± 




Name 


OJ000102 37.0426.C5.ol.tw 


Method 


lDLinulA. VYUCa L 




Start 


3296 


End 


14 94 3 




GI 


none 


Score 


120 




Exons 


3296. .3520, 14317 .. 14 943, 14318. .14887 






Seq. No. 


54363 


Seq. ID 


OJ000102_37.0426 


-C5 


Gene No. 


114014 


Strand 






Cf art 


13936 


End 


16904 




Name 


OJ000102 37.0426.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


3341 


End 


14763 




GI " 


none 


Score 


87 




Exons 


3341. .3475, 3488. .3520, 14179. 


. .14604, 


14189. .14602, 






14602. .14763, 14 607 .. 14747, 14609. .14755 




Seq. No. 


54363 


Seq. ID 


OJ000102_37.0426 


.C5 


Gene No. 


114014 


Strand 








13936 


End 


16904 




Name 


OJ000102 37.0426.C5.o5.ts 


Method 


TBLASTX: Soybean 




Start 


3383 


End 


14658 




GI 


none 


Score 


142 




Exons 


3383.-3526, 3385.. 3522, 10529. 


. .10735, 


10745. .10810, 






10830. .10865, 14542. .14658 








Seq. No. 


54363 


Seq. ID 


OJ000102_37.0426 


.C5 




114014 


Strand 






Start 


13936 


End 


16904 




Name 


OJ000102 37.0426.C5.o6.gs 


Method 


GENSCAN 




Start . 


13936 


End 


14772 




GI 


none 


Score 


.59 




Exons 


13936. .14772 








Seq. No. 


54363 


Seq. ID 


OJ000102_37.0426 


.C5 


Gene No. 


114014 


Strand 






Start 


13936 


End 


16904 




Name 


OJ000102 37.0426.C5.o3.np 


Method 


AAT/NAP 




Start 


13939 


End 


16900 




GI 


4680179 


Score 


4061 




Exons 


13939. .16900 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


54363 


Seq. ID 


OJ000102_37.0426 


.C5 


Gene No. 


114014 


Strand 







54991 




Start 


13936 




End 


16904 




Name 


OJ000102 37. 0426. C5. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


13984 




End 


14317 




GI 


none 




Score 


119 




Exons 


13984. .14316, 14048. 


.14317 








Seq. No. 


54363 




Seq. ID 


OJ000102_37.0426. 


C5 


Gene No . 


114014 




Strand 






Start 


13936 




End 


16904 




Name 


OJ000102 37. 0426. C5 . 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


14812 




End 


15103 




GI 


none 




Score 


250 




Exons 


14812. .15102, 14816. 


.15103 








Seq. No. 


54363 




Seq. ID 


OJ000102_37.0426. 


C5 


Gene No . 


1 T A C\ 1 A 

114U14 




Strand 






Start 


13936 




End 


16904 




Name 


OJ000102 37. 0426. C5 . 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


14902 




End 


15138 




GI 


none 




Score 


148 




Exons 


14902. .15138, 14903. 


.15130 








Seq. No. 


54363 




Seq. ID 


OJ000102_37.0426. 


C5 


Gene No. 


114014 




Strand 






Start 


13936 




End 


16904 




Name 


OJ000102 37. 0426. C5 . 


o7 .gs 


Method 


GEN SCAN 




Start 


15466 


End 


16904 




GI 


none 




Score 


.75 




Exons 


15466. .15951, 15967. 


.16166, 


16196. .16904 




Seq. No. 


54363 




Seq. ID 


OJ000102_37.0426. 


C5 


Gene No . 


114014 




Strand 






Start 


13936 




End 


16904 




Name 


OJ000102 37. 0426. C5. 


o4 . tm 


Method 


TBLASTX :Maize 




Start 


16239 




End 


16710 




GI 


none 




Score 


117 




Exons 


16239. .16670, 16273. 


.16710 








Seq. No. 


54363 




Seq. ID 


OJ000102_37.0426. 


C5 


Gene No. 


1 T A f\ 1 A 

114014 




Strand 






Start 


13936 




End 


16904 




Name 


OJ000102 37. 0426. C5. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


16293 




End 


16779 




GI 


none 




Score 


272 




Exons 


16293. .16670, 16336. 


.16779 








Seq. No. 


54364 




Seq. ID 


OJ000102_37.0426. 


C6 


Gene No. 


114015 




Strand 


+ 




Of -1 v>f 


1 




End 


1980 




Name 


OJ000102 37. 0426. C6. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


1980 




GI 


6705984 




Score 


419 




Exons 


1..22, 342. .854, 1900. .1980 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


54364 




Seq. ID 


OJ000102_37.0426. 


C6 


Gene No. 


114015 




Strand 


+ 





54992 





Start 


1 


End 


1980 




Name 


OJ000102 37.0426.C6.ol.gs 


Method 


GENSCAN 




Start 


89 


End 


1084 




GI 


none 


Score 


.64 




Exons 


89. .174, 303. .344, 372. .1084 






Seq. No. 


^4 ^64 




OJ000102_37.042 




Gene No . 


1 1 4fl1 s 




+ 




Start 


1 

± 




1980 




Name 


. OJ000102 37.0426.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


347 


End 


787 




GI 




Score 


257 




Exons 


^47 61 6 "}6ft 699 "3Q4 


691 691 707 


, 63S..787, 646. 




Seq. No. 


^4^64 
J4 OD4 




OJ000102_37.042 




Gene No . 


1 1 401 S 


O LiailU 


+ 




Start 


1 


XL XI (J. 


1980 




Name 


OJ000102 37.0426.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


398 


End 


817 




GI 


•pi r> T"1 O 


Score 


166 




Exons 


*3QQ 667 4^** 66"* 4^^ 


667 £c;Q Q 1 7 
DO/, OD?. .01 / 


, 676. .780 




Seq. No. 


R 4 ^ 64 


oeq. id 


OJ000102_37.042 




Gene No . 


1 1 41 U 1 0 


otrana 


+ 




Start 




rjna 


1980 


3 


Name 


OJ000102 37.0426.C6.ol.tm 


Method 


TBLASTX : Maize 


n 


Start 


586 


End 


838 


: | 


GI 


none 


Score 


182 


=~ 


Exons 


586. .720, 587. .820, 614.. 


838 






Seq. No. 


54365 


Seq. ID 


OJ000102_37.042 


J 


Gene No. 


114016 


Strand 


+ 




o tar l 


3369 


End 


1 9 6 A C\ 




Name 


OJ000102 37.0426.C7.o5.np 


Method 


AAT/NAP 




Start 


3369 


End 


8637 




GI 


6498436 


Score 


102 




Exons 


3369..3398, 8222. .8251, 8518. .8637 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


54365 


Seq. ID 


OJ000102_37.042 




Gene No. 


114016 


Strand 


+ 




otar u 


3369 


End 


1Z o4 u 




Name 


OJ000102 37.0426.C7.o3.np 


Method 


AAT/NAP 




Start 


5169 


End 


5589 




GI 


4680185 


Score 


119 




Exons 


5169. .5589 








GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 




Seq. No. 


54365 


Seq. ID 


OJ000102_37.042 




Gene No. 


114016 


Strand 


+ 




Start 


3369 


End 


12640 




Name 


OJ000102 37.0426.C7.o6.np 


Method 


AAT/NAP 




Start 


8231 


End 


12640 




GI 


7406450 


Score 


69 




Exons 


8231.. 8320, 11421. .11571, 


12498. . 12640 






GI Descrip. 


(AL162875) putative protein [Arabidopsis thaliana] 



,783 



54993 




Seq. No. 


54365 






Seq. ID 


OJ000102_37.0426 


.C7 


Gene No. 


114017 






Strand 






Start 


1 






End 


2275 




Name 


OJ000102 37 


.0426.C7.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


2275 




GI 


4680179 






Score 


1135 




Exons 


1..31, 688. 


.1185, 1240. 


.2275 








GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


54365 






Seq. ID 


OJ000102_37.0426 


.C7 


Gene No. 


114018 






Strand 






Start 


4473 






End 


7463 




Name 


OJ000102 37 


.0426.C7.o4. 


np 


Method 


AAT/NAP 




Start 


4473 






End 


7463 




GI 


6573736 






Score 


89 




Exons 


4473. .4515, 


6356. .6402, 


6441. 


.6618, 7383.-7463 




GI Descrip. 


(AC009398) 


F20B24.10 [Arabidopsis thaliana] 




Seq. No. 


54365 






Seq. ID 


OJ000102_37.0426 


.C7 


Gene No. 


114019 






Strand 


— 




Start 


9496 






End 


10179 




Name 


OJ000102 37 


.0426.C7.ol. 


gp 


Method 


AAT/GAP 




Start 


9496 






End 


10179 




GI 


3763508 






Score 


1111 




Exons 


9496. .10061 


, 10135. .10179 








Seq. No. 


54365 






Seq. ID 


OJ000102_37.0426 


.C7 


Gene No. 


114020 






Strand 


~~ 




Start 


11819 






End 


15785 




Name 


OJ000102 37 


. 0426.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


752 






End 


1106 




GI 


none 






Score 


126 




Exons 


752. .1105, 


804. .1106 










Seq. No. 


54365 






Seq. ID 


OJ000102_37.0426 


.C7 


Gene No. 


114020 






Strand 






Start 


11819 






End 


15785 




Name 


OJ000102 37 


.0426.C7.ol. 


tw 


Method 


• TBLASTX: Wheat 




Start 


1454 






End 


1805 




GI 


none 






Score 


76 




Exons 


1454. .1801, 


1607. .1774, 


1641. 


.1805 






Seq. No. 


54365 






Seq. ID 


OJ000102_37.0426 


.C7 


Gene No. 


114020 






Strand 






Start 


11819 






End 


15785 




Name 


OJ000102 37 


.0426.C7.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1496 






End 


1801 




GI 


none 






Score 


80 




Exons 


1496. .1801, 


1641. .1784 










Seq. No. 


54365 






Seq. ID 


OJ000102_37.0426 


.C7 


Gene No. 


114020 






Strand 






Start 


11819 






End 


15785 




Name 


OJ000102 37 


.0426.C7.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1824 






End 


2050 




GI 


none 






Score 


130 




Exons 


1824. .2024, 


1826. .2035, 


1838. 


.2050 







54994 




Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54365 

114020 

11819 

OJ000102_37.0426.C7.o2.gp 

11819 

none 



Seq. ID OJ000102_37.0426.C7 
Strand 

End 15785 

Method AAT/GAP 

End 13158 

Score 728 



11819. .11928, 12381. .12453, 1254 6 .. 12629, 1274 0 .. 12777 , 
12944. .13026, 13117. .13158 



54365 
114020 
11819 

OJ000102_37 . 0426 .C7 . o7 .np 
12909 
7106515 



Seq. ID OJ000102_37.0426.C7 
Strand 

15785 
AAT/NAP 
15785 
1749 



End 

Method 
End 
Score 

12909. .12959, 13741 .. 15393, 15474. .15785 

(AP001278) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 
sativa] 



Seq. No. 


54365 




Seq. ID 


OJ000102_37.0426 


.C7 


Gene No. 


114020 




Strand 






Start 


11819 




End 


15785 




Name 


OJ000102_37.0426.C7 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


13866 




End 


14048 




GI 


none 




Score 


105 




Exons 


13866. .14048, 13873 


. .14046 








Seq. No. 


54365 




Seq. ID 


OJ000102_37.0426 


.C7 


Gene No. 


114020 




Strand 






Start 


11819 




End 


15785 




Name 


OJ000102 37. 0426. C7 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13974 




End 


14312 




GI 


none 




Score 


41 




Exons 


13974. .14048, 13975 


. .14049, 


14067. .14312, 14098. .14292 




Seq. No. 


54365 




Seq. ID 


OJ000102_37.0426 


.C7 


Gene No. 


114020 




Strand 






Start 


11819 




End 


15785 




Name 


OJ000102 37. 0426. C7 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


14040 




End 


14285 




GI 


none 




• Score 


104 




Exons 


14040. .14285, 14041 


. .14235 








Seq. No. 


54365 




Seq. ID 


OJ000102_37.0426 


,C7 


Gene No. 


114020 




Strand 






Start 


11819 




End 


15785 




Name 


OJ000102 37. 0426. C7 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


14118 




End 


14348 




GI 


none 




Score 


75 




Exons 


14118. .14348, 14125 


. .14220, 


14274. .1434 


8 




Seq. No. 


54365 




Seq. ID 


OJ000102_37.0426 


.C7 


Gene No. 


114020 




Strand 






Start 


11819 




End 


15785 




Name 


OJ000102 37. 0426. C7 


.ol.tm 


Method 


TBLASTX: Maize 





54995 




Start 


14601 


End 


14969 


GI 


none 


Score 


103 


Exons 


14601... 14969, 14775. .14969 






Seq. No. 


54365 


Seq. ID 


OJ000102_37.0426.C7 


Gene No. 


114020 


Strand 




Start 


11819 


End 


15785 


Name 


OJ000102 37.0426.C7.o3.tm 


Method 


TBLASTX: Maize 


Start 


15114 


End 


15329 


GI 


none 


Score 


88 


Exons 


15114. .15329, 15115. .15255 






Seq. No. 


54366 


Seq. ID 


OJ000102_37.0426.C8 


Gene No. 


114021 


Strand 


+ 


Start 


3518 


End 


12529 


Name 


OJ000102 37.0426.C8.o2.gs 


Method 


GEN SCAN 


Start 


3518 


End 


12529 


GI 


none 


Score 


.62 


Exons 


3518. .3532, 3537.. 3632, 7386. 


.7541, 7676.. 8069, 8137.. 8298, 




12405. .12529 






Seq. No. 


54366 


Seq. ID 


OJ000102_37.0426.C8 


Gene No. 


114022 


Strand 


+ 


Start 


12711 


End 


17102 


Name 


OJ000102 37.0426.C8.o5.np 


Method 


AAT/NAP 


Start 


12711 


End 


15962 


GI 


7487888 


Score 


216 



fij Exons 12711. .12764, 13916 .. 14 14 4 , 14387 .. 14722 , 15781.. 15962 

?5 GI Descrip. hypothetical protein T9J22.30 - Arabidopsis thaliana 



gi I 2739387 | gb | AAC14510.il (AC002505) En/Spm-like transposon 
protein [Arabidopsis thaliana] 



f j : 

5 is? 


Seq. No. 


54366 


Seq. ID 


OJ000102_37.0426.C8 




Gene No. 


114022 


Strand 


+ 


.= w. 


Start 


12711 


End 


17102 




Name 


OJ000102 37.0426.C8.o3.gs 


Method 


GENSCAN 




Start 


14957 


End 


17102 


E *~ 


GI 


none 


Score 


.82 




Exons 


14957. .15310, 15633. .16299, 


16684. .16776, 17038.. 17102 




Seq. No. 


54366 


Seq. ID 


OJ000102_37.0426.C8 




Gene No. 


114023 


Strand 


+ 




Start 


17183 


End 


17464 




Name 


OJ000102 37.0426.C8.ol.gp 


Method 


AAT/GAP 




Start 


17183 


End 


17464 




GI 


none 


Score 


564 




Exons 


17183. .17464 








Seq. No. 


54366 


Seq. ID 


OJ000102__37.0426.C8 




Gene No. 


114024 


Strand 






Start 


1 


End 


2042 




Name 


OJ000102 37.0426.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2042 




GI 


7106515 


Score 


1570 




Exons 


1..200, 253. .762, 864. .2042 








GI Descrip. 


(AP001278) Similar to Arabidopsis thaliana chromosome II BAC 



T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 



54996 



sativa] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54366 Seq. ID OJ000102_37 . 0426 . C8 

114025 Strand 

8582 End 9917 

OJ000102_37 . 0426 . C8 . o2 . np Method AAT/NAP 

8582 End 9917 

1171861 Score 680 

8582. .8687, 9493. .9917 

NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT I ( FRXB PROTEIN) 
gi| 1363565 Ipir | IS58619 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 1 - maize chloroplast gi | 902288 | emb | CAA60352 | 
(X86563) NADH dehydrogenase subunit [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54366 Seq. ID OJ000102_37 . 0426 . C8 

114026 Strand 

10015 End 12087 

OJ000102_37 . 042 6 . C8 . o3 . np Method AAT/NAP 

10015 End 12087 

128620 Score 1704 

10015. .10549, 11536. .12087 

NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 1, CHLOROPLAST 
gi | 66139 | pir | | DERZN1 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 1 - rice chloroplast gi | 669087 | emb | CAA33910 | 
(X15901) NADH dehydrogenase ND1 [Oryza sativa] 

gi I 226676 | prf | I1603356DD NADH dehydrogenase ND1 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54366 Seq. ID OJ000102_37 . 0426 . C8 

114027 Strand 

12092 End 14273 

OJ000102_37 . 0426 . C8 . o4 . np Method AAT/NAP 

12092 End 14273 

128833 Score 281 

12092. .12275, 14188.. 14273 

NADH-PLASTOQUINONE OXIDOREDUCTASE 49 KD SUBUNIT, CHLOROPLAST 
gi I 100954 Ipir | | S13600 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) 49K chain - maize chloroplast gi | 14301 | emb | CAA39868 | 
(X56521) ndhH subunit of NADH dehydrogenase [Zea mays] 
gi|902290|emb|CAA60354| (X86563) NADH dehydrogenase 4 9KDa 
protein [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54366 

114028 

17410 

OJ000102_37.0426.C8.o5.tm 

716 

none 



Seq. ID OJ000102_37.0426.C8 



Strand 
End 

Method 

End 

Score 



29594 

TBLASTX: Maize 

1085 

45 



716. .796, 866. .940, 877. .939, 956. .1081, 963. .1085, 963. .1085 



54366 Seq. ID 

114028 Strand 

17410 End 

OJ000102_37.0426.C8.ol.tw Method 

942 End 

none Score 

942.. 1163, 965.. 1264 



OJ000102_37.0426.C8 
29594 

TBLASTX: Wheat 

1264 

111 



54997 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54366 

114028 

17410 

OJ000102_37 . 042 6 . C8 . ol . tm 

1088 

none 



Seq. ID OJ000102_37.0426.C8 
Strand 

End 29594 

Method TBLASTX : Mai ze 

End 1901 

Score 62 



1088. .1351, 1344. .1472, 1420. .1470, 1491. .1805, 1498. .1680, 
1806. .1829, 1830.. 1901 



54366 

114028 

17410 

OJ000102_37.0426.C8.o3.ts 

9654 

none 



Seq. ID OJ000102_37.0426.C8 
Strand 

End 29594 

Method TBLASTX : Soybean 

End 9922 

Score 253 



9654.. 9908, 9655.. 9909, 9659.-9922, 9670.. 9915 



Seq. No. 54366 
Gene No. 114028 
Start 17410 

Name OJ000102_37 . 0426 . C8 . ol . tc 

Start 9820 
GI none 
Exons 9820. , 

10051. 

10207, 

11535. 

12000. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_37.0426.C8 
29594 

TBLASTX: Cress 

12223 

133 



9948, 9820.. 9939, 9822.. 9995, 10013 10213, 10016 10207, 

.10248, 10205. .10489, 10205 .. 10489, 10207 .. 10506, 

.10506, 10480. .10551, 104 91 .. 10550, 11518 11742, 

.11957, 11536. .11958, 11537 .. 11959, 11538 11960, 
.12101, 12002. .12223, 12002.. 12223 



Seq. No. 54366 
Gene No. 114028 
Start 17410 

Name OJ000102_37 . 0426 . C8 . o2 . ts 

Start 10010 
GI none 

Exons 10010. .10489, 10010 .. 104 89, 

10480. .10551, 10491. .10643, 
10798. .10854, 10812 .. 10850, 
11011. .11085, 11180. .11248, 
11282. .11317, 11365. .11427, 
11413. .11535 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10033 

10493 

-10900 

11182 

11366 



OJ000102 37. 0426. C8 



29594 

TBLASTX : Soybean 
11535 
475 

10506, 10051. .10506, 
10630, 10761. .10796, 
10953, 11005. .11088, 
11214, 11280. .11312, 
11404, 11412. .11462, 



Seq. No. 54366 

Gene No. 114028 

Start 17410 

Name OJ000102_37 . 04 2 6 . C8 . ol . ts 

Start 11613 

GI none 

Exons 11613. .11969, 
12005. .12271, 



11615. .11959, 
12033. .12269 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_37.0426.C8 
29594 

TBLASTX: Soybean 

12271 

375 



11966. .11998, 12004 . .12099, 



Seq. No. 54366 Seq. ID 

Gene No. 114028 Strand 

Start 17410 End 

Name OJ000102_37 . 0426 . C8 . 06 . tm Method 

Start 13987 End 

GI none Score 



OJ000102_37.0426.C8 
29594 

TBLASTX: Maize 

14151 

235 



54998 




Exons 


13987. .14151, 13988 


. .14149 










Seq. No. 


54366 




Seq. ID 


OJ000102 


_37.0426. 


C8 




1 1 4 09 8 




Strand 








Start 


17410 




End 


29594 






Name 


OJ000102 37. 0426. C8 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


14377 




End 


14600 






GI 


none 




Score 


287 






Exons 


14377. .14598, 14385 


. .14600, 


14386. .14598 






Seq. No. 


54366 




Seq. ID 


OJ000102 


_37.0426. 


C8 


bene ino . 


1 X H 0 




Strand 








Start 


17410 




End 


29594 






Name 


OJ000102 37. 0426. C8 


.o5.ts 


Method 


TBLASTX: 


Soybean 




Start 


14386 




End 


14685 






GI 


none 




Score 


103 






Exons 


14386. .14475, 14397 


. .14465, 


14490. .14663, 14491 


. .14685 




Seq. No. 


54366 




Seq. ID 


OJ000102 


_37.0426. 


C8 


Gene No. 


114028 




•Strand 








jLqIL 


17410 




End 


29594 






Name 


OJ000102 37. 0426. C8 


. o3. tm 


Method 


TBLASTX: 


Maize 




Start 


14716 




End 


16298 






GI 


none 




Score 


153 






Exons 


14716. .14832, 14725 


. .14832, 


14957. .15250, 14973 


. .15251, 






14973. .15209, 15070 


. .15246, 


16233. .16298 






Seq. No. 


54366 




Seq. ID 


OJ000102 


_37.0426. 


C8 


Gene No. 


114028 




Strand 








Start 


17410 




End 


29594 






Name 


OJ000102 37. 0426. C8 


.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


17399 




End 


28509 








none 




Score 


64 






Exons 


17399. .17455, 17404 


. .17457, 


23743.-23829, 23745 


. .23828, 






23747. .23830, 23747 


. .23830, 


23915. .24013, 23915 


. .23998, 






23916. .24014, 23917 


. .24015, 


23917. .2401 


8, 24029 


. .24181, 






24063. .24188, 24071 


. .24190, 


24087. .241E 


8, 24091 


. .24189, 






28108. .28302, 28110 


. .28373, 


28110. .28508, 28333 


. .28509 




Seq. No. 


54366 




Seq. ID 


OJ000102 


_37.0426. 


C8 


Gene No. 


114028 




Strand 








otait 


17 4 10 




End 


29594 






Name 


OJ000102 37. 0426. C8 


.o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


17407 




End 


24189 






GI 


none 




Score 


70 






Exons 


17407. .17475, 23730 


. .23786, 


23747. .23809, 23747 


. .23830, 






23908. .24018, 23918 


. .24013, 


24087. .24185, 24094 


. .24189 




Seq. No. 


54366 




Seq. ID 


OJ000102 


_37.0426. 


C8 


Gene No. 


114028 




Strand 








Start 


17410 




End 


29594 






Name 


OJ000102 37. 0426. C8 


.06. np 


Method 


AAT/NAP 






Start 


17410 




End 


29594 






GI 


5103813 




Score 


639 






Exons 


17410. .17469, 23747 


. .23827, 


23917. .24012, 24087 


. .24186, 






28108. .28516, 29456 


. .29594 











GI Descrip. (AC007591) Contains a PF 100175 Oxidoreductase FAD/NADH-binding 



54999 




domain. ESTs gb|H7 6345 and gb|AA6514 65 come from this gene, 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54366 
114028 
17410 

OJ000102_37 . 0426 . C8 . o4 . gs 
17448 



OJ000102 37. 0426. C8 



none 

17448, 

18834, 

21708, 

28108, 



Seq. ID 
Strand 

End 29594 
Method GENSCAN 
End 28631 
Score .48 

,17469, 17575. .17778, 17819 17958 , 18009 .. 1804 4 , 
,18974, 19177. .19264, 20904 21101 , 21244 21380, 
.21812, 22526. .22705, 23917 24012, 24087 .. 24 18 6, 
.28631 





Seq. No. 


54366 


Seq. ID 


OJ000102_37.0426.C8 




Gene No. 


114028 


Strand 






Start 


17410 


End 


29594 




Name 


OJ000102 37.0426.C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


28173 


End 


28512 




GI 


none 


Score 


95 




Exons 


28173. .28307, 28173 .. 28286, 


28284. .28337, 28296 .. 28325 , 






28336.-28446, 28344 .. 28448 , 


28464. .28511, 28465.. 28512 




O n ST XT >^ 

beq. no. 


54366 


Seq. ID 


OJ000102_37.0426.C8 




Gene No. 


114028 


Strand 






Start 


17410 


End 


29594 




Name 


OJ000102 37.0426.C8.o2.gp 


Method 


AAT/GAP 


= ; s 


Start 


28273 


End 


28680 




GI 


12066 1.R1084 


Score 


713 




Exons 


28273. .28680 








GI Descrip. 


, 5103813/gb|AAD39643.1|AC007591 8 1.0e-16 (AC007591) Contains a 






PF 00175 Oxidoreductase FAD/NADH-binding domain. ESTs gb H7 634 


FU 




and gb_AA6514 65 come from this gene. 


[Arabidopsis thaliana] ' 




Seq. No. 


54367 


Seq. ID 


OJ000102_37.0426.C9 


'-J 


Gene No. 


114029 


Strand 


+ 


Start 


467 


End 


724 


r 


Name 


OJ000102 37.0426.C9.ol.gp 


Method 


AAT/GAP 




Start 


467 


End 


724 


r ""n 


GI 


61605 3.R1084 


Score 


446 


r 


Exons 


467. .724 








GI Descrip. 


'1402920/emb|CAA66965| 2.0e 


-20 (X98321) peroxidase [Arabidopsis 






thaliana] 1 








Seq. No. 


54367 


Seq. ID 


OJ000102_37.0426.C9 




Gene No. 


114030 


Strand 


+ 




Start 


1184 


End 


2528 




Name 


OJ000102 37.0426.C9.o2.gp 


Method 


AAT/GAP 




Start 


1184 


End 


1701 




GI 


uC-osflM202048cl2bl 


Score 


766 




Exons 


1184. .1701 








GI Descrip. 


'5257255/dbj | AP000364.il AP000364 2 . 0e- 


-16 Oryza sativa genomic 






DNA, chromosome 8, clone : P0026F07 ' 






Seq. No. 


54367 


Seq. ID 


OJ000102_37.0426.C9 




Gene No. 


114030 


Strand 


+ 




Start 


1184 


End 


2528 



55000 



